
f 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



GENSCAN 

2528 

.47 



OJ000102 37. 0426. C9 



OJ000102_37 . 0426 . C9 . ol . gs Method 
134 9 End 
none ... Score 

1349.. 1362, 2131.. 2294, 2314.. 2528 

54367 Seq. ID 

114031 Strand 
1094 End 
OJ000102_37 . 0426 , C9 . ol . np Method 
1094 End 
6063554 Score 
1094. .1265, 1905. .1935, 2233. .2475, 2593. .2858 
{AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted -gene . ; hypothetical 
protein [Oryza sativa] 



2858 
AAT/NAP 
2858 
341 



Seq. No. 


54368 


Seq. ID 


OJ000102_37.0426.C1.0 


Gene No. 


114032 


Strand 


+ 


Start 


•'176 


End 


1717 


Name 


OJ000102 37,0426,C10,ol.gs 


Method 


GENSCAN 


Start 


176 


End 


1628 


GI 


none 


Score 


,47 


Exons 


176. ,304, 643. ,1365, 1476.. 


1628 




Seq. No. 


.54368 


Seq. ID- 


OJ000102_37. 0426. CIO 


Gene No. , 


114032 


Strand 




Start 


176 


End 


1717 


Name 


OJ000102 37.0426.C10.ol.np 


Method 


AAT/NAP 


Start 


715 


End 


1717 


GI 


6815097 


Score 


618 


Exons 


715. .1599, 1687. .1717 






GI Descrip. 


{AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 






Seq, No. 


54368 


Seq. ID 


OJ000102 37. 0426. CIO 


Gene No, 


114032 


Strand 


+ 


Start 


176 ■ 


End 


1717 


Name 


OJ000102 37,0'426.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


808 


End 


1068 


GI 


none 


Score 


218 


Exons 


808, ,1068, 823. .1032 






Seq. No. 


54369 


Seq. ID 


OJ000102_37.0426,C11 


Gene No. 


114033 


Strand 


+ , 


Start 


502 


End 


5723 


Name 


OJ000102 37.0426.Cll.o2.np 


Method 


AAT/NAP 


Start 


502 


End 


5723 


GI 


6815097 


Score 


3092 


Exons 


502. .541, 2425. .3057, 3172. 


.4863, 4945 


. .5723 


GI Descrip. 


(AP001081) Similar to putative copia polyprotein {AC006248) 



[Oryza sativa] 



Seq. No. 54369 Seq. ID OJ000102_37 . 0426 , CI 1 

Gene No. 114034 Strand 

Start 717 End 2286 

Name OJ000102_37 . 0426 . CI 1 . ol , np Method AAT/NAP 

Start 717 End 2286 



55001 




GI 


6630687 






Score 


313 




Exons 


717. .946, 2264. .2286 










GI Descrip. 


(AP000969) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


54369 






Seq. ID 


OJP00102_37.0426. 


Cll 


Gene No. 


114035 






Strand 






Start 


5202 






End 


5874 




Name 


OJ000102_37 


.0426. Gil. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5202 






End , 


5555 




GI 


none 






Score 


44 




Exons 


5202 . . 5240, 


5232. .5555, 


5243. 


.5554 






Seq. No. 


54369 






Seq. ID 


OJ000102_37.0426. 


Cll 


Gene No. 


114035 






Strand 






Start 


5202 






End 


587 4 




Name 


OJ000102 37 


.0426.Cll.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


5214 






End 


5798 




GI 


none 






Score 


186 




Exons 


5214 . . 5567, 


5682. .5798 










Seq. No. 


54369 






Seq. ID 


OJ000102_37.0426. 


Cll 


Gene No. 


114035 






Strand 






Start 


5202 






End 


5874 




Name 


OJ000102 37 


.0426. Gil. o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5681 






End 


5874 




GI 


none • 






Score 


239 ^ 




Exons 


5681. .5872, 


5685. . 5873, 


5686. 


.5874, 5758. .5874^ 




Seq. No. 


54370 






Seq. ID 


OJ000102_37.0426. 


C12 


Gene No. 


114036 






Strand 


+ 




Start 


4249 






End 


9708 




Name 


OJ000102 37 


.0426.C12.ol 


. np 


Method 


AAT/NAP 




Start 


3616 






End 


9270 




GI 


7248394 






Score 


1427 




Exons 


3616. .4510, 


6410. .7461, 


9206. 


.9270 






GI Descrip. 


(AP001389) 


ESTs C97394 (C6pil3) ,AU075824 (R0165) , D38985 (R0165. 



correspond to-.a region of the predicted gene . --Similar to 
Arabidopsis thaiiana chromosome II BAG F15011 genomic 'sequence 
putative pol polyprotein with a reverse transcriptase domain 
{AC006446) 



Seq. No. 54370 Seq. ,ID 

Gene No. 114036 Strand 

Start 4249 End 

Name 0 J000102_37 . 0426 . C12 . o2 . gs Method 

Start 4249 End 

GI none ... Score 

Exons 4249.. 4339, 4657. '.4847 - 

Seq. No. 54370 Seq. ID 

Gene No. 114036 Strand 

Start 4249 End 

Name OJ000102_37 . 0426 . C12 . o3 . gs Method 

Start 5410 End 

GI none Score 

Exons 5410.. 5716, 6322.. 6692 



OJ000102_37 .042 6.C12 

+ " 

9708 

GENSCAN 

4847 

.92 



OJ000102_37.0426.C12 
+ 

9708 
GENSCAN 
6692 
.47 



55002 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54370 Seq. ID 

114036 Strand 
4249 End 
OJ000102_37 . 0426 . C12 . o2 . np Method 
7136 End 
629693 Score 
7136. .7168, 8097. .8450 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| {X80830) integrase [Nicotiana tabacum] 



OJ000102_37.0426.C12 
+ 

9708 
AAT/NAP 
8450 
175 



54370 Seq. ID 

114036 Strand 

4249 . End 
OJ000102_37.0426.C12.o4.gs Method 

7898 End 

none Score 

7898. .7950, 9618. .9708 



OJ000102_37.0426.C12 
+ 

9708 

GENSCAN ■ 

9708 

.8 



Seq. No. 54370 " Seq. ID 

Gene No. 114037 Strand 

Start 11078 End 

Name OJ000102_37 . 042 6 . C12 . o5 . gs Method 

Start . 11078 End 

GI none Score 

'2 Exons 11078.'. 11177 



OJ000102_37.0426.C12 
+ 

11177 
GENSCAN 
11177 
.57 



Seq. No. 54370 

fiJ Gene No. 114038 

p Start 11042 

\A Name OJ000102_37 . 0426 . C12 . ol . tw 

'^'i Start 6281 

GI none 

iU Exons 6281.. 6325, 6282.. 6338, 6333. 

a 6348. .6683, 6352. .6687 



OJ000102_37.0426.C12 
11213 

TBLASTX: Wheat 

6687 

60 



Seq. -ID 
Strand 
End 

Method 
End 
Score 

.6662, 6341.. 6685, 6341.. 6619, 



.J Seq. No. 54370 Seq. ID 

Gene No. 114038 Strand 

start 11042 End 

^=1 Name OJ000102_37 . 0426 . C12 . o2 . tm Method 

l3 Start 6336 End 

fj GI none Score 

Exons 6336. .6554, 6336... 6512, 6341.,. 6553 



OJ0001p2_37.0426.C12 
1121^ 

TBLASTX: Maize 

6554 

280 



Seq. No. 54370 Seq, ID 

Gene No. 114038 Strand 

Start 11042 End 

Name OJ000102_37 . 0426 . C12 . ol . tm Method 

Start 6555 • . End 

GI none Score 

Exons 6555.. 7013, 6557.. 6619, 6707.. 7015 



OJ000102_37.0426.C12. 
11213 

TBLASTX: Maize • 

7015 

424 



Seq. No. 54370 Seq. ID 

Gene No. 114038 Strand 

Start 11042 End 

Name OJ000102_37 . 0426 . C12 . ol . ts Method 

Start 6702 End 

GI none Score 



OJ000102_37.0426.C12 
11213 

TBLASTX : Soybean 

7174 

206 



55003 




Exbns '6702.. 6983, 7025.. 7174 



Seq. No. 




beq. iu 


OJ000102_37. 


0426. 




Gene No. 


114038 


Strand 








Start 


11042 - , 


End 


11213 






Name 


OJ000102 37 . 0426 . C12 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


■ 8108 


End 


8395 






GI 


none 


Score 


185 






Exons 


OT/^o oonc O'D^o oofi>i 

8108. .8395, yJ0z..o394 










Seq. No. 


54370 


Seq. ID 


OJ UUU lU^ J / . 


U4 z b . 


C12 


Gene No. 


114038 


Strand 








Start 


11042 


End 








Name 


OJ000102 37.0426.C12.o3.np ■ 


Method 


7\ 7\ rn / KT 7\ D 






Start 


11042 


End 


11213 






GI 


5257279 


Score 


135 






Exons 


11042. .11213 










GI Descrip. 


(AP000364) Similar to Transposon lyiAGGY, 


gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 








Seq. No. 


54371 


Seq. ID 


OJUUU luz J / . 


U4z D . 




Gene No. 


114040 


Strand 








Start 


1545 


End 


1823 






Name 


OJ000102_37 .0426.C13.o2.gs 


Method 


GENSCAN 






Start 


1545 


End 








GI 


none 


Score 


. 62 






Exons 


1545. .1823 










Seq. No. 


54372 


Seq. ID 


OJUUUlUz 6 I . 


U4z D . 


CI 4 


Gene No. 


114041 


Strand 








Start 


76 


End 


650 






Name 


OJ000102_37 . 0426.C14 .ol .gs 


Method 


GENSCAN 






Start 


76 


End 


<c c n 






GI 


none 


Score 


. 71 






Exons 


76. .201, 230. .342, 509. .650 










Seq . No . 


■54373-. 


Seq. ID 


OJUUU J/z ZD . 


U4 1 / . 


Cz 


Gene No. 


114042 


Strand 








Start 


76 


End 


700 






Name 


OJ000322 25.0417.C2.ol.gs 


Method 


GENSCAN 






Start 


76 


End 


T n n 






GI 


none 


Score 


.55 






Exons 


76. .261, 638. .700 










Seq. No. 


54374 


Seq. ID 


OJ000322 25. 


0417. 


C3 


Gene No. 


114043 


Strand 


+ 






Start 


359 


■ End 


2483 






Name 


OJ000322 25.04l7.C3.ol.gs 


Method 


GENSCAN 






Start 


359 


End 


2475 






GI 


none 


Score 


.74 






Exons 


359. .419, 1024. .1067, 1630.. 


1852, 1977. 


..2140, 2231. 


.2475 


Seq. No. 


54374 


Seq. ID 


OJ000322_25. 


0417. 


C3 


Gene No. 


114043 


Strand 


+ 






Start 


359 


End 


2483 






Name 


OJ000322 25.0417.C3.ol.np 


Method 


AAT/NAP 






Start 


1579 


End 


2483 







■55004 



GI 


7485621 


Score 


425 




Exons 


1579.. 1852, 1977.. 2143, 2189. 


.2483 






GI Descrip. 


hypothetical protein F17I5.50 


- Arabidopsis thaliana 






gi 1 3297810 lemb ICAA198 68.il {AL031032) 


putative protein 






[Arabidopsis thaliana] gi | 7270335 | emb | CAB80103 . 1 | (AL161584) 




putative protein [Arabidopsis 


thaliana] 




Seq. No. 


54374 


Seq. ID 


OJ000322_25.0417 


.C3 


Gene No. 


114043 


Strand 


+ 




Start 


359 


End 


2483 




Name 


OJ000322 25.0417.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


1612 


End 


1805 




GI 


none 


Score 


165 




Exons 


1612.. 1725, 1614.. 1637, 1629., 


.1724, 1729. .1803, 1734. .1805 


Seq. No. 


54374 


Seq. ID 


OJ000322_25.0417 


.C3 


Gene No. 


114043 


Strand 


+ 




Start 


359 


End 


2483 • ' 




Name 


OJ000322 25.0417.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1615 


End 


1851 




GI 


none 


Score 


188 




Exons 


1615. .1851, 1629. .1850 








Seq. No. 


54374 


Seq. ID 


OJ000322__25.0417 


.C3 


Gene No . . , 


114043 


Strand ' 






Start 


359 


End 


2483 




Name 


OJ000322 25.0417.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


2047 


End 


2467 




GI 


none 


Score 


123 




Exons 


2047. .2139, 2048. .2140, 2228. 


.2467, 2230. .2295, 2338:. 2463 


Seq. No. 


54375 


Seq. ID 


OJ000322_25.0417 


.C4 


Gene No. 


114044 


Strand 


+ 




Start 


1 


End 


605 




Name 


OJ000322 25.0417.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


504 




GI 


• 3885492 


Score 


43G^-" 




Exons 


1..504 








GI Descrip. 


(AF063865) tapetum specific protein [Zea mays] 




Seq. No. 


54375 


Seq. ID 


OJ000322_25.0417 


.C4 


Gene No. 


114044 


Strand 


+ 




Start 


1 ■ ■ ■ ...... 


End 


6O5; 




Name 


OJ000322 25.0417.C4.ol.gs 


Method 


GENSCAN 




Start 


15 


End - 


605 




GI 


none 


Score 


.62 




Exons 


15. . 605 : 








Seq. No. 


54375 


Seq. ID 


OJ000322_25.0417 


.C4 


Gene No. 


114045' 


Strand 


+ 




Start 


1291 


End 


1668 




Name 


OJ000322 25.0417.C4.ol.gp 


Method 


AAT/GAP 




Start 


1291 


End 


1668 




GI 


none 


Score 


640 




Exons 


1291. .1668 








Seq. No. 


54375 


Seq. ID 


OJ000322_25.0417 


.C4 



55005 



Gene No, 114046 

Start 4628 

Name , OJ000322_25 . 04 17 . C4 . o3 . gs ^. 

Start '4 628 

GI none 

Exons 4628.. 4797, 4895.. 4987, 5289. 

6931,. 7006, 7257.. 7345 



Strand 
End 

Method 

End 

Score 



7345 
GENSCAN 
7345 
.86 



.5464, 6520. .6647, 6735. ,6788, 



Seq. No,. 54375 

Gene No, 114046 

Start 4628 

Name OJ000322_25 , 04 17 . C4 . o3 . gp 

Start 5419 

GI 32029_1.R1084 

Exons 5419,, 5464, 5537 .. 5583, 6193 , 

GI Descrip, ' 4309726/gb | AAD15496 | l,0e-10 
[Arabidopsis thaiiana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6262, 



OJ000322_ 
+ 

7345 
AAT/GAP 
6653 
715 
6421. . 6653 



25.0417 .04 



{AC006439) hypothetical protein 



Seq. No. 54375 Seq. ID ' 

Gene No. 114047 Strand 

Start 13838 End 

Name OJ000322_25 . 04 17 . 04 . o5 . gs Method 

Start 13838 End 

GI none Score 

Exons 13838. .13915, 14148.. 14228 



OJ000322_25.0417.O4. 
H- 

14228 
GENSOAN 
14228 
.4 



Seq. No. 54375 

Gene No. 114048 

Start 598 

Name OJ000322_25 . 04 17 . 04 . o2 . np 

Start 598 

GI 7429865 

Exons 598. .619, 1844. .2049, 2151. 
GI Descrip. 



Seq. ID OJ000322_25. 0417 .04 
Strand 

End 2922 

Method AAT/NAP 

End 2870 

Score 145 
.2325, 2733.. 2870 



conserved hypothetical protein MTH1692 - Methanobacterium 
thermoautotrophicum {strain Delta H) gi | 2622823 | gb | AAB86164 . 1 | 
(AE000927) conserved protein [Methanobacterium 

thermoautotrophicum] . . , 



Seq. No, 54375 Seq. ID 

Gene No, 114048 Strand 

Start 598 End 

Name. . OJ000322_25 , 0417 .04 .o2 .gs Method 

Start ■ ■ " 1580 ' ' End 

GI none Score 
Exoris ' . 



OJ000322_25.0417.O4 

2922 
GENSOAN 
2 922 ■ 



1580. .1637, 1763. .2054, 2150. .2325, 2733. .2888, 2894. .2922 



Seq. No. 54375 Seq. ID OJ000322__25 . 04 17 . 04 

Gene No. 114048 Strand - --^^ ^ 

Start 598 End 2922 

Name OJ000322_25 . 04 17 . 04 . o2 . gp Method AAT/GAP 

Start 1758 End 2207 

GI . LIB3434-027-P1-K1-O8 Score 601 

Exons 1758.. 2054, 2150., 2207 

GI Descrip. ' 5832914 /emb | CAB55118 . 1 | l.Oe-09 (AL117203) predicted using 
Genefinder; preliminary prediction [Oaenorhabditis elegans] * 



Seq. No. 



.54375 



Seq. ID OJ000322 25.0417.04 



55006 



Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



' Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. ■ • 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



fl GI Descrip. 



114049 Strand 
7304 End 
OJ000322_25 . 04 17 . C4 . o4 . gp Method 
7304 End 
none Score 
7304 . .7637 

54375 Seq. ID 

114050 Strand 
7969 End • 
OJ000322_25. 0417.C4 .o4 .gs Method 
7969 End 
none Score 
7969. .9096, 9221. .9316, 9558, 
12593. .12759, 12856. .13063 

54375 Seq. .ID 

114050 ■ Strand 

7969 End 

OJ000322_25. 0417 .04 .o3.np Method 

8076 End 

3885492 Score 
8076. .9066 

(AF063865) tapetum specific protein [Zea mays] 



7637 
AAT/GAP 
7637 
581 



OJ000322_25.0417.C4 

14501 
GENSCAN 
13063 
.48 



,9724, 9806. .9980, 1127 4 .. 12.4 94 , 



OJ000322_25.0417.C4 

14501 
AAT/NAP 
9066 
1117 



54375 

114050 

7969 

OJ000322_25.0417.C4.o5.gp 
9065 

30521 1.R1084 



Seq. ID OJ000322__25.0417.C4 
Strand 

End 14 50.J-. 

Method .AAT/GAP 
End 10534 
Score 1079 



9065. .9096, 9221. .9316, 9558. .9724, 9806. .9980, 10108 .. 101 60 , 
10465. .10534 

* 3297810/emb|CAA19868 . 1 1 ,3.0e-20 (AL031032) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No.'. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



•54375 Seq. ID 

114050 Strand 

7969 End 

OJ000322_25 . 04 17 . C4 . o4 . np Method 

11253 End 

7485619 Score 



OJ000322_25.0417 .C4 

14501 
AAT/NAP 
14501 
1310 



11253. .12497, 12593 .. 12759, 12856 .. 13113, 14476.. 14501 
hypothetical protein F17I5.30 - Arabidopsis thaliana 
gi|3297808 |emb|CAA19866.1| {AL031032) putative protein 
[Arabidopsis thaliana] gi | 7270333 I emb I CAB80101 . 1 1 {AL161584) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54375 Seq. ID OJ000322_25.. 04 17 . C4 

114050 Strand 

7969 End 14501 

OJ000322_25. 0417 .C4 .o6.gp Method AAT/GAP 

11699 End 12060 

LIB3434-039-P1-K1-E7 Score 637 

11699. .12060 

'3885492 l.Oe-27 (AF063865) tapetum specific protein [Zea mays]' 



55007 




Seq. No. 


54375 




Seq. ID 


OJ000322_ 


_25 


0417 


.C4 


Gene No. 


114051 




Strand 










Start 


14981 




End 


15701 








Name .- 


OJ00p322_25 . 04 17 . C4 . 


o6.gs 


Method 


GENSCAN 








Start'- 


14981 




End 


15701 








GI 


none 




Score 


.47 








Exons 


14981 . . 14994, 15404 . 


. 15526, 


15641. .15701 








Seq. No. 


54375 




Seq. ID 


OJ000322_ 




041/ 


. C4 


Gene No. 


114052 




Strand 










Start 


17626 




End 


18371 








Name 


OJ000322 25. 0417. C4. 


o7 . gs 


Method 


GENSCAN 








Start 


17626 




End 


18371 








GI 


none 




Score • 


.77 








Exons 


17626. . 17793, 18072, 


.18218, 


18291. .18371 









Seq. No. 54375 
Gene No. 114053 
Start 21346 

Name OJ000322_25 . 04 1 7 . C4 . ol . tm 

Start 6 
GI none 
Exons 6. . 167, 17 . 

8141. .8821, 

11431. .11706, 

11754. .12116, 



171. .569, 171 



Seq. ID ■OJ000322_25.0417.C4 

Strand ' 

End ' 22170 

Method TBLASTX: Maize 

End 12146 

Score 147 

344, 275. -.571, 8116. .8826, 



172, 

11295. .11705, 11302. .11373, 11430. .11705, 
11712. .11738, 11712. .11744, 117 13 .. 11739, 
11755. .12129, 11976. .1214 6, 11980. .12135 



Seq. No. 54375 

Gene No. 114053 

Start 21346 

Name OJ000322_25 . 04 17 . C4 . ol . tw 

Start 69 

GI none 
Exons 



Seq. ID OJ000322_25. 0417-.C4 
Strand 
End 

Method 
End 
Score 



22170 

TBLASTX: Wheat 

11757 

65 



69. .167, 138. .164, 165. .344, 170. .475, 171. .485, 8125. .8505, 
8140. .84 63, 11388. .11705, 114 31. .11757, 11712. .117 4 4 



Seq. No'. 54375, 
Gene No. 114053 
Start 21346 

Name OJ000322_25 . 04 17 . C4 . o2 . ts 

Start 222 

GI none Score 

Exons ■ 222.. 569, 275.. 529, 8054.. 8128, 8108, 

11287. .1137 6, 112 98. .11651, 114 37. .1164 9 



Seq. ID OJ000322_25. 0417 .C4 



Strand 
End 

Method 
End 



22170 

TBLASTX: Soybean 
11651 
292 

.8353, 8131.. 8355, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54375 
114053 
21346 

OJ000322_25.0417 .C4 .o3.tm 
1452 
none 

1452. .1502, 1461. .1502, 1542, 
1757. .1921, 1758. .1946, 1763. .1891, 1765. .1950, 1783. .1920 



Seq. ID OJ000322_25.0417.C4 
Strand 

End 22170 

Method .TBLASTX: Maize 

End '1950 

Score 43 

.1673, 1545. .1640, 1559. .1672, 



Seq. No. 
Gene No. 
Start 



54375 

114053 

21346 



Seq. ID 

Strand 

End 



OJ000322 25. 0417. C4 



22170 



55008 



Name 

Start 

GI 

Exons 



OJ000322_25 . 04 17 . C4 . o3 . ts Method TBLASTX : Soybean 

2154 End 2806 

none Score 42 

2154. .2180, 2154. .2177, 2175, .2318, 2175. .2324, 2224. .2325, 
27'35. .2806 



Seq. No. 54375 

Gene No. 114053 

Start 21346 

Name OJ000322_25 . 04 17 . C4 . o4 . tm 

Start 5358 

GI none 
Exons 



Seq. ID OJ000322_25.0417.C4 
Strand 

End 22170 

Method TBLASTX : Maize 

End 6626" 

Score 86 



5358. .5465, 5366. .5467, 5366. .5464, 5368. .5466, 5531. .5584, 
5535. .-5588, 5536. .5631, 6191. .6262, 6192. .6260, 6203. .6262, 
6420. .6551, 6423. .6542, 6424. .6552, 6552. .6626, 6554. .6604 



Seq. No. 54375 

Gene No. 114053 

Start 21346 

Name OJ000322_25 . 04 17 . C4 . o2 . tw 

Start 6785 

GI none 

Exons 6785.. 6826, 6786.. 6827, 6928, 
7137. .7370, 7276. .7350 



Seq. ID OJ000322_25.0417.C4 
Strand 

End 22170 

Method TBLASTX : Wheat 

End 7370 

Score 54 

.7008, 6929.. 7009, 7137.. 7343, 



n Seq. No. 54375 

y Gene No. 114053 

; Start 2134 6 

i Name OJ000322_25 . 04 17 . C4 . ol . ts 
y start 8512 

3 GI none 

ii Exons 



Seq. ID OJ000322_25.0417.C4 
strand- 
End 

Method 
End 
Score 



22170 

TBLASTX: Soybean 

12222 

72 



8512. .8739, 8543. .8740, 8716. .8919, 11820 .. 12038 , 11821 .. 12030, 
12048. .12221, 12060. .12209, 12082. .12222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54375 
114053 
2134 6 

OJ000322_25.0417.C4 .ol.tc 

8611 

none 



Seq. ID OJ000322_25.0417.C4 
Strand . - 
End 

Method 
End 
Score 



22170 : 

TBLASTX: Cress 

12255 

96 



8611. .8949, 8618. .8821, 8882. .8947, 11919 .. 12248 , 11920. .12255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



54375 

114053 

21346 

OJ000322_25 . 04 17 . C4 . o2 ..tm 

8959 

none 



Seq. ID OJ000322_25.0417.C4 
Strand 

End 22170 

Method TBLASTX : Mai ze 

End 12712 

Score 94 



8959.. 9063, 8959.. 9126, 921,8. .9328, 9558.. 9674, 9559.. 9672, 
12261. .12500, 122 62. .12387, ' 12270. . 12455, 124 30. . 124 95, 
12572. . 12712 



Seq. No. 54375 : Seq. ID 

Gene No. 114053 Strand 

Start 21346 End 

Name OJ000322_25 . 04 17 . C4 . o5 . tm Method 

Start 9933 End 



OJ000322_25.0417.C4 
22170 

TBLASTX: Maize 
13111 



55009 



GI 

Exons 



none Score 74 

9933. .9983, 10108 .. 10143, 12903 13013, 12903 12962, 
12905. .12967, 12951. M3079, 12982. .13080, 12983. .13111, 
12984. .13079 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54375 

114053 

21346 

OJ000322_25. 0417 .04 .06. tm 

21292 

none 



Seq. ID OJ000322_25.0417.C4 
Strand 

End 22170 
Method TBLASTX : Mai ze 
End ' 21447 

Score 63 



21292. .21339, 21294 .. 21338 , 21337 .. 214 47 , 21341. .21445 



■54375 
114053. . 
21346 

OJ000322_25.0417 .04 .o5.np 
21346 
6006852 

21346. .21444, 22124. .22170 ' . 

(AC009540) putative adenylylsulf ate kinase [Arabidopsis 

thaliana] 



Seq. ID OJ000322_25.0417.O4 
Strand 

22170 
AAT/NAP 
22170 
139 



End 

Method 

End 

Score 



54376 
114054 
1 

OJ000322_25.0417.C5.ol.np 
1 

3935183 
1..198, 285. .476 

(AC004557) F17L21.26 [Arabidopsis thaliana] 



Seq. ID OJ000322_25.0417.C5 
Strand 

End 597 

Method AAT/NAP 

End 4.76 

Score '310 



Seq. No. 


54376 






Seq. ID 


OJ000322_25.0417 


.05 


Gene No. 


114054 






Strand 






Start 


1 






End 


597 




Name 


OJ000322 


_25.0417.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start. 


1 






End 


363 




GI 


none 






Score 


. .70 




Exons 


1..57, 2 


..58, 31. .234, 


3 6 . . 1 


88, 47. .199, 52. .204, 249.. 


359 




277. .363 


, 284. .355, 285 


. .359 








Seq. No. 


54376 






Seq. ID 


.OJ00032.2_25.0417 


.05 


Gene' No . 


" 114054' 






Strand 






Start 


1 






End 


597 




Name 


OJ000322 


_25.0417.05.ol. 


gs 


Method 


GENSCAN 




Start 


28 






End 


488 




GI 


none 






Score 


.59 




Exons- 


28. .198, 


336. .488 










Seq. No. 


54376 






Seq. ID 


OJ000322_25.0417 


.05 


Gene No. 


114054 






Strand 






Start 


1 






End 


597 




Name 


OJ000322 


_25.0417.C5.ol. 


ts 


Method . 


TBLASTX: Soybean 




Start 


79 






End 


"461 




GI 


none 






Score 


106 




Exons 


79. .234, 


80. .199, 118.. 


204, 


283. .459, 


285. .461 





55010 




Seq. No. 


54 37 6 


Seq. ID 


OJ000322 25 . 0417 .C5 


Gene No. 


114054 


Strand 




Start 


1 


End 


597 


Name 


UJUUUJZZ ZO . U4 1 / , Co . ol . gp 


Method 


AAT/GAP 


Start 


291 


End 


597 


GI 


2310625 


Score 


537 _ 


Exons 


O O 1 COT 

291 . . 597 






GI Descrip, 


393c)lo3 l.Oe-Oo {AC004557) 


F17L21 . 2 6 


[Arabidopsis thaliana 


beq. NO. 


C / O -7 T 

O 4 J / / 


Seq, ID 


OJ000322 25.0417,06 


Gene No. 


114055 


Strand 


+ 


Start 


162 


End . 


806 


Name 


OJ000322 25.0417.C6.ol.gs 


Method 


GENSCAN 


Start 


162 


End 


806 


GI 


none 


Score 


.53 


Exons 


162. .380, 702. .806 







Seq. No. 


543 / / 








Seq. ID 


OJ000322_25.0417.O6 


Gene No. 


114056 








Strand 




Start 


1399 








End 


3068 


Name 


OJUUUJZZ ZD 


.0417 


.06. o2. 


gs 


Method 


GENSOAN 


Start 


1399 








End 


3041 


GI 


none 








Score 


.82 


..Exons 


1399 . . 14 68 , 


2305 


. .2588, 


2885. 


.3041 




Seq. No. 


54377 








Seq. ID 


OJ000322_25.0417.O6 


Gene No. 


114056 








Strand 




Start 


1399 








End 


3068 


Name 


OJ0003ZZ 25 


.0417, 


.06.01. 


np 


Method 


AAT/NAP 


Start 


1402 








End 


3068 


GI 


6630873 








> Score 


449 


Exons 


1402 . . 14 68 , 


2305, 


. .2579, 


2885. 


.3068 




GI Descrip. 


(AF182953) 


Surfeit 1 [Arabidopsis thaliana] 


Seq. No. 


54377 








Seq. ID 


OJ000322_25.0417.O6 


Gene No. 


114056 








Strand 




Start 


1399 








End 


3068 ■ 


Name 


OJ000322 25 


.0417. 


.06.01. 


tS ' 


Method 


TBLASTX : Soybean 


Start 


1414 








End 


3059 


GI 


none 








Score 


258 


Exons 


1414. .1488, 


2282, 


. .2536, 


2302. 


.2568, 2304. .2567, 2913. .2948, 




2915. .2.947, 


2993. 


. .3058, 


3012. 


.3059 




Seq. No. 


54378 








Seq. ID 


OJ000322_25.0417.O7 


Gene No. 


114057^ 








Strand . 


+ 


Start 


3377 








End 


5483 


Name 


OJ000322 25 


.0417. 


,07.o2. 


gs 


Method . 


GENSOAN 


Start 


3377 








End 


5483 " • 


GI 


none ' 








Score 


.6 


Exons 


3377. .3395, 


3404, 


, .3818, 


4067. 


.4183, 5202. .5351, 5384. .5483 


Seq. No. 


54378 








Seq. ID 


OJ000322__25.0417.O7 


Gene No. 


114058 








Strand 




Start 


1427 








End 


2787 


Name 


OJ000322 25 


.0417 . 


07.01/ 


gs 


Method 


GENSOAN 


Start 


1427 






End 


2787 


GI 


none 








Score 


.95 



55011 



Exons 



1427. .1544, 1629. .1790, 2493. .2647, 2725. .2787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54378 Seq. ID 

114058 . Strand 
1427 End 
OJ000322_25 . 04 17 . C7 . ol . np Method 
1430 End 
6723432 Score 



OJ000322_25.0417.C7 

2787 
AAT/NAP 
2787 
609 



1430. .1790, 2493. .2645, 2725. .2787 

{AL132 965) ADP-RIBOSYLATION FACTOR-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54378 
114059 
2723 

OJ000322 25.0417.C7.o2.tm 



1253 
none 
-1253: 
1342. 
1428. 



.1309, 
. 1395, 
. 1544, 



1254 . 
1346. 
1628. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1307, 1254.. 1310, 
1396,' 1346. .1540, 
1699, 1628.. 1699, 



OJ000322_25.0417.C7 
3960 

TBLASTX: Maize 
1700 
65 

1310. .1336, 1310. .1393, 
1424. .A543, 1428. .1547, 
1629. .1700 



Seq. No. 54378 

Gene No. 114059 
Start ' 2723 

Name OJ000322_25 . 0417 . C7 . o2 . tc 

Start 1424 

GI none 
Exons 



Seq. ID OJ000322_25.0417.C7 
Strand 
End 

Method 
End 
Score 



3960 

TBLASTX: Cress 

1790 

138 



1424. .1543, 1425. .1547, 1628. .1789, 1629. .1790, 1629. .1790 



Seq. No. 54378 
Gene No. 114059 
Start 2723 

Name OJ000322_25 . 04 17 . C7 . ol . ts 

Start 14 94 

GI none 

Exons. 149,4. . 1547, 1496. .1540, 1628. 

2486. .2635, 2487 2648 , 2492 , 
2726. .2809 



Seq. ID OJ000322_25.0417.C7 
Strand 

End 3960 

Method TBLASTX : Soybean 

End 2820 

Score 41 

.1789, 1629. .1787, 2482. .2637, 
.2647, 2717. .2818, • 2725. .2820, 



Seq. No. 54378 

Gene No. " 114059 

Start 2723 

Name OJ000322_25 . 04 17 . C7 . ol . 

Start 1658 

GI none 

Exons 1658.. 1789, 1659.. 1790, 
2726.. 2809, 3684.. 3752, 

Seq. No. 54378 

Gene No. 114059 

Start 2723 

Name OJ000322_25 . 04 17 . C7 . ol . 

Start .1701 

GI none 

Exons 1701.. 1790, 1703.. 1789, 
2492. .2656, 2725. .2820, 



Seq. ID OJ000322_25.0417.C7 
Strand 

End 3960 

tw Method TBLASTX : Wheat 

End 3752 

Score 123 
2487. .2648, 2492. .2656, 2725. .2829, 
3706. .3744 

Seq. ID OJ000322_25.0417.C7 
Strand 

End 3960 
tm Method TBLASTX : Maize 

End 3876 

Score 125 
2459. .2644, 2487. .2648, 2490. .2642, 
2726. .2809, 3704. .3745, 3712. .3744, 



55012 




3853. .3876 



Seq. No. 


54378 


Seq. ID 


OJ000322_25.0417.C7 


Gene No. 


ii4 uby 


Strand 




Start 


O T O O 


End 


3960 


Name 


OJUUUo^^ 25 . 04 17 . C7 . ol . tc 


Method 


TBLASTX: Cress 


Start 


Z4 y4 


End 


3039 


GI 


none 


Score 


262 


Exons 


oyin/ o^co Ojinc ocrco o/in;:r 


.2654, 2496. .2675, 2714, .2815, 




2717. .2821, 2942. .2971, 3013. 


o n '3 Q 




Seq. No. 


C /I '3 T O 


Seq. ID 


OJ000322_25.0417.C7 


Gene No. 


114 Uoy 


Strand 




Start 


O "7 O T 

2 /2 J 


End 


jybu 


Name 


OJ000o22 25 . 04 1 / . C / . Ol . gp 


Method 


7\ TV m / TV Fl 

AAT/GAP 


Start 


O "7 O T 

2 /2 J 


End 


O O ^ A 


GI 


none 


Score 


boo 


Exons 


2723. .2806, 3704. .3960 






Seq. No. 


54379 


Seq. ID 


OJ000322_25.0417.C8 


Gene No. 


114060 


Strand 


+ 


Start 


744 


End 


3288 


Name 


OJ000322 25.0417.C8.ol .gs 


Method 


GENSCAN 


Start 


744 


End 


3288 


GI 


none 


Score 


.94 


Exons 


744. .967, 1673. .1997, 2376. .2469, 2571 


..2848, 3166. .3288 


Seq. No. 


54379 


Seq. ID 


OJ000322_25.0417.C8 


Gene No. 


114061 


Strand 




Start 


4199 


End 


4391 


Name 


OJ000322 25.0417.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


4199 


End 


4391 


GI 


none 


Score 


90 


Exons 


4199. .4276, 4200. .4277, 4290. 


.4391, 4290. .4388 


beq. No. 


54380 , 


Seq. ID 


OJ000322_25. 0417. CIO 


Gene No . 


114062. 


Strand 


+ 


Start 


1 • 


End 


.1422 


Name 


OJ000322 25.0417.C10.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1422 


GI 


6069646 


Score 


597 


Exons 


1..155, 438. .1422 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase {AC005315) 




[Oryza sativa] gi | 6907 112 | dbj 


IBAA90639 


.11 {AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 . genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . (AC00 624 8 ) 




[Oryza sativa] 






Sea No 


54380 


Seq. ID 


.OJ000322_25. 0417. CIO 


Gene No. 


114062 


Strand 


+ 


Start 


1 


End 


1422 


Name 


OJ000322 25.0417.C10.ol.gs 


Method 


GENSCAN 


Start 


57 


End 


1080 


GI 


none 


Score 


.67 


Exons 


57. .350, 637. .1080 






Seq. No. 


54380 


Seq. ID 


OJ000322_25. 0417. CIO 



55013 • 




Gene No. 


114063 


Strand 






en- a r--f- 
O t di U 




tna 


0 Q n Q 




Name 


vjjuuuoz^: zo . 1 / . clu . oi . rm 


Method 


TBLASTX : Maize 




o tar L 


o 


•bna 








none 


Score 


J / 1 






D..OOU, 








Seq. No. 


54380 


Seq. ID 


OJ000322_25.0417. 


CIO 


Gene No . ' 


114063 


Strand 






OT- a. J. L. 






0 Q n Q 




Name 


UJUUUoZZ ZO.U^ll/.CiU.Oi.tW 


Method 


1 oLAb 1 A : wnea L 




C-i- o V""!- 

o Lart 




bna 


/t R Q 






none 


Score 


IT? 
1 / / 




TT^ c 


10.. 01// ZO..ZUO, JjU.,^Dc5 








o e q . LN o . 


D fl J 0 U 


beq. lu 




ClU 


Gene No. 


114063 


Strand 






Start 


399 


End 


2908 




Name 


OJ000322 25.0417.C10.o3.np 


Method 






brarr 


399 


.End 


o o n o 






6563285 


Score 


1 Jl 




IT* V 1^ ^ 


399. .460, 1890. .2019, 2866.. 


2908 








(AF178976) adenosine- 5 ' -phosphosuif ate 


kinase [Zea mays] 




Seq. No. 


54380 - 


Seq. ID 


OJ000322_25.0417. 


CIO 


Gene No. 


114063 


Strand 






otair L 


399 


End 


2908 




Name 


OJ000322 25.'0417.C10.o2.tm 


Method 


TBLASTX: Maize 




b tarr 


853 


End 


1321 






none 


Score 


72 




TT* Y\ c 


853. .939, 965... 1183, 986. .1171, 997. .1182, 1184. .1321 




Seq. No. 


54380 


Seg. ID 


OJ000322_25.0417. 


CIO 


Gene No. 


114063 


Strand 






0 Lain;, 


399 


End 


2908 




Name 


OJ000322 25.0417.C10.o3.tm 


Method 


TBLASTX: Maize 




Q-H a v-h 

bLart. 


.1852 


End 


2016 






none 


Score 


80 




XT' T-^ Y\ C 


1852.. 2007, 1891.. 2016, 1892 


. .2011 






beq . NO . 


54380 


Seq. ID 


OJ000322_25.0417. 


CIO 




114063 


Strand 






Start 


399 


' End" 


2908 




Name 


OJ000322 25.0417.C10.ol.gp 


Method 


AAT/GAP 




b Lar L 


1889 


End 


2029 






17915 1.R1084 


Score 


200 




Exons 


1889,. .2029 








GI ;-;Descrip . 


'2832300 7.0e-53 (AF044285) 


adenosine- 


5' ' -phosphosuif ate 


-kinase 




[Catharanthus roseus] ' 








Seq, No. 


54381 


Seq. ID 


OJ000322_25.0417. 


Cll 


Gene No. 


114064 


Strand 


+ 




Start 


1334 


End 


1648 




Name 


OJ000322 25.0417.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1334 


End 


1648 




GI 


2973 1.R1084 


Score 


574 




Exons 


1334 . .1648 









55014 



GI Descrip. ' 1 172556/sp | P42056 | P0R6_S0LTU l.Oe-55 36 KD OUTER MITOCHONDRIAL 
MEMBRANE PROTEIN PORIN (VOLTAGE-DEPENDENT ANION-SELECTIVE 

CHANNEL PROTEIN) (VDAC) (POM 36) >gi_629729_pir S46925 porin 

II, 36K - potato >gi_1076681_pir B55364 porin (clone pPOM 36.2) 

- potato mitochondrion >gi_515360_einb_CAA56600_ .(X80387) 36kDA 
porin II [Solanum tuberosum] * 





Seq. No. 


54381 


Seq. ID 


OJ000322_25. 0417 .CI 1 




Gene No. 


114065 


Strand 






Start 


27 


End 


1366 




Name 


OJ000322 25.0417.Cll.ol.gs 


Method 


GENSCAN 




Start 


27 


End 


1366 




GI 


none 


Score 


. 72 




Exons 


27. .199, 1325. .1366 ■ 








Seq. No. 


54382 


Seq. ID 


OJ000322 25.0417.C12 




Gene No. 


114066 


Strand 


+ 




Start 


1 


End 


73 




Name 


OJ000322 25.0417.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


73 




GI 


5852093 


Score 


83 




Exons- 


1. .73 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


54382 


Seq. ID 


OJ000322_25.0417.C12 




Gene Nol 


114067 


Strand 


+ 


: s 


Start 


1033 


End 


6451 


cr 


Name 


OJ000322 25.0417.C12.ol.gs 


Method 


GENSCAN 


3 


Start 


1033 


End 


6451 






none 


Score 


.43 


J 


Exons 


1033. .1104, 1997. .2134, 2328.. 


,2457, 3679. .3796, 3845. .3899, 


: 3 




4356. .4504, 5690. .5863, 6331.. 


,6451 






Seq. No. 


54382 


Seq. ID 


OJ000322_25.0417.C12 




Gene No. 


114068 


Strand 




B? 


Start 


5628 


End 


7082 




Name 


OJ000322 25.0417.C12.o2.np 


Method . 


aat/nap 




Start 


■ 5628 


End 


7082 


St. 


GI 


6069646 


Score 


133 


-i 


Exons 


5628.-5996, 6303. .6452, 7048.. 


7082 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa], gi 1 6907112 | dbj | 


BAA90639 


.11 (APp01129) Similar to 






Arabidopsis tlialiana chromosome II BAC 


F9013 genomic sequence. 






putative non-LTR retroelement 


reverse 


transcriptase . (AC006248) 






[Oryza sativa] 








Seq. No. 


54383 ■ 


Seq. ID 


OJ000322_25.0417.C18 




Gene No. 


114069 


Strand 






Start 


1 


End 


805 




Name 


OJ000322 25.0417.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


805 




GI 


3935183 


Score 


559 




Exons 


1. .718, ■ 755. .805 








GI Descrip.- 


(AC004557) F17L21.26 [Arabidopsis thaliana] 




Seq. No. 


54383 


Seq. ID 


OJ000322_25.0417.C18 




Gene No. 


114069 


Strand 





55015 






start 


1 




End 


805 






Name 


OJ000322 25.0417.018, 


ol . tm 


Method 


TBLASTX: Maize 






Start, 


23 




End 


805 






GI 


none 




Score 


202 






Exons 


23..715r 30. .170, 31. 


. 708, 


38. .712, 237. .716, 722. .805, 


723 




Seq. No. 


54383 




Seq. ID 


OJ000322_25.0417 


.018 




Gene No. 


114069 




Strand 








Start 


1 




End 


805 






Name 


OJ000322. ,25.0417.018. 


ol . gs 


Method 


GENSCAN 






Start 


71 




End 


700 






GI 


none 




Score 


.87 






Exons 


71 . . 700 












Seq. No. 


54383 




Seq. ID 


OJ000322_25.0417 


.018 




Gene No. 


114069 




Strand 


- 






Start 


1 




End 


805 






Name ■ 


OJ000322 25.0417.018. 


ol. to 


, Method 


TBLASTX :Oress 






Start 


479 




End 


719 






GI 


none 




Score 


41 






Exons 


479. .526, 480.. 521, 521.. 718, 52'2..719 








Seq. No. 


54384 




Seq. ID 


OJ000322_25.0417 


. 022 




Gene No. 


114070 




Strand 






- "s 


Start 


267 




End 


1339 






Name 


OJ000322 25.0417.022. 


ol . gp 


Method 


AAT/GAP 




1, ': ; 


Start 


267 




End 


642 






GI 


uO-osflm202d02a0^bl 




Score 


709 






Exons 


267. .642 












GI Descrip. 


'3935183 4.0e-17 {AC004557) 


F17L21.26 


[Arabidopsis thaliana 




Seq. No. 


54384 




Seq. ID 


OJ000322_25.0417 


.022 




Gene No. 


114070 




Strand 








Start 


267 




End 


1339 






Name 


OJ000322 25.0417.022. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


298 




End 


627 






GI 


none 




Score 


295 






Exons 


298. .627, 315. .626 












Seq. No. 


54384 




Seq. ID 


OJ000322_25.0417 


.022 




Gene No. 


114070 




Strand 








Start 


267 




, End 


1339, 






Name 


6J000322 25. 0417. 022. 


ol . gs 


Method 


GENSOAN 






Start 


318 




End 


671 






GI 


none 




Score 


.47 






Exons 


318. . 671 












Seq. No. 


54384 




Seq. ID 


OJ000322_25.0417 


.022 




Gene No. 


114070 




Strand 








Start 


267 




End 


1339 








OJ000322 25.0417.022. 


ol .np 


Method 


AAT/NAP 






Start 


345 




End 


1339 






GI 


3935183 




Score 


343 






Exons 


345.. 652, 1060.. 1185, 


1291. 


.1339 








GI Descrip. 


(AO004557) F17L21.26 


[Arabidopsis thaliana] 






Seq. No. 


54384 




Seq. ID 


OJ000322_25.0417 


.022 



55016 



Gene No. 114070 

Start 267 

Name OJ000322_25 .0417, C22 . ol . tc 

Start 348 

GI none 

Exons 348.. 653, 349. .^54 

Seq. No. 54384 

Gene No. 114070 

Start 267 

Name OJ000322_25 . 04 17 . C22 . ol . ts 

Start 348 

GI none 

Exons 348.. 653, 421.. 666 



Strand 
End 

Method 

End 

Score 



1339 

TBLASTX: Cress 
654 

120' 



Seq. ID OJ000322_25. 0417. 022 
Strand 

End 1339 . 

Method TBLASTX : Soybean 

End 666 

Score 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54385 
114071 
1 

OJ000322_25.0417.C25.ol.np 
1 

2134962 



Seq. ID OJ000322_25.0417.C25 
Strand 

2685 . • 

AAT/NAP 
■2481 
826 



End 

Method 
End 
Score 

1..292, 392. .640, 954. .1101, 1192. .1267, 1363. .1452, 1545. .1636, 
1740. .1843, 1936. .1998, 2354. .2481 
cyclophilin-like protein CyP-60 - human 

gi|1199598|gb|AAC50376.1| (037219) cyclophilin-like protein 
CyP-60 [Homo sapiens] gi | 1587 642 | prf | | 2207180A 
cyclophilin: ISOTYPE=CyP-60 v{Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54385 

114071 

1 

OJ000322_25 . 0417 . C25 . ol . tm 
73 

none 



Seq. ID OJ000322_25.0417.C25 
Strand 

End 2685 

Method TBLASTX : Mai ze 

End 4 37 

Score 273 



73. .294, 74. .241, 75. .293, 379. .435, 380. .436, 402. .437 



54 385 ■ 

114071 

1 

OJ000322_25.0417.C25.ol.gs 
85 

none 



Seq. ID OJ000322_25.0417.C2.5 
Strand 

End 2685 

Method GENSCAN 

End 2685 

Score .85 



85..292, 392..648,'740..1138, 1363. .1481, 1535. .1636, 
1740. .1843, 1936. .1998, 2497. .2685 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54385 

114071 

1 

OJ000322_25.0417 .C25.01'. ts 
87 

none 



Seq. ID -OJ000322_25.0417.C25 
Strand 

End 2685 ' 

Method TBLASTX : Soybean. 

End 772 

Score 78 



87. .233, -88. .285, 89. .241, 92. .298, 376. .519, 389. .520, 
391. .648, 417. .707, 728. .772 



Seq. No, 
Gene No. 
Start 



54385 

114071 

1 



Seq. ID OJ000322_25.0417.C25 
Strand 

End 2685 



55017 



Name 

Start 

GI 

Exons 



OJ000322_25 . 0417 . C25 . o2 . tc Method 

238 End 

none Score 
238.. 291, 379.. 648, 380.. 649 



TBLASTX: Cress 

649 

46 



Seq. No. 54385 

Gene No. 114071 

Start 1 

Name . " OJ000322_25 . 04 17 . C25 . o2 . tm 

Start 571 

GI , none 

Exons 



Seq. ID OJ000322_25.0417.C25 
Strand 

End 2685 

Method TBLASTX : Mai ze 

End 929 

Score 86 



571. .648, 572. .652, 573. .650, 580. .660, 723. .779, 728. .886, 
729. .779, 739. .780, 819. .929, 832. .927 



Seq. No. 54385 

Gene No. 114071 

Start 1 

Name OJ000322_25 . 04 17 . C25 . o2 . ts 

Start 828 

GI none 

Exons 828.. 872, 832.. 900, 943.. 1104, 



Seq. ID OJ000322_25.0417.C25 
Strand 

End 2685 

Method TBLASTX : Soybean 

End 1638 

Score 57 
980.. 1102, 1017.. 1121, 



1193. .1276, 1194. .1295, 1363. .1455, 1364. .1453, 1545. .1637, 
1546. .1638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54385 
114071 

1 

OJ000322_25.0417.C25.ol.tc 

1384 

none 



Seq. ID OJ000322_25.0417 .C25 
Strand 

End 2685 

Method TBLASTX : Cress 

End 2448 

Score 63 



1384. .1455, 1384. .1455, 1545. .1637, 1546. .1641, 1735. .1860, 
1736, .1846, 1938. .1997, 1942. .1998, 2353. .2412, 2416. .2448 



54385 

114071 

1 

OJ000322_25.0417,C25.o3.tm 

1733 

nonfe 



Seq. ID OJ000322_25.0417.C25 
Strand 

End 2685 

Method TBLASTX: Maize 

End 2455 

Score 186 



1733. .1846, 1734. .1841, 1735. .1860, 1935. .1997, 1935. .1997, 
1936. .1998, 1948. .1998, 2353. .2454, 2357. .2455 



54385 

114071 

1 

OJ000322_25. 0417 .C25.03. ts 

2353 

none 

2353. .2481, 2357. .2485 ' 

54386 

114072 

586 

OJ000322_25.0417.C26.ol.gs 

586 

none 



Seq. ID OJ000322_25.0417.C25 
Strand 

End 2685 

Method TBLASTX: Soybean 

End 24 85 ' 

Score 174 



Seq. ID OJ000322_25.0417.C26 

Strand + 

End 3317 

Method GENSCAN 

End 3317 

Score .81 



586. .837, 1736. .1880, 1971. .2041, 2135. .2338, 3066. .3317 



55018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

■Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



54386 

114072 

586 

OJ000322_25.0417 .C26.ol.tm 

696 

none 



Seq. ID OJ000322_25.0417.C26 

Strand + 

End 3317 

Method TBLASTX : Maize 

End 2035 

Score 136 



696. .851, 697. .840, 1733. .1885, 1733. .1873, 1734. .1883, 
1735. .1929, 1735. .1929, 1968. .2033, 1969. .2034, 1970. .2035 



54386 

114072 

586 

OJ000322_25.0417 .C2 6.ol.np 
724 

6723434 



Seq. ID OJ000322_25.0417.C26 

Strand + 

End 3317 

Method AAT/NAP 

End 2385 

Score 250 



724. .796, 1716. .1880, 1971. .2041, 2135. .2385 
(AL132965) putative protein [Arabidopsis thaliana] 



54386 

114072 

586 

OJ000322_25.0417.C26.ol.gp . 

1953 

3763501 

1953.. 2041, 2135.. 2338, 2^3, 



Seq. ID OJ000322_25.0417.C26 

Strand + 

End 3317 

Method AAT/GAP 

End 2912 

Score" 1071 
.2912 



Seq. No. 54387 

Gene No. 114073 

Start 1 

Name OJ000322_25 . 0417 . C27 . ol . np 

Start 1 

GI 3757517 

Exons 1..1616, 1647. .1808 

GI Descrip. (AC005167) putative salt-inducible protein [Arabidopsis 
thaliana] 



Seq. ID OJ000322_25.0417.C27 

Strand + 

End 1919 

Method AAT/NAP 

End 1808 

Score 1153 



Seq. No. 54387 

Gene No. 114073 

Start 1 

Name OJ000322_25 . 0417 . C27 . ol . gs 

Start 45 

GI none 

Exons 45. .1919 



Seq. ID OJ000322_25.0417.C27 

Strand + 

End 1919 

Method GENSCAN 

-End . 1919 

Score .99 



Seq. No. • 54387 

Gene No. 114073, 

Start 1 

Name OJ000-322__25 . 0417 . C27 . ol . tm 

Start 102 

GI none 
Exons 



Seq. ID OJ000322_25. 0417.C27 
Strand + 

1919 . 

TBLASTX:Maize 
1673 
188 



End • 
Method 
End 
Score 

102. .527, 102. .464, 240. .551, 630. .701, 768. .1412, 873. .1517, 
978. .1610, 1092. .1673 



Seq. No. 
Gene No. 
Start 



54387 

114073 

1 



Seq. ID OJ000322_25.0417 .C27 
Strand + 
End 1919 



55019 



Name 

Start 

GI 

Exons 



OJ000322_25.0417.C27.ol.ts 

108 

none 

108.. 545, 129.. 563, 129 
360.. 707, 567.. 668, 567 
707.. 829, 768.. 863, 768 



Method TBLASTX : Soybean 
End 1610 
Score 130 
548, 144. .506, 224. .307, 231. .554, 
701, 567.. 1223, 659.. 823, 665.. 862, 
1025, 777. .1610, 792. .908, 870. .1610, 
893. .1024, 936. .1337, 986. .1504, 993. .1127, 1071. .1538, 
1076. .1378, 1182. .1559, 1280. .1525, 1287. .1610, 1301. .1429, 
1320.. 1439, 1425.. 1598 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 



54387 
11407 
1 

OJOOO 

111 

none 

111. . 

327. . 

567. , 

864, , 

1023. 

1173. 

1298. 

1737. 



322 25.0417.C27.ol.tc 



OJ000322_25.0417.C27 
+ 

1919 

TBLASTX: Cress 

1883 

112 



Seq. ID 
Strand 
End 

Method 
End 
Score 

392, 111. .293, 126. .515, 204. .398, 243. .551, 312. .533, 
551, 341. .514, 555. .641, 567. .704, 567. .701, 567. .701, 
704, 768. .815, 768. .956, 776. .946, 777. .1127, 777. .1028, 
1235, 972. .1337, 972. .1133, 978. .1154, 986. .1195, 
.1265, 1050. .1436, 1091. .1225, 1099. .1269, 1143. .1541, 
.1376, 1224. .1349, 1247. .1465, 1248. .1466, 1251. .1610, 
.1531, 1359. .1574, 1412. .1531, 1736. .1882, 1737. .1883, 
.1865, 1737.. 1883 



Seq. No. 54388 Seq. ID 

Gene No. 114074 Strand 

Start 25 End 

Name OJ000322_25 . 04 17 . C28 . ol . gs Method 

Start 25 End 

GI none Score 

Exons 25. .204 



OJ000322_25.0417.C28 
+ 

204 

GENSCAN 

204 

.47 



Seq. No. 54388 Seq. ID 

Gene No. 114075 Strand 

Start 1588 End 

Name . OJ000322_25 . 04 17 . C28 . ol . gp Method 

Start 1588 - End 

GI 426548 Score 

Exons 1588.. 1813, 1921.. 1991 



OJ000322_25.0417.C28 
+ 

1991 
AAT/GAP 
1991 ' 
543 



Seq. No. 54389 Seq. ID 

Gene No. 114076 Strand 

Start 138 End 

Name OJ000322_25 . 04 17 . C2 9 . ol . gs Method 

Start 138 End 

GI none Score 

Exons 138 . .293 



OJ000322_25.0417.C29 
+ 

293 

GENSCAN 
'2 93 
.47 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



54390 Seq. ID 

114077 Strand 

1 End 

OJ000322_25 .0417. C30 . ol . gp Method 

1 End 

2973 1.R1084 Score 



OJ000322_25.0417.C30 

2195 
AAT/GAP 
934 
1306 



1..296, 375. .583, 651. .737, 823. .934 

•1172556/spl P42056I P0R6 SOLTU l.Oe-55 36 KD OUTER MITOCHONDRIAL 



55020 



MEMBRANE PROTEIN PORIN ( VGLTAGE-DEPENDENT ANION-SELECTIVE 

CHANNEL PROTEIN) (VDAC) (POM 36) >gi_629729_pir S46925 porin 

II, 36K - potato >gi_1076681_pir B55364 porin (clone pPOM 36.2) 

- potato mitochondrion >gi_515360_einb_CAA5 6600_ (X80387) 36kDA 
porin IT .[Solarium tuberosum] ' " ^' " • 



Seq. No. 54390 

Gene No. 114077 

Start 1 

Name OJ000322_25 . 04 17 . C30 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000322_25.0417.C30 
Strand 

End 2195 

Method TBLASTX : Mai ze 

End 956 

Score 362 



1..294, 2. .295, 3. .296, 3. .296, 374. .589, 375. .584, 550. .588, 
642. .737, 649'.. 738, 791. .934, 820. .933, 828 . ■. 956, 833 . . 937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54390 
114077 
1. 

OJ000322 
1 

1172556 
1..296, 375 
36 KD OUTER 



Seq. ID 
Strand 

End 2195 

Method AAT/NAP 

End 1044 

Score 450 
.583, 651. .737, 823. .1044 
MITOCHONDRIAL MEMBRANE PROTEIN 



OJ000322 25.0417.C30 



25.0417.C30-.ol.np 



(VDAC) (POM 



PORIN 

(VOLTAGE-DEPENDENT ANION-SELECTIVE CHANNEL PROTEIN) 
36) gil 629729|pir I IS46925 porin II, 36K -potato 
gi I 1076681 Ipir I I B55364 porin (clone pPOM 36.2) - potato 
mitochondrion' gi I 515360 I emb I CAA56600. 1.1 {X8p387) 36kDA porin II 

[Solanum tuberosum] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54390 

114077 

1 

OJ000322_25.0417.C30.ol.tc 
2 

none 



Seq. ID OJ000322_25.0417.C30 
Strand 

End 2195 

Method TBLASTX: Cress 

End 95 6 

Score 58 



2. .49, 3. .53, 53. .118, 54. .140, 122. .292, 123. .293, 374. .586, 
395. .586, 648. .737-, 658. .735, 809. .-931, 819. .956, 820. '.930, 



54390 

114077 

1 

OJ000322_25.0417.C30.ol.ts 
2 

none 



Seq. ID ''OJ000322_25. 0417. 030 
Strand 

End 2195 

Method TBLASTX : Soybean 

End 937 

Score 257 



2. .292, 3. .293, 374. .586, 504. .572, 629. .706, 648. .737, 
651. .737, 655. .738, 820. .930, 824. .931, 827. .937, 834. .935 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



54390 - - 

114077 . 

1 

OJ000322_25.0417 .C30.ol.gs 
89 

none 



Seq. ID OJ000322_25. 041-7. C30 
Strand 

End 2195 

Method GENSCAN 

End 2195 

Score .69 



89. .296, 375. .583, 651. .737, 823. .933, 1414. .1460, 2110. .2195 



54390 
114077 



Seq. ID OJ000322_25. 0417 .C30 
Strand 



55021 



start 
Name 
Start 
GI 

Exons 



OJ000322_25.0417 .C30.ol.tw 

464 

none 



End 

Method 

End 

Score 



2195 

TBLASTX: Wheat 

725 

123 



464. .589, 464. .586, 550. ..588, 648.-725, 649. .723 



beq. NO. 


C / O Q T 

0 ^ J y 1 


beq. lu 


UJ UUUoZ/ ^: 0 . U 


Gene No . 


. 1 i4 U / o 


b trana 


+ 


Start 


DO 


hna 


O A Q 


Name 


ujuuuo^z ^1 0 , u 4 i / . -1 . oi . gs 


Method 


r'TTKtcr'Ti'Ki 
LrrjNbL/ilN 


o car c 


63 


End 


209 




none 


Score 


.49 


Exons 


63. .209 






Seq. No. 


54391 


Seq. ID 


OJ000322_25.0 


Gene No. 


114079 


Strand 




Start 


260 


End 


7817 


Name 


OJ000322 25.0417.C31.ol.np 


Method 


AAT/NAP 


Start 


260 


End 


4003 


GI 


7380164 


Score 


232 


Exons 


260.. 297, 1328.. 1526, 1878. 


.1980, 2070 


..2239, 2896.. 




3639. .3764, 3961. .4003 






GI Descrip. 


(AL162756) conserved hypothetical protein [Neisseria 




meningitidis] 







0417. C31 



Seq. No. 54391 
Gene-No. . 114079- 
Start 260 

Name OJ000322_25 . 0417 . C31 . o2 

Start 1284 
GI none 

Exons 1284.. 1526, 1878.. 1977, 

3961. .4071, 4835. .5000, 
7568.. 7729 



Seq. ID OJ000322_25. 04-17. C31 
Strand 

End 7817 
.gs Method GENSCAN 

End 7729 

Score . 63 
2070. .2239, 2896. .3096, 3630. .3764, 
5033. .5444, 5948. .6032, 7367. .7444, 



Seq. No. 


54391 








Seq. ID 


OJ000322 


_25.0417.C31 


Gene. No. 


114079 








Strand 






Start 


260 








End" 


7817 




Name 


OJ000322 25 


.0417 


.C31.01 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1285 








End 


1931 




GI 


none 








Score 


49 




Exons 


1285. .1341, 


1338 


. .1526, 


1342.. 


.1527, 1869.. 1931 




Seq. No. 


54391 








Seq. ID 


OJ000322 


_25.0417'.C31 


Gene No. 


114079 








Strand 






Start 


260 








End ■ 


7817 




Name 


OJ000322 25 


. 0417 


C31.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1314 








End 


■2163 




GI 


none 








Score 


150 




Exons 


1314. .1526, 


1314 


.1526, 


1315. 


.1527, 1324. .1530, 


1325. .1531, 




1846. . 1980, 


1869 


.1985, 


1877. 


.1978, 2070. .2162, 


2071. .2163, 




2072. .2161 














Seq. No. ' 


54391 








Seq. ID 


OJ000322 


_2'5.0417.C31 


Gene No. 


114079 








Strand 






Start 


260 • 








End 


7817 




Name 


OJ000322 25 


.0417 


C31.02 


. tm 


Method 


TBLASTX: 


Maize 



55022 





Cl-l-a-ri- 
O L ctl. U 


^ X o u 














r T 


none 








Score 


1 '^1 
X J 1 








z 0 0 0 ■ 


• J U 0 -7 , 


9 R P R 
Z 0 0 0 . 


ofjO 1 9 f 
.jUUX, ZC 


}0A '50/1'^ '5^^9c; "57^0 








*j D J U • 


'^7 S9 










O C[ • IN (J , 


-J 4 O _7 -L 








Seq. ID 


OJ000322_25.0417.C31 






X 1 fl U / 








Strand 






Start 


260 








End 


7817 




Name 


OJ9OO322 25. 


0417. 


C31.01. 


tc 


Method 


TBLASTX: Cress 






9ft Qfi 
*i 0 -? u 








End 


5208 




n 
o J. 


none 








Score 


91 




Exons 


9R Qf^ '^m 9 


9fl Q7 


"^001 
. 0 U U X / 


^9 R 


.3765, 3629. .3754, 3630. .3767, 








QQ1 


4071 


^QQ9 


.4072, 4733. .4762, 4835. .4966, 






4Q7(^ snn9 


S 1 9R 
^ X ^ 0 . 












Seq. No. 


54391 








Seq. ID 


OJ000322_25.0417.C31 




Gene No. 


114079 








Strand • 






Of- a -rt 
O L Cti- L 


^ U \J 








End 


7817 




Name 


nTnnn'^99 9^; 


0 4-17 

U *a X / , 


P'^l r^9 

0 X . oz . 


r s 


Method 


TBLASTX: Soybean 






^ -3 0 u 








End 


4011 ■ 






none 








Score 


159 




U" V /~s o 




"lO 


"^7 f^7 


0 D J 1 . 


.3765, 3958. .4011 


J 


O e . LN (J . 


O fi 0 3? X 








Seq. ID 


OJ000322__25.0417.C31 


3 


OCilC LNvJ . 


114079 . 








Strand 






Start 


260 








End 


7817 




Name 


OJ000322 25. 


0417. 


031. o2. 


np 


Method 


AAT/NAP 


: 1 


Start 


6103 








End 


7817 


5? 


GI 


7442627 








Score 


133 


'•3~ 


Exons 


6103. .6171, 


7662. 


.7817 










GI Descrip. 


ABC-type heme transporter chain homolog - rice mitochondrion 






gi| 4 99014 | emb | CAA56116 . 1 


1 (X79609) putative heme ABC transporter 



membrane domain [Triticum aestivum] gi | 1395188 | dbj | BAA10942 . 1 | 
(D64067) ABC-type heme transporter subunit [Oryza sativa] 



J Seq. No. 


54392 


Seq.. ID 


OJ000302_25, 


0419. C4 


Gene No, 


114080 


Strand^-' 






I Start 


1 


End 


10499 ■ 




^ Name 


OJ000302 25.0419.C4.ol.np 


Method 


AAT/NAP 




3 start 


1 


End 


2061 




3 GI 


6907089 


. Score 


1138 




Exons 


1..574, 753. .1089,. 1126. .2061, 






GI ' Descrip . 


{AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


54392 


Seq. ID 


OJ000302_25. 


0419. C4 


Gene No. 


114080 


Strand 






Start 


1 


End 


10499 




Name 


OJ000302 25.0419.C4.o2.np 


Method 


AAT/NAP 




Start 


833 


End 


10499 




GI 


6523547 


Score 


171 




Exons 


833. .969, 2759. .2885, 6141 


..6309, 6402 


..6502, 7232. 


.7457, 




7527. .7748, 10470. .10499 








GI Descrip. 


(AJ24 2540) hydroxyproline- 


rich glycoprotein DZ-HRGP 


[Volvox 




carteri f. nagariensis] 








Seq. No. 


54392 


Seq. ID 


OJ000302_25. 


0419. C4 


Gene No. 


114080 


Strand 







55023 




start 


1 


End 


10499 


Name 


OJ000302_25.0419.C4 .ol.gp 


Method 


AAT/GAP 


Start 


0 /Id 


hnd 


A T A 

yjiy 


GI 


O T ri O O A ^ 


Score 


^ C A 


Exons 


o"7T£r omo OTTO 0100 noot 

o/iD..oy/o, yiij..yioz, 3ip\, 


A "3 T A 

. y J19 




GI Descrip. 


o4U /U4 /aDj 1 DbUD4 o 1 DoUd4 i y . Oe 


-12 Rice 


DNA for ZD KDa globul 




complete cds 






Seq. No. 




Seq. ID 


OJ000302_25.0419.C4 


Gene No. 


114080 


Strand 




Start 


1 ' 


End 


10499 


Name 


ujuuuoUz ZD . U4 1 y , b4 . o J . np 


Method 


AAT/NAP 


Start 


o o o o 
OOOO 


End 


10499 




n "3 0 c: 1 i 1 


' Score 


178 


Exons 


QQQQ QQTQ QIIQ Q100 QOQI 


.9471, 10428. .10499 


GI Descrip. 


iAczzio^iyj rjjiu Li^i-is museums 


] 




Seq. No. 


o4 jy2 


Seq. ID 


OJ000302_25.0419.C4 


Gene No. 


. 114080 


Strand 




Start 


1 ' 


End 


10499 


Name 


UJUUUoU^: . U4 I y . b4 . Oi , t.m 


Method 


TBLASTX: Maize 


Start 


mil 

y i 1 1 


End 


9489 


GI 


none 


Score 


81 


Exons 


niii nooT 0111 r\ioo riiTO 

yiii..yz2/,. yiii..yiD2, yiii. 


.9232, 9262.. 9489, 9280.. 9348, 




QOQ1 Q/ITQ 

yzoi . . y4 / O 






Seq. No. 


54392 


Seq. ID 


OJ000302_25.0419.C4 


Gene No. 


114080 


Strand 




Start 


I 


End 


10499 


Name 


OJUUUoU-i: ZD . 04 1 y , C4 . Ol . tC 


Method 


TBLASTX: Cress 


Start 


yiio 


End 


9489 




none 


Score 


71 


Exons 


QTIT QOTO QOT^^ QO^^c; 


.9489, 92 


81. . 9472 


Seq. No. 


54392 


Seq. ID 


OJ000302_25.0419.C4 


Gene No. 


114080 


Strand 




btart 


1 


End 


10499 


Name 


OJUUUJUz ZO . U4 1 y . C4 . Ol . ts 


Method 


TBLASTX : Soybean 


Start: 


Q 1 1 T 


End 


9489 


bi 


none 


Score 


94 


Exons 


ATT^ AOOO AOOA A/10A A001 

yiio,.yzjz, yzou,.y4oy, yzoi. 


.9478 




Seq. No. 


o4 jyz 


Seq. ID 


OJ000302_25.0419.C4 


Gene No . 


1 1 ^ A O A 


Strand 




oTiar L 


1 


End 


10499 


Name 


OJ000302 25.0419.C4.o2.gp 


Method 


AAT/GAP 


Start 


9968 


.End 


10052 


GI 


LIB34 77-003-P1-K1-E9 


Score 


100 


Exons 


9968. .10052 






bi Descrxp. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq.. No. 


54393 


Seq. ID 


OJ000302_25.0419.C5 


Gene No. 


114081 


Strand 


+ 


Start 


2458 


End 


9906 


Name 


OJ000302 25.0419.C5.o2.np 


Method 


AAT/NAP 



55024 




start 2458 End 9906 

GI 728867 Score 118 

Exons 2458.. 2602, 6788.. 6993, 8328.. 8493, 8917.. 9011, 9779.. 9906 

GI Descrip. ANTER-SPECIFIC PROLINE-RICH PROTEIN APG PRECURSOR 

gi I 99694 Ipir M S21961 proline-rich protein APG - Arabidopsis 
thaliana gi | 22599 | emb | CAA4 2925 | (X60377) APG [Arabidopsis 
thaliana] 





Seq. No. 


54393 






Seq. ID 


OJ000302_25 


0419. 


05 




Gene No. 


114081 






Strand 


+ 










^1 f± O t3 






Hjna 


Q Q n 
y y u 0 








Name 


Uu UUU oU^ zo 


, U ft 1 y . . OZ 


. gs 


Method 


P T7 "M C P 7\ M 








C 4- a r--t- 

o uar L 


D 1 X J 






iijna 


f H Z L 








P T 


none 






Score 










Exons 


^1 1 coco 


Ticp 7/191 














Seq. No. 


54393 






Seq. ID 


OJ000302_25 


0419. 


C5 




Gene No. 


114081 






Strand 


+ 








Q+- a -r-h 


Z 1 0 0 






njna 


y y u D 








Name 




n/TQ PC j-^O 

U 4 1 y . Lo . O J 


.gs 


Method. 


17 M O 7\ M 








D LarT, 


Q O o o 






bna 


Q C /I O 








P T 


none 






Score 


. DO 








Exons 
















3 


Spct No 


54393 






O C ■ 1. LJ 










Gene No, 


114081 






strand 


+ ~ 








Start 


2458 






End 


9906 








Name 


OJ000302 25 


0419.C5.o4 


.gs 


Method 


GENSCAN 








Start 


8880 






End 


9840 








GI 


none 






Score 


.78 








Exons 


8880. . 9240, 


9344. .9840 














Seq. No. 


54393 






Seq. ID 


OJ000302_25. 


0419. 


05 




Gene No. 


114082 






Strand 










Start 


301 






End 


2287 








Name 


OJ000302 25. 


0419.C5.ol 


.np 


Method 


AAT/NAP 








Start 


•301 . 






End 


2287 








GI 


7293619 






Score 


207 








Exons 


301. .407, 1325. .1367, 1448. 


.1537, 1800 


..1902, 2163. 


.22 87 





GI Descrip. (AE003512) OG14213 gene product [Drosophila melanogaster] 



Seq. No. 


54393 




Gene No. 


114083 




Start 


8239 




Name 


OJ000302 25.0419. 


05. ol. 


Start 


8239 




GI 


none 




Exons 


8239. .8367,' 8240. 


.8365, 


Seq. No. 


54394 




Gene No. 


114084 




Start 


380 




Name 


OJ000302 25.0419. 


06.01. 


Start 


366 




GI 


none 




Exons 


366. .476, 368. .538, 369 




1051. .1143, 1305. 


.1427, 



Seq. IP OJ000302_25. 0419.0.5 
Strand 

End 8491 

tm Method TBLASTX : Maize 

End 8 4 91 

.Score 144 
8386... 8490, 8387. .8491 

Seq. ID OJ000302_25.0419.C6 
Strand 

End 1890 
tm Method TBLASTX : Maize 

End 1449 

Score 123 
..476, 1018. .1143, 1046. .1138, 
1315. .1449, 1317. .1448 



55025 





Seq. No, 


54394 




Seq. ID 


OJ000302_ 


_25.0419 


.06 




Gene No. 


114084 




Strand 












"3 Q n 




End 


i O A A 

lo 90 








Name 


UJUUU-5U/C /:D.U4iy 


. 06 . ol . np 


Method 


AAT/NAP 








btart 


Q Q n 




End 


1 o o n 










C "7 T /I T Q O 




Score 


o n n 








Exons 


Ton A on iri/io 


1140, 1317. .1441, 1809 










GI Descrip. 


(AGUU/yoU) yoo41 


[Arabidopsis 


thaliana 










Seq. No. 


54394 




Seq. ID 


OJ000302_ 


_25.0419. 


06 




Gene No . 


1 1 A HQ A 




Strand 










Start 


T Q A 




End 


1 o o r\ 

18 90 








Name 




. 06 . ol . gs 


Method 


GENSCAN 








O +- -1 V--*- 

b tar L 


/I /I 0 
4 4 Z 




End 


1/1/1/1 
14 4 4 










none 




Score 


C 1 

. Ol 








Exons 


44Z..40// lU4o.. 


1140, 1317. .1444 










Seq. No. 


54395 




Seq. ID 


OJ000302_ 


_25.0419. 


07 




Gene No. 


114085 




Strand 


+ 








b cart 






End 


8187 








Name 


OJUUUJUz *ZD.(J41y 


.C7.ol.gs 


Method 


GENSOAN 








Start 


Id /(J 




End 


8162 








T 

GI 


none 




Score 


.57 








Exons 


Id /U . . I /bl, ZdZZ 


. .2616,: 3739. 


.3846, 5680. ,6366, 


6460. . 6651, 






^TOC ^TOiTA /TA/in 

d/oo..dodL), 6949 


..7277, 7379. 


.8162 










Seq. No. 


54395 




Seq. ID 


OJ000302_ 


_25.0419. 


07 


^3 


Gene No. 


114085 




Strand 


-f 








bt art 


1 ^"7 A 
1 D / U 




End 


8187 






! : B 


Name 


/^taaatao oc a^ta 
UJUUUoUZ Z0.U4iy 


.C7.ol.np 


Method 


AAT/NAP 








btart 


c en c 
o y / 0 




End 


8187 










buioiyD 




Score 


1323 






= 


Exons 




..7616, 7647. 


.8187 










GI Descrip. 


(A£i/44ooj neat 


shock protein 


101 [Triticum aestivum] 






Seq. No. 


.54 39-5 .■ . 




Seq. ID 


pJ000302_ 


_25.0419. 


07 




.Gene No . 


1 1 yi A Q 
114 Uo b 




Strand 










btart 


114 / 




End 


1974 








Name 


OTAAA'5AO oc A/I1Q 

UJUUUoUZ Zo.U4iy 


.07 . ol . gp 


Method 


AAT/GAP 








btart 


1 1 /I T 
114 / 




End 


1974 






f 1 


GI 


T A 1 1 Q C 
/ U, I I O D 




Score 


780. 








Exons 


T0>10 lO/l'l 

II4/..124Z, 1347 


. .1502, ' 1790. 


1974 










Seq. No. 


54395 




Seq. ID 


OJ000302_ 


25.0419. 


07 




Gene No. 


114087 




Strand 










btart 


5432. 




End 


9236 








Name 


OJ000302 25.0419 


. C7.o2.np 


Method 


AAT/NAP 








. Start 


5432 




End 


9236 








GI 


6721547 




Score 


80 








Exons 


5432.. 5506, 9124 


. .9236 












GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. 


(AB013448) 




Seq. No. 


54395 




Seq. ID 


OJ000302_ 


25.0419. 


07 




Gene No. 


114087 




Strand 










Start 


5432 




End 


9236 








Name 


OJ000302 25.0419 


O7.ol.tc 


Method 


TBLASTX: Cress 





55026 



start 
GI 

Exons 



5977 End 8012 

none Score 287 

5977.. 6279, 5988.. 6260, 6313.. 6375, 6375.. 6575, 6376.. 6588, 

6591. .6653, 6596. .6652, 6711. .6785, 6719. .6775, 6831. .6863, 

6946. .7266, 7026. .7283, 7386. .7598, 7389. .7532, 7674.. 7886, 

7686. .7901, 7892. .7954, 7893. .8012 



Seq. No. 54395 Seq. ID 

Gene No. 114087 Strand 

Start 5432 End 

Name OJ000302_25 . 04 19 . C7 . o2 . tm Method 

Start 5977 End 

GI none Score 

Exons 5977.. 6174, 5988.. 6188' 



OJ000302_25.0419.C7 
9236 

TBLASTX: Maize 

6188 

215 



Seq. No. 54395 
Gene No. 114087 
Start 5432 

Name ■ OJ000302_25 . 04 19 . C7 . ol . ts ' 

Start 5977 
GI none 

Exons 5977.. 6279, 5988.. 6275, 6313. 

6591. .6653, 6711. .6785, 6946. 
7386. .7598, 7419. .7532, 7665. 
7893. .8042 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 25. 0419. 07 



9236 

TBLASTX: Soybean 
8042 
289 

6375, 6375.. 6584, 6376.. 6588, 
7266, 7029.. 7283, 7385.. 7432, 
7886, 7685.. 7831, 7892.. 7954,- 



Seq. No; 54395 
Gene No. 114087 
Start 5432 

Name OJ000302_25 . 04 19 . C7 . ol . tm 

Start 6196 
GI none 

Exons 6196.. 6279, 6196.. 6279, 6313. 

6591.. 6653, 6596.. 6652, 6717. 
7029. .7283, 7386. .7598, 7395. 
7686.. 7886, 7823.. 8038, 7893. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 25. 0419. 07 



9236 

TBLASTX: Maize 
8042 
75 

6375, 6375.. 6587, 6376.. 6588, 
6785, 6719. .6784, 6946. .7266, 
7532, 7674. .7886, 7685. .7885, 
8042 



Seq. No. 54395 

Gene No. 114087 

Start 5432 

Name OJ000302__25 . 04 19 . 07 . ol . tw 

Start 7155 

GI none 

Exons 7155.. 7274, 7156.. 7266, 7385. 



Seq. ID 
Strand 
End 

Method 
End 

Score ' 
7435, 7386. .7598 



OJ000302_25. 0419.07 
9236 

TBLASTX: Wheat 
7598 
123 



Seq. No. 54396 Seq. ID 

Gene No. 114088 Strand 

Start ■ ■ - 1556 End 

Name OJ000302_25 . 04 19 . 08 . ol . gs Method 

Start 1556 End 

GI none Score 

Exons 1556.. 1957, 2035.. 2382 



OJ000302_25. 0419.08 

+ 

3527 
GENSOAN 
2382 
.78 



Seq. No. 54396 - Seq. ID 

Gene No. 114088 Strand 

Start 1556 End 

Name OJ000302_25 . 04 19 . 08 . o2 . np Method 



OJ000302_25. 0419.08 
+ 

3527 
AAT/NAP 



55027 







1667 




End 


3527 










1 tf O U ^ X *d 




Score 


169 








P von ^ 


1667 1957 


2035. .2301, 3507. 


.3527 












f AF1 14171 ^ 
\ r\c X X 1 X / J- / 


hypothetical protein [Sorghum bicolor] 








Seq. No. 


54396 




Seq. ID 


OJ000302_25 


.04,19 


.C8 




Gene No. 


114088 




Strand 


+ 








O L. d J. L. 


1556 




End 


3527 








N3rne 




.0419.C8.ol_.gp 


Method 


AAT/GAP 








O L Ct i- L. 


^ w> ^ X 






3042 










J *» O J 1 L/ 




Score 


995 








Ill A 1 o 


2351 3042 














Seq. No. 


54396 




Seq. ID 


OJ000302_25 


.0419 


.C8 




Gene No. 


114089 




Strand 










Start 


24 99 




End 


3636 








Kla TTi o 


0.700030? 95 


.0419.C8.ol.tm 


Method 


TBLASTX: Maize 






O L. d X L. 


1 fi31 ~ 

X U J X 




End 


2136 








\J X 


none 




Score 


211 








i-J ^ W 1 i o 


1631 1954 


2050. .2136 












Seq. No. 


54396 




Seq. ID 


OJ000302_25 


0419 


C8 




Gene No. 


114089 




Strand 










qt*^ rt 

O L. d X I, 


?4 99 
^ *i ^ ^ 




End 


3636 








Name 


0.7000309 95 


.0419.C8.o2.gs 


Method 


GENSCAN 






f 


o i_ d X u 


94 QQ ~ 

^ *i _3 ^ 




End 


3636 








w X 


l L\JL lk: 




Score 


.75 






f\l 




2499 2752 


2940.. 3155, 3299. 


.3484, 3490. .3636 








O C V.j^ . LN . 


54 397 




Seq. ID 


OJ000302_25 


0419 


PI 

X 




r^pnp No 


114090 




Strand 


+ 








Start 


1 




End 


382 






: =r 


Name 


OJ000302 25 


.0419.Cll.ol.np 


Method 


AAT/NAP 








O U d X u 


1 




End 


382 








VJ3 X 


7363274 




Score 


171 






'"4 




1. .382 














ox L/tJO(_'XX^. 


{AP001552) 


Similar to Arabidopsis thaliana DNA chromosome 






clone F17A8; putative protein 


. (AL0494f 


32) [Oryza sativa; 






Seq. No. 


54397 




Seq. ID 


OJ000302_25 


0419. 


CI 




Gene No. 


114091 




Strand 










Start 


1312 




End 


2228 








mo 

LNdiUC 


OJ000302 25 


.0419.Cll.ol.gs 


Method 


GENSCAN 








O L dX l„ 


1312 




End 


2228 








V3 X 


none 




Score 


.4.1 








Tv V n n <^ 


1312. .1318, 


2053. .2228 












Seq. No. 


54398 ■ 




Seq. ID ' 


OJ000302_25. 


0419. 


CI 




Gene No. 


114092 




Strand 










Start 


1439 




End 


1947 








Name 


OJ000302 25 


.0419.C12.ol.gs 


Method 


GENSCAN 








Start 


1439 




End 


1947 








GI 


none 




Score 


.49 








Exons 


1439. . 1499, 


1855. .1947 












Seq. No. 


54399 




Seq. ID 


OJ000302_25. 


0419. 


CI 




Gene No. 


114093 




Strand 









55028 



start 

Name 

Start 

GI ^ 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
.Score 



OJ000302_25.0419.C13.ol.np 
1 

•1418331 
1..29, 901. .2749 

(X95909) receptor like protein kinase [Arabidopsis thaliana] 



4974 
AAT/NAP 
2749 
1592 



54399 

114093. 

1 

OJ000302_25.0419.C13.o2.np 

1891 

7339707 



Seq. ID OJ000302__25.0419.C13 

Strand + 

End 4974 

Method AAT/NAP 

End 4 974 

Score 35 



1891. .1911, 4130. .4348, 4665. .4811, 4955. .4974 
(AP001539) hypothetical protein [Oryza sativa] 



54399 
114094 
1137 

OJ000302_25.0419.C13.ol.gp 
1137 

LIB34 32-007-P1-K1-F10 
1137. .1522 

'3236253 l.Oe-33 (AC004684) receptor-like protein kinase 
[Arabidopsis thaliana] ' 



Seq. ID OJ000302_25.0419.C13 
Strand 

End 1522 

Method AAT/GAP 

End 1522 

Score 754 



Seq. No. 54399 

Gene No. 114095 

Start 3781 

Name OJ000302_25 . 04 19 . C13 . ol . tc 

Start 899 

GI none 
Exons 



OJ000302 25. 0419. 013 



Seq. ID 
Strand 
End 

Method 
End 
Score 

899. .1036, 901. .1035, 1073. .1369, 1132. .1347, 1331. .1687, 
1402. .1635, 1781. .2146, 1828. .2034, 2110. .2154, 2162. .2491, 
2191. .2319, 2365. .2490, 2512. .2736, 2516. .2731 



4358 

TBLASTX: Cress 

2736 

114 



Seq. No. 54399 

'Z Gene No. 114095 

Iz Start 3781 ' 

^3 Name OJ000302_25 . 04 19 . C13 . o2 . ts 

[3 Start 910 

GI none 

Exons 



'Seq. ID OJ000302_25,0419.C13 
Strand 

End 4358 

Method TBLASTX : Soybean 

End 1486 

Score 128 



910. .1026, 911. .1042, 1075. .1173, 1079. .1180, 1189. .1335, 
1190. . 1363, 1334 . . 1486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



54399 Seq. ID 

.114095 Strand 

3781 End 
OJ000302_25.0419.C13.o4 .tm Method 

920 End 

none Score 

920.. 1030, 922.. 1026, 929.. 1033, 1067. 



OJ000302_25.0419.C13 
4358 

TBLASTX: Maize 

1270 

143 

.1270, 1067. .1180 



54399 

114095 

3781 

OJ000302 25.0419.C13.o2.tw 



Seq. ID OJ000302_25.0419.C13 
Strand 

End 4358 

Method TBLASTX : Wheat 



'55029 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No: 
Gene No. 
Start 



1220 
none 

1220. .1588, 

54399 

114095 

3781 

OJ000302_25. 
1282 . 
none 

1282. . 1335, . 

54399 

114095 

3781 

OJ000302_25. 

1865 

none 

1865. .2143, 
2171. .2380 

54399 

114095 

3781 

OJ000302_25. 

1889 

none 

1889. .2161, 

54399 

114095 

3781 

OJ000302_25. 

1918 

none 

1918. .2055, 
2152. .2493, 

54399 

114095 

3781 

OJ000302_25, 

2393 

none 

2393. .2710, 

54399 ■ 

114095 

3781 

OJ000302_25. 

2497 

none 

2497. .2781, 

54399 

114095 

3781 



1237.. 1317, 1402. 



.tm 



End 
Score 
.1578 



1588 
284 



0419. 013. o2 
1283. .1684, 1381. .1686, 1411. .1644 



Seq. ID OJ000302_25. 0419. 013 
Strand 

4358 

TBLASTX: Maize 
1686 
395 



End 

Method 
End 
Score 



0419. 013. ol.ts 
1867. .2055/ 1868. 



0419. 013. ol.tw 



1900.. 2055, 1991. 



0419. 013. ol.tm 



1919.:2164, 1922. 
2162. .2494 



0419. 013. o3.ts 
2428. .2709 

0419. 013. o3.tm 
2510. .2818, 2773. 



Seq. ID OJ000302_25. 0419.013 
Strand 

End 4358 

Method TBLASTX : Soybean 

End 2380 

Score 356 

.2140, -2156. .2380, 2161. .2379, 



Seq. ID OJ000302_25. 0419.013 
Strand 

End 4358 

Method TBLASTX : Wheat 

End 2320 

Score 235 

.2173, 2165. .2320, 2188. .2319 

Seq. ID OJ000302_25. 0419.013 
Strand 

End 4358 

Method TBLASTX : Mai ze 

End 24 94 

Score 356 

.2158, 2110. .2163, 2129. .2359, 



Seq. ID OJ000302_25. 0419. 013 
Strand 

End 4358 

Method TBLASTX: Soybean . 

End 2710 

Score 219 



Seq. ID OJ000302_25. 0419. 013 
Strand. 

4358 

TBLASTX: Maize 
2829 
280 



End 

Method 
End 
Score 
■2829 



Seq. ID OJ000302_25. 0419. 013 
Strand 

End 4358 



55030 



Name 


UJUUUoU^! ^0 


. U4 1 y . 


Lio . oz . gp 


Method 




Start 


'3 T Q n 






bna 


yl "3 c; Q 


GI 


none 






Score 


/ o / 


Exohs 


J / o I . . oyu 1 , 


>i n n c 
4 UUD . 


>l o c o 






Seq. No. 


54400 






Seq. ID 


OJ000302 


Gene No. 


114096 






Strand 




btart 


397 








TIT 
/II 


Name 


OJ000302 25 


.0419. 


C14 .ol.gs 


Method 




Start 


397 






hna 


"7 11 
/II 




none 






Score 


c; A 
, D 4 


Exons 


397. .564, 698. .711 






Seq. No, 


54400 






beq. ID 


UJUUU oUz 


Gene No. 


114097 






Strand 


+ 


Start 


4189 






End 


6139 


Name 


.OJ000302 25 


.0419. 


C14 .o3.np 


Method 


7\ A T* / M 7\ O 


Start 


4189 






End 


bl3y 


GI 


4680186 






Score 


0 0 


Exons 


4189. .4229, 


5934. 


.6139 






GI Descrip. 


{AF111709 ) 


unknown [Oryza sativa subsp 


. mdica] 


Seq. No. 


54400 






Seq. ID 


OJUU,03UZ 


Gene No. 


114098 






Strand 




Start 


1 






"End 


7321 


Name 


OJ000302 25 


.0419. 


C14.ol.np 


Method 


AAl / NAr 


Start 


1 






End 


/I n n c 
4 (J9d 


GI 


5852181 






Score 


101 


Exons 


1..30, 720. 


.852, 


4066. .40-95 






GI Descrip. 


/7\T 1 1 TO^CN 
\ ALi 11 / Z D 3 } 


zhbOOll.l [Oryza 


sativa] 




Seq. No. 


54400 






Seq. ID 


OJ000302 


Gene No. 


114098 






Strand 




Start 


1 






End 


7321 


Name 


OJ000302 25 


.0419. 


C14.o2.gs 


Method 


GENSCAN 


otart 


2395 






End 


7320 


GI 


none 






Score 


.48 


Exons 


2395. .2466, 


3054. 


.3061, 3419 


..3985*, 4099.. 4157, 




4435. .5121, 


6952. 


.7320 






Seq. No. 


54400 






Seq. ID 


OJ000302 


Gene No. 


114098 






Strand 




Start 


1 






End 


7321 ■ 


Name 


OJ000302 25 


.0419. 


C14 .o2.np 


Method 


AAT/NAP 


Start 


3237 






End 


7321 


GI 


6691191 






Score 


639 


Exons 


3237. .3265, 


. 4 383. 


.5103, 7298 


. .7321 




GI Descrip. 


(AC007534) 


F7F22. 


15 [Arabidopsis thaliana] 


oeq . INO . 


54400 






Seq. ID 


OJ000302 


Gene No. 


114098 






Strand 




Start 


1 






End 


7321 


Name 


OJ000302 25 


.0419. 


C14 .ol. ts 


Method 


TBLASTX : 


Start 


4384 






End 


4815 


GI 


none 






Score 


168 


Exons 


4384 . .4416, 


4432. 


.4815, 4433 


. .4813 





55031 



Seq. No. 54400 

Gene No. 114098 

Start 1 

Name OJ000302_25 . 0419 . C14 , ol . tw 

Start 4423 

GI none 

Exons 4423. .4803, 4424. .4747, 4781. 



Seq. ID OJ000302_25.0419.C14 
Strand 

End 7321 

Method TBLASTX : Wheat 

End 4804 

Score 163 
.4804 



Seq. No. 54400 

Gene No. 114098 

Start 1 

Name OJ000302_25 . 04 1 9 . C14 . o2 . tw 

Start 4807 

GI none 

Exons 4807.. 5103, 4850.. 5074 



Seq. ID OJ000302_25.0419.C14 
Strand 

End 7321 

Method TBLASTX : Wheat 

End 5103 

Score 129 



, Seq. No. 54400 

' Gene No. 114098 

Start - 1 

Name OJ000302_25 . 0419 . C14 . o2 . ts 

Start 4816 

GI none 

Exons 4816.. 5076, 4817.. 5074 



Seq. ID OJ000302_25.0419.C14 
Strand 

End 7321 

Method TBLASTX : Soybean 

End 507 6 

Score 162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 
Gene No. 
Start 
Name 
Start 
GI . 

Exons • 

GI Descrip. 



54 401 ■ 
114099 
1 

OJ000302_25. 0419.C15.ol.np 
1 

4416301 
1. .311, 1116. .1317 
(AF105716) gag protein [Zea mays] 



Seq. ID OJ000302_25.0419.C15 

Strand + 

End 4515 

Method AAT/NAP 

End 1317 

Score 125 



54401 

114099 

1 

OJ000302_25.0419.C15.ol.gs 

243 

none 



Seq. ID OJ000302_25.0419.C15 

Strand + 

End 4515 

Method GENSCAN 

End 4515 

Score .59 



243. .795, 896. .1028, 1173. .1299, 1331. .1487, 1736. .4515 



54401 
114099 
1 

OJ000302_25. 0419.C15.o2.np 
1403 
6630685 
1403. .1474, 1765. .4512 ^- 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ000302_25.0419.C15 

Strand + 

End 4515 

Method AAT/NAP 

End 4512 

Score 4 64 6 



Seq. No. 54401 

Gene No. 114100 

Start 4790 ' 

Name OJ000302_25 . 04 19 . C15 . o5 . np 

Start 4790 

GI 6691191 



Seq. ID OJ000302_25.0419.C15 

Strand + 

End 18763 

Method AAT/NAP 

End 18763 

Score 1583 



55032 




Exons 


4790. .4919, 14094 .. 14646, 17818. .18763 






GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 




Seq. No. 


54401 


Seq. ID 


OJ000302_25.0419 


.C15 


Gene No. 


114100 


Strand 


+ 




Start 


4790 


End 


18763 




Name 


OJ000302 25.0419.C15.o3.gs 


Method 


GENSCAN 




Start 


9362 


End 


14722 




GI 


none 


Score 


.67 




Exons 


9362.. 9364, 9421.. 9601, 10315 


..10479, 


12571. .12711, 






TOrtcn 'io>i/"n lociji iyi"ioo 

12955 .. 134 69, 13514. ,14722 








Seq. No. 


54401 


Seq. ID 


OJ000302_25.0419 


.C15 


Gene No. 


114100 


Strand 


+ 




Start 


4790 


End 


18763 




Name 


OJ000302 25.0419.C15.o6.gs 


Method 


GENSCAN 




Start 


17827 


End 


18222 




GI 


none 


Score 


.92 




Exons • 


17827. .18222 








Seq. No. 


54401 


Seq. ID 


OJ000302_25.0419 


. C15 


Gene No. 


114101 


Strand 






Start 


6960 


End 


11479 




Name 


OJ000302 25.0419.C15.o3.np 


Method 


AAT/NAP 




Start 


6960 


End 


11479 




GI 


6815052 


Score 


1659 




Exons 


6960. .7080, 7349. .7424, 7506. 


.7731, 8036. .8505, 8553. .8 


694 , 




9483. .9571, 10380 .. 104 80, 10778. .10901 


, 11170. .11244, ■ 






11326. .11479 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


54401 


Seq. ID 


OJ000302_25.0419 


.C15 


Gene No. 


114102 


Strand 






Start 


15220 


End 


15543 




Name 


OJ000302 25.0419.C15.o4.gs 


Method 


GENSCAN 




Start 


15220 


End 


15543 




GI 


none 


Score 


.81 




Exons 


15220. .15371, 15507.. 15543 








Seq. No.' 


54401 


Seq. ID 


OJ000302_25.0419 


.C15 


Gene No. 


114103 


Strand 






Start 


16619 


End 


17886 




Name 


OJ000302 25.0419.C15.o6.tm 


Method 


TBLASTX: Maize 




Start 


1236 


End 


1576 




GI 


none 


Score 


96 




Exons 


1236. .1310, 1237. .1314, 1339. 


.1575, 1340. .1576 




Seq. No. 


54401 


Seq. ID 


•.OJ000302_25.0419 


.C15 


Gene No. 


114103 


Strand 






Start 


16619 


End 


17886 




Name 


OJ000302 25.0419.C15.o8.tw 


Method 


TBLASTX: Wheat 




Start 


1310 


End 


1585 




GI 


none 


Score 


221 




Exons 


1310. .1585, 1355. .1396, 1441. 


. 1569 






Seq. No. 


54401 


Seq. ID 


OJ000302_25.0419 


.C15 


Gene No. 


114103 


Strand 







55033 




start 


16619 








End 


17886 


Nam© 




n 4 1 Q 
. u ft 1 y . 


PI R r^R 
CIO. OO 


. r.m 


Method 


TBLASTX: Maize 


O Lair L 


1 c: "7 7 ' 
10// 








End 


1971 




none 








Score 


89 


Exons 


10 / / . . 1 oy D/ 


1 c: Q R 
1 Oo 0 , 


1 C QO 

. 1 D yz , 


1 b y o . 


.1821, 1701. .1778, 1703. .1822, 




lo ly . . IzfOy f 


1 0 Z fl , 


1 Q ^^1 
. 1 y Dl , 


1 Q 9 R 

1 o Z 0 . 


.1971, 1827. .1970 


beg. iMo . 


Of! 4 U 1 








Seq. ID 


OJ000302_25. 0419.C15 


Gene No. 


114103 








Strand 




Start 


16619 








End 


17886 


Name 




. u 4 1 y . 


PI R r\9 
1 0 . OZ 




Method 


TBLASTX: Wheat 


oi-ari- 


1 / U 0 








End 


2307 




none 








Score 


103 


17^ T** 


17nQ 

I/UCS. .l/Dl/ 


1/40. 


1 Q 9 9 
, 1 0 ZZ , 


1 Q 9 R 
1 O Z 0 , 


.1983, 1830. .1967, 1995. .2021, 




^uiy. .zouo, 


Z UZ O . 


9 

. Z OU / 








Seq. No. 


54401 








Seq. ID 


OJ000302_25.0419.C15 


Gene No. 


114103 








Strand 




D La,!. L. 


1 D D 1 y 








End 


17886 


Naiue 


UJUUUOUZ zo 


n /1 1 Q 
. u 4 1 y . 


PI R y-\0 

L. 1 0 . OZ 


. tm 


Method 


TBLASTX: Maize 


o uar c 


1 y / z 








End 


2844 




none 








Score 


111 




1Q79 9n/l'5 
l^/Z. .ZUflj, 


1 Q 7 7 

1 y / / . 


O 7 1 7 


Z U 4 4 . 


.2844, 2721.. 2762 


Seq. No. 


54401 








.Seq. ID 


OJ000302_25.0419.C15 


Gene No. 


114103 








Strand 


- 




1 D D 1 y 








End 


17886 


Name 


ujuuujuz zo 


. U4 1 y , 


Pi R 

L.1 0 . Oo 


. uS 


Method 


TBLASTX : Soybean 


onar L 


Z 1 0 z 








End 


2613 




none 








Score 


312 


Exons 


ZIOZ, ,Zd10/ 


917 9 

Z 1 / z . 


. Z 4 DZ , 


9 1 7 ^; 

Z 1 / 0 . 


.2529 




Seq. No. 


54401 








Seq. ID 


OJ000302_25.0419.C15 


Gene No. 


114103 








Strand 




ocarL 


1 0 tD 1 y 








End 


17886 


Name 


UJUuUoUZ ZO 


n /1 1 Q 
. U4 1 y . 


UIO . OX 


■f- ^ 


Method 


TBLASTX: Cress 


ar L 


9 T Q P 
Z 1 0 0 • 








End 


2610 


C T 


none 








Score 


222 


Exons 


ZIOO. .ZDIU 












oeq . jno . 


c; yl /I m 
0 4( fi U 1 








Seq. ID 


OJ000302_25.0419.C15 


Gene No. 


114103 








Strand 




Start ■ 


16619 








End 


17886' 


Name 


UJ uuu ouz Z 0 


n y1 1 Q 

. u 4 1 y . 


P 1 R /-N 

UIO . Ob 


■4- T i 


Method 


TBLASTX: Wheat 




9 Q c; 
Z 0^0 








End 


2739 


r T 


none 








Score 


116 


Exons 


zoyo . . z 4 / o , 


O T Q Q 

z 0 y o . 


O A Q A 

. z 4 o 4 / 


Z 4 / o . 


.2637, 24i 


34. .2648, 2659. .2739, 




ZDoy..z/oy 














S4 4 D 1 

O T fi U 1 








Seq. ID 


OJ000302_25.0419.C15 


Gene No. 


114103 








Strand 




Start 


16619 








End 


17886 


Name 


OJ000302 '25 


0419. 


C15.04 


. tm 


Method 


TBLASTX:Mai2e 


Start 


2851 








End 


3170 


GI 


none 








Score 


478 


Exons 


2851. .3168, 


2853. 


.3170 









55034 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 
J GI 
i Exons 

sc. 

*; Seq. No. 

y Gene No. 

3 Start 

J Name 

S Start 

^ GI 
Exons 

J Seq. No. 

J Gene No. 

I Start 

Z Name 

t Start 

J GI 

J Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54401 Seq. ID 

114103 Strand 

16619 End 

OJ000302_25. 0419.C15.ol.ts Method 

2878 End 

5509260 Score 



OJ000302_25.0419.C15 
17886 

TBLASTX: Soybean 

3485 

238 



2878. .3093, 2880. .3092, 2968. .3108, 3102. .3485, 3103. .3483 



54401 

114103 

16619 

OJ000302_25. 

3003 

none 

3003. .3092, 
3124 . .3456, 

54401 

114103 

16619 

OJ000302_25. 

3085 

none 

3085. .3366, 

54401 

114103 

16619 

OJ000302_25, 

3288 

none 

3288. .3722, 

54401 

114103 

16619 

OJ000302_25. 

3838 

none 

3838. .4509, 

54401 

114103 

16619 

OJ000302_25. 

3856 

none 

3856. .4245, 

54401 

114103 

16619 

OJ000302_25. 

4039 

none 

4039. .4125, 



0419.C15.o3.tw 



3019.. 3093, 3087. 
3126. .3464 



0419.C15.o3.tc 
3087. .3347 

0419.C15.o3.tm 
3289. .3723 

0419.C15.ol. tm 



Seq. ID OJ000302_25.0419.C15 
Strand 

End 17886 

Method TBLASTX : Wheat 

End 3464 

Score 89 

.3122, 3114.. 3269, 3122.. 3328, 



Seq. ID OJ000302_25.0419.C15 

Strand - ' 

End 17886 

Method TBLASTX : Cress 

End 3366 

Score 209 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_25.0419.C15 
17886 

TBLASTX: Maize 

3723 

621 



OJ000302_25.0419.C15 
17886 

TBLASTX: Maize 

4562 

979 



3845, .4291, 3846. .4535, 4329. .4562 



0419.C15.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_25.0419.C15 
17886 • 

TBLASTX: Soybean 

4497 

296 



3861. .4244, 4257. .4349, 4273. .4497 



0419.C15.o2.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_25.0419.C15 
17886 

TBLASTX: Cress 

4494 

63 



4129. .4263, 4275. .4442, 4282. .4494 



55035 



Seq. No. 


54401 






Seq. ID 


OJ000302_25.0419 


.015 


Gene No. 


114 iUo 






Strand 






Start 


1 661 y 






End 


17886 




Name 


OJ000302 25. 


0419. C15. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


4 048 






End 


4461 




GI 


none 






Score 


119 




Exons 


404 0 . . 4254 , 


4149. .4229,. 4273 


..4461, 4332. .4448 




Seq. No. 


54401 






Seq. ID 


OJ000302_25.0419 


.015 


Gene No. 


114 lUo 






Strand 






Start ' 


1 <r ^ 1 

i66iy 






End 


17886 




Name 


0JUUUJU2 2b. 


0419. 015. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


o / d4 






End 


9258 




GI 


none 






Score 


94 




Exons 


8764 . . 9054 , 


8774.. 9055, 9079 


..9237, 9079. .9258 




Seq. No. 


54401 ' 






Seq.- ID 


OJ000302_25.0419 


015 


Gene No. 


11 /I 1 A O 

114 lUo 






Strand 






Start 


1 /" /" 1 A 

16619 






End 


17886 




Name 


/^TAAAOAO oc 

OJ000302 25. 


0419. C15. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


142 91 






End 


17886 




GI 


none 






Score 


309 




Exons 


14291 . . 14 64 4 


, 14293.. 


14634, 


17812. .178 


36 




Seq. No. 


54401 






Seq. ID 


OJ000302_25.0419 


015 


Gene No. 


114 103 






Strand 






Start 


16619 






End 


17886 




Name 


/^TAAAOAO oc 

OJ000302_25 . 


0419. C15. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


1 /I O A 1 

14291 






End 


17865 




GI 


none 






Score 


327 




Exons 


14291 . . 14 Do6 


, 14293.. 


14619, 


17812. . 17865 




Seq. No. 


54401 






Seq. ID 


OJ000302_25.0419 


015 


Gene No. 


11 /I 1 A O 

114103 






Strand 






Start 


1 ^ 1 A 

16619 






End 


17886 




Name 


/^TAAAOAO AC 

OJ000302 25. 


0419. C15. 


o5 . gs 


Method 


GENSCAN 




Start 


1 ^ 1 A 

16619 






End 


16957 




GI 


none 






Score 


.61 




Exons 


1/"/"1A l/^AC^ 

16619 . . 16957 












Seq. No. 


54401 






Seq. ID 


OJ000302_25.0419 


015 


Gene No. 


114104 






Strand 






Start 


17962 






End 


18697 




Name 


OJ000302 25. 


0419. C15. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17962 






End 


18393 




GI 


none 






Score 


513 




Exons 


17962. .18393, 17964.. 


18383 








Seq. No. 


54401 






Seq. ID 


OJ000302_25.0419 


015 


Gene No. 


114104 






Strand 






Start 


17962 






End 


18697 




Name 


OJ000302 25. 


0419. 015. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


18127 ' 






End 


18540 




GI 


none 






Score 


270 





Exons 18127. . 18540, 18282.. 18539 



55036 



Seq. No. 


54401 




Seq. ID 


OJ000302_25.0419. 


C15 


Gene No. 


114104 




Strand 






o tar L 


1 / yOZ 




End 


18697 




Name 




. OD , US 


Method 


TBLASTX : Soybean 




C -*- ^ ■t^'t- 


1 Q 0 O 




End 


18606 




bi 


none 




Score 


66 




Exons 




1 P c; Q T 


18319. .18606, 18319. .18606 




becj. NO. 






Seq. ID 


OJ000302_25.0419. 


PI c; 
bl.j 


Gene No. 


114104 




Strand 






Start 


17962 




End 


18697 




Narne 


riTnnri'5n9 H/IIQ pic, 

VJJUUUOUZ Z 0 . U ft ± y . L. X 0 . 


. o4 . tw 


Method 


TBLASTX: Wheat 




b tar u 


T Q O Q O 

1 o J y o 




End 


18697 






none 




Score 


288 




Exons 


1Q'5Q'5 IQRQ^ 1fl'5Q'7 


, 1 O DZ fi-/ 


18397. .18627, 18420 18 626, 






IQf^l^; 1Q<^Q^ 1Q^^9^ 


. 1 o D y / 








Seq: No. 


54402 




Seq. ID 


OJ000302_25.0419. 


C19 


Gene No*. " 


114105 




.Strand 


+ 




bcar L 


JO y 




"End 


562 




NaiTie 


r\Tnnn'5no oc: n/iio pi o 
ujuuujuz zD.u4iy.biy. 


, ol . gs 


Method 


GENSCAN 




brar u 


Joy 




End 


562 




T 
bi 


none 




Score 


.48 




Exons 


Jby..4lD, 411D.,0DZ 










Seq. No. 


O 4 4 U o 




Seq. ID 


OJ000302_25.0419. 


Cz U 


Gene No. 


- 114106 




Strand 






Start 


■ 1044 




End 


2246 




Name 


OJ000302 25.0419.C20. 


, ol . np 


Method 


AAT/NAP 




Start 


1044 




End 


2246 




GI 


7446441 




Score 


1013 




Exons 


1044 . .2246 











GI Descrip. probable serine/threonine-specif ic protein kinase F13M22.21 (EC 
2.7.1.-) - Arabidopsis thaliana gi | 3236253 | gb | AAC2364 1 . 1 | 
{AC004 684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. .54403 Seq. ID 

Gene No. 114106 . Strand 

Start 1044 End 

Name OJ000302_25 . 0419. C20 . o2 . tm Method 

Start 1111 . End 

GI none Score 

Exons 1111.. 1290, 1131.. 1346 



OJ000302_25.0419.C20 
2246 

TBLASTX: Maize 

1346 

189 



Seq. No. 54403 Seq. ID 

Gene No. 114106 Strand : 

Start 1044 , End 

Name OJ000302_25 . 04 19 . C20 . o2 . tw Method 

Start 1140 End 

GI none Score 

Exons 1140.. 1556, 1423.. 1542 



OJ000302_25.0419.C20 
2246 

TBLASTX: Wheat 

1556 

70 



Seq. No. 54403 Seq. ID 

Gene No. 114106 Strand 

Start 1044 End 

Name OJ000302 25 . 0419 . C20 . ol . tc Method 



OJ000302_25.0419.C20 
2246 

TBLASTX: Cress 



55037 





1 1 fl n 

X X O u 








End 


2169 


PT 


none 








Score 


92 




1 T fin 1 90"^ 
xxou . • l^y ^ f 


1 1 fi 9 
X X o z . 


. . X J .5 / , 


1 4 1 n 

X 4 X u 


..1748, 1416. .1742, .1423. .1746, 




1770 91^Q 
X / / U. .ZXOl?/ 


17 7 1 
X / / X . 


1 Q Q 

. X y oy / 


1 7 7 tf^ 
X / / o 


..2168, 2029. .2169 


Seq. No. 


54403 








Seq. ID 


OJ000302_25.0419.C20 


Gene No. 


114106 








Strand 


- 




XU ^ fi 








End 


2246 


Name 


n Tnnn'^n9 9 ^ 

KJO KiXf U -3 u ^ z o 


0 4 1 Q 
. U 4 X y , 


P9 0 rN9 
L-Z u . oz , 


> t. s 


Method 


TBLASTX : Soybean 


O Lai L 


1919 ~ 

X Z X ^ 










1 ^ 

X O O o 




none 








Score 


79 


TP V o 


1919 1'=i'^9 


X J D J . 


. X o JO 








Seq. No. 


54403 








Seq. ID 


OJ000302_25.0419.C20 


Gene No. 


114106 








Strand 


- 


Q-l- a -r-h 
OT-clX t. 


X U fi 4 








End 


2246 


NaiTie 


nTnnn'^n9 9'=i 

WUUUUOUZ Z3 


0 4 1 Q 
. U 4 X y . 


P9 0 ^1 

uz u . ox , 


• gs 


Method 


GENSCAN 


o L.ar L. 


1 o 9 o " 
X Z • ' 








End 


2240 




none • 








Score 


.46 ' 




1^99 9940 












O e q . IN O . 


jI ^ 0 '5 
Oft ft U J 








Seq. ID 


OJ000302_25.0419.C20 


Gene No. 


114106 








Strand 




Start 


1044 








End 


2246 


Name 


nTOOO'^09 9R 


0 4 1 Q 
. U 4 X y . 


P9 0 <^1 
UZ U . OX . 


um 


Method 


TBLASTX: Maize 


o L.ar L. 


1 4 1 Q ~ 
X 4 X 








End 


1996 


P T 


none 








Score' ■ 


178 


tr* V £!? 


lAIQ 17Zlfl 

XfiXy. .X/fiO^ 


14 9 9 
X 4 Z Z . 


1 7 4 Q 
. X / fl O , 


1 4 9 '5 
1 fl Z J . 


..1764, 1553. .1891, 1758. .1994, 




1 1 aQ 1 Q7 /I 


1 777 
X / / / . 


. X y y D , 


1 7 Q 1 
X / O X . 


, .1996 


'— ; 


o e q . IN o . 


R ^ 4 0 "5 
3 fl 4 U J 








Seq. ID 


OJ000302_25.0419.C20 


Gene No. 


114106 








Strand 




Start 


1044 








End 


2246 


Name 


n TOOO "^09 9 ^ 
WJUUUoUZ zo, 


0 4 1 Q 
. U 4 X y . 


P90 ^1 
UZ U . O X . 


L.S 


Method 


TBLASTX: Soybean 


Q-t- a T--I- 

o Larx, 










End 


2051 


PT 
uX 


none 








Score 


91 


Exons 


XDJfl..X/fiy/ 


X O J D . 


1 7 R 1 
. X / O X , 


1 c; o 


.1751, 1770.. 2051, 1774.. 1974, 




X / / o. .zuoy 












Seq. No. 


54403 








Seq. ID 


OJ000302_25.0419.C20 


Gene No. 


114106 








Strand 




Q-h a -r-t- 
O L-dX L 


10 4 4 
X U 4 fl 








• End 


2246 


Name 


ATOOO'5n9 9 1; 
UJUUUJUZ zD . 


n /I 1 Q 

, u 4 1 y . 


P9 O 1 

u . Ox . 


LW 


Method 


TBLASTX: Wheat 


oxar L 


1 c; Q '5 ~ 
X o y o 








End 


. 2024 


PT 
oX 


none 








Score 


89 


Exons 


TCQO 1740 


1 7 4 Q 

1 / fl y . 


9 O 9 i1 
. Z UZ 4 / 


1 7 7 T 
1 / / X . 


.1929 




Seq. No. 


54404 








Seq. ID 


OJ000302_25.0419.C21 


Gene No. 


114107 








Strand 


+ 


O L dX L 


9 4 4 7 
Z 4 4 / 








End 


5322 


Name 


PTOonin9 9 
UJUUUjUz zO. 


n /1 1 Q 
u ft 1 y . 


P9 1 9 
LZ X . OZ . 


gs 


Method 


GENSCAN 


Start 


2447 








End 


5322 


GI 


none 








Score 


.58 


Exons 


2447. .2494, 


2945. 


.3054, 


3430. 


.3503, 48 


85.. 5322 


Seq. No. 


54404 








Seq. ID 


OJ000302_25.0419.C21 


Gene No. 


114108 








Strand 





55038 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



328 

AAT/NAP 
325 
97 



OJ000302_25.0419.C21 .ol.np 
1 

7446441 
1..61, 89. .325 

probable serine/threonine-specif ic protein kinase F13M22.21 (EC 
2.7.1.-) - Arabidopsis thaliana gi | 3236253 | gb | AAC2364 1 . 1 | 
(AC004684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



54404 Seq. ID 

114108 Strand 

1 End 
OJ000302_25 . 04 1 9 . C21 . ol . gs Method 

23 End 

none Score. 
23.. .328 



OJ000302_25.0419.C21 
328 

GENSCAN 

328 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54405 Seq. ID 

114109 Strand 

1 End 

OJ000302_25 . 0419. C22 . ol . np Method 

1 End 

479357 Score 
1..1003 

hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| {X62251) ORE [Zea mays] 



OJ000302_25.0419.C22 
+ 

1003 
AAT/NAP 
1003 
616 



54405 ■ Seq. ID 
114109 Strand 
1 End 
OJ000302_25 . 0419 . C22 . ol . tm Method 
50 End 
none Score 



OJ000302_25.0419.C22 
+ 

1003 

TBLASTX: Maize 

675 

246 



50. .256, 55. .255, 146. .256, 258. .395, 259. .399, 359. .430, 
406. .540, 547. .675, 554. .664 



54406 

114110 

773 

OJ000302_25.0419.C23.ol.gp 
353 

13116_2.R1084 

353. .886, 1001. .1036, 1126. 



OJ000302 25.0419.C23 



Seq. ID 
""strand. 
End 4857 
Method AAT/GAP 
End 34 90 

Score 2605 
1200, 1588. .1641, 1714. .1780, 
1865. .1921, 2009. .2122,- 2202. .2303, 2408. .2523, 2688. .2771, 
2883. .2987, 3373. .3490 

M803951/gb|AAD29823.1|AC006202_l l.Oe-128 (AC006202) unknown 
protein [Arabidopsis thaliana] * 



54406 

114110 

773 

OJ000302_25.0419.C23.ol.tm 

516 

none 



Seq. ID OJ000302_25.0419.C23 
Strand 

End 4857 

Method TBLASTX: Maize 

End 3719 

Score 101 



516. .545, 660. .758, 761. .886, 763. .885, 764. .886, 765. .887, 
765. .887, 991. .1038, 995. .1048, 996. .1037, 998. .1039, 



55039 







1 o m 


1 1 O /I 


1 0 n 1 


1 iz b 


1010 TlOi; 101D 


1 c: Q o 


1 c: n 




1589. 


.1642, 


1590 


. .1631, 


1674 


. .1778, 1678. .1779, 


1709 


. . 1780, 




1714 . 


. 1779, 


1862 


. .1924, 


1863 


. .1916, 1864. .1926, 


1865 


. . 1924, 




i y / , 


O 1 0 0 


ZUUo 




z 1 y o 


. ,zouj, ziyo. .zJUo, 


2201 


; ,2302, 




2405. 


.2530, 


o j4 n T 


O c: o o 


z4 zz 


oci/i oyio"? oc;'3i 
..zD4i, z4z/..Z30l, 


2671 


. .2772, 




2679. 


.2774, 


O Q T D 


, . z y 0 0 , 


O Q Q "3 
Z OOO 


..zyyu, zoy/..oUiu, 


3354 


. .3518, 




3370. 


.3525, 


Jo / J 




o4 U / 


■^c:/!/! tJ/OO TC^OC 

..OD44, J4tzz,,oozb, 


3601 


. .3717, 




3606. 


.3719, 




. . J / i b 










oeq. NO. 


54406 










Seq. ID OJ000302 


25. 0419. 023 




114110 








Strand 






Start 


773 










End 4857 






Name 


OJ000302 25 


.0419 


.C23.01 


gs 


Method GENSCAN 






Start 


773 










End 4857 






GI 


none 










Score .79 






Exons 


773. . 


886, 1001.. 


1036, 1126.. 


1309, 2009. .2122, 2202. . 


2303, 




2688. 


.2731, 


2883 


. .2987, 


3373 


. .3482, 4164. .4239, 


4400 


. .4857 



Seq. 'No. 54406 
Gene No. 114110 
Start 773 

Name OJ000302_25 . 04 1 9 . 023 . ol . 

Start 782 
GI none 

Exons 782.. 886, 783.. 887, 1126 

1588. .1650, 1589. .1642, 
1864. .1926, a-864 . .1926, 
2201. .2302, 2209. .2307, 
2433. .2525, 2688. .2774, 
2883.. 2990, 3376.. 3507, 



Seq. ID OJ000302_25. 0419.023 
Strand 

End 4857 
ts Method TBLASTX : Soybean 
End • 3707 
Score 86 
1203, 1130. .1201, 1147. .1203, 
1663. .1779, 1714. .1779, 1817. .1924, 
1997.. 2122, 2008.. 2121, 2199.. 2303, 
2405.. 2527, 2407.. 2523, 2425.. 2541, 
2689. .2772, 2878. .2982, 2882. .2989, 
3606.. 3707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



54406 

114110 

773 

OJ000302_25.0419.C23.ol.np 
789 

4850384 



Seq. ID OJ000302_25. 0419.023 
Strand 

End 4857 

Method AAT/NAP 

End 3750 

Score 972 



789. .886, 1001. .1036, 1126. .1200, 1588. .1641, 1714. .1921, 
2009. .2122, 2202. .2303, 2408. .2523, 2688. .2771, 2883. .2987, 
3609. .3750 

(AC007357) F3F19.3 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54406 

114110 

773 

OJ000302_25.0419.023.o2.tc 

818 

none 



Seq. ID OJ000302_25. 0419.023 
Strand 

End 4857 

Method TBLASTX : Oress 

End 1756 

Score 59 



818. .886, 819. .887, 996. .1037, 998. .1039, 1114. .1203, 
1126. .1203, 1588. .1650, 1589. .1642, 1709. .1756, 1714. 



1755 



Seq. No. 54406 Seq. ID 

Gene No. 114110 Strand 

Start 773 ' End 

Name OJ000302_25 . 04 19 . 023 . ol . to Method 

Start 2199 End 

GI none Score 



OJ000302_25. 0419. 023 
4857 

TBLASTX: Oress 

2518 

101 



55040 



Exons 



2199.. 2303, 2201. .2302, 2204. .2305, 2405. .2518, 2407. .2511 



Seq. No. 54406 

Gene No. 114110 

Start 773 

Name OJ000302_25 . 0419 . C23 . o2 . gp 

Start 3866 

GI 64260_1.R1084 

Exons . 3866.-3992, 4400.. 4732 

GI Descrip. ' 840704/cibj | D50643 | D50643 9.0e-12 Rice DNA for 26 kDa globulin, 
complete cds ' 



Seq. ID OJ000302_25.0419.C23 
Strand 

End . 4857 

Method AAT/GAP 

End 4732 

Score 763 



Seq. No. 54407 

Gene No. 114111 

Start 775 

Name OJ000302_25 . 0419 . C25 . ol . gs 

Start 775 

GI none 

Exons 775. . 853 



Seq. ID OJ000302_25.0419.C25 
Strand 

End 853 

Method GENSCAN 

End 853 

Score .53 



Seq. No. 

Gene No, 
□ Start 
^ Name 
'li Start 

=;! GI 

Exons 



54407 

114112 

2930 

OJ000302_25.0419.C25.o2.gs 

2930 

none 



Seq. ID OJ000302_25. 0419.C25 
Strand 

End 8871 

Method GENSCAN 

End 6078 

Score .75 



2930. .3009, 3979. .4047, 4049. .4290, 4296. .4704, 5946. .'6078 



















Seq. No. 


54407 




Seq. ID 


OJ000302_25.0419 


.C25 




Gene No. 


114112 




Strand * 








Start 


2930 




End 


8871 






Name 


OJ000302 25.0419 


. C25 . ol . np 


Method 


AAT/NAP 






Start 


3052 




End 


8871 






GI 


7444451 




Score 


3125 






Exons 


3052.. 4840, 4945 


..5768, 7747. 


.8871 








GI Descrip. 


probable gag/pol 


polyprotein 


- long-staminate rice 








retrotransposon 


retrofit gi | 2586082 | gb IAAB82754 . 1 | (U72725) 






retrofit [Oryza 


longistaminata] 






a:? 


Seq. No. 


54407 




Seq. ID 


OJ000302_25.0419 


.C25 




Gene No. 


114112 




Strand 








Start 


2930 




End 


8871 






Name 


OJ000302 25.0419 


.C25.01. tm 


Method 


TBLASTX: Maize 






Start 


3228 




End 


3671 






GI 


none 




Score 


44 






Exons 


3228.. 3671, 3274 


..3321, 3379. 


.3468, 3499. .3654 






Seq. No. 


54407 




Seq. ID 


•OJ00p3p2_25;0419 


.C25 




Gene No. 


114112 




Strand 








Start 


2930 




End 


8871 






Name 


OJ000302 25.0419 


.C25.01. tw 


Method 


TBLASTX: Wheat 






Start 


3267 




End 


3809 






GI 


none 




Score 


67 






Exons 


3267.. 3470, 3462 


..3665, 3507. 


.3653, 3680. .3808, 3711. .3i 


309 




Seq. No. 


54407 




Seq. ID 


OJ000302_25.0419 


.C25 




Gene No. 


114112 




Strand 







55041 



start 


2930 








End 


8871 




Name 


OJ000302 25 


.0419 


. 025 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


3471 








End 


3988 




GI 


5509260 


- 






Score 


" 87 




Exons 


3471 . . 3665, 


3484 


. . 3648, 


3686. 


.3988, 3690. .3839 




GI Descrip. 
















Seq. No. 


54407 








Seq. ID 


OJ000302_25.0419 


.025 


Gene No. 


114112 








Strand 






Start 


2 930 








End 


8871 




Name . 


OJ000302_25 


. 04 19 


.C25 . ol 


. to 


Method 


TBLASTX :Oress 




Start 


3588 








End 


3850 




GI 


none 








Score 


67 




Exons 


3ooo . . oo^Z , 


359 / 


0 /" c 


0 T 1 

3d / 1 . 


.3850, 3672. .3845 




Seq. No. 


54407 








Seq. ID 


OJ000302 25.0419 


025 


Gene No. 


114112 








Strand 


- 




Start 


0 n 0 r\ 

2 930 








End 


8871 




Name 


OJ000302_25 


. 04 19 


. C25 .'o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3680 








End 


3937 




GI 


none 








Score 


197 




Exons 


3680 . . 3937 














Seq. No.' 


54407 








Seq. ID 


OJ000302 25.0419 


025 


Gene No. 


114112 








Strand 


- 




Start 


2930 








End 


8871 




Name 


OJ000302_25 


0419 


025 . o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


4565 








End 


4888 




GI 


none 








Score 


207 




Exons 


4 565 . .4888 














Seq. No. 


54407 








Seq. ID 


OJ000302 25.0419 


025 


Gene No. 


114112 








Strand 


- 




Start 


2930 








End 


8871 




Name 


OJ000302 25 


0419 


025 . o2 


. tc 


Method 


TBLASTX :Oress 




Start 


4583 








End 


5136 




GI 


none 








Score 


83 




Exons 


4583 . .4 888, 


4894 


. 5136, 


4 898 . 


.5125 






Seq. No. 


54407 








Seq. ID 


OJ000302_25.0419, 


025 


Gene No. 


114112 








Strand 






Start 


2930 








End 


8871 




Name 


OJ000302_25 , 


0419 


025 . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4 604 








End 


5031 




GI 


none 








Score 


71 




Exons 


4 604 . . 4888 , 


4894 . 


. 5031 










Seq. No. 


54407 








Seq. ID 


OJ000302_25.0419. 


025 


Gene No. 


114112 








Strand 






Start 


2930 








End 


8871 




Name 


OJ000302 25, 


0419. 


025 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


4936 








End 


5326 




GI 


none 








Score 


139 




Exons 


4936. .5133, 


5153. 


.5326 










Seq. N9. 


54407 








Seq. ID 


OJ000302__25.0419. 


025 


Gene No. 


114112 








Strand 







55042 



start 
Name 
Start 
GI 

Exons 



2930 

OJ000302_25. 

5640 

none 

5640. .5765, 
7775. .7969 



0419.C25.o2.tw 



End 

Method 

End 

Score 



8871 

TBLASTX: Wheat 

7969 

55 



5662.. 5769, 7750.. 7941, 7752.. 7847, 7753.. 7938, 



Seq. No. 54407 

Gene No. 114112 

Start 2930 

Name OJ000302_25 . 0419. C25 . o3 . gs 

Start 7670 

GI none 

Exons 7670.. 7743, 7812.. 8445 



Seq. ID OJ000302_25.0419.C25 
Strand 

End ' 8871 
Method . -GENSCAN 
End 8445 
Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54407 

114112 

2930 

OJ000302_25, 

7810 

none 

7810. .7932, 



0419.C25.o5. tm ' 



7945, .8049 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_25.0419.C25 
8871 

TBLASTX: Maize 

8049 

89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54407 

114112 

2930 

OJ000302_25. 

8233 

none 

8233. .8535 



0419.C25.o5. tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_25.0419.C25 
8871 

TBLASTX: Wheat 

8535 

186 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54407 

114112 

2930 

OJ000302_25, 

8356 

none 

8356.. 8658, 

54408 

114113 

111 

OJ000302_25. 

Ill 

none 

111. .254 



0419.C25.o2. tm 



Seq. ID 

Strand 

End 

Method 
End 

Score .. 



OJ000302_25.0419.C25 
8871 

TBLASTX: Maize 
8793 

i'OO' 



8384. .8614,-^ -8401. .8 628, 8 671 .. 87 93, 8 696 .. 8782 



0419.C26.ol.gs 



Seq. ID OJ000302_25.0419.C26 

Strand + 

End 254 

Method GENSCAN 

End 254 

Score .89 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



54408 

114114 

1423 

OJ000302_25. 

1423 

none 

1423. .1470, 



0419.C26.o2.gs 



2630. .2692 



Seq. ID OJ000302_25.0419.C26 

Strand + 

End 2692 

Method GENSCAN 

End 2692 

Score .79 



Seq. No. 
Gene No. 



54408 
114115 



Seq. ID OJ000302_25.0419.C26 
Strand + 



55043 




start 


o on c 




End 


3U4 0 






Name 


OJOOOjOz i^D . 04 19 . Czd . oo 


.gs 


Method 


^ tr> XT C 0 7\ XT 

GENSCAN 






Start 


2 8 .7 6 




End 


3048 






GI 


none 




Score 


. 97 






Exons 


O D "7 OOQI OQ£:C 'idAQ 












Seq. No. 


54408 




• Seq. ID 


OJ000302_25. 


0419. 


C26 


Gene No. 


114116 




Strand 


+ 






Start 


c o o c 




End 


T C 0 T 

7537 






Name 


■OJUUUoUz zb . 04 ly . Czo . o4 


.gs 


Method 


1"! XT 0 /"» 7\ XT 

GENSCAN 






Start 


c o o c 

5225 




End 


7516 






GI 


none 




Score 


1 






Exons 


5225 . .7516 












Seq. No. 


54 4 08 




Seq. ID 


/^taaaoao oc 

OJ000302 25. 


A /I 1 A 

0419. 


C26 


Gene No. 


114116 




Strand 


+ 






Start 


5225 




End 


7537' 






Name 


OJOOU0O2 25 . 04 ly . C2o . Ol 


.np 


Method 


7\7\rn /XT7\T~» 

AAT/NAP 






Start 


C 1 /I ^ 

57 4 D 




End 


7537 






GI 


4 680^39 




Score 


A 1 

91 






Exons 


ctjI^t ctat toao icon 

5746.. 5797, 7202.. 7537 












GI . Descrip . 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp 


1. indica 


Seq. No. 


54408 




Seq. ID 


OJ000302_2-5. 


0419. 


C2 6 


Gene No. 


114116 




Strand • 


■ + 






Start 


c 0 0 c 

5225 




End 


0 c 0 0 

7537 






Name 


OJ000302 25 . 0419 . C26 . ol 


. gp 


Method 


AAT/GAP 






Start 


5954 




End 


6335 






GI 


0/1 T 1 00c 
24 312 3b 




Score 


C A A 

599 






Exons 


5 954 . .6335 












Seq. No, 


54409 




Seq. ID 


OJ000302_25. 


0419. 


C27 


Gene No, 


114117 




Strand 


+ 






Start 


T 0 0 C 

1325 




End 


T 0 0 A 

1839 






Name 


^ T A A'A OAO OC A/ITA /^Ol —.I 

OJ000302 25 , 04 19 . C27 . ol 


.gs 


Method 


GENSCAN 






Start 


1325 




End 


1839 






GI 


. none 




Score 


/T A 

, 69 






Exons 


1325. .1444, 1568. .1839 












Seq, No. 


54410 




Seq. ID 


OJ000302_25, 


0419, 


C28 


Gene No. 


114118 




Strand 








Start 


51 




End 


556 






Name 


OJ000302_25 .0419.C28.ol 


.gs 


Method 


GENSCAN 






Start 


51 




End 


556 






GI 


none 




Score 


. 63 






Exons 


CT TOO 0/^1 CC/" 

51 , . 138, 261 . . 556 












Seq. No. 


54411 




Seq. ID 


OJ000302 26. 


0419. 


C15 


Gene No. 


114119 




Strand 


- 






Start 


4 66 




End 


7 94 






Name 


OJ000302 26 . 0419 . C15 . ol 


.gs 


Method 


GENSCAN 






Start 


466 




End 


794 






GI 


none 




Score 


.79 






Exons 


466. ,633, 750. .794 












Seq. No. 


54412 




Seq. ID 


OJ000302_26. 


0419, 


C16 


Gene No. 


114120 




Strand 









55044 



start 
Name 
Start 
GI 

Exons 



103 End 
OJ000302_26 . 04 19 ■ C16 . ol . tm Method 
83 End 
none Score 

83.' .235, 103.. 249, 104'. .250, 350.. 481, 
356. .481 



486 

TBLASTX: Maize 

486 

118 

351. .479, 355. .486, 



Seq. No. 54412 Seq. ID 

Gene No. 114120 Strand 

Start 103 End 

Name OJ000302_26 . 04 19 . C16 . ol . gs Method 

Start 103 End 

GI none Score 

Exons 103.. 246, 356.. 478 



OJ000302_26.0419.C16 
486 

GENSCAN 

478 

.98 



Seq. No. 54413 Seq. ID 

Gene No. 114121 Strand 

Start 68 End 

Name OJ000302_26-. 0419. C18 . ol . tm Method 

Start 59 End 

GI none Score 

Exons 59.. 241, 68.. 241 



OJ000302_26.0419.C18 
651 

TBLASTX: Maize 

241 

202 



Seq. No. 54413 - Seq. ID 

Gene No. 114121 Strand 

Start ' 68 End 

Name OJ000302_26 . 04 19 . C18 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68 . . 651 



OJ000302_26.0419.C18 
651 

GENSCAN 

651 

.5 



Seq. No. 54413 Seq. ID 

Gene No. 114121 Strand 

Start 68 End 

^Name OJ000302_26 . 0419. C18 . ol . ts Method 

"Start 80 End 

GI none Score 

Exons 80.. 223, 86 . . 214 , . 117 . . 224 

Seq. No. 54413 Seq. ID 

Gene No. 114121 Strand 

Start 68 End 

Name OJ000302_26. 0419.C18 .ol. tc Method 

Start 24 9 End 

GI none Score 

Exons 249.. 491, 251.. 496 



OJ000302_26.0419.C18 
651 

TBLASTX : Soybean 

224 

92 



OJ000302_26.0419.C18 
651 

TBLASTX: Cress 

496 

124 



Seq. No. 54414 Seq. ID 

Gene No. 114122 Strand 

Start 4 9 End 

Name OJ000302_2 6 . 04 19 . C20 . ol . gs Method 

Start 4 9 End 

GI none Score 
Exons 



Seq. No. 
Gene No. 



49. .219, 1615. .1658, 1664. .1758 



54414 
114123 



Seq. ID 
Strand 



OJ000302_26.0419.C20 
+ 

1758 
GENSCAN 
1758 
.59 



OJ000302 26.0419.C20 



55045 




start 


3039 








End 


5390 








Name 


OJ000302_26. 


0419 


.C20 . ol 


.gp 


Method 


AAT/GAP 








Start 


2550 








End 


5390 








GI 


none 








Score 


1287 








Exons 


2550 . . 3083, 


3177 , 


. . 3231, 


4708 . 


.4841, 5298. .5390 








Seq. No. 


54414 








Seq. ID 


OJ000302 


_26. 


0419, 


.020 


Gene No. 


114123 








Strand 


- 








Start 


3039 








End 


- 5390 








Name 


OJ000302_26. 


0419< 


.020. o2 


.gs 


Method 


GENSCAN 








Start 


3039 








End 


4815 








GI 


none 








Score 


,5 








Exons 


3039 . . 3083, 


3177 . 


. . 3231, 


4 708. 


.4815 










Seq. No. 


54415 








Seq. ID 


OJ000302_ 


_26. 


0419, 


.021 


Gene No. 


114124 








Strand 


_ 








Start 


1 








End 


799 








Name 


OJ000302 26. 


0419. 


.021 .ol 


.gp 


Method 


AAT/GAP 








Start 


1 








End 


442 








GI 


none 








Score 


588 








Exons 


1 . . 42, 166 . . 


442 
















Seq. No. 


54 415 








Seq. ID 


OJ000302_ 


. 26 . 


0419. 


. 021 


Gene No. 


114124 








Strand 










Start 


1 








End 


799 








Name 


OJ000302 26. 


0419. 


,C21.ol 


.np 


Method 


AAT/NAP 








Start 


1 








End 


799 








GI 


7485509 








Score 


105' 








Exons 


1..39, 718.. 


799 

















GI Descrip. hypothetical protein F15B8.40 - Arabidopsis thaliana" 

gi|4678270|emb|OAB41178.1| (AL049660) protein kinase-like 
protein [Arabidopsis thaliana] 





Seq. No. 


54415 






Seq. ID 


OJ000302_26. 0419.021 




Gene No. 


114124 






Strand 






Start 


1 






End 


799 




Name 


OJ000302 


26. 0419. 021.01. 


gs 


Method 


GENSOAN ■ 




Start 


■ 166 






End 


305- 




GI 


none 






Score 


.75 


p 


Exons 


166. .305 












Seq. No. 


54415 






Seq. ID 


OJ000302_26. 0419.021 




Gene No. 


114125 






Strand 






Start 


744 






End 


934 




Name 


OJ000302 


26. 0419. 021. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


744 






End 


934 




GI 


none 






Score . 


254 




Exons 


744 . .878, 


745.. 927, 745. 


.879, 


74-6. . 934 






Seq. No. 


54415 






Seq. ID 


OJ000302_26. 0419.021 




Gene No. 


114125 






Strand 






Start 


744 






End 


934 




Name 


OJ000302 


26.0419,.:O21.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


750 






End 


919 




GI 


none 






Score 


97 




Exons 


750. .803, 


751. .834, 751. 


.834, 


794 . .880, 


804. .917, 809. .919 



55046 



Seq. No. 54416 Seq. ID 

Gene No. 114126 Strand 

Start 221 End 

Name OJ000302_26 . 0419. C24 . ol . gs Method 

Start 221 End 

GI none Score 

Exons 221.. 380, 400.. 630 

Seq. No. 54417 Seq. ID 

Gene No. 114127 ■ Strand 

Start 4036 End 

Name OJ000302_26 . 04 19 . C25 . o2 . gs Method 

Start 4036 End 

GI none Score 

Exons 4036.. 4465, 4521.. 4656, 6430.. 6554 



OJ000302_26.0419.C24 
630 

GENSCAN 

630 

.65 



OJ000302_26.0419.C25 
+ 

6554 
GENSCAN 
6554 
.73 



Seq. No. 54417 Seq. ID OJ000302_26 . 04 19 . C25 

Gene No. 1141.28 Strand 

Start 1 End 4412 

Name OJ000302_26 . 04 19 . C25 . ol . np Method AAT/NAP 

Start 1 End 3019 

GI 7491372 Score 117 

Exons 1.. .203, 1107.. 1151, 2966.'. 3019 

GI Descrip. hypothetical protein SPBC15D4.05 - fission yeast 

(Schizosaccharomyces pombe) gi | 3451463 | emb | CAA20480 . 1 1 
{AL031349) hypothetical protein [Schizosaccharomyces pombe] 



Seq. No. . 54417 

Gene No'. 114128 

Start 1 

Name OJ000302_26 . 0419. C25 . o2 . tm 

Start 1 

GI none 

Exons 1..201, 3. .230, 3. .203, 1104, 
1203. .1268, 1211. .1243 



Seq. ID OJ000302_26.0419.C25 
Strand 

End 4412 

Method TBLASTX: Maize 

End 1268 

Score 226 

.1145, 1105. .1143, 1142. .1168, 



Seq. No. 

Gene No\ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



'54417" 
114128' 
1 

OJ000302_26.0419.C25.o3.np 
1 

3169719 

1..37, 2225. .2280, 2372. .2457, 2543. .2659 

(AF007109) similar to yeast dcpl [Arabidopsis thaliana] 



Seq. ID OJ000302_26.04I9.C25 
Strand 

End 4412 

Method AAT/NAP 

End 2659 

Score 102 



54417 Seq. ID 

114128 Strand 

1 End . 
OJ000302_2 6.0419.C25.ol.ts Method 

2 End 
none Score 



2. .190, 2. .190, 3. .197, 3. .203, 142.. 



54417 Seq. ID 

114128 Strand 

1 End 

OJ000302_26. 0419.C25.ol.gs Method 



OJ000302_26.0419.C25 
4412 

TBLASTX : Soybean 
203 
106 
201 

OJ000302_26.0419.C25 

4412 
GENSCAN 



55047 



start 
GI 

Exons 



1025 ■ End 3497 

none Score . 8 

1025. .1088, 1107. .1277, 1801. .1986, 1992. .2189, 2529..27'60, 
3437. .3497 



Seq. No. 54417 Seq. ID OJ000302_26 . 04 19 . C25 

Gene No. 114128 Strand 

Start 1 End 4.412 

Name OJ000302_26 . 04 19 . C25 . o2 . np Method AAT/NAP 

Start 1794 End 4412 

GI 7430667 Score 221 

Exons 1794. .2270, 4362.. 4412 

GI Descrip. cytochrome P450 homolog T12H17.80 - Arabidopsis thaliana 

gi|2827546|emb|CAA16554.1| (AL021635) cytochrome P450 like 
protein [Arabidopsis thaliana] gi| 7269115 | emb | CAB7 9224 . 1 | 
(AL161557) cytochrome P450 like protein [Arabidopsis thaliana] 



Seq. No. 54417 

Gene No. 114128 

Start 1 

Name OJ000302_26 . 04 19 . C25 . o2 . ts 

Start 1809 

GI none 

Exons - 1809. . 1907, 
2109. .2207 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_26.0419.C25 
4412 

TBLASTX: Soybean 

2218 

61 



1910. .2032, 2060. .2095, 2093. .2194, 2099. .2218, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54417 

114128 

1 

OJ000302_ 

1818 

none 



26.0419.C25.ol.tc 



Seq. ID OJ000302_26.0419.C25 
Strand 
End 

Method 
End 
Score 



4412 

TBLASTX: Cress 

2215 

132 



1818. .1886, 1910. .2041, 2060. .2095, 2099. .2215 



Seq. No. 54417 

Gene No. 114128 

Start . 1 

Name OJ000302_26 . 04 19 . C25 . ol . tm 

Start 1830 

GI none 
Exons 



Seq. ID OJ000302_26.0419.C25 
Strand - . 
End 

Method 
End 
Score 



4412 

TBLASTX: Maize 

2218 

92 



1830. .1907, 1833. .1907, 1899. .1979, 1902. .2063, 1910. .2050, 
2051.. 2206, 2055.. 2207, 2069.. 2218, 2098.. 2217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54418 Seq. ID 

114129 Strand 

4022 End 

OJ000302_26. 0419.C26.ol.np • Method 

4 022- End 

7523486 Score 



OJ000302_26.0419.C26 
+ 

5347 
AAT/NAP 
5347 
117 



4022. .4119, 4159. .4329, 5238. .5347 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 54418 Seq. ID 

Gene No. 114130 Strand 

Start 208 End 

Name OJ000302_26 . 04 19 . C2 6 . ol . gs Method 

Start 208 End 



OJ000302_26.0419.C26 

5795 

GENSCAN 

5795 



55048 



GI 


none 




Score 


.63 


Exons 


208. .381, 1094. .1195, 2452. 


.2550, 2611 


..2694, 2696. .2899, 




ooon oPiiT oortn ooo/i 

zyoL)..oUl/, ooU9..oJo4, 


3565. .3644, 4 059. .4175, 4 410. .4574, 




00 d1 . . 0 / 90 








Seq. No, 


54 419 




Seq. ID 


^TAAAOAA A^* A/IT a /^AA 

OJ000302 26.0419.C29 


Gene No. 


1 1 4 lol 




Strand 


+ 


Start 


203 - • 




End 


y| C A 

4 52 


Name 


OJOOOiuZ ZD . 04 1 9 . Cz9 . ol . 


.np 


Method 


7\ 7\ *Tl / XT TV O 

AAT/NAP 


Start 


o n "5 




End 


4 OZ 


GI 


n O O Q A A ^ 
/ Z Z 0 4 4 1 




Score 


O A 
0 Z 


Exons 


o n T A cio 
ZUo . .4 OZ 








GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


04 4 1 y 




Seq. ID 


/ATAAAOAA O^" A/11 a /^AA 

OJ000302 z6.0419.C29 


Gene No. 


114 loZ 




Strand 


+ 


Start 


4 Dl 




End 


/" o o 

63o 


Name 


QJUUUoUz z D . U4 1 9 . Cz 9 . Ol , 


. tm 


Method 


TBLASTX : Mai ze 


Start 


4 0 D 




End 


593 


GI 


none 




Score 


220 


Exons 


456. .593, 465. .584 








Seq. No. 


04419 . 




- Seq. ID 


(Ataaaaaa a/^ A/it a /^aa 

OJ000302 26.0419.C29 


Gene No. 


11 4 loZ 




Strand 


+ 


Start 


4 61 




End 


638 ' , 


Name 


OJ0003QZ 26.0419.C2 9.ol. 


.gp 


Method 


AAT/GAP 


Start 


4 61 




End 


/" A A 

638 


GI 


42 6627 




Score 


335 


Exons 


461. .638 








Seq. No. 


C ^ j1 A A 

04 4Z U 




Seq. ID 


/^tAAAAAA A/" A/IT A /^AA 

OJ000302 26.0419.C30 


Gene No. 


1 1 4 loo 




Strand 


+ 


Start 


o 
O 




End 


522 


Name 


TAAAOAA O/^ AilTA ^"DA — 1 

OJ 000302 26.0419.C30.ol. 


.gp 


Method 


AAT / GAP 


Start 


o 

O 




End 


522 


GI 


none 




Score 


962 


Exons 


8.. 522 








Seq. No. 


o4 4 Z 0 




Seq. ID 


OJ000302_2 6 . 0419 . C30 


Gene No. 


114134 




Strand 




Start 


7834 




End 


8148 


Name 


/^TAAA^iAA A/" AjIIA /^'5A ^ ") 

OJ000302 26.0419.C30.o3. 


.gs 


Method 


GENSCAN 


Start 


/ 834 




End 


8148 


GI 


none 




Score 


A /" 

. 96 


Exons 


TOO/1 01/10 

.. /o34 , . ol4o. 








Seq. No. 


54420 




Seq. ID 


OJ000302_26.0419.C30 • 


Gene No. 


114135 




Strand 




Start 


686 




. End 


1651 


Name 


OJ000302 26.0419.C30.ol. 


np 


Method 


AAT/NAP 


Start 


680 


End 


1533 


GI 


4262142 




Score 


662 


Exons 


680. .1533 








GI Descrip. 


(AC005275) putative alcohol 


dehydrogenase [Arabidopsis tha liana 


Seq. No. 


54420 




Seq. ID 


OJ000302_26.0419.C30 - 


Gene No. 


114135 




Strand 





55049 




start 


r a c 

68 6 


End 


lool 


Name 


OJ000302 26 . 04 19 . C30 . ol . gs 


Method 


/"» T~t M O TV XT 

GENSCAN 


Start 


686 


End 


1651 


GI 


none 


Score 


. 92 


Exons 


686.. 1651 . 






Seq. No. 


54420 


Seq. ID 


OJ000302 26.0419.C30 


Gene No. 


114136 


Strand 


- 


Start 


2642 


End 


3901 


Name 


OJ000302 26 . 04 19 . C30 . o2 . gs 


Method 


GENSCAN 


Start 


2642 


End 


3901 


GI 


none 


Score 


. 4 3 


Exons 


2o4z.,z/44, 349d..3/1z, 3o14.. 


oy U 1 




Seq. No. 


54420 


Seq. ID 


OJ000302_26.0419.C30 


Gene No. 


114137 


strand 




Start 


3814 


End 


4 U50 


Name 


OJ000302 2 6 . 04 19 . C30 . o2 . gp 


Method 


AAT/GAP 


Start 


3814 


End 


4Uou 


GI 


none 


Score 


381 


Exons 


3814 . . 4050 






Seq. No. 


54420 


Seq. ID 


OJ000302_26.0419.C30 


Gene No. • 


114138 


Strand 




Start 


5136 


End 


5408 


Name 


OJ000302_26.0419.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


9 • 


End 


4 62 


GI 


none 


Score^ 


130 


Exons 


9. .155, 73. .153, 175. .216, 17 y 


..239, 177. .215, 178. .216, 




247. .306, 264. .305, 264. .314, 


265. .306, 


296. .340, 308. .346, 




345. .437, 346. .462, 347. .436, 


390. .461 




Seq. No. 


54420 


Seq. ID 


OJ000302_26.0419.C30 


Gene No. 


114138 


Strand 




Start 


5136 


End 


5408 


Name 


OJ000302 26.'0419.C30.ol.ts 


Method 


TBLASTX : Soybean 


Start 


■ .. 692 


End 


1489 • 


GI 


none 


Score 


255 


Exons 


692. .877, 854. .1102, 1220. .1489 




Seq. No. 


54420 


Seq. ID 


OJ000302_26.0419.C30 


Gene No. 


114138, 


Strand 




Start 


5136 


End 


5408 . ■ 


Name 


OJ000302 26.0419.C30.o2.tm 


Method 


TBLASTX: Maize 


Start 


722 


End 


1531 


GI 


none 


Score 


155 


Exons 


722.,. 847, 917.. 110-2, 1217.. 1333, 1331.. 


1531 


Seq. No. 


54420 


Seq. ID 


OJ000302_26.0419.C30 


Gene No. 


114138 


Strand 




Start 


5136 


End 


5408 


Name 


OJ000302 26.0419.C30.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1217 


End 


1510 


GI 


none 


Score 


57 


Exons 


1217. .1333, 1268. .1297, 1328.. 


1510, 135 


8. .1417, 1383. .1508 



Seq. No. 54420 Seq. ID OJ000302__26 . 04 19 . C30 



55050 



Gene No. 114138 Strand 

Start 5136 End 

Name OJ000302_26 . 04 19 . C30 . ol . tc Method 

Start 1241 End ' 

GI none Score 

Exons 1241.. 1501 



5408 

TBLASTX: Cress 

1501 

230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54420 Seq. ID 

114138 Strand 

5136 End 
OJ000302_2 6.0419. C30 . o3 . tm Method 

34 8 9 End 

none Score 

3489. .3665, 3493. .3666, 3496. .3666 

54420 Seq. ID 

114138 Strand 

5136 End 
OJ000302_2 6.0419.C30.o3.gp Method 

5136 End 

2798171 Score 
5136. .5408 



OJ000302_26.0419.C30 
5408 

TBLASTX: Maize 

3666 

219 



OJ000302 26.0419.C30 



5408 
AAT/GAP 
5408 
473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54421 , Seq. ID OJ000302__26 . 0419 . C32 

114139 Strand 

1 End 2689 

OJ000302_2 6.0419. C32 . ol . np Method AAT/NAP 

1 End 2689 

7485120 Score 418 

1..294, 649. .889, 1129. .1229, 1326. .1458, 1705. .1776, 

1861. .1929, 2021. .2404, 2531. .2689 

hypothetical protein - Arabidopsis thaliana 

gii2244865|emb|CAB10287.1| (Z97337) hypothetical protein 

[Arabidopsis thaliana] gi | 7268254 | emb | CAB78550 . 1 | (AL161540) 

hypothetical protein [Arabidopsis thaliana] 



54421 Seq. ID 

114139 Strand 

1 End 
OJ000302_2 6.0419.C32,o3. tm Method 

7 End 

none Score 
7. .153, 8. .148 

54421 Seq. ID 

114139 ■ Strand . 

1 End 
OJ000302_2 6.0419.C32.ol.gs Method 

61 End 

none Score 

61. .313, 677. .859, 1132. .1212, 1330. 
2021. .2404 



OJ000302_26.0419.C32 
2689 

TBLASTX: Maize 

153 

170 



OJ000302_26.0419.C32 

2689 
GENSCAN 
2404 
.83 

1458, 1861. .1929, 



Seq, No. 54421 Seq. ID' 

Gene No. 114139 Strand 

Start 1 End 

Name OJ000302 2 6 . 04 19 . C32 . o4 . tm Method 



■OJ000302_2 6. 0419-.C32 
2689 

TBLASTX: Maize 



55051 



start 
GI 

Exons 



154 End 1201 

none Score 145 

154. .210, 158. .316, 185. .316, 268. .324, 678. .791, 678. .860, 

685. .876, 761. .880, 1127. .1201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54421 

114139 

1 

OJ000302_26.0419.C32.ol.ts 

1712 

none 



Seq. ID OJ000302_26.0419.C32 
Strand 

End 268 9 

Method TBLASTX : Soybean 

End 2206 

Score' 64 

1712. .1771, 1723. .1761, 1762. .1779, 1861. .1929, 1862. .1930, 
2018. .2206, 2019. .2084 



Seq. No. 54421 

Gene No. 114139 

Start 1 

Name 0 JO 0 0 30 2_2 6 . 0 4 1 ? . C3 2 . o 2 . tm 

Start 1718 

Gi none 

Exons 1718.. 1777, 1723.. 1779, 1861. 
2019. .2078 



Seq. ID OJ000302_26.0419.C32 
Strand 

End 2689 

Method TBLASTX: Maize 

End 2078 

Score 71 

.1929, 1863. . 1934, ' 2018. .2077, 



Seq. No. 54 421 

Gene No. 114139 

Start 1 

Name OJ000302_26 . 04 19 . 032 . ol . tc 

Start 1723 

GI none 

Exons 1723.. 1779, 1739.. 1777, 1861, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_26.0419.C32 
2689 

TBLASTX: Cress 

2134 

42 



.1929, 1865.. 1930, 2018.. 2134 



Seq. No. 54421 

Gene No. 114139 

Start 1 

Name OJ000302_26 . 0419 . C32 . ol . tm 

Start 2079 

GI none 

Exons 2079.. 2360, 2080.. 2364, 2081, 



Seq. ID OJ000302_26.0419.C32 
Strand 

End 2689 

Method TBLASTX : Mai ze 

End 2364 

Score 322 
.2362, 2133.. 2363 



Seq. No. 54422 Seq. ID 

Gene No. 114140 Strand 

Start 162 ' End 

Name OJ000302_26 . 0419.C33.ol.gp Method 

Start 162 End 

GI 4714889 Score 

Exons 162.. 506 



OJ000302_26.0419.C33 
506 

AAT/GAP 
506 
64 2 



Seq. No. 54422 Seq. ID 

Gene No. 114141 . Strand 

Start 416 End 

Name OJ000302_26 . 04 19 . C33 . ol . gs Method 

Start 416 End 

GI none Score 

Exons 416.. 502, 1815. .1967 



OJ00'0302_26.0419.C33 

1967 
GENSCAN 
1967 
.67 



Seq. No. 
Gene No. 



54423 
114142 



Seq. ID 
Strand 



OJ000302 26.0419.C34 



55052 



start 
Name 
Start 
GI 

Exons 



921 End 1199 

OJ000302_26 . 04 19 . C34 . ol . gs Method GENSCAN 

921 End 1199 

none Score .84 
921.. 1199 



Q o rr M r^ 
O C . IN O . 


J fi 4 ^ *J 




oeq. XU 








X X fi X f± J 




Strand 


1 










tina 


Z cS / 




Narne 






Method 


GENSCAN 




Start 


55 ~ 




End 


287 




GI 


none 




Score 


.42 




Exons 


55. .287 










Seq. No. 


54424 




Seq. ID 


OJ000302_26.0419. 


C35 


Gene No, 


114144 




Strand 


+ 




Start 


2367 




End 


2768 




Name 


OJ000302 26.0419.C35: 


Ol.gp ■ 


Method 


AAT/GAP 




Start 


2367 




End 


2768 




GI 


25165 1.R1084 




Score 


630 ■ 




Exons 


2367. .2768 










GI Descrip. 


M530126/gb|AAD21872. 


11 4.0e- 


15 (AF078082) receptor-like 


protein 




kinase homolog RK20-1 


[Phaseolus vulgaris] * 





Seq. No. 54424 , ^ Seq. ID 

Gene No. 114145 Strand 

Start 4406 End 
Name ■ OJ00'0302_26 . 04 19 . C35 . o3 . gp Method 

Start 4406 End 

GI none Score 

Exons 4406.. 4450, 4533.. 4843 



OJ000302_26.0419.C35 
+ 

4843 
AAT/GAP 
4843 
605 



Seq. No. 54424 

Gene No. 114146 

Start 868 

Name OJ000302_26 . 04 19 . C35 . o2 . gs 

Start 8.68 

GI none 

Exons 868.. 1033, 2398.. 2604, 2648, 
4544. .4691 



Seq. ID OJ000302_26.0419.C35 
Strand 

End 4 691 

Method GENSCAN 

End 4691 

Score .78 
.2845, 2850. .3013, 3108. .3184, 



Seq. No. 54424 . Seq. ID OJ000302_26 . 04 19 . C35 

Gene No. 114146 Strand 

Start 868 End 4691 

Name OJ000302_26 . 04 19 . C35 . o2 . gp Method AAT/GAP 

Start 3988 End 4055 

GI 25165_1.R1084 Score 103 

Exons 3988.. 4055 

GI Descrip. . ' 4530126/gb | AAD21872 . 1 | 4.0e-15 (AF078082) receptor-like protein 
kinase homolog RK20-1 [Phaseolus vulgaris] ' 



Seq. No. 54425 Seq. ID OJ000302_26 . 04 19 . C36 

Gene No.- 114147 Strand 

Start ' 93 End 17 98 ' 

Name . OJ000302_26 . 0419.C36 .ol .gs Method GENSCAN 

Start 93 End 1798 

GI none Score .53 



55053 




Exons 93., 233, 416.. 592, 1244.. 1314, 1792.. 1798 



Seq.. No. 


54426 


Seq. ID 


OJ000302_26.0419. 


C37 


Gene No . 


114148 


Strand 






Start .. - 


743 


End 


i7 1 6 




Name 


OJ000302 26.0419.C37.ol.gs 


Method 


1~l Til O TV XT 

GENSCAN 




Start 


743 


End 


3716 




GI 


none 


Score 


. 4 D 




Exons 


743. .777, 902. .1183, 1858. .2164, 2199.. 


O T T T 0 0 0*3 01 tlO 

> Z 1 1 1 f zyoo..JiDo, 






"^"500 "^cLn/ '^c.on 'ill 








beq. No. 


54427 


Seq. ID 


(JJUUUoUz ZD.U4iy, 


Coo 


Gene No . 


I 1 /I 1 y1 Q 

I I 4 1 4 y 


o urana 






Start 






z4 1 




Name 


UJUUUoUz z 0 . U4 1 y , Loo . Oi . gs 


Method 


GENbCAN 




o tart 


oo 


bna 


z 4 i 




GI 


none 


Score 


. /J 




Exons 


J J . . Z 4 i 








Seq. No. 


54428 


Seq. ID 


OJUCJUoUZ ZD.(J41y. 


C4U 


Gene No . 


114150 


Strand 






Start 


749 


End 


1961 




Name 


OJ000302 26.0419.C40.ol.tw 


Method 


TBLASTX : wheat 




Start 


48 


End 


iiyy 




GI 


none 


Score 


r- r- 

30 




Exons 


48. .134, 159. .311, 160. .288, 


773. . 1198, 


798 . . 1007 , 827 . . 


1012 


Seq. No. 


54428 


Seq. ID 


OJ000302_26.0419. 


C40 


Gene No . 


114150 


Strand 






Start 


749 


End 


1961 




Name 


OJ000302 26.0419.C40.ol.np 


Method 


AAT/NAP 




Start 


749 


End 


1961 




GI 


5911167 


Score 


1556 




Exons 


749. .1961 








GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 




Seq. No. 


54428 


Seq. ID 


OJ000302_26.0419. 


C4 U 


Gene No. 


114150 


Strand 






Start 


749 


End 


1961 




Name 


OJ000302 26.0419.C40.ol.tm 


Method 


TBLASTX: Maize 




otart 


839 


End 


1324 




GI 


none 


Score 


161 




Exons 


839. .1324, 840. .1259 








Seq. No. 


54428 


Seq. ID 


OJ000302_26.0419. 


C4 0 


Gene No. 


114150 


Strand 






Start 


749 


End 


1961. 




Name 


OJ000302 26.0419.C40.ol. ts 


Method . 


TBLASTX : Soybean 




Start 


887 


End 


12 91 




GI 


none 


Score 


118 




Exons 


887. .1099, 888. .1019, 1136.. 


1291 






Seq. . No. 


54428 


Seq. ID 


OJ000302_26.0419. 


C40 


Gene No. 


114150 


Strand 






Start 


749 


End 


1961 




Name 


OJ000302 26.0419.C40.o2. tm 


Method 


TBLASTX: Maize 




Start 


1349 


End 


1684 





55054 




GI 


none 


Score 


103 




Exons 


iijirt t">f~/^ ICO*** lOrto 

1349.. 1684, 1359.. 1523, 1382.. 


1525 






Seq. No, 


54429 


Seq. ID 


OJ000302_26 , 0419 , 


C41 


Gene No. 


114151 


Strand 


+ 




Start 


8539 


End 


8644 




Name 


OJ000302 26.0419.C41.o2.gp 


Method 


AAT/GAP 




Start 


8539 


End 


8644 




GI 


5816518 


Score 


157 




Exons 


8539. .8644 








GI Descrip. 


4521193/dbj IAB013450.1IAB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


54429 


Seq. ID 


OJ000302_26.0419. 


C41 


Gene No. 


114152 


Strand 






Start 


1 


End 


2136 




Name 


OJ000302 26.0419.C41.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2136 




GI; 


5911167 


Score 


878 




Exons 


l.;744, 2095. .2136 








GI Descrip. 


(AF136221) putative transposase protein- [Zea mays] 




Seq. No. 


54429 


Seq. ID 


OJ000302 26.0419. 


C41 


Gene No. 


114153 


Strand 






Start 


4 67-8 


End 


6874 




Name 


OJ000302 26.0419.C41.o2.gs 


Method 


GENSCAN 




Start 


4678 


End 


6874 




GI 


none 


Score 


. 93 




Exons 


4678. .5295, 5411. .5476, 6761.. 


6874 






Seq. No. 


54429 


Seq. ID 


OJ000302_26.0419. 


C41 


Gene No. 


114154 


Strand 






Start 


10253 


End 


13286 




Name 


OJ000302 26.0419.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


471 




GI 


none 


Score 


108 




Exons 


2. .163,.- 9, .1-67, 176. .232, 272. 


.358,- 405 


..471 




Seq. No. 


54429 


Seq. ID 


OJ000302_26.0419. 


C41 


Gene No. 


114154 


Strand 






Start 


10253 


End 


13286 




Name 


OJ000302 26.0419.C41.ol.tc 


Method 


TBLASTX: Cress 




Start 


8 


End 


365 




GI 


none 


Score ' 


61 




Exons 


8. .166, 41. .172, 173. ,358, 204 


. .365 






Seq. . No. 


54429 


Seq. ID 


OJ000302_26.0419. 


C41 


Gene No. 


114154 


Strand 






Start 


10253 


End 


13286 




Name 


OJ000302 26.0419.C41.ol.tw 


Method 


TBLASTX: Wheat 




Start 


245 


End 


681 




GI 


none 


Score 


146 




Exons 


245. .364, 406. .681 








Seq. No. 


54429 


Seq. ID 


OJ000302_26.0419. 


C41 


Gene No . 


114154 


Strand 






Start 


10253 


End 


13286 





55055 



Name 

Start 

GI 

Exons 



OJ000302_26.0419.C41.ol. ts Method 

406 End 

none Score 
406. .699 



TBLASTX : Soybean 

699 

204 



Seq. No. 54429 

Gene No. ' 114154 

Start 10253 

Name OJ000302_2 6 . 04 1 9 . 04 1 . o3 . gs 

Start 10253 

GI none 
Exons 



Seq. ID OJ000302_26.0419.C41 
Strand 

End 13286 

Method GENSCAN 

End 13158 

Score .8 



10253. . 10650, 10775. .11137/ 11192 .. 11711 , 12919. .1315^ 



OJ000302 26.0419.C41 



Seq. No. 54429 
Gene No. 114154 
Start 10253 

Name OJ000302_26 . 04 19 . C4 1 . o2 . np 

Start .10764 
GI 7106512 
Exons * 10764. .11137, 11192, 
12422. .13286 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End 

Score ' 



13286 
AAT/NAP 
13286 
1939 



,11701,' 11823. .12097, 12139 .. 12368 , 



Seq. No. 54430 Seq. ID OJ000302_2 6 . 04 1 9 . C42 

Gene No. 114155 Strand + 

Start 119 End 227 

Name OJ000302_26 . 04 19 . C42 . ol . gp Method AAT/GAP 

Start 119 End 227 

GI 5816518 Score 151 

Exons 119.. 227 

GI Descrip. 4521 193/dbj | AB0134 50 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 

Seq. No. 54430 Seq, ID 

Gene No. 114156 Strand 

Start 343 End 

Name OJ000302_2 6.0419. C42 . ol . gs Method 

Start 343 End 

GI none Score 

Exons 343.. 827, 1146.. 1210, 2401.. 2597, 2609. 
3544. .3597 



OJ000302_26.0419.C42 
+ 

3597 

GENSCAN . 

3597 

.5 

.2748, 2871. .2945, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54430 
114156 
343 ■ 

OJ000302_26 . 04 19 . C42 . ol . np 
466 

7106522 



Seq. ID 
Strand 
End 

Method 
End 
Score 

466. .800, 2680. .2736, 3393. .3486 

(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
F14M4 genomic sequence,- unknown protein. {AC004411) [Oryza 
sativa] 



OJ000302_26.0419.C42 
+ 

3597 
AAT/NAP 
3486 
144 



Seq. No. 
Gene No. 
Start 



54430 

114157 

2464 



Seq. ID 

Strand 

End 



OJ000302 26.0419.C42 



3327 



55056 



Name 


iJjUUUoUz ZD . U4 ly . C4z . ol 


, t s 


Method 


TBLASTX : 


Soybean 


Start 






hna 


Q n n 
oUU 




GI 


none 




Score 


ICC 




Exons 


/IOC C A Cr\ A C A A 1 f\0 

4oo..d4J, lDU4..b44, /Uo 


. . oUU 








Seq. No. 


54430 




Seq. ID 


OJ000302 


_26.0419.C42 


Gene No. 


114157 




Strand 






Start 


O A C A 

z4 d4 




hna 


Q O T 

Joz / 




Name 


OJUOU^UZ Z D . U4 1 y . C4 Z . OZ 


. tm 


Me tnoa 


TBLASTX : 


Mai ze 


Start 


j1 o c 
HOD 




hna 


Q n n 
oUU 




GI 


none 




Score 


1 C A 

I d4 




Exons 


4cfO..D4J, OU4..D44, /II 


Q n r\ 
. . oUU 








beq . NO . 


04 4 oU 




Seq. ID 


OJ000302 


z D . U4 1 y . L4 z 


Gene No. 


114157 




Strand 






Start 


2464 




End 


3327 




Name 


OJ000302 26.0419,042.02 


.np 


Method 


AAT/NAP 




Start 


24.64 




End 


3327 




GI 


6561943 




Score 


327 




Exons 


2464. .2488, 2603. .2696, 


2836. 


.2933, 3038,, 3118, 


3213. .3327 


GI Descrip. 


(AL132964) putative protein [Arabidops 


is thaliana] 


Seq. No. 


54430 




Seq. ID 


OJ000302 


26.0419.C42 


Gene No. 


114157 




Strand 






Start 


2464 




End 


3327 




Name 


OJ000302 26.0419.C42.ol 


. tm 


Method 


TBLASTX: 


Maize 


b tar t 


2609 




End 


3319 




GI 


none 




Score 


93 




Exons 


2609. .2695, 2613. ,2699, 


2755. 


,2934, 2782. .2934, 


2838. ,2936, 




3030., 3092, 3037.. 3117, 


3038. 


,3130, 3039.. 3131, 


3204 . .3308, 




3204. .3242, 3217, .3318, 


3221, 


.3319 






Seq. No. 


54431 




Seq, ID 


OJ000302 


_26.0419.C43 


Gene No. 


114158 




Strand 


+ 




Start 


5672 




End 


6809 




Name 


OJ000302 26.04i9.C43.o2 


.gs 


Method 


GENSCAN 




Start 


5672 




End 


6.809 




GI 


none 




Score 


,93 




Exons 


5672. ,5766, 5834. .5993, 


6046. 


.6153, 6708,. 6809 




Seq. No. 


54431 




Seq, ID 


OJ000302 


_26.0419.C43 


Gene No . 


114159 . 




Strand 






Start 


2196 




End 


2610 ' 




Name 


OJ000302 26.0419.C43.ol 


.gp 


Method 


AAT/GAP 




Start 


2196 




End 


2610 




GI 


48271 1.R1084 




Score 


795 




Exons 


2196.. 2610 










GI Descrip. 


M521193/dbj | AB0134 50 . 1 1 AB013'4 50 3.0e- 


40 Oryza 


sativa DNA, 




similar sequence to Pib 


gene ' 








beq . NO . 


54431 




Seq. ID 


OJ000302 


_26.0419,C43 


Gene No. 


114160 




Strand 






Start 


2586 




End 


609'4 




Name 


OJ000302 26.0419.C43.or 


.np 


Method 


AAT/NAP 




Start 


2586 




End 


6094 




GI 


7546729 




Score 


289 




Exons 


2586. .2947, 6038. ,6094 











55057 



GI Descrip. {AF118115) MFPl attachment factor 1 [Glycine max] 



Seq. No. 54431 Seq. ID 

Gene No. 114160 Strand 

Start 2586 End 

Name 0 J000302_2 6 . 04 1 9 . C4 3 . o2 . gp Method 

Start 2780 End 

GI 5004057 Score 

Exons 2780.. 3112 



OJ000302_26.0419.C43 

6094 
AAT/GAP 
3112 
614 



Seq. No. 54432 

Gene No. 114161 

Start 2027 

Name OJ000302_2 6 . 0419 . 04 4 . ol . np 

Start 2027 

GI 6721562 

Exons 2027.. 2500, 3279,. 3349, 3904, 
GI Descrip. 



Seq. ID OJ000302_26.0419.C44 

Strand + 

End 8306 

Method AAT/NAP 

End 6420 

Score 335 
.4280, 6395.. 6420 



(AP001073) Similar to Zea mays 22-kDa alpha zein gene clusters- 
hypothetical protein. {AF0.31569) [Oryza sativa] . 

gi|6815087idbj |BAA90373.lj (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


54432 






Seq. ID ■ 


OJ000302 


Gene No. 


114161 






Strand 


+ 


Start 


2027 






End 


8306 


Name 


OJ000302 26 


. 0419 . C44 . o2 


.gs 


Method 


GENSCAN 


o car u 


Q /I 1 
J O 4 X 






End 


6706 


GI 


none 






Score 


.56 


Exons 


3841. .3924, 


4038. .4181, 


4336, 


, .4407, 5571. .5606, 




6644. .6706 










Seq. No. 


54432 






Seq. ID 


OJ000302 


Gene No. 


114161 






Strand 


+ 


Start 


2027 






End 


8306 


Name 


OJ000302 26 


.0419.C44.o2 


.np. 


Method 


AAT/NAP 


Start 


5159. 






.End 


8248 


GI 


6815109 






Score 


138 


Exons 


5159. .5411, 


7994. .8248 








GI Descrip. 


(AP001081) : 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


54432 






Seq. ID 


OJ000302 


Gene No. 


114161 






Strand 


+ ' ■ ' ' 


Start 


2027 






End 


8306 


Name 


OJ000302 26 


.0419.C44.o3 


.gs 


Method 


GENSCAN 


Start 


7917 






End 


8306 


GI 


none 






Score 


.83 


Exons 


7917. .8306 










Seq. No. 


54432 






Seq. ID 


OJ000302 


Gene No. 


114162 






Strand 




Start 


6731 






End 


8873 


Name 


OJ000302 26 


.0419.C44 .o3 


.np 


Method 


AAT/NAP 


Start 


6731 






End 


8873 


GI 


1362015 






Score 


104 


Exons 


6731. . 6755, 


8113. .8300, 


8760. 


.8873 




GI Descrip. 


zinc finger 


protein 1 - 


Arabidopsis thaliana 



55058 



gi I 2129779 Ipir I I S71240 zinc finger protein 1 - Arabidopsis 
thaliana gi 1790673 (L39644) zinc finger protein [Arabidopsis 
thaliana] gi 11297186 {U53501) zinc finger protein 1 [Arabidopsis 
thaliana] gi | 6503285 | gb | AAF14661 . 1 | AC011713_9 (AC011713) 
Identical to gi|S55881 zinc finger protein 1 from Arabidopsis 
thaliana. 



Seq. No. 54433 Seq. ID 

Gene No. 114163 Strand 

Start ■ 825 End 

Name OJ000302_26 . 04 19 . C4 5 . ol . gs Method 

Start 825 End 

GI none Score 

Exons 825.. 920, 963.. 1064 



.OJ000302_26.0419.C45 
+ 

1064 
GENSCAN 
1064 
.85 



Seq. No. 

Gene No. 

Start 

Name, 

Start 

GI 

Exons 

GI Descrip. 



54433 

114164 

1748' 

OJ000302_26. 

1556 

82523 

1556. . 1615, 



0419.C45.ol.np 



3043. .3301 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_26.0419.C45 

3676 
AAT/NAP 
3301 
157 



hypothetical 29K protein {trnH-trnV intergenic region) - rice 
chloroplast gi|12034|emb|CAA33940| (X15901) ORF249 [Oryza 
sativa] gi | 12068 | emb | CAA33921 | {X15901) ORF249 [Oryza sativa] 
gi|226655|prf I il603356CF ORE 249 [Oryza sativa] 



Seq. No. 


54433 




Seq. ID 


OJ000302_ 


„26 


0419. C45 


Gene No. 


114164 




Strand 








Start 


1748 




End 


3676 






Name 


OJ000302 26.0419.C45.o2. 


gs 


Method 


GENSCAN 






Start 


1748 




End 


3676 






GI 


none 




Score 


.69 






Exons 


1748. .1883, 3594. .3676 












Seq. No. 


54434 




Seq. ID 


OJ000302_ 


2 6 


0419. C46 


Gene No. 


114165 




Strand 








Start 


167 • 




End 


2035 ■ 






Name 


OJ000302 26.0419.C46.ol. 


gs 


Method 


GENSCAN 






Start 


167 




End 


2035 . 






GI 


none 




Score 


.48 






Exons 


. 167. .319, 740. .908,, 1897 


. .2035 








Seq. No. 


54435 




Seq. ID 


OJ000302_ 


2 6 


0419. C47 


Gene No. 


114166 




Strand 


+ 






Start 


57 




End 


4170 






Name 


OJ000302 26.0419.C47.ol. 


gs 


Method 


GENSCAN 






Start 


57 




End 


4170 






GI 


none 




Score 


.74 






Exons 


57. .72, 509. .643, 2290.. 


244E 


}, 2557. .2707, 3487. 


3632, 3722. 


Seq. No. 


54435 




Seq. ID 


OJ000302_ 


_26. 


0419. C47 


Gene No. 


114167 




Strand- 


+ 






Start 


4655 




End 


6567 






Name 


OJ000302 26.0419.C47.ol. 


gp 


Method 


AAT/GAP 






Start 


4517 




End 


4959 






GI 


uC-osflcyp081g08bl 




Score 


843 







,4170 



55059 



# • 

Exons 4517.. 4959 



\jx uesciTip. 


'2642446 4.0e-24 (AC002391) 


similar to 


auxxn responsive 






protein [Arabidopsis thaliana] * 






Seq. No. 


54435 


Seq, ID 


OJ000302_26.0419. 


C47 


oene lno . 


114167 


Strand 






o tart 


4655 


End 


ODD/ 




Name 


OJ000302 26.0419.C47.o2.gs 


Method 


p o M Q r* n KT 






4655 


End 


DO D / 






none 


Score 


R 1 
. 0 / 




Exons ■ 


4655.. 5097, 5138.. 6029, 6052.. 6567 






Seq. No. 


54435 


Seq. ID 


OJ000302_26.0419. 


C47 


Gene No. 


114167 


Strand 


+ 




c:-!- a -ri- 
ot. dX t 


4655 


End 


6567 




Name 


OJ000302 26.0419.C47.ol.np 


Method 


AAT/NAP 




o t a r t 


4676 


End 


6561 






4887010 


Score 


2221 




Exons 


4676. .5097, 5192. .6561 








oi uescirip. 


{AF123503) Nt-gh3 deduced protein [Nicotiana tabacum] 




o e q . In u . 


54435 


Seq. ID 


OJ000302_26.0419. 




Gene No. 


114167 


Strand 


+ 




Start 


4655 


End 


6567 




Name 


OJ000302 26.0419.C47.o2.gp 


Method 


AAT/GAP 




o t ar t 


5283 


End 


5788 






44096 1.R1084 


Score 


942 




XT' o 


5283. .5788 








uescnp . 


M887010/gb|AAD32141.1 IAF123503 1 1 . Oe- 


-54 (AF123503) Nt- 


•gn o 




deduced protein [Nicotiana 


tabacum] ' 






O ^ • LN vj . 


54435 


Seq. ID 


OJ000302_26,0419. 


C47 


Gene No. 


114168 


Strand 


+ 




Start 


13907 


End 


14188 




Name 


OJ000302 26.0419.C47.o6.gp 


Method 


AAT/GAP 




o t ar t 


13907 


End 


14188 




C T 


23880 2.R1084 • 


Score 


205 




TP c< 

EjXons . 


13907. .14 010, 14117. .14188 








X o >~ T 

oX UCcsCXXp. 


M176420/dbj IBAA37167 1 2 . Oe 


-11 {AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


54435 


Seq. ID 


OJ.000302__26.0419. 


C47 


Gene No. 


114169 


Strand 


+ ■ 




ot axt 


15918 


End 


21246 




Name 


OJ000302 26.0419.C47.o5.gs 


Method 


GENSCAN 




o tar t 


15918 


End 


21019 




PT 
oX 


none 


Score 


.5 




Exons 


15918. . 16986, 17215 .. 17339, 


17772. .18352, 18989 .. 19061, 






19244 .. 19560, 19692 .. 19812, 


20978. .21.019 




Seq. No. 


54435 


Seq. ID 


OJ000302_26.0419. 


C47 


Gene No. 


114169 


Strand 


+ 




Start 


15918 


End 


21246 




Name 


OJ000302 26.0419.C47.o3.np 


Method 


AAT/NAP 




Start 


19313 


End 


21246 




GI 


6522926 


Score 


196 




Exons 


19313. . 19560, 19692. .19812, 


21174 . .21246 





55060 



vjjI uescj-ip. 


\i\Lx L ^ 1 O ) pUtaLXVc pi.(Jl_ciil 


[Arabidopsis thaliana] 




Seq. No. 


54435 


Seq.. ID 


OJ000302 26.0419. 


C47 


Gene No.- 


114169 


Strand 


+ 




otart 


1 R Q 1 Q 


End 


21246 




Name 


UJUUUouz z D . U4 X y . Ufi / . oo . gp 


Method 


AAT/GAP 




Start 


1 y <i z y 


End 


20063 






none 


Score 


463 




Exons 


1Q/10Q IQRi^Q 1Q<^QQ IQPI"^ 

ly^izy. .lyooy^ lyoyy. .lyoij^ 


20040. .20063 




beq . INO . 


^ /I /I c; 


Seq. ID 


OJ000302_26.0419. 


C&. 1 


^jene ino . 


114170 


Strand 






Start 


5971 


End 


6297 




Name 


OJ000302 26.0419.C47.o3.gp 


Method 


AAT/GAP 




o car L 


5971 


End 


6297 






23273 1.R1084 


Score 


589 




Exons 


5971.. 6297 








(ai uescrip . 


M887010/gbtAAD32141.1|AF123503 1 1 . Oe 


-30 {AF123503.) Nt- 


y 1 lo 




deduced protein [Nicotiana 


t aba cum] ' 






beq. JNo. 


54435 


Seq. ID 


OJ000302_26.0419. 


CAl 


Gene No. 


114171 


Strand 






Start 


6387 


End 


6872 




Name 


OJQ00302 26.0419.C47.o4.gp 


Method 


AAT/GAP 




Start 


6387 


End 


6872 




GI 


46644 1.R1084 


Score 


934 




Exons 


6387. ,6872 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'3650037 l.Oe-22 {AC005396) auxin-responsive GH3-like protein 
[Arabidopsis thaliana] ' 



54435 

114172 

7101 

OJ000302_26.0419.C4 7 .o3.gs 

7101 

none 



Seq. ID OJ000302_26.0419.C47 
Strand 

End 10594 

Method GENSCAN 

End 10594 

Score .61 



7101. .7244, 7596. .7876, 8038. .8330, 84 35 .. 8593, -8 690 .. 9052 , 
9418.. 9696, 10521 .. 10594 ' ' * " 



54435 
114173 
11856 

OJ000302_2 6 . 04 1 9 . C4 7 . o5 . gp 
11539 

LIB34 31-01-0-P1-N1-F11 
11539. .11798 

'287403/dbj ID10838 IRICSBEl l.Oe-111 Rice gene for starch 
branching enzyme' 



Seq. ID OJ000302_26.0419.C47 
Strand 

End 14040 

Method AAT/GAP 

End 11798 

Score 453 



54435 

114173 

11856 

OJ000302_26.0419.C4 7 .o4.gs 

11856 

none 

11856. .11956, 13755. .14 040 



Seq. ID OJ000302_26.0419.C47 
Strand 

End 14040 

Method GENSCAN 

End 14040 

Score .51 



55061 





Seq. No. 


54435 








Seq. ID 


OJ000302_26.0419.C47 




Gene No. 


114174 








Strand 






Start 


18341 








End 


18636 




Name 


OJ000302_26 


.0419 


.C47.04 


.tm • 


Method 


TBLASTX: Maize 




Start 


4 64 9 








End 


5052 • 




GI 


none 








Score 


37 




Exons 


A A f\ A ^ CS A 

4 649. .4684, 


4 64 9 


. . 4 675 , 


4 669 . 


.4707, 4673. .4708, 4705. .4842, 






4706 . .4840, 


4721 


. . 4 912 , 


y| O "3 T 

4 837. 


.5037, 4838. .5050, 4885. ,5052, 






5001 . . 504 z , 


c n o /I 
50z4 


, . 5050 










Seq. No. 


54435 








Seq. ID 


OJ000302_2 6. 0419.C4 7 




Gene No. 


114174 








Strand 






Start 


lo J4 1 








End 


18636 




Name 


OJOOOJOz ZD 


. 04 1 y 


. C4 / . OZ 


. t C 


Method 


TBLASTX: Cress 




Start 


4 D / J 








End 


5291 




GI 


none 








Score 


467 




Exons 


4o/j. .ooyy. 


/I T O Q 

4 / z y 


. . 5103, 


Q A 

0 lo4 . 


,5291, 5195.. 5290 




Seq. No. 


54 4 35 








Seq. ID 


OJ000302_26.0419.C47 




Gene No. 


114174 








Strand 






Start 


18341 








End 


18636 




Name 


OJ00030Z ZD 


.0419 


C4 / . OZ 


ts 


Method 


TBLASTX : Soybean 




Start 


yi o o 

4 boo 








End 


5357 


- — 


GI 


none 








Score 


491 




Exons 


4 Doo . . 50y o , 


4 /z4 


. 4 903/ 


A n A 1 
4/41, 


.5103, 5027. .5104, 5184. .5357, 


i. : 1 




5iy4 . . 5z3o , 


5195 


"3 c; 
. 5356 








r • 2 

I LH 


Seq. No. 


54435 








Seq. ID 


OJ000302_26.0419.C47 


C3 


Gene No. 


114174 








Strand 






Start 


1 o o4 1 








End 


18636 




Name 


OJUOOJUz ZD 


.0419 


C4 / , OZ 


tw 


Method 


TBLASTX: Wheat 


f LI 


Start 


5z 1 D 








End 


5348 




GI 


none 








Score 


223 


- 

f ^ 


Exons 


oz lb, . Oo4 / , 


coon 
ozzO 


C; O y1 Q 










Seq. No. 


54435 








Seq. ID 


OJ000302__26.0419.C47 




Gene No. 


114174 








Strand 






Start 


loo4 1 








End 


18 63*6 




Name 


OJOOOoOz zb 


. 04 1 y 


C47 . OZ 


tm 


Method' 


TBLASTX: Maize 


£3 


Start 


5z 1 / 








End 


5615 


~" 


GI 


none 








Score 


378 




Exons 


5z 1 / . .54 50, 


c o o o 

5zzz 




C A A C 

5445. 


.5615, 5447. .5611 




Seq. No. 


54 435 








Seq. ID 


OJ000302_26.0419.C47 




Gene No. 


114174 








Strand 






Start 


18341 








End 


18636 




Name 


OJ000302_26 


.0419 


047. ol 


ts 


Method 


TBLASTX : Soybean 




Start 


C T C T 

535 / 








End 


6558 




GI 


none 








Score 


300 




Exons 


5357 . .55 60, 


5364 


.5642, 


c y o o 

5628 . 


.5753, 5630. .5752, 5739. .5888, 






5747 . .5893, 


5913 


. 6014 , 


5925 . 


.6014, 6016. .6249, 6018. .6089, 






6171. .6248, 


6277 


. 6558, 


6291. 


.6551 






Seq. No. 


54435 








Seq. ID 


OJ000302_26.0419.C47 




Gene No. 


114174 








Strand 






Start 


18341 








End 


18636 




Name 


OJ000302 26 


.0419. 


C47.01. 


to 


Method 


TBLASTX: Cress 



55062 



f 



start 








End 


6558 




GI 


none 






Score 


218 




Exons 


5364 . . 5534 , 


CO/"/" 

5366 


. . 5503, 564 5 


..5881, 564-6.. 5930, 


CA1A C f\'\ A 

5910 , , 6014 , 




5916 ..^ 6014 , 


6016 


. . 624 9, 6021 


..6242, 6273. .6557, 


6277 . . 6558 


Seq. No. 


54435 






Seq. ID 


OJ000302 


_26.0419.C47 


Gene No. 


114174 






Strand 






Start 


18341 






End 


18636 




Name 


OJ000302 26. 


0419, 


. C47 . ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


5657 






End 


6014 




GI 


none 






Score 


301 




Exons 


DOD / , .oyuo, 


c: C R Q 


. . 0 yu y , 0 yzz 


..6014, 5972. .6013 




Seq. No. 


54 4 JO 






Seq. ID 


OJ000302 


2d. 0419. C4 / 


Gene No. 


114174 






Strand 






Start 


18341 






End 


18636 




Name 


OJ000302_26. 


0419, 


.C47 .06. tm 


Method 


TBLASTX: 


Maize 


Start 








End 


8705 




GI 


none 






Score 


50 




Exdris 


C O r\ A COOT 

ooU4 . , ooZ / f 


a o r\ A 
58 04, 


. .300 /, ooUb 


..5888, 5857. .5889, 


COAO /"A1/I 

00 yy . . bu 1 4 , 




58 98. . 6011 , 


6015 , 


/"ACO /"ATC 

. . 6053, 6015 


. . 6053, 6016. . 6054, 


a C A C\ 0/*A0 

854 9. . 8 602 , 




O d1 D . .0 / Ub 












Seq. No. 


54435 






Seq. ID 


OJ000302 


0/~ A>1TA /^>tO 

2 6 . 0 4 1:9 . C 4 / 


Gene No. 


114174 






Strand 






Start 


18341 






End 


18636 




Name 


OJUUUoU^ ZD. 


U4 1 y . 


, C4 / . o3 . tm 


Method 


TBLASTX : 


Maize 


Start 


A c c 






End 


6558 




GI 


none 






Score 


254 




Exons 


6055 . . 6264 , 


6060 . 


/"OO/l /"AC/" 

, . 6284 , 6256 


. .6351, 6256, . 6342, 


/"OAI /~OCO 

6291 . . 6353, 






/COCO 


^ a A 0 








Seq. No. 


54435 






Seq. ID 


OJ000302 


__26. 0419. 047 


Gene No. 


114174 






Strand 






Start 


18341 






End 


18636 




Name 


OJ000302 26. 


0419, 


.047 .o5. tm 


Method 


TBLASTX: 


Maize 


Start 


15900 






End 


16259 




GI 


. none 






Score 


358 




Exons 


15900. .16259, 15907. .16254, 


15908. .16258 




Seq. No. 


54435 






Seq. ID 


OJ000302 


_26. 0419.047 


Gene No. 


114174 






Strand 






Start 


18341 






■ End ■ 


18636 




Name 


OJ000302 26. 


0419, 


,C47.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


16308 






End 


16874. 




GI 


none 






Score 


635 




Exons 


16308. .16811, 16312. .16809, 


16812. .16874, 16812 


1 /" 0 O /I 

. . 16874 


Seq. No. 


544.35 






Seq. ID 


OJ000302 


26 . 04 19 . 04 7 


Gene No . 


114*174 






Strand 






Start 


18341 






End 


18636 




Name 


OJ000302 26. 


0419. 


.C47 .o3. tc 


Method 


TBLASTX: 


Cress 


Start 


16427 






End 


17891 




GI 


none 






Score 


218 




Exons 


16427. .16687-, 16428 .. 16709, 


16740. .17024, 16749 


. .16967, 




16805. .16987 


, 17172. .17330, 


17769. .17891 





55063 



beq. wo. 






Seq. ID 


OJ000302_26.0419 


n A 1 
. b4 / 


Gene No. 


114174 




Strand 






Start 


18341 




• End 


18636 




Name 




. 0 J . lS 


Method 


TBLASTX: Soybean 




buart 


1 d4 4 o 




End 


17891 






none 




Score 


182 




Exons 


I^C/l/T ICTHQ 1C7/in 


1 ^ Q Q 0 


16764. .16964, 16805 .. 16987 , 






ITITO ITOQ/I 1'7'7'5n 


T T Q Q C 

. 1 / boo / 


17769. .17891, 17774. .17887 




becj. NO. 


04 4 




Seq. ID 


OJ000302_26.0419 


. b4 / 


Gene No. 


114174 




Strand 






Start 


18341 




End 


18636 




Name 


UJUUUoUz ZD.U4iy.b4/ 


. o7 . tm 


Method 


TBLASTX: Maize 




btart 


1 "7 1 / 1 

1/141 




End 


17326 






none 




Score 


119 * 




Exons 


T"71/1T ITQIT ITIi^'S 
1 / 1 4 1 . . 1 / J 1 / , 1/lDO. 


1 T "3 1 Q 

. 1 /olo , 


17170. .17319, 17171. .17326, 






1/1/y. .1/oiy 










Seq. No. 


54435 




Seq. ID 


OJ000302_26.0419 


.C47 


Gene No. 


114174 




Strand 






btart 


1 Q "3 /I 1 

lo -54 1 




End 


18636 




Name 


UJUUU^Uz ZD.U41y.b4/ 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


'\ 1 n ez r\ 
1 / / bU 




End 


17914 






none 




Score 


185 




Exons- 


1 / / bU . . 1 / y Uo, 1//DO. 


. 1 / y 14 , 


17770. . 17 913, 17771. .17 914 




Seq. No. 


54435 




Seq. ID 


OJ000302_26.0419 


.C47 


Gene No. 


114174 




Strand 






b rar u 


1 Q T /l 1 
1 O 04 1 


■ 


End 


18636 




Name 


UJUUUjUz zb.U4iy.b4/ 


.o7.gp 


Method 


AAT/GAP 




Start 


loo4 1 




End 


18636 




bi 


Jiu b / yo 




Score 


579 




Exons 


lo J4 1 . . lo bob 










beq. NO. 


0 4 4 J b 




Seq. ID 


OJ000302_26.0419 


, b4 0 


Gene No. 


114175 




Strand 


+ 




Start 


1 




End 


17i8 




Name 


UJUUUJUZ zb.U4iy.b4o 


. 0 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


1718 




bi 


c: 0 0 Q 0 £r 
bozz yz b 




Score 


295 




Exons 


1 T/i IQI OQc; 
1..04, iyi..ZoO, obo 


..462, 582. .654, 1650. .1718 




GI Descrip. 


(ALiiozy/oj purauive ] 


protein 


[Arabidopsis thaliana] 




Seq. No. 


O44ob 




Seq. ID 


OJ000302_26.0419 


. C4 8 


Gene No. 


114176 




Strand 


+ 




Start 


1668 




End 


1718 




Name 


UJUUUJUZ Zb.U4iy.b4p 


. ol . tm 


■ Method 


TBLASTX: Maize . 




btart: 


1 y 0 




End 


613 




bl 


none 




Score 


136 




Exons 


1Q0 OQO ion OQ^ 

ioo..zyz, iyu..zy4, , 


203. .286 


, 205. .294 


, 363. .461, 364..' 


4 62, 




"D^r/ AHA cyin 

iD4,.4/4, o4y..Dll/ . 


581. .613 


, 581. .613 






Seq. No. 


54436 




Seq. ID 


OJ000302_26.0419 


.C48 


Gene No. 


114176 




Strand 


+ 




Start 


1668 




End 


1718 




Name 


OJ000302 26.0419.C48 


.ol.gp 


Method 


AAT/GAP 




Start 


1668 




End 


1718 





55064 



# 



GI 426627 Score 102 

Exons ' 1668. .1718 



Seq. No. 54437 . Seq. ID 

Gene No. 114177 Strand 

Start • 580 End 2252 

Name OJ000302_27 . 04 19 . CI . ol . np Method AAT/NAP 

Start 580 End 2252 

GI 4914317 Score 612 

Exons 580.. 1684, 2217.. 2252 

GI Descrip. (AC005489) F14N23.3 [Arabidopsis thaliana] 



OJ000302 27. 041.9. CI 



Seq. No. 


54437 




Seq. ID 


OJ000302_27.0419 


.CI 


Gene No. 


114177 




Strand 






Start 


580 




End 


2252 




Name 


OJ000302 27. 0419. CI. 


.ol .gs 


Method 


GENSCAN 




Start 


600 




End 


1703 




GI 


none 




Score 


.94 




Exons 


600.. 1703 










Seq. No. 


54437 




Seq. ID 


OJ000302_27.0419 


.CI 


Gene No. 


114177 




Strand 






Start 


580 ' ' 




End 


2252 




Name 


r; OJ000302 27; 0419. CI, 


/ol.tc 


Method 


TBLA'STX : Cress 




Start 


624 




End 


902 




GI 


none 




Score 


63 




Exons 


624. .722, 625. .723, 


720. . 902, 


721. .858, 


798. .878 





Seq. No. 


54437 








Seq. ID 


OJ000302_27.0419.C1 


Gene No. 


114177 








Strand 




Start 


580 








End 


2252 


Name 


OJ000302 


27. 0419. CI, 


. pi . tm 




Method 


TBLASTX: Maize 


Start 


668 








End 


976 


GI 


none 








Score 


241 


Exons 


668. .892, 


669. . 911, 


670, . 


867, 


894. .974 


, 899. .976 


Seq. No. 


54437 








Seq. ID 


OJ000302_27.0419.C1 


Gene No. 


114177 








Strand 




Start 


580 








End 


2252 


Name 


OJ000302 


27. 0419. CI. 


. ol . tw 




Method 


TBLASTX: Wheat 


Start 


804 








End 


1032 


GI 


none 








Score 


91 


Exons 


804. .884, 


805. .'867, 


809. .: 


877, 


810. .884 


, ■872.'. 928,- 876. .929, 




887. .928, 


899. ,1003, 


, 911. 


.102 


4, 912. .1031, 918. .1028, 931.. 


Seq. No. 


54438 








Seq. ID 


OJ000302_27.0419.C2 


Gene No. 


114178 








Strand 




Start 


1322 








^End , 


3507 


Name 


OJ000302 


27. 0419. C2. 


. ol.gs 




Method 


GENSCAN 


Start 


1322 








End 


3507 


GI 


none 








Score 


.67 


Exons 


1322. .1490, 1560. .1576, 2792. 


.3105, 3287. .3358, 3408. .3507 


Seq. No. 


54438 








Seq. ID 


OJ000302_27.6419.C2 


Gene No. 


114178 








Strand 




Start 


1322 








End 


3507 


Name 


OJ000302 


27, 0419. C2, 


, ol.gp 




Method 


AAT/GAP 



55065 



start 254 9 End 

GI ' 75091_1.R1084 Score 

Exons 2549.-2843, 2866.. 3002, 3033.. 3120 

GI Descrip, ' 2145358/einb I CAA71854 | 9.0e-09 (Y10922) 
[Arabidopsis thaliana] ' 



3120 
907 

HD-Zip protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54438 Seq. ID OJ000302_27 . 04 1 9 . C2 

114178 Strand 

1322 End 3507 

OJ000302_27.0419.C2.ol.np Method AAT/NAP 

2792 End 3032 

7487527 Score 169 

2792. .3032 

hypothetical protein T29F13.8 - Arabidopsis thaliana 
gi|2145356|eiTib|CAA72007.1| (Y11122) HD-Zip protein [Arabidopsis 
thaliana] gi | 3132474 | gb | AAC16263 . 1 | {AC003096) homeodomain 
transcription factor (ATHB-14) [Arabidopsis thaliana] 



Seq. No. 54438 Seq. ID 

Gene No. 114178 Strand 

Start 1322 End 

Name OJ000302_27 . 04 19 . C2 . ol . tc Method 

Start 2817 End 

GI none Score 

Exons 2817.. 2966, 2822.. 2971 



OJ000302 27. 0419. C2 



3507 

TBLASTX: 

2971 

126 



Cress 



Seq. No. 54438 Seq. ID 

Gene No. 114178 Strand 

Start 1322 End 

Name OJ000302_27 . 04 19 . C2 . ol . ts Method 

Start 2817 End 

GI none Score 

Exons 2817.. 2969, 2822.. 2971 



OJ000302_27 .0419.C2 
3507 

TBLASTX : Soybean 

2971 

134 



Seq. No. 54438 

Gene No. ,114178 

Start 1322 . 

.Name OJ000302_27 . 04 19 . C2 . ol . tw 

Start 2817 

GI none 

Exons 2817.. 2969, 2820.. 2948, 2822. 



Seq. ID OJ000302_27.0419.C2 
Strand 
End 

Method 
End 
Score 
.2971 



3507 

TBLASTX: Wheat 

2971 

153 



Seq. No. 54439 Seq. ID 

Gene No. 114179 Strand 

Start 565 End 

Name OJ000302_27 . 04 19 . 03 . ol . gp Method 

Start 565 End 

GI ■ none Score 

Exons 565.. 1217 



OJ000302_27.0419.C3 

+ 

1217 
AAT/GAP 
1217 
1241 



Seq. No. 54439 Seq. ID 

Gene No. 114180 Strand 

Start 1 End 

Name OJ000302_27 . 04 19 . 03 . ol . np Method 

Start 1 End 

GI • 4914316 Score 

Exons 1..38, 918.. 1185 



OJ000302_27.0419.O3 

1185 
AAT/NAP 
1185 
88 



55066 



GI Descrip. (AC005489) F14N23.2 [Arabidopsis thaliana] 



beq. iNo. 






beq . 1 u 


uj uuuouz z/.U4iy 


. bO 


Gene No . 


1 1 /1 1 Q n 
1 i 4 lo U 




C -1- >- ^ r-» 

btirana 






b tart 


I 




bna 


i 1 O D 




Name 


UJUUUJUZ z / . Ufi 1 . b J . oi . 


gs 


Method 


bblNbbAIN 




btart 


"7 10 




Cjna 


1 1 C> 0 






none 




Score 


Q 

. O 




Exons 


718. .1185 










beg. NO. 


0 4 fi J y 




beq . 1 u 


ujuuujuz z/.U4iy 


. b J 


Gene No . 


i I ft 1 O 1 




b Tirana 






btart 


o Q n 1 




bna 


OZ 1 1 




Name 


UJUUUoUZ z / . U4t 1 y . bo . o 1 . 


um 


Method 


i DijHb 1 A . jyiai ze 




b t ar L 


y o o 




bna 


± 1 4 D 






none 




Score 


IZ 4 




Exons 


988.. 1146, 1037;.., 1129 










bec5, NO. 


04 4 J y 




. beq. lu 


r\ T n ^^"509 97 n/iiQ 
ujuuuouz z/.U4iy 


b J 


Gene No . 


1 14 io 1 




bt rand 






Start 


ZoUl 




bna 


'3911 

JZ 1 1 




Name 


UJUUUoUZ z / . U4 1 y . b J . oz . 


gs 


iyiet:noa 


bbNbbAN 




btart 


o Q n 1 
ZoUI 




bna 


T 9 1 1 

oZ 1 1 




GI 


none 




Score 


. 4 y 




Exons 


z y U 1 . . oZ 1 1 










Seq. No. 


54440 




Seq. ID 


OJ000302_27.0419 


C4 


Gene No . 


1 1 ^ 1 Q o 
1 1 4 I o Z 




b trana 






Start 


/ D 




bna 


9 17 1 
Z X / 1 




Name 


CJJUUUoUZ Z / . U4 1 y . b4 . Ol . 


gs 


Method 


bbNbbAJN 




Start 


1 D 




bna 


9 117 

Zll / 




bi 


none 




Score 


. yo 




Exons 


ion oin "JO'S c^oo 
/O..IZU, ZIU..oyo, Doo . 


. / 0 / , 


o o 4 . . y y o , 


1/^71 ITylR 1y19'3 


. 1 




ITQn IQT^:; onQji oil"? 
i/oU..lyoD, ZUo4..ZII/ 










Seq. No. 


54440 




Seq. ID 


OJ000302_27.0419 


C4 


Gene No. 


114182 




Strand 


+ 




b tar L 


76 




End 


2171 




Name 


OJ000302 27.0419.C4.ol. 


np 


Method 


AAT/NAP 




Start 


168 




End 


2171 




GI 


5430762 




Score 


1521 




Exons 


168. .393, 538. .757, 884 


. .995, 


1073.. 1345, 1423.. 1688, 






1780. .1936, 2034. .2171 










GI Descrip. 


{AC007504) Similar to CCSl [Arabidopsis thaliana] 




Seq. No. 


54440 




Seq. ID 


OJ000302_27.0419. 


b4 


Gene No. 


114182 \ ■ 




Strand 


+ 




Start 


76 , - 




End 


2171 . 




Name 


OJ000302 27. 0419. 04. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


282 




End 


760 




GI 


none 




Score 


84 




Exons 


282.. 395, 284.. 394, 536 


. .760, 


537. .758 






Seq. No. 


54440 




Seq. ID 


OJ000302_27.0419. 


C4 


Gene No. 


114182 




Strand 


+ 




Start 


76 




End 


2171 




Name 


OJ000302 27.0419.C4 .o2. 


ts 


Method 


TBLASTX: Soybean 





55067 



4 






D J O 




ijna 


Q1 7 

y X / 




none 




Score 


97 

Z / D 


Exons 


^"^f^ IQfl 7RR mi 


7 f^n 


o^Q Q1 a 
0 o y . * 2? X o 


07-3 Ql 7 


beq. INO . 


D 4 4 41 U 




Seq. ID 


OJ000302_27.0419.C4 


Gene No. 


114182 




Strand 


+ 


Start 


76 




End 


2171 


Naiue 


nTnnn'^n9 97 n/iiQ pzi oi 

UJUUUOU<i Z / . U ft 1 y . bfl . oi . 


L. S 


Method 


TBLASTX: Soybean 


btar t 


1 u / o. 




End 


1551 


C T 


none 




Score 


350 


Exons 


1 m T 1'5t;7 107^5 I'^/IR 


1 n7 1; 
X U / 0 . 


.1347, 1415. .1546, 1420. .1551, 




1/09 








beq. wo. 


D 4 4 4 U 




Seq. ID 


OJ000302_27.0419.C4 


Gene No . 


1 1 /I 1 Q 9 

1 X 1 0 Z 




Strand 


+ 


Start 


76 




End 


2171 


Name 


OJ000302 27. 0419. 04. ol. 


tm 


Method 


TBLASTX: Maize 


buar L 


1 4 1 ^ 
X ft X 0 




End 


2128 




none 




Score 


258 


Exons 


if:;^;n 1/190 1(^77 
X4X0..XD0U, XfiZU..XO//, 


1 A 9 n 
X 4 z u . 


.1677, 1422. .1712, 1776. .1934, 




17Q1 IQ^^ 17Q/1 1Q'5(; 

x/ox,.xyoD/ x/cS4..xy^D, 


zuux . 


.2126, 2031. .2126, 2032. .2127, 




9n'5'5 919Q 








Seq. No. 


54440 




Seq. ID 


OJ000302_27.0419.C4 


Gene No. 


114182 




Strand 


+ 


btar L 


7 




End 


2171 


Name 


ptTnnmn9 97 n/i q r*/ ^^'5 
vJJUUUJU<i Z / . U4 X y . b4 . O O . 


lS 


Method 


TBLASTX : Soybean 


b tart 


1 Q Q Q 

X o o y 




End 


2126 




none 




Score 


69 


Exons 


1QQQ 1Q'5Q 1QQ9 0^ 0 

Xooy. .xyoy/ xyyz. .zxzd, 


ZU Jo . 


.2113 




beq. NO. 


c; yl /I /1 1 
O 4 4t ft X 




Seq. ID 


OJ000302_27.0419.C5 


bene lno . 


114183 




Strand 


+ 


b car c 


1 




End 


442 


Name 


OJ000302 27.0419.C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 




' End 


442 


n T 

bl 


7484829 




Score 


230 


Exons 


1. .442 








GI Descrip. 


calmodulin homolog F18B3.50 - 


Arabidopsis thaliana 




gi 1 4 835228 | emb|CAB42906 


.11 (AL049862) 


calmodulin-like prote 




[Arabidopsis thaliana] 








Seq. No. 


54441 




Seq. ID 


OJ000302_27.0419.C5 


Gene No. 


114183 




Strand 


+ 


b uar L 


1 




End 


442 


Name 


OJ000302 27.0419.C5.ol. 


gs 


Method 


GENSCAN 


b tar L 


71 




End 


442 


bi 


none 




Score 


.46 


Exons 


71. .442 








beq. NO. 


54441 




Seq. ID 


OJ000302_27.0419.C5 


Gene No. 


114184 




Strand 


+ 


Start 


• 1299 




End 


1996 


Name 


■ •iOJ000302 27.0419.G5.ol. 


gp ^ ' 


Method 


AAT/GAP 


Start 


.1299 




End 


1996 


GI 


none 




Score 


1305 


Exons 


1299. .1996 









55068 



Seq. No. 54441 Seq. ID 

Gene No. 114185 Strand 

Start 1726 , End 

Name . OJ000302_27 ..04 19 . C5 . o3 . ts Method 

Start 50 End 

GI none Score 

Exons 50. .148, 233.. 442, 259. .435 



OJ000302_27.0419.C5 
2644 

TBLASTX: Soybean 

442 

77 



Seq. No. 54441 Seq. ID 

Gene No. 114185 Strand 

Start 1726 End 

Name OJ000302_27 . 04 19 . C5 . o2 . tm Method 

Start 761 End 

GI none Score 
Exons 



OJ000302_27.0419.C5 
2644 

TBLASTX: Maize 

1106 

59 



761. .826, 762. .818, 802. .888, 816. .890, 827. .889, 923. .991, 
931. .996, 933. .989, 1077. .1106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54441 Seq. ID 

114185 Strand 

1726 End 

OJ000302_27 , 0419 . 05 . o2 . np Method 

1718 End 

7485708 , Score 
1718.. 2644" 

hypothetical protein F18B3, 
gi |_4835229 | emb | CAB42907 . 1 1 
[Arabidopsis thaliana] 

54441 Seq. ID 

114185 Strand 

1726 End 

OJ000302_27 . 04 19 . 05 . o2 . gs Method 

1726 End 

none Score 
1726. .2421 



OJ000302_27.0419.C5 

2644 
AAT/NAP 
2644 
914 



60 - Arabidopsis thaliana 
(AL049862) putative protein 



OJ000302_27.0419.C5 

2644 
GENSCAN 
2421 
.89 



Seq. No. 54441 Seq. ID 

Gene No. 114185 Strand 

Start 1726 End 

Name OJ000302_27 . 04 19 . 05 . ol . to Method 

Start 1756 End. 

GI none Score 

Exons 1756.. 1956, 1760.. 1957 



OJ000302_27-.0419.C5 
2644 

TBLASTX: Cress 

1957 

206' 



Seq. No. 54441 

Gene No. 114185 

Start 1726 

Name OJ000302_27 . 04 19 . 05 . ol . t s 

Start 1756 

GI none 

Exons 1756.. 2094, 1759.. 2121, 1760. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2110, 1763. .2122 



OJ000302_27.0419.C5 
2644 

TBLASTX: Soybean 
2122 
220 



Seq. No. 54441 Seq. ID 

Gene No. 114185 Strand 

Start 1726 End 

Name OJ000302 27 . 0419 . 05 . ol . tm Method 



OJ000302_27.0419.O5 
2644 

TBLASTX: Maize 



55069 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



1839 
none 



End 
Score 



2619 
101 



1839. .1970, 1840. .2400, 1841. .2380, 2380. .2508, 2381. .2509, 
2382. .2513, 2384. .2521, 2511. .2618, 2512. .2619, 2514. .2618 



54441 

114185 

1726 

OJ000302_27 .04 19.05. ol.tw 

18 94 

none 



Seq. ID OJ000302_27.0419.C5 
Strand 

End 2644 

Method TBLASTX : Wheat 

End 2289 

Score 520 



1894. .2277, 1895. .2278, 1897. .2289, 1908. .2285 



54441 

114185 

1726 

OJ000302_27 . 04 19.05. o4 .ts 

2123 

none 



Seq. ID OJ000302_27.0419.C5 
Strand 

End 2 64 4 

Method TBLASTX : Soybean 

End 2334 

Score 124 



2123.. 2257, 2125.. 2256, 2266.. 2334 



54441 

114185 

1726 

OJ000302_27.0419.O5.o2.ts 

2365 

none 



Seq. ID OJ000302_27.0419.C5 
Strand 

End 2 644 : 

Method TBLASTX : Soybean 

End 2644 

Score 148 



2365.. 2556, 2372.. 2539, 2599.. 2643, 2600.. 2644 



54442 
114186 
1 

OJ000302_27.0419.C6.ol.np 
1 

7485708 
1..35, 562. .1198 

hypothetical protein F18B3.60 - Arabidopsis thaliana 
gi I 4835229 I embi CAB42907.il (AL049862) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ000302_27.0419.C6 
Strand 

End 1780 

Method AAT/NAP 

End 1198 

Score 378 



54442 
114186 

1 ' 

OJ000302_27. 04 19.06. ol.gs 

557 

none 

557. .1198 

54442 

114186 

1 

OJ000302_27 . 04 19. 06.01 .tm 

569 

none 



Seq. ID OJ000302_27.0419.C6 
Strand 

End ' 1780 

Method GENSCAN 
End 1198 
Score .77 



Seq. ID OJ0p0302_27.0419.C6 
Strand 

End 1780 

Method TBLASTX : Maize 

End 1018 

Score 312 



569. .898, 569. .922, 570. .899, 912. .1004, 917. .1018 

54442 Seq. ID OJ000302_27 . 04 19 . 06 



55070 




Gene No. 


114186 




Strand 






O L Ct i. u 


1 




i-jIlU 


1 7 ft 0 
X / 0 u 




Nsme 




l_ S 


Kfl ^ r\ ^\ 


X oXj/io i A . 


ooyDean 




o 0 1? 




TT-n/H 

Ejna 


ft 1 1 
Oil 






none 




Score 


3 D 




C V n c 


Rf^Q PI 1 R7n 77Q ^9,A 


i 7 Qfi 










R/1 ^ /I 
3*1 *i fl Z 




oeq . X u 


r\ TH n 0 "5 0 9 
UJ UUU jUZ 


o7 n/iiQ nc^ 




114186 




Strand 






start 


1 




End 


1780 




Name 


OJ000302 27.0419.C6.ol. 


gp 


Method 


AAT/GAP 




c:+- ja r--|- 
D L dl. L 


899 




End 


1780 






LIB34 75-012-P1-K1-H8 




Score 


111 






899. .1268, 1749. .1780 












M835229/emb | CAB42 907 . 1 1 1 . Oe- 


-11 (AL049862) putative protein 




L ri.x axj iuopo X 0 unaxxanaj 










O c Cj^ . IN U . 


A AO 




Seq. ID 


OJ000302 


97 0/11Q nc^ 


Gene No. 


1 X fl 1 0 D 




Strand 






Start 


1 




End 


1780 




Name 


OJ000302 27.0419.C6.o2. 


tm 


Method 


TBLASTX: 


Maize 


o Lari. 


X u X y 




End 


1206 






none 




Score 


54 




Exons 


XUXi?, , XKJ / D f XUZU. .XUOO, 


1 090 


.1082, 1046. .1204, 


TOR"?- 190c; 
lUD J . . IZUO , 




XUOO..X<iUO/ XUDU..XZUD 










Seq. No. 


^A A A'^ 
O f± 4 'J 0 




Seq. ID 


OJ000302 


97 0/41Q nn 


Gene No, 


114187 




Strand 


+ 




Q-i- a -r-l- 
D T_aX L 


411 




End 


519 




Name 


wuuuuouz z / . ufixy.L' / .ox. 


gs 


Method 


GENSCAN 




o uar u 


4 X X 




End 


519 






none 




Score 


.72 




Exons 


4 11 R 1 Q 
*1 X X . t D ±zJ 










Seq. No.' 


^A A A 
D ^ fi 4 J 




Seq. ID 


OJ000302 


Z / . U4 ly . / 


Gene No. 


114188 




Strand 






OtarL 


107 




End 


333 




Name 


OJ000302 27.0419.C7.ol. 


gp 


Method 


AAT/GAP 




o t a J- L. 


107 




End 


333 






none 




Score 


342 




Exons 


107. .333 










Seq. No. 


54443 




Seq. ID 


OJ000302 


_27.0419.C7 


Gene No. 


114189 




Strand 






o L ar L. 


1260 




End 


5056 




Name 


OJ000302 27.0419.C7.o2. 


gs 


Method 


GENSCAN 




0 cart. 


-1260 • 




•End 


5056 




C T 


none 




Score 


.44 




Exons 


1260. . 1289, 3321. .3727, 


3875. : 


.3980, 4175. .4303, 


4436. .5056 


Seq. No. 


54444 




Seq. ID 


OJ000302 


_27.0419.C8 


Gene No. 


114190 




Strand 


+ 




Start 


1 ' ' 




End 


785 




Name 


^"OJ000302 27.0419.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


785 




GI 


5456938 




Score 


476 





Exons 1..32, 479.. 785 



55071 





uesciTip. 


\t\iD\j ^ 1 D ) rioosomax procem 


oy [uryza 


sa uiva J 






Seq. No. 


54444 


Seq. ID 


OJ000302_27.0419 


C8 




Gene No. 


.114190 


. Strand 








o LdX L 


X 


rjilCl 


7ft R 
f OO 






Naiue 


ujuuujUZ z / . 1 y . . oi . qs 


Method 












bno 


7 T n 








none 


Score 


R 0 

. oz 






Exons 


R n 1 7 "5 n 

O U 1 . . / J u 










Seq. No. • 


.-.54 4 44 


Seq. ID 


OJ000302___27.0419, 


C8 




Gene No. 


114191 


Strand 








O Lair L 




Cjna 


1027 






Naine 


nTnnn'509 hai q -f-m 
ujuuuju^. z / . u 1 y . uo . o 1 . L.m 


Method 


TBLASTX: Maize 








4 *7 R ~ 


njna 


905 








none 


Score 


260 






Exons 


Al^ IQ^ AQ'^ IQQ Ron IQA 


^;no p n R 
ouz . . O U 0 


, 852. .902, 858. .905 




Seq. No. 


54444 


Seq. ID 


OJ000302_27.0419. 


C8 




Gene No. 


114191 


Strand 










4i y 4 


bno 


1027 






Name 


PiTnnn'^no n/iiQ no 
ujuuuouz z / . u 4 1 y , uo , o 1 . lc 


Method 


TBLASTX: Cress 








H f O 


tna 


848 








none 


Score 


104 




i3 
f S 


Exons 


IflR /IPT Q. AQ Ron 7Q'7 
fi/O. . / UO^ fiOO. .04iO/ DUU. . /off 


C^A"^ 7 QP 

OHO . . / y O 






fu 


Seq. No. 


54444 


Seq. ID 


OJ000302_27.0419. 


C8 




Gene No. 


114191 


Strand ' 






iy 




f± y fi 




1027 






Name 


ujuuuouz z / . u 4 1 y . Co . o 1 . ls 


Method 


TBLASTX : Soybean 




■z. 1 


onar L 




bna 


788 








none 


Score 


330 






Exons 


ii p 7PP Ron 7P^ 

flCSO. . / OO f DUU. . f OH 








[ J 


oeq . vio . 


C. A A A A 
■DH HHH 


beq. iu 


OJ000302_27.0419. 


C8 


5 , 


oene lno . 


1 1 4 1 Q1 


Strand 








Start :■' 


Am : ■ 


End 


1027 






Name 


6j000302_27.0419.C8.ol.gp 


Method 


AAT/GAP 




f =^ 


o uari- 


AQA 

H^H 


End 


1027 








Q1 1 DinP/I 
y 1 1 , KlUo 41 


Score 


1028 






Exons 


A Ok'A 1 n 9 7 

4t y 4i . . 1 uz / 










GI Descrip. 


D4ioDyoo / uD]] 1 oAAoz jyo .11 o . ue 


-85 (AB022675) ribosomal protein 






[Oryza sativa] ' 










oeq . NO . 


R /I / /I R 
O 4i 4i 4 0 


Seq. ID 


OJ000302_27.0419. 


Cll 




taene wo . 


J. 1 f± ± y z 


Strand 


+ 






otart 


1 


End 


156 






Name ■ 


OJ000302 27.0419.Cll.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


156 






r T 


2669 1.R1084 


Score 


255 






Exons 


1. .156 










GI Descrip. 


•3914470/sp|Q40070|PSBR HORVU 


8.0e-26 


PHOTOSYSTEM II 10 


KD 






POLYPEPTIDE PRECURSOR >gi 1321868 emb CAA66373 {X97771) 


lOkD 






PSII protein [Hordeum vulgare] ' 








Seq. No. 


54445 


Seq. ID 


OJ000302_27.0419. 


Cll 




Gene No. 


114193 


Strand 


+ 





55072 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



188 



End 

Method 
End 
Score 



433 

AAT/GAP 
-.433 
449 



OJ000302_27,0419.Cll.o2.gp 
188 

688_1.R1084 
188. .433 

'226661/prf I I 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi' 

Exons 



54445 Seq. ID 

114194 Strand 

835 End 
OJ000302_27 . 04 19 . Cll . o3 . gp Method 

835 End 

uC-osflM202083hl2bl Score 
835. .1052 

'552857 3.0e-25 (M31464) atpB gene product [Oryza sativa]' 



OJ000302_27. 0419. Cll 
+ 

1052 
AAT/GAP 
1052 
333 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 27. 0419. Cll 



1932 
AAT/NAP 
926 
119 



54445 
114195 
.1 

OJ000302_27.0419.Cll.o2.np 
1 

114559 
1..21, 828. .926 

ATP SYNTHASE BETA CHAIN gi | 678 36 | pir M PWRZB H+-transporting ATP 
synthase (EC 3.6.1.34) beta chain - rice chloroplast 
gil 11991|emb|CAA34003| (X15901) atpB; ATPase beta subunit [Oryza 
sativa] gi |' 344014 | dbj | BAA00334 | (D00432) ATP synthetase beta 
subunit [Oryza sativa] gi | 22 6612 | prf | | 1603356AJ ATPase beta 
[Oryza sativa] 



54445 

114195 

1 

OJ000302_27 .0419.Cll.ol.gs 
33 

none 



Seq. ID OJ000302_27. 0419. Cll 



Strand 
End 

Method 

End 

Score. 



1932 
GENSCAN 
1932 
. 67 - 



33r.372, 424. .555, 814. .877, 1177. ,1252, 1866. .1932, 



54445 Seq. ID 

114195 Strand 
1 . , . . End 
OJ000302_27 .0419'.Cll.ol.np ' Method 
356 End 
226661 Score 
356. .433 

trnA intron ORF 109 [Oryza sativa] 

54445 Seq. ID 

114196 ' Strand 
2560 End 
OJ000302_27 .0419.Cll.ol. tm Method 
1 End 
none Score 
1..138, 1..150 



OJ000302_27. 0419. Cll 
1932 

AAT/NAP- ' 

433 

112 



OJ000302_27. 0419. Cll 
2731 

TBLASTX: Maize 

150 

254 



Seq. No. 



54445 



Seq. ID OJ000302_27 . 0419. Cll 



55073 



Gene No, 114196 Strand 

Start 2560 End 2731 

Name OJ000302_27 . 04 19 . Cll . o2 , tc Method TBLASTX: 

Start 13 • End 141 

GI none v-- • Score 194 

Exons 13. .132, 14. .136, 16. .141 



Cress 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54445 
114196 
2560 

OJ000302_27 .0419.Cll.ol.ts 
38 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 27. 0419. Cll 



2731 

TBLASTX: Soybean 
358 
64 

38. .100, 50. .100, 51. .101, 52. .102, 103. .195, 113. .187, 
114. .188, 115. .192, 184. .237, 185. .238, 198. .251, 234. .263, 
242.-358, 270. .326, 277. .357 



Seq. No. 54445 Seq. ID 

Gene .No. 114196 Strand 

Start 2560 End 

Name OJ000302_27 . 04 19 . Cll . ol . tc Method 

Start 150 End 

GI . none Score 
-Exons 



OJ000302_27. 0419. Cll 
2731 

TBLASTX: Cress 
439 

161 ■ 



150. .275, 150. .275, 270. .326, 277. .318, 277. .414, 278. .358, 
361. .438, 362. .439 



fll Seq. No. 

~5 Gene No. 

J^=f Start 

Vj Name 

U Start 

fy GI 

Exons 



54445 
114196 
2560 • 

Oj600302_27 .0419.Cll.ol.tw 

814 

none 



Seq. ID OJ000302_27. 0419. Cll 
Strand 
End 

Method 
End 
Score 



2731 

TBLASTX: Wheat 

1047 

148 



814. .930, 828. .926, 828. .959, 933. .1028, 934. .1008, 1006. .1047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54445 



Seq. ID OJ000302_27. 0419. Cll 



114196 Strand 
2560 ' . ' End 2731' 

OJ000302_27. 0419. Cll. o3.np Method AAT/NAP 
2560 ' End 2731 

6069646 Score 106 

2560. .2731 

.(AP000616) similar to putative reverse transcriptase 
(Oryza sativa] gi | 6907112 | dbjl BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 54446' 

Gene No. 114197 

Start 207 

Name OJ000302_27 . 04 19 . C12 . ol . gs 

Start 207 

GI none 
Exons 



Seq. ID OJ000302_27 . 0419.C12 
Strand 

End 2400 

Method GENSCAN 

End ■ 2400 

Score .54 



207. .384, 943. .1071, 1550. .1614, 2280. .2400 



Seq. No. 
Gene No. 



54446 
114197 



Seq. ID 
Strand 



OJ000302 27.0419.C12 



55074 




C -4- t^4- 


/ 




T7< ^ _J 

End 


z 4 UU 






Naitie 


UJUUUoU^: z / . U4 i y . Liz . Ol 


• gp 


Metnou 


AAi / bAr 








1 1 R Q 


End 


1 Q tr 1 








none 




Score 








Exons 


iioy . . iooi 












Seq. No. 


54446 




Seq. ID 


OJ000302 


_27 


.0419.C12 


Gene No. 


114198 




Strand 








brarr 


/I O 1 Q 
IZ J.O 




End 


5744 






Name 


UJUUUJUz Z / . U4 1 y . biz . Oz 


.gs 


Method 


GENSCAN 






btart 


>1 O 1 Q 




End 


5744 








none 




Score 


.65 






Exons 


/01Q /Q'tl/I /ITCO /l/QQ 


4 o D / 


..5093, 5166,. 5298, 


5602. .5744 


beq . INO . 


C >1 y| yi /- 
04 4 41 D 




Seq. ID 


OJ000302 


_27 


0419. C12 


Gene No. 


114198 




Strand 








Start 


4218 




End 


5744 






Name 


. OJ000302 27.0419.C12.ol 


.np 


Method 


AAT/NAP 






bt art 


4872 




End 


5732 








7340680 




Score 


188 






Exons 


4872. .5057, 5166. .5298, 


5602 


, .5732 








GI Descrip. 


(AL162508) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


54447 




Seq. ID 


OJ000302_ 


_27, 


-0419. C14 


Gene No. 


114199 




Strand 


- 






C 4- t v4- 

b Lart 


368 




End 


2353 






Name 


OJ000302 27.0419,C14.ol 


gs 


Method 


GENSCAN 






Start 


368 




End 


2353 








none 




Score 


.84 






Exons 


368. .438, ■ 2332, ,2353 












beq. No. 


54448 




Seq, ID 


OJ000302_ 


_27 


0419. C15 


Gene No. 


114200 




Strand 








Start 


1 




End 


1065 






Name 


OJ000302 27.0419.C15.ol 


np 


Method 


AAT/NAP 






Start 


1 




End 


1065 






bl 


5852093 




Score 


67 






Exons 


1..169, 616, .819, 1004. 


1065 










GI Descrip. 


(AL117264) zwhl6,l [Oryza sativa] 








Seq. No. 


54448 




Seq. ID 


OJ000302_ 


_27. 


0419. C15 


Gene No . 


114200 




Strand 








Start 


1 




End 


1065 • 






Name 


OJ000302 27.0419.C15.ol. 


gs 


Method 


GENSCAN 






btart 


365 




End 


931 






^i 


none 




Score 


.54 






Exons 


365,. 490, 859.. 931 












Seq. No. 


54449 




Seq, ID 


OJ000302_ 


_27. 


0419. C16 


Gene No. 


114201 




Strand 


+ 






Start 


1 




End 


366 






Name 


OJ000302 27,0419.C16.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


366 






GI 


3762300 




Score 


670 






Exons 


1. .366 












Seq. No. 


54449 




Seq. ID 


OJ000302_ 


_27. 


0419. C16 



55075 



Gene No. 114202 Strand + 

Start 1972 End 2400 

Name OJ000302_27 . 0419.C16. o2 . gp Method AAT/GAP 

Start 1972 ' End 2400 

GI none Score 788 

Exons 1972.. 2400 



Seq. No. 54449 Seq. ID 

Gene No. 114203 Strand 

Start 6350 End 

Name OJ000302_27 . 0419.C16 . o4 . gp Method 

Start 6350 End 

GI none Score 

Exons 6350.. 6908 



OJ000302_27 .0419.016 
+ 

6908 
AAT/GAP 
6908 
1037 



Seq. No. 54449 

Gene No. 114204 

Start 1450 

Name OJ000302_27 . 0419 . C16 . ol . gs 

Start 1450 

GI none 

Exons 1450.'. 1585, 3460.. 3476, 3704. 

4919. .4977, 5344. .5565, 5576. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3827, 3898 
.5669 



OJ000302 27.0419.C16 



5747 
GENSCAN 
5669 
.78 ■ 

4135, 4225. 



,4343, 



Seq. No. 54449 

Gene No. 114204 

Start 1450 

Name OJ000302_27 . 0419 . C16 . ol . tw 

Start 3910 

GI none 

Exons 3910.. 4122, 
4919. .4954 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ000302_27. 0419. 016 
5747 

TBLASTX: Wheat 

4954 

234 



3910. .4149, 4225. .4344, 4225. .4344, 4227. .4352, 



Seq. No. ; 54449 Seq. ID 

Gene No. 114204 Strand 

Start 1450 End 

Name OJ000302_27 . 04 1 9 . 01 6 . ol . tm Method 

Start 4053 End 

GI none Score 

Exons 4053.. 4136, 4053.. 4136, 4054.. 4152, 

4225. .4335, 4227. .4358, 4227. .4343, 

5339.. 5509, 5379.. 5600, 5595.. 566.9 



OJ000302_27. 0419. 016 
5747 

TBLASTX: Maize 
5669 
77 

4055. .4138, 4225. .4344, 
4919. .4978, 4919. .4978, 



Seq. No. 54449 

Gene No. 114204 

Start 1450 

Name OJ000302_27 . 0419 . 016 .03 . gp 

Start 4072 

GI none 

Exons 4072.. 4135, 4225.. 4343, 491^ 

Seq. No. 54449 

Gene .No.- 114204 

Start' 1450 

Name OJ000302_27 . 0419.016. ol .ts 

Start 4087 

GI none 



Seq. ID OJ000302_27. 0419. 016 
Strand 

End 5747 

Method AAT/GAP 

End 5747 

Score "930 

.4977, 5344. .5509, 5610. .5747 

Seq. ID OJ000302_27 .0419.016 
Strand 

End 5747 

Method TBLASTX :Soybean 

End 5669 

Score 88 



55076 



Exons 



4087. .4137, 4227. .4352, 4233. .4349, 4922. .4978, 5339. .5509, 
5379. .5570, 5595.-5669 



Seq. No. 54449 
Gene No'; •. - 11.4204 

Start 1450 

Name OJ000302_27 . 0419 .C16 . ol . tc 

Start 4272 

GI none 
Exons 



Seq. ID OJ000302_27.0419.C16 

Strand . 

End 5747 

Method TBLASTX : Cress 

End 5669 

Score 135 



4272. .4352, 5345. .5509, 5379. .5582, 5595. .5669 



Seq. No. 


54449 


Gene No. 


114204 


Start 


1450 


Name 


OJ000302 27.0419.C16.o2 


Start 


5345 


GI 


none 


Exons 


5345. .5506, 5345. .5515, 


Seq. No. 


54450 


Gene No. 


114205 


Start 


269 


Name 


OJ000302 27.0419.C18.ol 


Start 


269 


GI 


none 


Exons 


'269. .367, 412. .539, 889 



Seq. ID OJ000302_27,0419.C16 
Strand 

End 5747 

.tw Method TBLASTX : Wheat 

End 5670 

Score 91 
5379. .5510, 5595. .5669, 5611. .5670- 

Seq. ID OJ000302_27.0419.C18 
Strand 

End 1747 

.gs Method GENSCAN 

End 1747 

Score ".63 
..937, 1335.. 1411, 1600.. 1747 



■Seq. No. 


54450 


Gene -No. 


114205 


Start 


269 


Name 


OJ000302 27.0419 


Start 


1329 


GI 


7527727 


Exons 


1329.. 1411, 1600 


GI Descrip. 


(AC010657) T5E21 


Seq. No. 


54451 


Gene No. 


114206 


Start 


720 


Name 


OJ000302 27.0419 


Start 


720 


GI 


2493240 


Exons 


720. .1487, 1876. 


GI Descrip.;. • 


HYPOTHETICAL 29.; 




[Orgyia pseudotsi 


Seq. No. 


54452 


Gene No. 


114207 


Start 


598 


Name 


OJ000302 27.0419 


Start 


598 


GI 


none 


Exons 


598. .655, 1995..: 


Seq. No. 


54453 


Gene No. 


114208 


Start 


119 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_27..0419.C18 

1747 
AAT/NAP 
1735 
106 



T5E21.10 [Arabidopsis thaliana] 



-Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ000302_27.0419.C20 

1942 
AAT/NAP 
1942 
133 



(ORF92) gi I 1911338- {U75930) unknown 



2260 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000302_27.0419.C21 

2260 
GENSCAN 
2260 
.54 



OJ000302_27.0419.C24 
+ 

235 



55077 



Name 

Start 

GI 

Exons 



OJ000302_27 .0419. C24 . ol . gs Method GENSCAN 

119 End 235 

none Score..': . .64 
119.. 235 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54454 Seq. ID 

114209 Strand 

1 End 
OJ000302_27 .0419. C25 . ol . np Method 

1 End 

4416302 Score 
1..1088 

{AF105716) copia-type pol polyprotein 



54454 

114209 

1 

OJ000302_27.0419.C25.ol.ts 
31 

none 

31. .342, 38. .325 

54454 

114209 

1 

OJ000302_27 . 0419 . C25 . ol . gs 
41 

none 

41. .1007 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_27.0419.C25 

1088 

AAT/NAP 

1088 

734 ... . 

[Zea mays] 

OJ000302_27.0419.C25 
1088 

TBLASTX: So^^bean 

342 

150 

OJ000302_27.0419.C25 

1088 
GENSCAN 
1007 
.55 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54454 

114209 

1 

OJ000302_27 . 04 19 . C25 . ol . tm 
89 

none 

89. .388, 91. .615, 431. .577 

54454 ■ 
114209 
1 

OJ000302_27.0419.C25.ol.tw 

184 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ000302__27.0419.C25 
1088 

TBLASTX: Maize 

615 

218 ■ 



OJ000302_27.0419.C25 
1088 

TBLASTX: Wheat 

741 

138 



184. .471, 185. .358, 193. .363, 529. .741 



54455 Seq. ID- 

114210 Strand 

48 End 
OJ000302_27 . 04 1 9 . C2 6 . ol . gs Method 

4 8 End 

none Score 
48. .1370 



OJ000302_27.0419.C26 

1370 
GENSCAN 
1370 
.99 



Seq. No. 
Gene No. 
Start 



54455 

114211 

1694 



Seq. ID 

Strand 

End 



OJ000302_27.0419.C26 
4580 



55078 



Name 


OJUUUoUz Z 1 


. U4 i y 


no r^O 

Lz D . OZ 


. gs 


Method 


GENSCAN 








Start 










End 


4560 








GI 


none 








Score 


.49 








Exons 






. z ou o , 


z / z o . 


.2810, 3644. .3893, 


4475. .4560 


Sec5. No. 


C /I /I c c 








Seq. ID 


OJ000302 


_27 


.0419 


C26 


Gene No. 


114211 








Strand 


- 








Start 


1694 








End 


4580 








Name 


/^Tnr\nono ot 
- OJUUUoUz Z / 


.0419 


C26.02 


. np 


Method 


AAT/NAP 








Start 


^ 1U4 








End 


2365 








GI 


^ c o n o o 








Score 


1 1 Q 








Exons 


^ iU4 . . Z O 00 


















GI Descrip, 


( APUUUo o / ) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


54455 








Seq. ID 


OJ000302 


_27 


0419 


C2 6 


Gene No. 


114211 








Strand 


- 










1 by 4 








End . 


4580 








Name 


OJUUUoUz Z / 


.0419 


C26.01 


• gp 


Method 


aat/Gap 








Start 


o c o 








End 


2852 








GI 


4 y boo yy 








Score 


484 








Exons 


Zob2 . .^OOZ 


















becij. wo. 


c / /I c c 
0 4 4 00 








Seq. ID 


OJ000302 


_27 


0419 


C2 6 


Gene No. 


114211 








Strand . 










Start 


1694 








End 


4580 








Name 


OJ000302 27 


.0419 


C26.02 


.gp 


Method 


aat/gap 








Start 


3289 








End 


4060 








GI 


13629 I.RIO 


84 






Score 


1263 








Exons 


3289. '.3893, 


3986, 


.4060 















GI Descrip. ' 5306238/gb I AAD41971 . 1 | AC006438_3 4.0e-21 {AC006438) putative 
cold acclimation protein WCOR413 [Triticum aestivum] 
[Arabidopsis thaliana] ' 



Seq. No. 54455 Seq. ID 

Gene No. 114211 Strand 

Start 1694 End 

Name OJ000302_27 . 04 19 . C26 . ol . ts Method" 

Start 3628 End ■ 

GI none ■ Score 

Exons 3628.. 3894, 3631.. 3894, 3824.. 3901, 3987 

4452. .4559, 4477. .4557 



OJ000302 27.0419.C26 



4580 

TBLASTX : Soybean 
4559 
173 

4058, 3988. .4062, 



Seq. No. ' 54455 
Gene No. 114211 
Start 1694 

Name OJ000302_27 . 04 19 . C26 . ol . tm 

Start 3637 
GI none 

Exons 3637.. 3894, 3638.. 3763, 3640. 

3988. .4059, 4452. .4559, 4453. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3894, 



OJ000302 27. 0419. 026 



4580 

TBLASTX: Maize 
4580 
18 6 

3815. .3901, 3987. 



,4560, 4458. .4580, 4460. 



,4058, 
,4573 



Seq. No. 54455 Seq. ID 

Gene No. 114211 Strand 

Start 1694 End 

Name OJ000302_27 . 04 1 9 . C26 . o3 . np Method 

Start 3643 End 

GI 7489665 Score 



OJ000302_27 .0419.C26 

4580 
AAT/NAP 
4560 
473 



55079 



Exons 3643. .3893/ 3986. .4056, 4453. .4560 

GI Descrip. cold acclimation protein WCOR413 - wheat 

gil 1657855|gb|AAB18207.1| (U73216) cold acclimation protein 

WCOR413 [Triticum aestivum] 





Seq. No. 


04 4 00 


Seq. ID 


OJ000302_27.0419.C26 




Gene No. 


114211 


Strand 






Start 


16^4 


End 


4580 




Name 


OJUOuoUz z / . U4 ly . CzD . ol . tc 


Method 


TBLASTX: Cress 




Start 


3649 


End 


4086 




GI 


none 


Score 


118 




Exons 


3649. .3879, 3655. .3897, 3906. 


.4058, 3975. .4055, 4000. .4086 




Seq. No. 


54456 


Seq. ID 


OJ000302_27.0419.C27 




Gene No. 


114212 


Strand 


+ 




Start 


420 


End 


2943 




Name 


OJ000302 27.0419.C27.o2.np 


Method 


AAT/NAP 




Start 


420 


End 


2943 




GI 


5668803 . 


Score 


155 




Exons 


420. .470, 2803. .2943 








GI Descrip. 


(AC007519) F16N3.14 [Arabidopsis thaliana] 




Seq. No. 


54456 


Seq. .ID 


OJ000302_27.0419.C27 


1* 


Gene No. 


114212 


Strand 


+ 




Start 


420 


End 


2943 ' . 


n 


Name 


OJ000302 27.0419.C27.o2.gs 


Method 


GENSCAN 


[I 


Start 


2248 


End 


2924 




GI 


none 


Score 


.77 


~= 


Exons 


2248. .2924 






3 


Seq, No. 


54456 


Seq. ID 


OJ000302_27.0419.C27 


Li 


Gene No. 


114213 


Strand 






Start 


1 


End 


701 




Name 


OJ000302 27.0419.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


578 




GI 


7489665 


Score 


155 


=s 


Exons 


.1... 39, 384.. 578 








GI Descrip. 


cold acclimation protein WCOR413 - wheat V* 


1 




gi|1657855|gb|AAB18207,l| (U73216) cold acclimation protein 






WCOR413 [Triticum aestivum] 








Seq., No. 


54456 


Seq. ID . 


OJ000302_27.0419.C27 




Gene No. 


114213 ■ ' 


Strand 






Start 


1 


End 


701 




Name 


OJ000302 27.0419.C27.ol.gs 


Method 


GENSCAN 




Start 


201 


End 


587 




GI 


none 


Score 


.82 




Exons 


201. .323, ,388. .587 








Seq. No. 


54456 


Seq. ID 


OJ000302_27.0419.C27 




Gene No. 


114213 


Strand 






Start 


1 


End 


701 




Name 


OJ000302 27.0419.C27.ol.gp 


Method 


AAT/GAP 




Start 


381" 


End 


701 




GI 


49780 1.R1084 


' Score 


610 




Exons 


381. .701 







GI Descrip. '1657855 3.0e-25 {U73216) cold acclimation protein WCOR413 



55080 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Triticum aestivum] * 

54456 

114214 

2692 

OJ000302_27.0419.C27 .ol.tm 

2692 

none 



Seq. ID OJ000302_27.0419.C27 
Strand 

End 2943 

Method TBLASTX : Mai ze 

End 2943 

Score 67 



2692.. 2745, 2692.. 2730, 2773.. 2943, 2851.. 2943 



54457 

114215 

81 

OJ000302_27.0419.C28.ol.gp 
81 

none 
81. .507 



Seq. ID' OJ000302_27.0419.C28 

Strand + 

End 507 

Method AAT/GAP 

End 507 

Score 802 



Seq. No. 54457 

Gene No. 114216 

Start 270 

Name OJ000302_27 . 0419 . C28 . o5 . tm 

Start 184 

GI none 

Exons 184. .237, 270. .410, 271. .405 



Seq. ID OJ000302_27.0419.C28„ 
Strand 

End 6061 

Method TBLASTX: Maize 

End 410 

Score 45 



Seq. No. 54457 

flJ Gene No. 114216 

n Start 270 

\"i Name OJ000302_27 . 0419 . C28 . ol . gs 

:2 Start 270 

GI none 

Exons 270. .812, 897. .2219, 2479.-2548, 3683. .3801, 4053. .4183, 

£ 4197. .4263, 4672. .4738, 5926. .6061 



Seq. ID OJ000302_27.0419.C28 
Strand 

6061 
GENSCAN 
6061 
.78 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



54457 

114216 ' . 

270 

OJ000302_27.0419.C28 .ol.np 
282 

7459616 



Seq. ID OJ000302_27.0419.C28 
Strand 

End 6061 ' 

Method AAT/NAP 

End 2571 

Score 1153 



282. .412, 444. .592, 620. .812, 897. .1072, 1124. .1346, 1386. .2072, 
2163.. 2219, 2479.. 2571 

hypothetical protein F18B3.120 - Arabidopsis thaliana 
gi I 4835235 |emb|CAB42913. 1 1 (AL049862) putative protein 
[Arabidopsis thaliana] 



Seq. No. 54457. 

Gene No. 114216 

Start 270 

Name OJ000302_27 . 04 1 9 . C28 . ol . ts 

Start 309 

GI none 
Exons 



Seq. ID OJ000302_27.0419.C28 
Strand 

End ' 6061 

Method TBLASTX : Soybean 

End 1727 

Score 100 



309. .401, 420. .566, 444. .569, 448. .570, 628 . . 750 , • 630 . . 8 12 , 
891. .1058, 897. .1037, 1119. .1202, 1257. .1442, 1375. .1434, 
1479. .1661, 1495. .1650, 1701. .1727, 1701. .1727 



55081 



Seq. No. 


54457 






Seq. ID 


OJ000302_27.0419 


.C28 


Gene No. 


114216 






Strand 






Start 


270 






End 


\J\J \J 1. 






OJ000302 27 


.0419.C28.ol 


■hm 


Mol" HoH 

1 iC L i l\J\Ji 


TRT.AqTY • Ma "i 

1 OXirlO 1 A. . L'Jd X 






417 






RnH 


_7 J ^ 






none 






q oo T*o 

O WX C 


^ o o 






417. .710, 417. .812, 625 


813, 


771.. 824 


fiQI QSQ fiQ7 


^ *j ^ 


Seq. No. 


. 54457 






Seq. ID 


OJ00Q302_27.0419 


.C28 


Gene No. 


114216 






Strand 






Start 


270 






End 


\J\J \J 1. 




Mam ^ 


OJ000302 27 


.0419.C28.ol 


. u o 


Mo "i" h oH 






91- A ri- 


642 






RnH 


loss 

X vj o J 




GI 


none 






Score 


1 60 

X \j y 




R V n n 


642. .809, 897. .1055 










Seq. No. 


54457 






Seq. ID 


OJ000302_27.0419 


.C28 


Gene No. 


114216 






Strand 






O U d J. u 


9 70 






End 


6061 






OJ000302 27 


.0419.C28.o4 


.tm 


Method 


TRT.AqTy • Ma 1 70 
1 iJXjriO i /\ • fid X 




q-j- a ri- 


960 






End 


1 1 1 P 
X X X o 




\j J. 


none 






Score 


1 7 

± f \j 




R V o n 


960. .1118, 


962. .1090, 963. .1094 






O C Lj^ . LN (J . 


54457 






Seq. ID 


OJ000302__27.0419 


.C28 


Gene No. 


114216 






Strand 






Start 


270 






End 


6061 




Name 


<JU\J\J'J OU ^ ^ f 


.0419.C28.o3 


.tm 


Method 


TBLASTX: Maize 






1167 






End 


1541 






none 






Score 


136 




R von Q 


1167. .1268, 


1167. .1202, 


1249. 


.1422, 1250. .1285, 1257. .1427, 




1288. .1482, 


1410. .1541, 


1468. 


.1536 






Seq. No. 


54457 






Seq. ID 


OJ000302_27.0419 


.C28 


Gene No. 


114216 






Strand 






O U dX L, 


270 






End 


6061 




Kla mo 
iNdiUc 


' OJ000302 27 


.0419.C28.o2 


. tc . 


Method 


TBLASTX: Cress 




O L. d X L, 


1524 






End 


1920 




O X 


none 






Score . 


60 




R von Q 


1524. .1628, 


1701. .1739, 


1728. 


.1919, 1825. .1920 






54457 






Seq. ID 


OJ000302_27.0419 


.C28 


Gene No. 


114216 






Strand 






Start 


270 






End 


6061 




Ma mo 
LN all Its 


OJ000302 27 


.0419.C28.o2 


. ts 


Method 


TBLASTX: Soybean 




O U dX L 


1731 






End 


2660 




ox 


none 






Score 


169 




R von Q 


1731. .2039, 


1819. .2040, 


2163. 


.2222, 2479,,. 2547, 2480.. 2548, 




2631. .2660, 


2640. .2660 










Sea No 


54457 






Seq. ID 


OJ000302_27.0419 


.C28 


Gene No. 


114216 






Strand 






Start 


270 






End 


6061 




Name 


OJ000302 27 


.0419.C28.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1773 






End 


2054 




GI 


none 






Score 


109 




Exons 


1773. .2054, 


1831. .2052 











55082 



Seq. No. 54457 Seq. ID 

Gene No. - 114216 Strand 

Start 270 - End 

Name OJ000302_27 .0419. C28 . o2 . tm Method 

Start 1779 End 

GI none Score 
Exons 



OJ000302_27,0419.C28 
6061 

TBLASTX: Maize 

2189 

322 



1779. .2060, 1822. .2061, 2052. .2090, 2155. .2187, 2163. .2189 



Seq. No. 54457 Seq. ID 

Gene No. 114216 Strand 

Start 270 End 

Name OJ000302_27 . 04 19 . C28 . o2 . gp Method 

Start 2475 End 

GI none Score 

Exons 2475.. 2548, 2641.. 2962 



OJ000302_27 . 04 19vC28 

6061 
AAT/GAP 
2962 
745 



Seq. No. 54458 Seq. ID OJ000302_27 . 04 19 , C2 9 

Gene No. 114217 Strand + 

Start 227 End 1288 

Name OJ000302_27 . 04 19 . C29 . ol . np Method AAT/NAP 

Start 227 End 1288 

GI 4006860 Score 252 

Exons 227.. 462, 1205.. 1288 • 

GI Descrip. (Z99707) thiol-disulfide interchange like protein [Arabidopsis 
thaliana] gi | 7270669 | emb | CAB80386 . 1 | (AL161590) thiol-disulfide 
interchange like protein [Arabidopsis thaliana] 





Seq. No. 


54458 


Seq. ID 


OJ000302_27.0419.C29 




Gene No. 


114217 


Strand 


+ 




Start 


227 " 


End 


1288 




Name 


OJ000302 27.0419.C29.ol.gs 


Method 


GENSCAN 


f J 


Start 


244 


End 


597 




GI 


none 


Score 


.99 




Exons 


244 . .597 , 








Seq. No. 


54458 


Seq. ID 


OJ000302_27.0419.C29 




Gene Noi 


114218 


Strand 






Start 


243 


End 


396 




Name 


OJ000302 27.0419.C29.ol.gp 


Method 


AAT/GAP 




Start 


243 


End 


396 




GI 


2427655 


Score 


222 




Exons 


243. .396 








Seq. No. 


54459 


Seq. ID 


OJ000302_27.0419.C31 




Gene No. 


114219 


Strand 


+ 




Start 


1 


End 


126 




Name 


OJ000302 27.0419.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


126 




GI 


4006860 


Score 


112 




Exons 


1. . 126 








GI Descrip. 


(Z99707) thiol-disulfide interchange like protein [Arabidopsis 






thaliana] gi | 7270669 | emb | CABS 038 6 . 1 1 


{AL161590) thiol-disulfide 






interchange like protein [Arabidopsis 


thaliana] 




Seq. No. 


54459 


Seq. ID 


OJ000302_27.0419.C31 




Gene No. 


114220 


Strand 





55083 



C 4- -^4- 


A Q 




hna 


1 n 1 /I 
i U i 4 


Name 


UJUUUoU^i ^ / . U4 ly , Col . Oi - 


. gs 


Method 


<^ T7 K7 O 7\ M 


Start 


4 o 




Lna 


XU14 


GI 


none 




Score 


. DO 


E'Xons 










Seq, No. 


o4 4 bU 




beq. lu 


UJUUUoUZ Z/.U4iy 


Gene No. 


1 1 A00'\ 
1 1 Z ^1 1 




Strand 


-f 




49 




End 


1006 


Name 


OJ000302 27.0419.C32.ol, 


.np 


Method 


AAT/NAP 


Start 


49 ■ 




End 


1006 


GI 


6907106 




Score 


368 


Exons 


49. .407, 449. .529, 562.. 


.782, 


852. .1006 




GI Descrip. 


{AP001129) EST AU068291 


(C12960) corresponds to a region 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 



Seq. No. 


54 4 61 




Seq. ID 


OJ000302_27 


.0419. C33 


Gene No. 


T 1 /I O O O 

114222 




Strand 


+ 




Start 


721 




End 


959- 




Name 


OJ000302_27.0419.C33.ol. 


gs 


Method 


GENSCAN 




Start 


721 




End 


959 




GI 


none 




Score 


.58 




Exons 


721 . . 851 , 8 99 .. 959 










Seq. No. 


54 4 62 




Seq. ID' 


OJ000302__27 


.0419. C34 


Gene No. 


1 1 >l o o o 

114223 




Strand 


+ 




Start 


718 




End 


1133 




Name 


OJ000302 27. 0419. 034. ol. 


gp 


Method 


AAT/GAP 




Start 


718 




End 


1133 




GI 


91 1.R1084 




Score 


760 




Exons 


718. .1133 










GI Descrip. 


'5456938/dbj | BAA82395.il 


3. 


, Oe-85 {AB022675) ribosomal protein S9 




[Oryza sativa] * 










Seq. No. 


54462 




Seq. ID 


OJ000302_27 


.0419. C34 


Gene No. 


114223 




Strand 


+ ■ 




Start 


718 ' . ■ ■ 




End 


" 1133 




Name 


OJ000302 27-;-=0419.C34.ol. 


gs 


Method 


GENSCAN 




Start 


725 




End 


1107 




GI 


none 




Score 


.57 




Exons 


725. .1107 










Seq. No. 


54462 




Seq. ID 


OJ000302_27 


.0419. C34 


Gene No. 


114223 




Strand 


+ 




Start 


'718 




End 


1133 




Name 


OJ000302 27.0419.C34.ol. 


np 


Method 


AAT/NAP 




Start 


725 


End 


1133 




GI 


5456938 




Score 


604 




Exons 


7.25. .1133 











GI Descrip. (AB022675) ribosomal protein S9 [Oryza sativa] 



Seq. No. 54462 Seq. ID 

Gene No. 114223 Strand 

Start 718 End 

Name OJ000302_27 .0419. C34 . ol . tm Method 

Start 733 End 

GI none Score 



OJ000302_27.0419.C34 
+ 

1133 ••■T^ - " 

TBLASTX: Maize 
1108 
239 



55084 



Exons 



733. .780, 941. .1102, 956. .1108, 970. .1107 



Seq. No. 54462 

Gene No. 114223 

Start 718- 

Name OJ000302_27 . 04 19 . C34 . ol . tw 

Start 733 

GI none 
Exons 



Seq. ID OJ000302_27.0419.C34 

Strand + 

End '1133 

Method TBLASTX : Wheat 

End 1081 

Score 81 



733. .786, 743. .808, 935. .1003, 936. .980, 952. .1041, 956. .1081, 
973. .1077 



Seq. No. 54462 

Gene No. 114223 

Start 718 

Name OJ000302_27 . 04 19 . C34 . ol . tc 

Start 965 

GI none 

Exons 965.. 1108, 970.. 1107 



Seq. ID OJ000302_27.0419.C34 

Strand + 

End 1133 

Method TBLASTX : Cress 

End 1108 

Score 196 



Seq. No. 54462 

Gene No. 114223 

Start 718 

Name OJ000302_27 . 04 19 . C34 . ol . ts 

Start 965 

GI none 

Exons 965.. 1108, 970.. 1107 



Seq. ID OJ000302_27.0419.C34 

Strand' + 

End . 1133 

Method TBLASTX : Soybean 

End 1108 

Score ■ 185 



Seq. No. 54463 

Gene No. 11422,4 

Start 570 

Name OJ000302_27 . 04 1 9 . C35 . ol . gs 

Start 570 

GI none 

Exons 570.. 703 



Seq: ID OJ000302_27.0419.C35 

Strand 

End 703 

Method GENSCAN 

End 703 

Score .45 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54464 
114225 
1 

OJ000302_27.0419.C36.ol.np 
1 

1352186 
1..30, 164. .1573 

ALLENE OXIDE SYNTHASE PRECURSOR (HYDROPEROXIDE DEHYDRASE) 
(CYTOCHROME P450 74A) gi 1404866 (U00428) allene oxide synthase 
[Linum usitatissimum] 



Seq. ID OJ000302_27.0419.C36 

Strand ■ + 

End 1576 

Method AAT/NAP 

End 1573 

Score 1512 



54464 

114225 

1 

OJ000302_27.0419.C36.ol.gs 
38 

none 

.38. . 1576 



Seq. ID OJ000302_27.0419.C36 

Strand + 

End 1576 

Method GENSCAN 

End 1576 

Score 1 



Seq. No. 
Gene No. 
Start 



54464 

114225 

1 



Seq, ID OJ000302_27.0419.C36 
Strand + 
End 1576 



55085 



til 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000302_27 . 04 19 . C36 . ol . gp Method AAT/GAP 
297 End 622 

3762301 Score 523 

297. .622 

1352186/sp|P48417|CP74_LINUS 5.0e-19 ALLENE OXIDE ' SYNTHASE 
PRECURSOR (HYDROPEROXIDE DEHYDRASE) (CYTOCHROME P450 74A) 
>gi_404866 (U00428) allene oxide synthase [Linum usitatissimum] 



54464 Seq. ID 

114225 Strand 
1 End 
OJ000302_27.0419.C36.o2.gp Method 
823 End 
21396_1.R1084 Score 
823. .1284 

' 1352186/spl P48417 |CP74_LINUS 2.0e-46 ALLENE OXIDE SYNTHASE 
PRECURSOR (HYDROPEROXIDE DEHYDRASE) (CYTOCHROME P450 74A) 
>gi_404866 (U00428) allene oxide synthase [Linum usitatissimum] ' 



OJ000302_27.0419.C36 
+ 

1576 
AAT/GAP 
1284 
799 



54464 Seq. ID 

114226 Strand 
1484 End 
OJ000302_27. 0419.C36.o2.tw Method 
38 End 
none Score 

38. .79, 101. .247 



OJ000302_27.0419.C36 
+ 

1709 

TBLASTX: Wheat 

247 

40 



27.0419.C36 



54464 Seq. ID 

114226 Strand 

1484 End 

OJ000302__27 . 04 19 . C36 . ol . ts Method 

167 End 

none Score 
167. .271, 256. .333, 257. .352, 323. .1576, 382. .522, 619. .813, 
955. .1437, 1516.-. 1572 



OJ000302 
+ 

1709 

TBLASTX: Soybean 

1576 

104 



54464 Seq. ID 

114226 Strand 

1484 End 

OJ000302_27 . 0419 . C36 . ol . tc Method 

170 End 

none Score 

170. .271, 256. .522, 257. .646, 632. .721, 677. .913, 694. .825, 
905. .1594, 955. .1587 



OJ000302_27 .0419.C36 

4- 

1709 

TBLASTX: Cress 
1594 
114 



Seq. No. 54464 Seq. ID 

Gene No. 114226 Strand 

Start 1484 End 

Name OJ000302_27 . 0419 . C36 . ol . tm Method 

Start 179 End 

GI none Score 
Exons 



OJ000302_27.0419.C36 
+ 

1709 

TBLASTX: Maize 
1444 

85 " 



179. .256, -242. 
1322. .1444 



,1309, 256. .825, 848. .1099, 955. .1308, 1321. .1437, 



Seq. No. 
Gene No. 
Start 



54464 

114226 

1484 



Seq. ID OJ000302_27.0419.C36 
Strand + 
End 1709 



'55086 



Name 

Start 

GI 

Exons 



OJ000302_27.0419.C36.ol.tw Method 

779 End 

none Score 
779. ,1174, 955. .1173 * • 



TBLASTX: Wheat 

1174 

336 



Seq. No. 54464 Seq. ID 

Gene No. 114226 Strand 

Start 1484 End 

Name OJ000302_27 . 04 19 .'C36 . o3 . gp Method 

Start 1484 End 

GI 3767473 Score 

Exons 1484 . . 1709 



OJ000302_27.0419.C36 

-I- . , 

1709 

AAT/GAP 

1709 

420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54465 Seq. ID OJ000302_27 . 04 1 9 . C37 

114227 Strand + 

705 End 1393 

OJ000302_27 .0419.C37.ol.gp Method AAT/GAP 

705 End 1393 

300_11.R1084 Score 1329 

705. . 1393 

' 1352186/spl P48417 rCP74_LINUS 5.0e-19 ALLENE OXIDE SYNTHASE' 
PRECURSOR (HYDROPEROXIDE DEHYDRASE) (CYTOCHROME P450 74A) 
>gi_404866 {U00428) allene oxide synthase [Linum usitatissimum] 



C3 

5:1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54465 Seq. ID 

114228 Strand 

991 End 
OJ000302_27 .0419. C37 . ol . gs Method 

991 End 

none Score 
991. .1395 



OJ000302_27.0419.C37 

1395 
GENSCAN 
1395 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



54465 Seq. ID OJ000302_27 . 04 19 . C37 

114228 Strand 

991 End 1395 

OJ000302_27 .0419.C37.ol.np Method AAT/NAP 

994 . End 1395 

130946 Score 715 

994. .1395 

10 KD PROLAMIN PRECURSOR gi | 824 51 | pir | | S082 19 prolamin, lOK, 
precursor - rice gi 120296 |emb|CAA34 926 | (X17074) prolamin (AA 
1-134) [Oryza sativa] gi | 20308 | emb | CAA33301 | (X15231) 10 kD 
prolamin [Oryza sativa] ■ gi | 551659 I emb I CAA57 4 95 | (X81970) lOKD 
prolamin [Oryza sativa] gi 1556405 (L36604) prolamin [Oryza 
sativa] gi 1556407 (L36605) prolamin [Oryza sativa] gi | 22 6932 | prf 

Seq. ID OJ000302_27.0419.C37 



54465 
114229 
1384 

OJ000302_27 .0419. C37 . o2 . gp 
1384 
2799723 
1384 . . 1453 

20295/emb 1X17074 I OSPROlO 2.0e-24 Rice DNA for lOkDa prolamin 



Strand 
End 

Method 

End 

Score 



1453 
AAT/GAP 
1453 
83 



54465 
114230 



Seq. ID 
Strand 



OJ000302 27.0419.C37 



55087 



O L. d i. L. 


^ ^ J. 




End 


4282 




0.7000^09 97 


04 1 Q r^7 n9 


gs Method 


GENSCAN 


04- -a 


9 Q1 Q ~~ 

^ -7 ± ^ 




End 


4273 








Score 


.71 




9Q1 Q "^nns 


^9nn ^977 


3352.. 3446, 4153.. 4273. 




J *i U w) 




Seq. ID 


OJ000302_27.0419.C37 


Gene No. 


114230 




Strand 




Start 


2919 




End 


4282 


Name 


OJ000302 27 


.04i9.C37.o3. 


gp Method 


AAT/GAP 


Start 


3847 




End 


4282 


GI 


2431196 




Score 


820 


Exons 


3847. .4282 








GI Descrip. 


100642/pir 1 


IS12453 8.0e- 


14 prolamin - 


long-staminate rice 



(X51488) prolamin [Oryza 



>gi_437 9327_emb_CAA35855_ 
longistaminata] 

Seq. No. 54465 
Gene No. 114230 
Start 2919 

Name OJ000302_27 . 04 19 . C37 . o2 . np 

Start 3869 
GI 130946 
Exons 3869. .4273 

GI Descrip. 10 KD PROLAMIN PRECURSOR gi | 82451 | pir | | S08219 prolamin, lOK, 
precursor - rice gi 1 20296 I emb | CAA34 92 6 | (X17074) prolamin (AA 
1-134) [Oryza sativa] gi | 20308 | emb | CAA33301 | (X15231) 10 kD 
prolamin [Oryza sativa] gi | 551659 | emb | CAA574 95 | (X81970) lOKD 
prolamin [Oryza sativa] gi 1556405 (L36604) prolamin [Oryza 
sativa] gi 1556407 (L36605) prolamin [Oryza sativa] gi | 22 6932 | prf 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_27.0419.C37 

4282 
AAT/NAP 
4273 
477 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54466 Seq. ID 

114231 Strand 

268 End 
OJ000302_27 . 0419 . C38 . ol . gs Method 

268 End •. 

none Score 

268. .383, 700. .709' 



OJ000302_27.0419.C38 
822 

GENSCAN 

709 

-.47 



OJ000302 27.0419.C38 



54466 Seq. ID 

114231 Strand 
268 End 822 

OJ000302_27 .0419. C38 . ol . np Method AAT/NAP 
422 End 822 

130946 . Score • 499 

422. .822 

10 KD PROLAMIN PRECURSOR gi | 824 51 | pir | | S082 1 9 prolamin, lOK, 
precursor - rice gi | 202 96 | emb | CAA34 926 | (X17074) prolamin (AA 
1-134) [Oryza sativa] gi | 20308 | emb | CAA33301 | (X15231) 10 kD 
prolamin [Oryza sativa] gi | 551659 | emb | CAA574 95 | (X81970) lOKD 
prolamin [Oryza sativa] git 556405 (L36604) prolamin [Oryza 
sativa] gi|556407 (L36605 )' prolamin [Oryza sativa] gi | 22 6932 | prf 



Seq. No. 54467 

Gene No. 114232 

Start 1 

Name OJ000302_27 . 04 19 . C4 0 . ol . np 



Seq. ID OJ000302_27.0419,C40 

Strand '+ 

End 1849 

Method AAT/NAP 



55088 




start 


1 




End 


1849 


GI 


5916445 




Score 


346 


F.xons 

l-J \^ 1 i ^ 


1..217, 437. .713, 1598.. 


18;4 9 








(AC007 633) putative protein 


[Arabidopsis thaliana] 


Qprr Mr) 


54467 




Seq. ID 


OJ000302_27.0419.C40 


Gsne Nov 


114232 




Strand 


'+ 


Start 


1 




End 


1849 


Name 


OJ000302 27.0419.C40.ol. 


gp 


Method 


AAT/GAP 


Start 


60 




End 


498 


GI 


LIB34 7 4-006-P1-K1-C6 




Score 


387 


P von ^ 


60. .217, 437. .498 








(nT Dp <^ p t" 1 d 


•3461817 8.0e-31 (AC004138) 


unknown protein [Arabidopsis 




t hr5 1 i ri rirJ 1 ' 

1 1 ^ ^ Gi 1 1 U J 








Seq. No. . 


544 67 




Seq. ID 


OJ000302 27 0419 040 


Gene No. 


114232 




Strand 


-1- 


Start 


1 




End 


184 9 


Name 


OLTnOO'^02 27 0419 C40 ol 


gs 


Method 




Start 






End 


1 ft 4 ft 

X O *! o 


GI 


none 




Score 


.92 


F, von 


62. .217, 437. ,713, 1610. 


.1848 




o t:: ^ • i>n^ • 


S44 67 
^ *i 1 \j f 




Seq. ID 


OJ000302 27 0419 C40 


Gene No. 


114233 




Strand 




Start 


3085 




End 


3550 


Name 


OJ000302 27 0419 C40 ol 


ts 


Method 


TBLASTX ' Sovbean 




1 ~ 

X ^ -.J 




End 


vj X O 


ox 


none 




Score 


95. 


R von 


155.. 220, 158.. 223, 166. 


.222 


, 434. .613, 


446. .541, 447. .614, 




448 . . 615 








O C • LM*^^ • 


544 67 




Seq. ID 


OJ000302_27.0419.C40 


Gene No. 


X X *i ^ ^ .J 




Strand 




Start 


3085 




End 


3550 . 


Name 




tm 


Method 


TBLASTX: Maize ' 


Start 


434 ~ 




End 


1796 


GI " 


none 




Score 


374 


F*. V o n s 


434. .712, 442. .711, 444. 


.716 


, 444 . . 731, 


445. .729, 1581. .175^ 




1609. .1758, 1762. .1794, 


1764 


. .1796 




Seq. No. 


54467 




Seq. ID 


OJ000302_27.0419.C40 


Gene No. 


114233 




Strand 




Start 


3085 




End 


3550 


Name 


Oj000302 27.0419.C40.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


434 




End 


1722 


\j J. 


none 




Score 


180 


F*. V o n Q 


434. .682, 457. .612, 1594 


..1722, 1596. .1721, 1657. .1722 


Seq. No. 


54467 




Seq. ID 


OJ000302_27.0419.C40 


Gene No. 


114233 




Strand 




Start 


3085 




End 


3550 


Name 


OJ000302 27.0419.C40.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1608 




End 


1844 


GI 


none 




Score 


216 


Exons 


1608. . 1742, 1609. . 1749, 


1747 


. .1830, 1764 . .1844 



55089 



si 



Seq. No. 


54467 






Seq. ID 


OJ000302 


_27.0419.C40 


Gene No. 


114233 






Strand 








OU 0 0 






hina 






Name 




U 4 1 y f,b4 U . Oz 




Method 


T? M C O 7\ M 

bhjJNbbAlM 












Cjna - 


'i c: c: n 






none 






Score 


QQ 

. yy 




Exons 


JUOD. .JDDU 












Seq. No-. 


54468 






Seq. ID 


OJ000302_ 


_27.0419.C41 


Gene No. 


114234 






Strand 


+ 




o L.air u 


1 -3 y u 






Hino 


fi J U D 




Name 


UdUUUJU^ ^ / . 


U4 i y . b4 1 . Ol 


. gs 


Method 


btjNbbAiN 




orart 


1 "3 Q n 
1 jy U 






bna 


4 ou b 




T 


none 






Score 






Exons 




4 i y u . . 4 OU D 










oeq . NO . 


D 4 4 Do 






beq . 1 u 


UJ uuuouz 


^/.U4iy.b41 


Gene No. 


114234 






Strand 


+ 




Start 


1390 






End 


4306 


- 


Name 


OJ000302 27. 


041'9.C41.ol 


.np 


Method 


AAT/NAP 




Start 


3378 






End 


3461 




T 
bi 


6721547 






Score 


77 




Exons 


3378. .3461 












GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib 


( ABUlo4 4 o ) 


Seq. No. 


54469 






Seq. ID 


OJ000302_ 


_27.0419.C42 


Gene No. 


114235 






Strand 


+ 




b rar u 


2352 






End 


3872 




Name 


OJ000302 27. 


0419.C42.ol 


gs 


Method 


GENS CAN 




b tart 


2352 






End 


3844 






none 






Score 


.77 




Exons 


2352. .2446, 


2535. .2604, 


2734. 


.2817, 3157. .3303, 


3408. .3844 


beq. No. 


54469 






Seq.. ID 


OJ000302_ 


_27.0419.C42 


bene No . 


114235 






Strand 


+ 




Start 


2352 






End 


3872 




Name 


OJ000302 27. 


0419.C42.ol. 


tm-. 


Method 


TBLASTX: Maize 


C 4- >-4- 

brarr 


2528 






End 


3529 




bi 


none 






Score 


60 




Exons 


2528. .2602, 


2530. .2598, 


2703. 


.2816, 2734. .2832, 


3178. .3294, 




3180. .3257, 


3348. .3479, 


3405. 


.3473, 3473. .3508, 


3474. .3509, 




3503. .3529 












beq. iNo. 


54469 






Seq." ID 


OJ000302_ 


_27.0419.C42 




114235 






Strand 


+ 




Start 


2352 






End 


3872 




Name 


OJ000302 27. 


0419.C42.ol. 


np 


Method 


AAT/NAP 




Start 


•3157 






End ' 


3872 




GI 


7486263 






Score 


122 




Exons 


3157. .3303, 


3406. .3533, 


3827. 


.3872 






GI Descrip. 


hypothetical 


protein F27L4.12 


- Arabidopsis thaliana 



gi|3152613|gb|AAC17092.1| (AC004482) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



54469 

114235 

2352 



Seq. ID OJ000302_27.0419.C42 
Strand + 
End 3872 



55090 



Name 

Start 

GI 

Exons 



OJ000302_27.0419.C42.o2.tm Method 
3614 End 
none Score 



TBLASTX: Maize 

3860 

136 



3614.. 3784, 3615.. 3785, -3779.. 3823, 3780.. 3824, 3809.. 3856, 
3810.. 3860 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



54470 
114236 
1 ..•• 
'OJ000302_27.0419.C43.ol.np 
1 

7486263 



Seq. ID OJ000302_27. 0419. 043 

Strand + 

End 2003 

Method AAT/NAP 

End 1873 

Score 668 



1..296, 327. .398, 495. .618, 712. .771, 866. .952, 1062. .1199, 
1574. .1873 

hypothetical protein F27L4.12 - Arabidopsis thaliana 

gi I 3152613 I gbl AAC17092.il (AC004482) hypothetical protein 

[Arabidopsis thaliana] 



oeq . iNo . 


c; yl /l "7 n 
D fl 41 / U 








Seq. ID 


OJ000302_27 .0419.C4 3 


Gene No . 


1 1 / o Q 








Strand 


+ 


btar t 


1 








End 


2003 


Name 




27 


.0419. 


C4 3.o2.tm 


Method 


TBLASTX: Maize 


C 4- -1 -v-t- 

otart • 










End 


162 


Grl 


none 








Score 


228 


Exons 


15. . 161, 


16 


. . 162, 


17. .160 






beq . No . 


o 4 4 / U 








Seq. ID 


OJ000302_27.0419.C43 


Gene No . 










Strand 


+ 


Start 


1 








End 


2003 


Name 


UJUUU JU^i 


27 


0419. 


C43.o2.ts 


Method 


TBLASTX : Soybean 


b car c 


4 0 








End 


404 


bl 


none 








Score 


175 


TT* V t~\ c 


45. .182, 


47 


. 163, 


75. .182, 242. .370, 243. .404, 304. .387 


Seq. No. 


54470 








Seq. ID 


OJ000302_27. 0419. 043 


Gene No. 


114236 








Strand 


+ 


Start 


1 








End 


2003 . 


Name 


OJ000302 


27 


0419. 


C43.ol.gs 


Method 


GENSCAN 


Start 


120 








End 


1888 


GI 


none 








Score 


.75 


Exons 


120. . 424, 


519. .61 


8, 712. .771, 


866. ,952, 


1062. .1199, 1574. . 1 


Seq. No.' 


54470 








Seq. ID 


OJ000302_27. 0419. 043 


Gene No. 


114236 








Strand 


+ 


Start 


1 








End 


2003 


Name 


OJ000302 


27, 


0419. 


C43.03. tm 


Method 


TBLASTX: Maize 


Start 


300 








End 


431 


GI 


none 








Score 


204 


Exons 


300. .425, 


300. .431, 301. .426 






Seq. No. 


54470 








Seq. ID 


OJ000302_27 .0419.043 


Gene No. 


114236 








Strand 


+ 


Start 


1 








End 


2003 


Name 


OJ000302 


27. 


0419. 


C43.01. ts 


Method 


TBLASTX : Soybean 


Start 


1133 








End 


1867 


GI 


none 








Score 


91 


Exons 


1133. .1201, 


1134 . 


.1202, 1151. 


.1210, 1541. .1693, 1573. .1863, 



1888 



55091 



1574. .1867 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54470 

114236 

1- 

OJ000302_27.0419.C4 3.ol.tm 

1579 

none 



Seq. ID OJ000302_27.0419.C43 

Strand + 

End 2003 

Method TBLASTX : Mai ze 

End 2003 

Score 336 



1579. .1794, 1580. .1807, 1580. .1801, 1772. .1888, 1802. .1888, 
1965. .2003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54471 
114237 
1 

OJ000302_27.0419.C4 5.ol.np 
1 

6815115 
1. .1167 

{AB037543) ATP synthase beta subunit [Oryza sativa] 



Seq. ID OJ000302_27. 0419. 045 

Strand -i- 

End 4323 

Method AAT/NAP 

End 1167 

Score 1766 



54471 

114237 

1 

OJ000302_27 .0419.C4 5.ol..gs 

75 

none 



Seq. ID OJ000302 27.0419.C45 



Strand 
End 

Method 

End 

Score 



+ 

4323 
GENSCAN 
3978 
.45 



75. .925, 1294. .1475, 1783. .1849, 3106 .. 3459, 3839 .. 397^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54471 Seq. ID OJ000302_ 

114237 Strand + 

1 End 4323 

OJ000302_27 . 04 19 . C4 5 . o2 . np Method AAT/NAP 

1167 End 1577 

114601 Score 696 
1167. .1577 
ATP SYNTHASE 
ATP synthase 



27.0419.C45 



EPSILON 
(EC 3.6. 



CHAIN 
1.34) 



gil 678 68|pir I | PWRZE H+-transporting 
epsilon chain. - rice chloroplast 
gi|11990|emb|CAA34002| (X15901) atpE; ATPase epsilon subunit 
[Oryza sativa] gi 1343204 (M31464) atpE gene product [Oryza 
sativa] gi | 226611 | prf | | 1603356AH ATPase epsilon [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No'. 
Gene No. 
Start 
Name 



54471 Seq. ID OJ000302_27 . 04 19 . C4 5 

114237 Strand + 

1 End 4323 

OJ000302_27 . 0419.C45.o3.np Method AAT/NAP 

1782 End 2981 

7459557 Score 583 

1782. .1901, 2637. .2981 

hypothetical protein 155 - rice mitochondrion 

gi|2145457|emb|CAA73805.1| (Y13378) hypothetical protein [Oryza 
sativa] gi | 2145459 | emb | CAA73806 . 1 | (Y13379) hypothetical protein 
[Oryza sativa] 



54471 Seq. ID 

114237 Strand 

1 End 

OJ000302_27.0419.C45.o4 .np Method 



OJ000302_27.0419.C45 

+ 

4323 
AAT/NAP 



55092 



start 
GI 

Exons 

GI. Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3063 End 4323 

485862 Score 417 
3063.. 3390, 4265.. 4323 

(X75036) NADH dehydrogenase [Triticum aestivum] 



54471 

114238 

4224 

OJ000302_27..0419.C45.ol.tc 
35 

none 



Seq. ID OJ000302_27.0419.C45 

Strand + 

End 4323 

Method TBLASTX : Cress 

End 1660 

Score 190 



35. .928, 36. .242, 37. .954, 333. .953, 1011. .1355, 1011. .1334, 
1322. .1405, 1326. .1565, 1332. .1493, 1336. .1566, 1336. .1500, 
1490. .1660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54471 

114238 

4224 

OJ000302_27.0419.C45.ol.tm 
36 

none 



Seq. ID OJ000302_27.0419.C45 

Strand + 

End 4323"^ 

Method TBLASTX: Maize 

End 1139 

Score 399 



36. .248, 37. .339, 115. .357, 358. .954, 358. .714, 369. .953, 
754.. 1050, 1011.. 1139, 1012. .1134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



54471 

114238 

4224 

OJ000302_27 .0419.C4 5.o2..ts 
36 

none 



Seq. ID OJ000302_27,0419.C45 

Strand .+ 

End 4323 

Method TBLASTX : Soybean 

End 268 

Score ■ 196 



36. .251, 36. .266, 37. .267, 37. .267, 38. .268 



54471 

114238 

4224 

OJ000302_27.0419.C4 5.ol. tw 
36 

none 



Seq. ID OJ000302_27.0419.C45 
Strand + 
End 4323 

Method . TBLASTX: Wheat 
End 639 
^ -Score 207 

36. .221, 37. .207, 232. .270, 277. .339, 358. .639, 364. .633, 
369. .638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54471 

114238 

4224 

OJ000302_27.0419.C4 5.ol.ts 

269 

none 



Seq. ID OJ000302_27.0419.C45 
■ Strand + 
End 4323 
Method TBLASTX : Soybean 
End 1566 
Score 348- 

269. .595, 269. .913, 271. .954, 333. .953, 794. .955, 1011. .1565, 
1011. .1475, 1015... 1482, 1177. . 1566, 1490. .1564 



Seq. No. 54471 

Gene No. 114238 

Start 4224 

Name " OJ000302_27 . 0419 .C45 . o3. tw 

Start 727 

GI none 
Exons 



Seq. ID OJ000302_27.0419.C45 

Strand + 

End 4323 

Method TBLASTX: Wheat 

End 1107 

Score 269 



727. .954, 750. .953, 1011. .110.6, 1012. ,1107 



55093 



Seq. No. 54471 

Gene No. 114238 

Start 4224 

Name • OJ000302_27 . 04 19 . C45 . o3 . tm 

Start 1243 

GI none 

Exons 1243.. 1290, 1243.. 1290, 
1297.. 1587, 1490.. 1627 



Seq. ID OJ000302_27.0419.C45 

Strand + 

End 4323 

Method TBLASTX : Mai ze 

End 1627 

Score 72 
1244. .1312, 1280. .1405, 1297. .1626, 



Seq. No. 54471 

Gene No. 114238 

Start 4224 

Name OJ000302_27 . 04 19 . C45 . o2 . tm 

Start 1795 

GI none 

Exons 1795. .1860, 1845. .2099, 1892. .2098, 2093. .2146, 2094. .2426, 
2095. .2427, 2096. .2425 



Seq. ID OJ000302_27.0419.C45 

Strand + 

End 4323 

Method TBLASTX: Maize 

End 2427 

Score 51 



i y 

£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54471 

114238 

4224 

OJ000302_27.0419.C4 5.o3.ts 

1935 

none 

1935. .2000, 1943. .2002, 1946. 
2199.. 2234', 2199.. 2234, 2236. 
2282. .2395, 2314. .2412, 2322. 
2446. .2520, 2454. .2540, 2458. 
2500. .2604, 2515. .2601, 2516. 



Seq. ID OJ000302_27.0419.C45 

Strand + 

End 4323 

Method TBLASTX : Soybean 

End 2604 

Score 83 

.2017,. 2073. .2105, 2075. .2104, 
.2304, 2244. .2276, 2258. .2329, 
.2396, 2331. .2465, 2418. .2447, 
.2532, 2484. .2603, 2499. .2564, 
.2602 



Seq. No. 54471 
Gene No. 114238 
Start 4224 

Name OJ000302_27 . 04 19 . C45 . o2 . tc 

Start 2027 
GI none ■ ■ ■ 

Exons * 2027. .2065, 

2322. .2384, 

2458. .2520, 



2075. .2104, 2111. 
2343. .2381, 2412. 
2514. .2555, 2514. 



Seq. ID OJ000302_27.0419.C45 

Strand + 

End 4323 

Method TBLASTX : Cress 

End 2583 

Score 44 

.2335, 2172. .2237, 2222. .2329, 
.2462, 2443. .2520, 2448. .2519, 
.2564, 2515. .2583, 2516. .2581. 



Seq. No. 54471 

Gene No. 114238 

Start 4224 

Name OJ000302_27 . 04 19 . C45 . o4 . tm 

Start 2512 

GI none 

Exons 2512. .2625,- 2512. .2622, 2513. 



Seq. ID OJ000302_27.0419.C45 

Strand +■ 

End 4323 

Method TBLASTX: Maize 

End 2625 

Score 175 
.2623 



Seq. No. 54471 Seq. ID 

Gene No. 114238 Strand 

Start 4224 End 

Name OJ000302_27 . 04 19 . C45 . o2 . tw Method 

Start 2792 End 

GI none Score 

Exons 2792.. 3031, 2792.. 3031 



OJ000302_27.0419.C45 
+ 

4323 

TBLASTX: Wheat 

3031 

382 



55094 



Seq. No. 54471 Seq. ID 

Gene No. 114238 Strand 

Start .4224 End 

Name OJ000302_27 . 04 19 . C45 . o4 . ts Method 

Start 3117 End . 

GI none Score 

Exons 3117.. 3389 



OJ000302_27.0419.C45 
+ 

4323 

TBLASTX: Soybean 

3389 

181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54471 

114238 

4224 

OJ000302_ 
4224 
82227 
4224. .432 
hypotheti 
gii 117861 
75 [Nicot 
hypotheti 
75; put at 
(200044) 
gi|225251 



27.0419.C45.o5.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_ 
+ 

4323 
AAT/NAP 
4323 
104 



27.0419.C45 



cal protein 75 - common tobacco chloroplast 

emb|CAA26288 I (X02441) unidentified . reading frame ORF 

iana tabacum] gi 1 11880 | emb | CAA77393 ] (Z00044). 

cal protein' [Nicotiana tabacum] gi|473681 (M23767) ORF 

ive [Nicotiana tabacum] gx | 1223679 | emb | CAA77400 | 

hypothetical protein [Nicotiana tabacum] 

Iprf I I1211235CK ORF 75 [Ni 



l"3 



Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■54472. Seq. ID 

114239 Strand 
1 End 
OJ000302_27 . 04 19 . C4 6 . ol . gp Method 
1 End 
1629_2,R1084 Score 
1. .60 

•1245217/gb|U49840|OSU49840 l.Oe-170 Oryza sativa subsp. indica 
large ribosomal RNA gene, chloroplast gene encoding chloroplast 
rRNA, partial sequence* 



OJ000302_27.0419.C46 

+ - 

60 

AAT/GAP 

60 

98 



54472 Seq. ID 

114240 Strand 

98 - ■ End 

OJ000302_27.0419.C4 6.ol.tc Method 

98 End 

none Score 

98. .277, 100. .276, 101. .295, 252. .359, 
407. .454, 416. .454 



OJ000302_27.0419.C46 
454 

TBLASTX: Cress 

454 

291 

252. .344, 278. .355, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54472 Seq. ID 

114241 Strand 

391 End 

OJ000302_27.0419.C4 6.ol.tm Method 

391 End 

none Score 



391. .606, 396. .605, 400. 
603. .740, 604 . .741 



,606, 407. .688 



OJ000302_27.0419.C46 
764 

TBLASTX: Maize 

741 

338 

. 595. .729, 597. .731, 



Seq. No. 54472 Seq. ID 

Gene No. 114241 Strand 

Start 391 End 

Name OJ000302_27 . 04 19 . C4 6 . o2 . tw Method 

Start 402 End 



OJ000302_27.0419.C46 
764 

TBLASTX: Wheat 
527 



55095 



GI none 

Exons 402.. 527, 403.. 525 

Seq. No. 54472 
Gene No. • 114241 

Start 391 

Name OJ000302_27 . 04 19 . 04 6 . ol . tw 

Start 528 

GI none 
Exons 



Score 212 



Seq. ID OJ000302_27 .0419.046 

Strand 

End 764 

Method TBLASTX : Wheat 

End 764 

Score 103 



528. 
593. 



.599, 528, 
.763 



.599, 529. .600, 529. .606, 588. .764, 592. .762, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI • 
* Exons 

GI Descrip. 



54473 Seq. ID OJ000302_27 . 04 19 . 048 

114242 Strand 

142 End 210 

OJ000302_27 . 04 1 9 . 048 . ol . np Method AAT/NAP 

142' End 210 

82521 Score 112 

142.. 210'^ 

hypothetical 2.5K protein (trnR-rpsl5 intergenic region) - rice 
chloroplast gi | 2130153 | pir | | S58624 hypothetical protein -23 - 
maize chloroplast gi | 12043 | emb | OAA3394 6 | (X15901) ORF23 [Oryza 
sativa] gi | 12059 | emb | CAA33914 | (X15901) ORF23 [Oryza sativa] 
gil 902278|emb|OAA60343| {X86563) ORF23 [Zea mays] 
gil 902293|emb|OAA60357 I (X86563) ORF23 [Zea mays] 
gi|226662|prf I I 1603356ON ORF 



Seq. No. 54473 

Gene No. 114243 

Start 210 

Name OJ000302_27 . 04 19 . 04 8 . ol . ts 

Start 164 

GI none 

Exons 164. .247, 166. .246, 250. .336, 
435. .485, 437. .487 

Seq. No. -.54473 

U Gene No. 114243 

li start 210 

□ .Name OJ000302_27 . 04 19 . 04 8 . ol . tm 

C3 Start 178 

GI none 

Exons 



Seq. ID OJ000302_27. 0419. 048 

Strand 

End 4 87 

Method TBLASTX : Soybean 

End 487 

Score 79 

251. .337, 251. .340, 253. .342, 



Seq. ID OJ000302_27. 0419. 048 

Strand 

End 4 87 

Method TBLASTX : Maize 

End 4 58 

Score 104 



178. .252, 179. .250, 179. .253, 180 .. 275, 220 .. 4 56, 231. .458, 
232. .456, 249. .458 



Seq. No. 

Gene No. ^ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



54473 Seq. ID 

114243 . Strand 

210 End 
OJ000302_27 . 04 19 . 048 . o2 . np Method 

210 End 

1334366 Score 
210. .339 

(X02441) gtg start [Nicotiana tabacum] 



54473 

114244 

419 



Seq. ID 

Strand 

End 



OJ000302_27. 0419. 048 
487 

AAT/NAP 

339 

155 



OJ000302 27.0419.048 



924 



55096 



Nsitie 




Mo-I- VirsH 

rietnoa 


TT5T Zi QTY • P voe e 






4 1 Q ~ 




QOA 






none 


Score 


1 f> 
1 D 




Exons 


41Q 499 AQf^ A^A ^^A 


HOD, . O O O 


c^p 74 7 R7n 


7 4 




^71 7f^R 799 fi9Q 799 P14 

/ZZ..0^7/ /ZZ*.0±fl/ 


7d ft ft 9S 


ft77 Q94 ftft(=; 


Q94 


Seq. No. 


54473 


Seq. ID 


OJ000302__27.0419 


.C48 


Gene No. 


114245 


Strand 








861 


End 


1 H/l 9 




Ncirne 


OJ000302 27.0419.C48.o2.tm 


Method 


1 Dijno I A . lYiai ze 




O La J- L 


861 


End 


1 U ^ 






none 


Score 


9ft T 
z 0 ± 




Exons 


861. .1040, 866.^.1042, 886. .1041 






Seq. No. 


54473 


Seq. ID 


OJ000302_27,0419 


.C48 


Gene No. 


114245 


Strand 






q+- a r-4- 
O Ua J- L 


861 


End 


X U 4 Z 




Ncirne 


OJ000302 27.0419.C48.ol.tw 


Method 


THT Zi CITY • TaTKc^ o^- 






873 


End 


1 04 1 
X U4i X 






none 


Score 


9 ft 0 

z 0 U 






873. .1040, 873. .1040, 877, .1041, 886.. 


1 0 4 1 
X U 4 X 




o e q . iN o . 


54474 


Seq. ID 


0 7000*^09 97 041 Q 


p 0 


Gene No. 


114246 


Strand 






Start 


614 


End 


761 




Nsine 


OJ000302 27.0419.C50.ol.np 


Method 








614 


End 


7 ^^1 
/ DX 




P T 


4416302 


Score 


1 09 
X UZ 




XT' c 


614 . .761 








Kj± uescnp. 


(AF105716) copia-type pol polyprotein 


[ Zea mays J 




O C • IN (J . 


54475 


Seq. ID 


n.T000?99 90 041 Q 


P9 


Gene No. 


114247 


Strand 






Start 


4874 


End 


5796 




Name 


OJ000322 20.0419.C2.ol.np 


Method 


AAT/NAP 




Start 


4874 


End 


5796 




GI 


133999 


Score 


274 




Exons 


4874. .5024, 5402. .5537, 5612. 


.5796 







If GI Descrip. 



CHLOROPLAST 30S RIBOSOMAL PROTEIN S7 gi | 70904 | pir | | R3RZ7 
ribosomal protein S7 - rice chloroplast gi | 12037 | emb | CAA33942 | 
(X15901) ribosomal protein S7 [Oryza sativa] 

gi| 12065|emb|CAA33919| (X159.01) ribosomal protein S7 [Oryza 
sativa] gi | 226657 |prf | | 1603356CH ribosomal protein S7 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54475 Seq. ID 

114248 Strand 

2513 End 

OJ000322_20 . 04 19 . C2 . o2 . gs Method 

2513 End 

none Score 



OJ000322_20.0419.C2 

4166 
GENSCAN 
4166 
.95 



2513. .2788, 3146. .3499, 3578. .3738, 3818. .4166 



Seq. No. 54475 Seq. ID 

Gene No. 114249 Strand 

Start 8179 End 

Name OJ000322 20 . 04 19 . C2 . o2 . tc Method 



OJ000322_20:0419.C2 
8653 

TBLASTX: Cress 



55097 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5441 End 5924 

none Score 4 6 

5441. .5488, 5455. .5487, 5496. .5522, 5538. .5561, 5565. .5630, 

5594. .5773, 5595.. 5735, 5596 .. 5742, ' 5719 .. 5820, 5720. .5800, 

5755. .5814, 5756. .5830, 5815. .5910, 5822. .5890, 5895.-5924 



54475 

114249 

8179 

OJ000322_20. 
5441 
none 
5441. 
5538, 
5566. 
5719. 
5819. 



0419.C2.o2.tm 



.5494, 
,5570, 
,5595, 
,5829, 
,5986, 



End 

Method 
End 
Score 

5455.. 5496, 5460.. 5522, 5491 
5538.. 5567, 5547.. 5630, 5549 
5582.. 5743, 5595.. 5744, 5595 
5720.. 5821, 5756.. 5842, 5757 
5822.. 5980, 5824.. 5982, 5826 



Seq. ID OJ000322_20.0419.C2 
Strand 

8653 

TBLASTX: Maize 
6008 
67 

5520, 5493.. 5522, 
5614, 5563.. 5736, 
5744, 5596. .5745, 
5822, 5815.. 5982, 
6008 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54475 

114249 

8179 

OJ000322_20.0419.C2.o2.ts 

5441 

none 

5441. .5485, 5455. 
5596. .5742, 5723. 
5822. 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000322_20.0419.C2 
8653 

TBLASTX: Soybean 

5986 

42 



,5484, 5496. .5522, 5589. .5735, 5595. .5735, 
,5815, 5755.. 5820, 5756.. 5830, 5815.. 5919, 



.5944, 5891.. 5926, 5895.. 5930, 5957.. 5986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



54475 

114249 

8179 

OJ000322_20.0419.C2.ol.tc 

8179 

none 



Seq'. ID. OJ000322_20.0419.C2 
Strand 

End 8653 

Method TBLASTX : Cress 

End 8551 

Score 210 



8179. .8415, 8189. .8419, 8428. .8550, 8429. .8551 

54475 Seq. ID OJ000322_20 . 04 1 9 . C2 

114249 Strand 

8179 End 8653 

OJ000322_20 . 04 19 . C2 . o2 . np Method AAT/NAP 

8179 End 8616 • 

3582339 Score 504 

8179. .8616 

(AC005496) unknown protein [Arabidopsis thaliana] 



54475 

114249 

8179 

OJ000322_20.0419.C2.ol.tm 

8185 

none 

8185. .8589, 8186. .8590 

54475 

114249 

8179 

OJ000322 20.0419.C2.ol.ts 



Seq. ID OJ000322_20.0419.C2 
Strand 

End 8653 

Method' TBLASTX : Mai ze 

End 8590 

Score 552 



Seq. ID OJ000322_20.0419.C2 
Strand 

End 8653 

Method TBLASTX : Soybean 



55098 



start 
GI 

Exons 



8185 End 8613 

none Score 4 61 

8185. .8550, 8186. .8551, 8560. .8613 



Seq. No. 54475 Seq. ID 

Gene No. 114249 Strand- 

Start 8179 End 

Name OJ000322_20 . 04 19 . C2 . ol . tw Method 

Start 8392 End 

GI none Score 
Exons 



OJ000322_20.0419.C2 
8 653 

TBLASTX: Wheat 

8653 

232 



8392. .8580, 8396. .8569, 8575. .8652, 8576. .8653 



Seq. No. 54476 Seq. ID 

Gene No. 114250 Strand 

Start 1080 End 

Name OJ000322_20 . 04 1 9 . C3 . ol . gs Method 

Start 1080 End 

GI none Score ■ 

Exons 1080.. 1157 



OJ000322_20.0419.C3 
+ 

1157 
GENSCAN 
1157 
.8 



Seq. No. 

Gene No. 

Start 
[j Name 

Start 
It GI 

Exons 



54477 

114251 

229 

OJ000322_20.0419.C4.ol.tm 

224 

none 



Seq. ID OJ000322_20.0419.C4 

Strand + 

End 1454- 

Method TBLASTX: Maize 

End 1454 

Score 120 



224. .313, 226. .312, 1174. .1260, 1176. .1259, 1180. .1266, 
1328. .1432, 1328. .1432, 1371. .1454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54477 

114251 

229 

OJ000322_20.0419.C4.ol.ts 

224 

none 



Seq. ID OJ000322_20.0419.C4 

Strand + 

End 1454 

Method TBLASTX : Soybean 

End 1454 

Score 120 



224. .313, 226. .312, 1174. .1260, 1176. ,1259, 1180. .1266, 
1328. .1432, 1328. .1432, 1371. .1454 



Seq. No. - 54477 Seq. ID 

Gene No. 114251 Strand 

Start 229 End 

Name OJ000322_20 . 04 1 9 . C4 . ol . gs Method 

Start 229 End ' 

GI none Score 

Exons 229.. 311, 1173.. 1260, 1280.. 1429 



OJ000322_20.0419.C4 
+ 

1454 
GENSCAN 
1429 
.74 



Seq. No. 54478 
Gene No: 114252 
Start 1437 

Name OJ000322_20 . 04 19 . C5 . ol 

Start 1437 

GI 37382_1.R1084 

Exons 1437.. 2030, 2171.. 2200 

GI Descrip. ' 153175e/emb | CAA67308 I 

thaliana] >gi_3335360 

thaliana] ' 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_ 
+ 

2200 
AAT/GAP 
2200 
1095 



20. 0419. C5 



3.0e-93 {X98772) AUXl [Arabidopsis 
AC003028) unknown protein [Arabidopsis 



55099 




becj. NO. 


C A A n Q 




beq. xu 


r\Tnnn'599 9n n/iiQ pr 
ujuuujzz zu.u4iy.bo 


Gene No. 


114253 




Strand 




Start 


1805 




End 


2200 


Name 


vjuuuujz^ z u . u 4 1 y , uo . 0^1 . 


np 


LYie unoQ 


n 7\ 'P / M a D 
HI\L / N/\r 




1 on R 
X 0 U 0 




Hjna 


Z Z U U 




fin ^OA Al 




Score 


9*7 1 
Z / X 


Exons 


iQfit^ ono'k 91/11 oonn 








(jri uescnp. 




•±i Ke 


permease 


[AraDXQOpsis tnalianaj 


Seq. No. 


• 54478 




Seq. ID 


OJ000322_20.0419.C5 


Gene No. 


114253 




Strand 






1 Q n 




hjna 


9 9 n n 
zzuu 


Name 


r\'\c\C\C\'^oo oc\ n/iQ pr ,^i 
ujuuuozz z u . u 4 1 y . bo . oi . 


4- 1^ 

lS 


Method 


i oLiAb i A ; boyoean 


b Lam 


1 fiOQ 

1 0 u y 




lijna 


9 n 9 
z u oz 


T 


none 




Score 


9 11 

z 1 1 


Exons 


IPflQ 0C\01 1fl^9 1 Qi 9 


1 Q R R 

1 y 0 0 


9 n 9 
, . z uoz 




Seq. No. 


54478 




Seq. ID 


OJ000322_20.0419.C5 


Gene No. 


114253 




Strand 




brarr 


1 Q n c; 




bna 


9 9 n n 
zzuu 


Name 


ujuuujzz zu.u^iy.bo.oi. 


4- ^ 


Method 


1 rsLiAb i A : bress 


b tar r 


1 Q 0 T 




bnci 


9 n 9 Q 

zuz y 




none 




Score 


1 c: n 
10 U 


Exons 


.lozJ. ,iyiZ/ lofto. ,zuz4. 


1 Q R c; 
1 y DO 


9 n 9 Q 
. . z uz y 




Seq. No. 


54478 




Seq. ID 


OJ000322_20.04i9.C5 


Gene =No. 


114253 




Strand 




C 4- r=» -1-4- 

btar c 


1 Q n c; 




End 


2200 


Name 


vjijuuuozz zu . U4 1 y . bo . 01 . 


4- m 

um 


Method 


TBLASTX: Maize 


btart 






End 


2042 


r' T 


none 




Score 


241 


Exons 


IQTQ IQIO 10*30 On'JQ 

ioJo,.iyiz, iooy..zuoy, 


1 Q C C 

1 yoo 


..2032, 1971. .2042, 1984. .2040 


beq. NO. 






Seq. ID 


OJ000322_20.0419.C6 


bene no . 


1 1 AO^A 
X X 4 Z 0 ft 




Strand 


+ 


C4- =i >-4- 

btar L 


652 




End 


1131 


Name 


OJ000322 20.0419.C6.ol. 


gp 


Method 


AAT/GAP 


Start ■ 


652 




End 


1131 


C T 
bl 


37382 1.R1084 




Score 


•822 


Exons 


652. .1131 








GI Descrip. 


'1531758/emb|CAA67308 | 


3.0e- 


93 {X98772) AUXl [Arabidopsis 




thaliana] >gi 3335360 {AC003028) unknown protein [Arabidops 




thaliana] ' 








Seq. No. 


54479 




Seq. ID 


OJ000322_20.0419.C6 


Gene No. 


114255 




Strand 




C4- ^5 ■K-4- 

btar L 


160 




End 


1122 


Name 


OJ000322 20.0419.C6:ol. 


gs 


Method 


GENSCAN 


btar L 


160 




End 


1115 


bi 


none 




Score 


.6 


Exons 


160. .444, 657. .1115 








Seq. No. 


54479 




Seq. ID 


OJ000322__20.0419.C6 


Gene No. 


114255 




Strand 




Start 


160 




End 


1122 


Name 


OJ000322 20.0419.C6.ol. 


np 


Method 


AAT/NAP 


Start 


645 




End 


1122 



55100 




GI 7485590 Score 703 

Exons 645.. 1122 

GI Descrip. hypothetical protein F16M14.5 - Arabidopsis thaliana 

gi I 1531758 I emb|CAA67308. 1 1. (X98772), AUXl [Arabidopsis thaliana] 
gi|3335360|gb|AAC2716i.l| (AC003028j unknown protein 
[Arabidopsis thaliana] 



Seq. No. 








oeq . 1 u 


ninnn'^oo on n^iQ 




Gene No. 


114255 






Strand 






Start 


160 






End 


1122 




Name 


VJUUUUOZ^ Z U . U 4 X . L-O . 


UZ. . 


LIU 




TRT Z\QTY • M^a i ■70 
1 sDLit\0 i A. . L*la. JL Z c 




Start 


DDI 








0 1 -? 




GI 


none 






Score 






Exons 


c c; 1 ^;qo qiq 


R Q 


. . o 1 y 








Seg. No. 


C /I /I T Q 






oeq . 1 u 






Gene No. 


114255 






strand 






Start 


160 






End 


1122 




Name 


UJUUUoZz ZU.U4Xy.UD. 


Ol . 


L. S 


LYie L noci 


± Dlii-iO i A . ooyucciii 




Start 


aces 
ddU 






t^na 


QQ 1 

y 0 1 




GI 


none 






Score 


'5 '5 7 




Exons 


DDU..yoU, bb4,,yoi 












Seq . No . 


c >l yl T Q 

0 4 4 / y 






oeq . 1 u 


piinnn'^oo on n^iQ 


p^ 


Gene No. 


114255 






. Strand 






Start 


160 






End 


1122 




Name 


PTnnri'ioo on q 
UJUUUoZz zu.U4iy.Ub. 


Ol . 


cC 


LYie Lnoa 






Start 


/ OU 






iiina 


y y 0 




GI 


none 






Score 


0/1/1 

z 4 4 




Exons 


/ou..yyZ/ /3>4i.,yyb 












Seq. No. 


^ A A n Qk 

0 4 4 / y 






oeq. lu 


piTnnn'^oo on n^iQ 
vjuuuujzz zu.u4iy 


P 


Gene No. 


114255 






Strand 






Start 


160 






End 


1122 




Name 


PTnnri'^oo on n^iQ p^ 


Ol . 


L.m 


LYie L.noa 


TRT Z\ QTY • Mja t 70 
1 DljriO i A • ricll Z.C 




Start 


Q o n 






Hino 


T 1 00 
1 1 Z Z 




GI 


none 






Score 


/I /I /I 
4 4 4 




Exons 


QOn 'IIOO QOO 












Seq. No. 


C A A n Ok 

0 4 4 / y 






oeq. lu 


pTnnn'500 on n/ii q 
ujuuuozz zu.u4iy 


P ^ 


Gene No. 


114255 






Strand 






Start . 


160 






End 


1122 




Name 


r^Tnnnooo on n/io pc 


^o 
oz . 


L S 


Method 


i Dii/io i A . oOyDean 




Start 


o o o 

y oz 






hina 


1 1 0 0 

1 IzZ 




GI 


none 






Score 


139 




Exons 


982. .1122, 984. .1121 












Seq. No. 


54479 






Seq. ID 


OJ000322_20.0419 


.C6 


Gene No. 


114255 






Strand 






Start 


160 






End 


1122 




Name 


OJ000322 20. 0419. C6. 


o2. 


tc 


Method 


TBLASTX: Cress 




Start 


996 






End 


1122 




GI 


none 






Score 


145 




Exons 


996,. 1121, 997.. 1122 












Seq. No. 


54480 






Seq. ID 


OJ000322__20.0419 


.C7 


Gene No. 


114256 






Strand 







55101 




start 


1 




End 


2275 


Name 


UJ UUU JZZ zu 


.0419.C7.ol.np 


Method 


AAT/NAP 


b tar u 


i 




End 


1618 




c T c Q >i /IT 




Score 


930 


Exons 


1 Q T 0 n Q 

1 . . y / / zuy . 


.392, 569. .681, 1101. .1285, 


1418.'. 1618 


bi uescrip. 


\ p^Li 1 J / 1 0 y J 


LAXl / AUXl-like permease [Arabidopsis thaliana 


Seq. No. 


54480 




Seq. ID 


OJ000322 20. 0419. 07 


Gene No. 


114256 




Strand 


- 


o rarr 


1 
1 




End 


2275 


Name 




.0419.C7.ol.tc 


Method 


i bLiAb i A : br e s s 


btar r 






End 


382 




none 




Score 


125 


Exons 


z . . 1 UU / 0 , . 


98, 209.. 331, 209. 


.382, 213 


. .356 


Seq. No. 






Seq. ID 


OJ000322 20. 0419, C7 


Gene No. 


114256 




Strand 




• Start 


1 




End 


2275 


Name 


OJ000322 20 


.0419.C7.ol.tm 


Method 


i BLAb i A : Ma 1 z e 


b tar u 


2 




End 


689 




none 




Score 


126 


Exons 


2. .100, 3.. 


98, 56. .100, 198. . 


266, 209. 


.340, 209. .394, 210. 




367. .402, . 557. .661, 569. .682, 


571. .684 


, 571. .684, 636. .689 


Seq. No. 


54480 




Seq. ID 


OJ000322_20.0419.C7 


Gene No. 


114256 




Strand 




btart 


1 




End 


0 0 "7 


Name 


OJ000322 20 


.0419.C7.ol. ts' 


Method 


TBLASTX : Soybean 


Start 


2 




End 


373 


bi 


none 




Score 


103 


Exons 


2. .100, 3.. 


98, 198. .356, 209. 


.373 




Seq. No. 


54480 




Seq. ID 


OJ000322_20.0419.C7 


Gene No. 


114256 




Strand 


- 


btart 


1 




End 


2275 


Name 


OJ000322 20 


.0419.C7.ol.gs 


Method 


GENSCAN 


btar L 


8 




End 


* 1618 . 


bl -Vf 


none 




Score 


.99 


Exons 


8. .97, 209. 


.392, 569. .681, 1101. .1190, 


1418. .1618 


Seq. No. 


54480 




Seq. ID 


OJ000322_20.0419.C7 


Gene No. 


114256 




Strand 


- 


Start 


1 




End 


2275 


Name 


OJ000322 20 


.0419.C7.o2.ts 


Method 


TBLASTX : Soybean 


btart 


640 




End 


1493 


bi 


none 




Score 


62 


Exons 


..:640..684, 641. .682, 1101 .. 1154 ,. 1101 . . 


1151, • 115.4. . 1288, 




■ '1164 . .1286, 


1400. .1489, 1416. 


.1493 




0 e q . IN 0 . 


54480 




Seq. ID 


OJ000322_20.0419.C7 


Gene No. 


114256 




Strand 




Start 


1 




End 


2275 


Name 


OJ000322 20 


.0419. C7 .02. to 


Method 


TBLASTX: Cress 


Start 


1098 




End 


1492 


GI 


none 




Score 


124 


Exons 


1098. .1151, 


1154. .1288, 1155. 


.1286, 1400. .1492, 1401. .1475 



55102 



Seq. No. 


C /I yi Q n 

34 4 0 U 


beq. iu 




bene ,no . 


1 1 4 ^: 3 D 


Strand 




Start 


1 


End 


2275 


Name 


OJ000322 20.0419.C7.ol.gp 


Method 


AAT/GAP 


Start 


1169 


End 


2275 


GI 


34587 1.R1084 


Score 


1520 


Exons 


1169. .1285, 1418. .1648, 1798. 


.2275 




GI Descrip. 


•5881784/emb|CAB55758.1| 2 . Oe 


-26 (AJ249442) putative AUXl-like 




permease [Arabidopsis thaliana] ' 




Seq. No. 




Seq. ID 


OJp00322_20.0419.C7 


Gene No. 


114256 


Strand 




Start 


1 


End 


2275 


Name 


OJ000322 20.0419.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


1191 


End 


1627 


GI 


none 


Score 


137 


Exons 


1191. .1286, 1193. .1288, 1193. 


.1288, 1400. .1492, 1415. .1474, 




1416. .1493, 1538. .1627 






Seqi No. 


54481 


Seq. ID 


OJ000322_20.0419.C8 


Gene No. 


114257 


Strand 


+ 


Start 


396 


End 


919 


Name 


OJ000322--20.0419.C8.ol.gs 


Method 


GENSCAN 


Start 


396 


End 


919 


GI 


none 


Score 


. 0 / 


Exons 


396. .466, 723. .919 






Seq. No. 


54482 


Seq. ID 


OJ000322_20. 0419. CIO 


Gene No. 


114258 


Strand 


+ 


Start 


59 


End 


143 


Name 


OJ000322 20.0419.C10.ol.gs 


Method 


GENSCAN 


Start 


59 


End 


143 


GI 


none 


Score 


.57 


Exons 


59. .143 






Seq. No. 


54483 


Seq. ID 


OJp00322_20.0419.Cll 


Gene No. 


114259 


Strand 




Start" 


649 


End 


2621 


Name 


OJ000322 20.0419.Cll.ol.gs 


Method 


GENSCAN 


Start 


649 


End 


2621 


GI 


none 


Score 


.5 


Exons 


649. .690, 2283. .2621 






Seq. No. 


54484 


Seq. ID 


OJ000322_20.0419.C12 


Gene No. 


114260 


Strand 


+ 


Start 


2323 


End 


3075 


Name 


OJ000322 20.0419.C12,ol.gs 


Method . 


GENSCAN 


Start 


2323 ... ■ 


End 


3075 


GI 


none 


Score 


.5 


Exons 


2323.. 2391, 2397.. 2499, 2673. 


.2766, 2913.. 3024, 3055.. 3075 


Seq. No. 


54484 


Seq. ID 


OJ000322_20.0419.C12 


Gene No. 


114261 


Strand 




Start 


3592 


End 


4557 


Name 


OJ000322 20.0419.C12.o2.gs 


Method 


GENSCAN 


Start 


3592 


End 


4557 


GI 


none 


Score 


.99 



55103 



Exons 



3592.-3905, 4503.. 4557 



Seq. No. 54485 Seq. ID 

Gene. No. 114262 Strand 

Start 476 End 

Name OJ000322_20 .0419. C13 . ol . gs Method 

Start 476 End 

GI none Score 

Exons 476.. 814 



OJ000322__20.0419.C13 
+ 

814 

GENSCAN 

814 

.96 



Seq. No. 54486 Seq. ID 

Gene No. 114263 Strand 

Start 391 End 

Name OJ000322_20 . 0419. C14 , ol . gs Method 

Start 391 End 

GI none Score 

Exons 391.. 519, 584.. 697, 898.. 987 



OJ000322_20.0419.C14 
987 

GENSCAN 

987 

.67 



Seq. No. 54487 Seq. ID 

Gene No. 114264' Strand 

Start 36 ' End 

Name OJ000322_20 . 04 19 . C15 . ol . gs Method 

Start 36 End 

GI none . Score 

Exons 36.. 160, 327.. 483 



OJ000322_20.0419.C15 
+ 

483 

GENSCAN 

483 

.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54487 Seq. ID 

114265 Strand 

2027 End 

OJ000322_20 . 0419. C15 . ol . np Method 

1986 End 

3860251 Score 



OJ000322_20.0419.C15 
+ 

7566 
AAT/NAP 
6503 
1949 



1986. .2615, 2703. .2873, 2999. .3102, 3913. .4048, 4140. .4190, 
4296. .4583, 4881. .5115, 5222. .5508, 6253. .6503 



GI Descrip. (AC005824) putative membrane transporter [Arabidopsis thaliana] 



Seq. No. 54487 
Gene No. 114265 
Start 2027 

Name OJ000322_20 . 04 19 . C15 . o2 . gs 

Start 2027 
GI none 

Exons 2027. .2148, '2208. .2434, 2518. 

4140. .4190, 4296. .4583, 4881, 
7440. .7566 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.2615, -3002 
.5115, 5222 



OJ000322_20.0419.C15 
+ 



7566 
GENSCAN 
7566 
.95 

3102, 
5508, 



3913. 
6285. 



4048, 
6481, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54487 

114266 

6436 

OJ000322_26.0419.C15.o2. 

2517 

none 



ts 



Seq. ID OJ000322_20.0419.C15 
Strand 
End 

Method 
End 
Score 



6903 

TBLASTX: Soybean 

2825 

125 



2517. .2633, 2534. .2608, 2706. .2825, 2717. .2824 



Seq. No. 
Gene No. 
Start 



54487 

114266 

6436 



Seq. ID 

Strand 

End 



OJ000322 20.0419.C15 



6903 



•55104 



Name 

Start 

GI 

Exons 



OJ000322 20.0419.C15.o2.tm 



Method TBLASTX: Maize 



2727 End 4550 

none Score 35 

2727. .2753, 2753. .2854, 2754. .2873, 2984. .3103, 3007. .3105, 

3902. .4048, 3907. .4008, 4134. .4199, 4140. .4214, 4295. .4540, 
4314. .4550 



Seq.No. 54487 

Gene No. 114266 

Start 6436 

Name OJ000322_20 . 0419 . C15 . ol . ts 

Start 4140 

GI none 

Exons 4140.-4211, 4295. .4594, 4314. 

5215. .5430, 5217. .5414, 5281. 



Seq. ID OJ000322_20.0419.C15 
Strand 

End 6903 

Method TBLASTX : Soybean 

End- 54 30 

Score 81 

.4553, 4856. .5119, 4881. .5120, 
.5418 



Seq. No. 54487 

Gene No. 114266 

Start 6436 

Name OJ000322_20 . 04 1 9 . C15 . ol . tm 

Start 4856 

GI none 

Exons 4856.. 5119, 4881.. 5120, 5220. 

5373. .5414,- 5422. .5484 



Seq. ID OJ000322_20.0419.C15 
Strand 

End 6903 

Method TBLASTX : Maize 

End 5484 

Score 260 

.5369, 5221. .5367, 5368.. 5430, 



Seq. No. 


54487 


Seq. ID 


OJ000322_20,0419. 


C15 


Gene No. 


114266 


Strand 






Start 


6436 


End 


6903 




Name 


OJ000322 20.0419.C15.o3.tm 


Method 


TBLASTX: Maize 




Start 


6279 


End 


6506 




GI 


none 


Score 


175 




Exons 


6279. .6467, 6284. .6394, 6476. 


.6499, 6477. ,6506 




Seq. No. 


54487 


Seq. ID 


OJ000322_20.0419. 


C15 


Gene No, 


114266 


Strand 






Start 


6436 


End 


6903 




Name 


OJ000322 20.0419.C15.ol.gp 


Method . 


AAT/GAP 




Start 


6436 


End 


6903 




GI 


uC-osflcypl32f03al 


Score 


908 




Exons 


6436. .6903 








GI Descrip. 


'5852170/emb|AL117265.1 IOST17804 2 . Oe 


-27 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 


4, BAC clone:tl7804 




Seq. No. 


54488 


Seq. ID 


OJ000322_20.0419. 


C16 


Gene No, 


114267 


Strand 


+ 




Start 


6224 


End 


8410 




Name 


OJ000322 20.0419.C16.o2.gs 


Method 


GENSCAN 




Start 


6224 


End 


8410 




GI 


none 


Score 


.67 




Exons 


6224. .6342, 6415. .652 9, 75 92. 


.7746, 8 


389. .8410 





Seq. No. 54488 Seq. ID OJ000322_20 . 04 19 . C16 

Gene No. 114268 Strand 

Start 1 End 6338 

Name OJ000322_20 . 04 1 9 . C16 . ol . np Method AAT/NAP 

Start 1 End 5587 

GI 5852181 Score 3462 



55105 



Exons - 

GI Descrip. 

Seq. Nd. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..24, 729. .1697, 2096. ,2315, 2461. .2513, 2592. .2894, 
2980. .3143, 3170. .3320, 4180. .4284, 5227. ,5414, 5494, ,5587 
(AL117265) zhbOOll.l [Oryza sativa] 



54488 

114268 

1 

OJ000322_20.0419.C16.ol.gs 

375 

none 



Seq. ID OJ000322_20,0419.C16 
Strand 

End 6338 

Method GENSCAN 

End 5587 

Score . 67 



375. ,1697, 2096. .2375, 2461. .2894, 2980. .3143, 3152, ,3320, 
4180. .4284, 5227. .5414, 5494. .5587 



Seq, No. 54488 

Gene No. 114268 

Start 1 

Name OJ000322_20 . 04 19 . C16 . ol . gp 

Start . 4.80 

GI 701114 

Exons 480.. 813 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 2.0e-27 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAG clone :tl7804 



Seq, ID OJ000322_20, 0419,016 
Strand 

End 6338 

Method AAT/GAP 

End 813 

Score 653 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54 4 88 

114268 

1 

OJ000322__20.0419-.C16.o2,tm 

804 

none 



Seq. ID OJ000322_20.0419.C16 
Strand 

End 6338 

Method TBLASTX: Maize 

End 1337 

Score 126 



804. .932, 1035, .1205, 1089, ,1205, 1094, .1207, 1096, .1248, 
1213. .1296, 1215. .1337, 1303, .1332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl" 

Exons 

GI Descrip. 



54488 

114268 

1 

OJ000322_20.0419,C16,o2.gp 
3877 

102 6,R1084 



Seq. ID OJ000322_20. 0419, 016 
Strand 

End 6338 
Method ■ AAT/GAP 
End 6338 ^ 

Score • 1663 



3877. .4284, 5227. .5414, 5494. .5631, 6193. .6338 
»2911068/emb|OAA17530.1 I l.Oe-78 (AL021960) GlO-like protein 
[Arabidopsis thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54488 
114268 
1 

OJ000322_20.0419.C16.ol'.tw 
•4056 
none . 



Seq. ID OJ000322_20. 0419. 016' 
Strand 

End . 6338 
Method TBLASTX : Wheat 
End 5395 
Score 39 

4056. .4100, 4124. .4294, 4128. .4295, 4129. .4287, 4136. .4294, 
5203.. 5394, 5228.. 5395 



Seq. No. 54488 

Gene No. 114268 

Start 1 

Name OJ000322_20 . 04 19 . 016 . ol . ts 

Start 4127 

GI none 



Seq. ID OJ000322_20. 0419.016 
Strand 

End 6338 

Method TBLASTX : Soybean 

End 5591 

Score 221 



55106 



Exons 



4127. .4294, 4129. ,4287, 5203. .5415, 5221. .5409, 5228. .5419, 
5228. .5416, 5491. .5586, 5492. .5587, 5495. .5587, 5496. .5591 



Seq. No. 544-88 Seg. ID 
Gene' No. 114268 Strand- 
Start 1 End 
Name OJ000322_20 . 04 19 . C16 . ol . tc Method 
Start 4129 End 
GI none Score 
Exons 



OJ000322_20.0419.C16 
6338 

TBLASTX: Cress 

5593 

169 



4129. .4281, 4133. .4282, 4145. .4282, 5203. .5313, 5228. .5311, 
5229. .5318,- 5315. .5419, 5317. .5415, 5486. .5593, 5487. .5591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54488 
114268 
1 

OJ000322 
4.129 
none 
4129 
5221 
5495 



20.0419.C16.ol.tm 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4287, .4130. .-4294, 4132. .4287, 
5412, 5228. ..5419, -5228. .5416, 
5602 



OJ000322_20.0419.C16 
6338 

TBLASTX: Maize 
5602 
171 

4133. .4294, 5203. .5415, 
5483. .5602,- 5491. .5601, 



rii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54489 

114269 

346 

OJ000322_20.0419.C18.ol.gs 

346 

none 

346. .501, 706. .877 



Seq. ID OJ000322_20.0419.C18 

Strand + 

End 877 

Method GENSCAN 

End 877 

Score .51 



OJ000322 20. 0419. CIS 



54489 Seq. ID 

114270 Strand 
1 End 17 9 

OJ000322_20 .0419. C18 . ol . np Method AAT/NAP 
1 End 17 9 

7339699 Score 103 

1..179 

(AP0015'39) EST C98 17 6 (C0955 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAC F13A10; putative cellular apoptosis susceptibility protein. 
(AC006418) [Oryza sativa] 



54490 Seq. ID 

114271 Strand 

1829. End 

OJ000322_20. 0419.C19.ol.np Method 

1829 End 

6630699 Score 
1829. . 1923 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ000322_20.0419.C19 
+ 

1923 
AAT/NAP 
1923 
98 



Seq. No. . 54490 Seq. ID 

Gene No. 114272 Strand 

Start 966 End 

Name • OJ000322_20 . 04 1 9 . CI 9 . ol . gs Method 



OJ000322_20.0419.C19 

1158 
GENSCAN 



55107 



start 
GI 

Exons 



966 
none 

966. .1158 



End 
Score 



115E 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54490 Seq. ID OJ000322_20 . 041 9 . C19 

114273 Strand 

1840 End 2130 

OJ000322_20. 0419.C19.ol.gp Method AAT/GAP 

1840 End 2130 

LIB3479-006-Q6-K1-B11 Score 395 

1840. .2130 

*5734616/dbj IAP000391.1IAP000391 l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 * 



Seq. No. 54491 Seq. ID 

Gene No. 114274 Strand 

Start 381 End 

Name OJ000322_20 . 04 19 . C20 . ol . gs Method 

Start 381 End 

GI none Score 

Exons 381.. 508, 1803.. 1896 



OJ000322_20.0419.C20 
+ 

1896 
GENS CAN 
1896 
.61 



Seq. No. 54491 Seq. ID 

Gene No. 114275 Strand 

Start 3599 End 

Name OJ000322_20 . 0419 . C20 . ol . gp Method 

Start 3399 End 

GI 60013_1.R1084 Score 

Exons 3399.. 3707, 6100.. 6250 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



OJ000322_20.0419.C20 
+ 

9578 
AAT/GAP 
6250 
829 



Seq. No. 54491 Seq. ID 

Gene No. 114275 Strand 

Start 3599 End 

Name OJ000322_20 . 0419. C20 . o2 . gs Method 

Start - 3599 End 

GI none ■ Score ' 

Exons 3599.. 3707, 6100.. 6330, 6866.. 6973, 
8830. .9578 



OJ000322_20.0419.C20 
+ 

9578 
GENSCAN 
9578 
.58 

7309. .7404, 8330. .8656, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54491 
114275 • 
3599 

OJ000322_20.0419.C20.ol.np 

3622 

6579208 



Seq. ID OJ000322 20.0419.C20 



Strand 
End 

Method 

End 

Score 



+ 

9578 
AAT/NAP 
9575 
1253 



3622. .3707, 6187. .6330, 8330. .8427, 8540. .8741, 8845. .9575 
(AC011438) T23G18.9 [Arabidopsis thaliana] 



54491 

114276 

10065 

OJ000322_20.0419.C20.o2.np 

10017 

7340662 



Seq. ID OJ000322_20.0419.C20 

Strand + 

End 12943 

Method AAT/NAP 

End 12943 

Score 756 



10017. .10378, 10477. .10553, 1094 6 .. 11070, 11237 1135 6, 



55108 



GI Descrip. 



1144 4. .11510, 11671. .11787, 12040. .12128, 12453. .1254 3, 
12653. . 12779, 12869. .12943 

(AL162506) 3-deoxy-D-manno-octulosonic acid transf erase-like 
protein [Arabidopsis thaliana] 



Seq. No. 54491 

Gene No. 114276 

Start 10065 

Name OJ000322_20 . 04 19 . C20 . o3 . gs 

Start 10065 

GI none 
Exons 



Seq. ID OJ000322_20.0419.C20 

Strand + 

End 12943 

Method GENSCAN 

End 12535 

Score .46 



10065. .10378, 10477. .10519, 1094 8 .. 11070, 11432 .. 11510, 
11650. .11787, 12031. .12189, 12453. .12535 



Seq. No. 54491 

Gene No. 114277 

Start 9168 

Name ■ OJ000322_20 . 0419 . C20 . ol . tc 

Start 6078 

GI none 

Exons 6078.. 6329, 6089.. 6316 



Seq. ID OJ000322_20.0419.C20 
Strand 

End 9735 

Method TBLASTX : Cress 

End 6329 

Score 312 



Seq. No. 54491 
Gene No. • 114277 

Start 9168 

Name OJ000322_20 . 041 9 . C20 . ol . ts 

Start 6078 

GI none 
Exons 



Seq. ID OJ000322_20.0419.C20 
Strand 

End 9735 

Method TBLASTX : Soybean 

End 9137 

Score 357 



6078. .6332, 6089. .6331, 8328. .8450, 8329. .8427, 8534. .8728, 
8539. .8727, 8829. .8873, 8886. .9137, 8886. .9113, 8888. .9127 



Seq. No. 54491 

Gene No. 114277 

Start 9168 

Name OJ000322_20 . 0419 . C20 . o3 . tc 

Start 8332 
GI . . none 
Exons 



Seq. ID OJ000322_20.0419.C20 
Strand 

End 9735 

Method TBLASTX : Cress 

End 8 935 

Score 117 

8332. .8451, 8534 .. 874 6, '8539 .. 8751, 8829 .. 8873,' 8843 .. 8875, 
8889. .8933, 8891. .8935 



Seq. No. 54491 Seq. ID 

Gene No. , 114277 Strand 

Start 9168 End 

Name OJ000322_20 . 04 19 . C20 . o2 . tm Method 

Start 8844 End 

GI none Score 

Exons 8844.. 9107, 9135.. 9422 



OJ000322_20.0419.C20 
9735 

TBLASTX: Maize 

9422 

168 



Seq. No. 54491 Seq. ID • OJ000322_20 . 04 19 . C20 

Gene No. 114277 Strand 

Start 9168 End 9735 

Name OJ000322_20 . 0419 . C20 . o2 . gp Method AAT/GAP 

Start 9168- End 9735 

GI 35111_1.R1084 Score 1060 

Exons 9168.. 9735 

GI Descrip. ' 302134 4/emb | CAA06244 | l.Oe-12 (AJ004959) hypothetical protein 
[Cicer arietinum] * 



55109 



Seq. No. 54491 Seq. ID 

Gene No. 114277 Strand 

Start 9168 End 

Name . OJ000322_20 . 0419 . C20 . o2 . ts Method 

Start 9186 End 

GI none Score 

Exons 9186.. 9593, 9188.. 9577 



OJ000322_20.0419.C20 
9735 

TBLASTX: Soybean 

9593 

424 



Seq. No. 54491 Seq. ID 

Gene No. 114277 Strand'" 

Start 9168 End 

Name OJ000322_20 . 0419 . C20 . o2 . tc Method 

Start 9219 End 

GI none Score 

Exons 9219.. 9572, 9281.. 9445 



OJ000322_20.0419.C20 
9735 

TBLASTX: Cress 

9572 

273 



Seq. No. 54491 Seq. ID 

Gene No. 114278 • Strand 

Start 12449 End 

Name OJ000322_20 . 04 19 . C20 . ol . tm Method 

Start 12449 End 

GI none Score 

Exons 12449. .12544,. 12456 .. 12578 , 12458 

12623. .12736, 12631 12774 , . 12633 



OJ000322 20,0419.C20 



12918 

TBLASTX: Maize 
12918 
86 

12538", 12478. .12543, 
12782, 12636. .12773, 



12852. .12917, 128 60 1291 6, 12877. .12918 



Seq. No. 54492 

Gene No. 114279 

Start 3219 

Name O JO 0032 2_2 0.0419.C21.ol.np 

Start 3219 

GI 7447521 

Exons 3219.. 3577, 3660.. 3693, 3971, 
GI Descrip. 



hypothetical protein F26B6.6' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4455 

- Arabidopsis 



OJ000322_ 
+ 

4461 
AAT/NAP 
4455 
517 



20.0419.C21 



thaliana 



gi I 3242704 | gb | AAC237.56 . 1 | 
[Arabidopsis thaliana] 



{AC003040) hypothetical protein 



Seq. No. 54492 Seq. ID 

Gene No. 114279 Strand 

Start 3219 End 

Name OJ000322_20 . 04 19 . C21 . ol . gs Method 

Start 3413 End 

GI none Score 

Exons 3413.. 3577, 3660.. 3727, 4008.. 4461 



OJ000322_20.0419.C21 
+ 

4461 
GENSCAN 
4 4 61 ' 
.86 



Seq. No. 54492 Seq. ID 

Gene No.. 114280 Strand 

Start 4569 End 

Name OJ000322_20 . 04 19 . C21 . ol . gp Method 

Start 4569 End 

GI none Score 

Exons 4569.. 4969 



.OJ000322_20. 0419,C21 

4969 
AAT/GAP 
4969 
798 



Seq. No. 
Gene No. 
Start' 



54492 

114281 

5913 



Seq. ID 

Strand 

End 



OJ000322 20.0419.C21 



6918 



55110 



Name 

Start 

GI 

Exons 



OJ000322_20 . 0419 . C21 . ol . tc Method 
3353 End 
none Score 
3353.. 3580, 3382.. 3450, 3505.. 3564 



TBLASTX: Cress 

3580 

187 



Seq. No. 54492 

Gene No. 114281 

Start 5913 

Name OJ000322_20 . 04 19 . C21 . ol . tm 

-Start 3353 

GI none 
Exons 



Seq. ID OJ000322_20. 0419.C21 
Strand 

End 6918 

Method TBLASTX: Maize 

End 4489 

Score 267 



3353.-3577, 3376. .3450, 3499. .3576, 3505.^:3579, 4006. .4266, 
4017. .4190, 4072. .4254, 4249. .4455, 4258. .4458, 4332. .4457, 
4376. .4489 



Seq. No. 54492 

Gene No. 114281 

Start 5913 

Name OJ000322_20 . 0419 . C21 . ol . ts 

Start 3362 

GI none 
Exons 



Seq. ID OJ000322_20,0419.C21 
Strand 

End 6918- 

Method TBLASTX : Soybean 

End 3701 

Score 249 



3362. .3580, 3379. .3579, 3657. .3701, 3657. .3692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54492 

114281 

5913 

OJ000322_20.0419.C21.o2. ts 

4009 

none 



Seq. ID OJp00322_20.0419.C21 
Strand 

End 6918 
Method TBLASTX : Soybean- 
End 4 4 60 
Score 54 



4009. .4047, 4044. .4187, 4045. .4275, 4240. .4452, 4269. .4460 



Seq. No. 54492 

Gene No. 114281 

Start 5913 

Name 0 J000322_20 . 04 1 9 . C2 1 . o2 . gs 

Start 5913 
GI ■ . - none 

Exons 5913.. 5980, 6840.. 6918 



Seq. ID OJ000322_20.0419.C21 
Strand 

End 6918 

Method GENSCAN 

End 6918 

Score .45 



Seq. No. 54493 

Gene No. 114282 

Start 1 

Name OJ000322_20 . 04 19 . C22 . ol . np 

Start 1 

GI 6759450 

Exons 1..275, 592.. 1071, 1704.. 1729 

GI.Descrip. (AL137189) hypothetical protein^ [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 
Seq. No. 



Seq. ID OJ000322_20.0419.C22 

Strand + 

End 1729 

Method AAT/NAP 

End 1729 

Score 683 



54493 
114282 
1 

OJ000322_20.0419.C22.ol.gs 
18 

none 

18. .275, 592. .1062, 1364. .1390 
54494 



Seq. ID OJ000322_20.0419.C22 

Strand + 

End 1729 

Method GENSCAN 

End 1390 

Score . 68 



Seq. ID OJ000322_20.0419.C23 



55111 



Gene No, 


114283 




Strand 




Start 


287 




End 


5707 


Name 


OJ000322 20.0419.C23.ol 


.gs 




O Ei IN O ^rt.LN 


Start 


287 




End 






none 




S core 


. 72 


P vnn <; 

i_J A \^ 1 I is 


287.. 366, 1818. -.1972, 2075. 






^ \^ ■ LY^y • 


54494 




^pa T n 

O C a J- LJ 


\JKJ \J\J \J ^ 


Gene No. 


114283 




Strand 




Start 


287 




End 


5101 


Name 


OJ000322 20. 0419. 023. ol 


np 


Method 


AAT /NAP 


Start 


3042 




End 


3211 


GI 


7340868 




Score 


105 


Exons 


3042. .3211 








V_J J- O ^ ^ k-/ * 


(AP001551) hypothetical 


protein [Oryza 


^ 3 "1" "i 1 
o d L. J. V d J 


Seq. No. 


54495 




Seq. ID 


OJ000322 


Gene No. 


114284 




Strand 


+ 


Start 


i 




End 


5117 


Name 


OJ000322 20.0419.C24,ol 


np 


Method 


AAT /NAP 


Start 


1 




End 


5117 


GI 


7446175 




Score 


284 


Exons 


1..24, 2274. .2402, 3022. 


.3198, 5055. .5117 



GI Descrip. . transforming protein- myb homolog F28A21.180 - Arabidopsis 

thaliana gi | 4 539396 | emb | CAB374 62 . 1 | (AL035526) myb-like protein 
[Arabidopsis thaliana] gi | 5823339 | gb | AAD53108 . 1 | AF17 6003_1 
(AF176003) putative transcription factor [Arabidopsis thaliana] 
gi|7268671|emb|CAB78879.1| (AL161549) myb-like protein 
[Arabidopsis thaliana] 



Seq. No. 54495 Seq. ID 

Gene No. 114284 Strand 

Start 1 End 

Name OJ000322_20 . 04 19 . C24 . ol . gp Method 

Start 1750 End 

GI 1631475 Score 

Exons 1750.. 2037 



OJ000322_20.0419.C24 

4- 

5117 
AAT /GAP 
2037 
519 



Seq. No. 54495 

Gene No. 114284 

Start 1 

Name OJ000322_20 . 04 1 9 . 024 . ol . gs 

Start 1787 

GI none 
Exons 



Seq. ID OJ000322_20. 0419,024 

Strand + 

End 5117 

Method GENSCAN 

End 4400 ' 

Score .57 



1787. .2188, 2276. .2402, 3022. .3863, 4316. .4400 



Seq. No, 54495 

Gene No. 114285 

Start 16678 

Name OJ000322_20 . 04 1 9 . 024 . o5 . gs 

Start 16678 

GI none 

Exons 16678. .16686, 17277 .. 17459, 



18109. .18332, 18413. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
17652 
18482, 18540 



OJ000322_20. 0419.024 
+ 

18876 
GENSCAN 
18876 
.59 

17808, 17839. .18054, 
18669, 18770. . 18876 



Seq. No. 
Gene No. 



54495 
114285 



Seq. ID OJ000322_20. 0419.024 
Strand + 



55112 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16678 End 18876 

OJ000322_20.0419,C24.o4 .np Method AAT/NAP 

17545 End 18876 

3582344 Score 423 

1754 5. .17837, 18005. .18030, 18109. .18332, 18413. .184 87, 

18563. .18669, 18767. .18876 

(AC005496) putative CDC6 protein [Arabidopsis thaliana] 



54495 
114286 
7811 

OJ00d322_20 .0419. C24 . o2 . gp 
7484 

18475_1.R1084 
7484 . .8393 

'2088653 7.0e-42 (AF002109) Hslpro-1 related protein isolog 
[Arabidopsis thaliana] ' 



Seq. ID OJ000322_20.0419.C24 
Strand 

End 9387 w . 

Method AAT/GAP 

End 8393 

Score 1768 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54495 
114286 
7811 

OJ000322_20 . 04 19 . C24 . ol . tm 
7791 
none 



End 

Method 
End 
Score 

7791. .8285, 7856. .8284, 8218. .8262, 8235. .8306, 8258. .8548, 
8360. .8503, 8385. .8561, 8422. .8523, 8427. .8549 



Seq. ID OJ000322_20. 0419. 024 
Strand 

9387 

TBLASTX: Maize 
8561 
481 . 



i; Seq. No. 54495 

H Gene No. 114286 

y. Start 7811 

Q Name OJ000322_20 . 04 19 . 024 . o3 . gs 

ry Start 7811 

1~ GI none 

Exons 7811.. 9235 



Seq. ID OJ000322_20. 0419.024 
Strand 

End 9387 

Method . GENSOAN 



End 
Score 



9235 
1 



'"~4 Seq. No. 
M Gene No. 
□ Start 
?^ Name 
li start 
GI 

Exons 

Seq, No.* 

Gene No. 

Start 

Name, 

Start 

GI 

Exons 

GI Descrip. 



54495 

114286 

7811- 

OJ000322_20,0419.O24.ol.tw 

7847 

none 



Seq, ID OJ000322_20. 0419.024 
Strand 

End 9387 

Method TBLASTX: Wheat 

End 8141 

Score 244 



7847. .8137, 7850. .8140, 7860. .8141 



54495 
114286 
7811 

OJ000322_20.0419.C24 .o2.np 
7850 
2088653 
7850,, 8752, 8805.. 9262 

(AF002109) putative nematode-resistance protein [Arabidopsis 
thaliana] 



Seq. ID OJ000322_20. 0419.024 
Strand 

9387 . 
AAT/NAP 
9262 
918 



End 

Method 

End 

Score 



Seq. No.' 54495 

Gene No. 114286 

Start 7811 

Name OJ000322 20 . 04 19 . C24 . ol . tc 



Seq. ID OJ000322_20. 0419. 024 
Strand 

End 9387 

Method TBLASTX : Cress 



55113 



start 
GI 

Exons 



7862 . End 8404 

none Score 58 

7862. .7951, 7863. .7928, 7985. .8095, 7986. .8057, 8123. .8257, 

8127. .8258, 8264. .8404, 



Seq, No. 54495 

Gene No. 114286 

Start 7811 

Name OJ000322_20 . 04 19 . C24 . ol . ts 

Start 7862 

GI none 

Exons 7862.. 8011, 7875.. 7952, 7962, 
8519. .8752, 8574. .8753, 8888. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8072, 8102 
.9094, 8945 



OJ000322 20.0419.C24 



9387 

TBLASTX : Soybean 
9106 
52 

8521, 8127.. 8276, 
9106 



Seq. No. 54495 

Gene No. 114286 

Start 7811 

Name OJ000322_20 . 0419.C24 . o3 . tm 

Start 8777 

GI none 

Exons ■ 8777.. 8878, 8778.. 8858, 8897, 
9176.. 9241, 9179.. 9235, 9183, 



Seq. ID 
Strand 
End 

Method 
End * 
Score 

.9094, 8945 
.9242, 9337 



OJ000322 20.0419.C24 



9387 

TBLASTX: Maize 
9387 
102 

9139, 
9387 



8961. . 9140, 



S.eq. No. 54495 Seq. ID 

Gene No. 114286 Strand 

Start 7811 End 

Name 0 JO 0 0 3 2 2_2 0.0419.C24,o3.gp Me t hod 

Start 8808 End 

GI none Score 

Exons 8808.. 9348 



OJ000322_20 . 0419. C24 

9387 
AAT/GAP 
9348 
1010 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 



54495 Seq. ID 

114287 Strand 

16263 End 

OJ000322_20.0419.C24 .o4 . tm Method 

162 6.3 End 

none Score ,-. . 



OJ000322_20.0419.C24 
16632 

TBLASTX: Maize 

16632 

86 



16263. . 16415, 16263, 
16459. . 16632 



,16442, 16264 . .16416, 16440 '.. 16628 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54495 
114288 
17921 
OJ000322 
17921 
none 
17921 
18107 
18399 



20.0419.C24.o2.tm 



18028, 
18295, 
18464, 



17934 . 
18108. 
18410. 



18029, 
18293, 
18490, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17943. .18029, 
18108. .18305, 



OJ000322 20.0419.C24 



18491 

TBLASTX: Maize 
18491 
138 

18085. .18282, 
18398. .18490, 



18411. .18491 



Seq. No. 54496 Seq. ID 

Gene No. 114289 Strand 

Start 763 End 

Name OJ000322_2 0 . 04 1 9 . C2 6 . ol . gs Method 

Start 763 End 

GI none Score 

Exons 763.. 892, 981.. 1028 



OJ000322_20.0419.C26 
+ 

1028 
GENSCAN 
1028 
.99 



55114 



7 



Seq. No. 54497 

Gene No. 114290 

Start 239 

Name OJ006322_20 . 0419. C27 . ol . gs 

Start 239 

GI none 

Exons 239.. 690 



Seq. ID OJ000322_20.0419.C27 

Strand + 

End 690 

Method GENSCAN 

End 690 

Score .57 



Seq. No. 54498 

Gene No. 114291 

Start 1 

Name OJ000322_21 . 0419 . C4 . ol . np ' 

Start 1 

GI 4680203 

Exons 1..1379, 1533.. 1763, 2040.. 3017 
GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000322_21.0419.C4' 
Strand + 

"-•3038 
AAT/NAP 
3017 
2909 



End 

Method 

End 

Score 



Seq. No. 5449'8 

Gene No. 114291 

Start 1 

Name OJ000322_21 . 04 19 . C4 . ol . gs 

Start 223 
'GI . none 
Exons 



Seq. ID OJ000322_21 .0419.04 

Strand + ' 

End 3038 

Method GENSOAN 

End 3038 

Score .82 



223. .519, 655. .1312, 1444 .. 2304,- 2330 .. 2376, 2448. .3038 



Seq. No. 54498 

Gene No. 114292 

Start 4130 

Name OJ000322_21 . 0419 . 04 . o4 . tw 

Start 51 

GI none 
Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. ID OJ000322_21.0419.C4 

Strand + 

End 8202 

Method TBLASTX : Wheat 

End 409 

Score 80 



51. .143, 58. .165, 148. .399, 156. .398, 159. .401, 167. .409 



54498 

114292 

4130 

OJ000322__21.0419.O4 .ol.ts 

330 

none 



Seq. ID OJ000322_21. 0419.04 

Strand + 

End ■■■ 8202 

Method TBLASTX : Soybean 

End 759 

Score 103 



330. .413, 331. .405, 463. .759, 495. .746 



Seq. No. 54498 

Gene No. 114292 

Start 4130 

Name OJ000322_21 . 0419 . 04 . o2 . tc 

Start 4 77 . . 

GI none 

Exons 477. .644, 499. .840, 693. .821 



Seq. ID OJ000322_21.0419.O4 

Strand + 

End 8202 

Method TBLASTX : Oress 

End 840 . 

Score 287 



Seq. No. 54498 

Gene No. 114292 

Start 4130 

Name OJ000322_21 . 04 19 . 04 . o2 . tw 

Start 628 

GI none 
Exons 



Seq. ID OJ000322_21. 0419.04 

Strand + 

End 8202 

Method TBLASTX : Wheat 

End 1097 

Score 64 



628. .684, 636. .680, 681. .782, 682. .786, 790. .888, 795. .887, 



55115 




798. .890, 861. .1097, 868. .1092, 978. .1097 



beq. NO. 


54498 








beq, iu 




Gene No. 


. 114292 








btrana 


+ 


Start 


4130- 








bna 


o o ri o 
oZUZ 


Name 


OJ000322 21 


.0419. 


C4 .ol. 


tm 


Method 


i bLAb i A : Ma 1 z e 


bt arc 


673 








bna 




GI 


none 








Score 


zo4 


Exons 


673. .927, 685. .927, 937 


. .1131 






bec^. NO. 


0 41 4 yy 








beq. iU 


UOUUDoZZ zl.U4iy.L.4 


Gene No. 


114292 








Strand 


+ 


Start 


4130 








hna 


o o n o 


Name 


OJ000322 21 


.0419, 


C4.02. 


t s 


Method 


1 BLAb ix : boyoean 


b tar L 


961 








TP ^ 

bna 


1 o n T 




none 








Score 


ZIZ 


Exons 


961. .1203, 


1047. . 


1166 








Seq. No. 


54498 








Seq. ID 


OJ000'322__21.0419.C4 


Gene No. 


114292 








Strand 


+ 


Start 


4130 








End 


8202 


Name 




n j1 1 Q 
. U4 I y . 


C4 . 06 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1236 








End 


1640 


GI ^. 


none 








Score 


80 - 


Exons 


1236. . 1283, 


1237. 


.1299, 


1 o o c 


.1346, 1309.. 1347, 1329. .1526, 




1330. .1527, 


1335. 


.1526, 


1554 . 


.1634, 1556. .1639, 1560. .1640 


Seq. No. 


54498 








Seq. ID 


OJ000322_21,0419,C4 


Gene No. 


114292 








Strand 


+ 


Start 


A 1 '5n 
4 I oU 








End 


8202 


Name 


OJ000322 21 


.0419. 


C4 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1641 








End 


2963 


GI 


none 








Score 


943 


Exons 


1641. .1826, 


1647. 


.2564, 


1 C A O 

1 b4 o . 


.2070, 1715. .2548, 2539. .2604, 




2559. .2603, 


2581, 


.2604, 


^ DU D . 


.2701, 2610.. 2669, 2648. .2788, 




2649. .2777, 


2679, 


.2795, 




.2797, 2e 


01. .2854, '2802. .2870, 




. 2871.-. 2963, 


2884, 


,2946, 


2897. 


.2962 




beq. NO, 


54498 








Seq. ID 


OJ000322_21.0419.C4 


Gene No. 


114292 








Strand' 


+ 


Start 


4130 








End 


8202 


Name 


OJ000322 21 


.0419. 


C4.02. 


tm 


Method 


TBLASTX: Maize 


btart 


1698 








End 


2003 


GI 


none 








Score 


299 ' 


Exons 


1698. .2003, 


1703. 


.1975 








Seq. No. 


54498 








Seq, ID 


OJ000322_21.0419.C4 


Gene No . 


114292 








Strand 


+ 


Start. 


4130 








End 


8202 


Name 


OJ000322 21 


.0419. 


C4.01, 


to 


Method 


TBLASTX: Cress 


Start 


1934 








End 


2382 


GI 


none 








Score 


151 


Exons 


1934 . .2371, 


1934 , 


,2377, 


1935. 


2381, 2131. .2382, 2238. .2381 


Seq. No. 


54498 








Seq. ID 


OJ000322_21,0419,C4 


Gene No. 


114292 








Strand 


+ 


Start 


4130 








End 


8202 



55116 




Name 


OJ0003^i2 21 


. 0419 .C4 . o2 . gs 


Method 


GENSCAN 


Start 


4130 




End 


8176 


GI 


none 




Score 


.51 


Exons 


- 4 130 . . 4d2 / , 


cnr\r\ cf^azn cnoc 

5000.. 5066, 5985. 


6203, 6440. .6907, 7025. .7203, 




"lOOO TOOT 

/2Zo . . 73o 7 , 


7458 . . 7 620, 1311 . 


8176 




Seq. No. 


b4 4 yo 




Seq. ID 


6j000322__21.0419.C4 


Gene No. 


114292 




Strand 


+ 


Start 


4130 




End 


8202 


Name 


OJU00322 Zl 


.0419^04. o2.np 


Method 


AAT/NAP 


Start 


c n "T r\ 

5970 




End 


8202 


GI 


A /~ o d ^ r\ A 

46o0204 




Score 


780 


Exons 


TOOT 

by /O . . /3o7, 


7479; .7880, 8021. . 


8202 




GI Descrip. 


(AF114 1 /I ) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


54 4 98 




Seq. ID 


OJ000322_21.0419.C4 


Gene No. 


114292 




Strand 


+ 


Start 


4130 




End 


8202 


Name 


OJ0003z2 21 


.0419.C4.o5.tw ' 


Method 


TBLASTX: Wheat 


Start 


6596 




End 


6997 


GI 


none 




Score 


212 


Exons 


6596 . . 6832, 


6596. . 6790, 6697. . 


6837, 6827. .6997, 6880. .6996, 




68 93. . 6997 








Seq. No. 


54498 




Seq. ID 


OJ000322_21.0419.C4 


Gene No. 


114292 




Strand 


+ 


Start 


4130 




End 


8202 


Name 


OJ000322 21 


.0419.C4.o6.tw 


Method 


TBLASTX: Wheat 


Start 


6998 




End 


7691 


GI 


none 




Score 


69 


Exons 


6998 . . 7078, 


7100. .7261, 7316.. 


7390, 7473.. 7691 


Seq. No. 


54499 




Seq. ID 


OJ000322_21.0419.C5 


Gene No . 


114293 




Strand 




Start 


957 




End 


1173 


Name 


OJ000322 21 


.0419.C5.ol.np 


Method 


AAT/NAP 


Start 


589 




End 


1173 


GI' 


626375 




Score 


56 


Exons 


589. .648, 705. .825, 1020. .1173 




GI Descrip. 


probable membrane protein YILlOOc-a - 


yeast { Saccharomyces 




cerevisiae) 


gil 558706 |emb|CAA86280| (Z38125) orf, len: 112, 




0.07,. overlapped, by orf 3694 9. 


.36826 qv [Saccharomyces 




cerevisiae] 








Seq. No. 


54499 




Seq. ID 


OJ000322_21.0419.C5 


Gene No. 


114293 




Strand 




Start 


■957 




End 


1173 


Name 


OJ000322 21 


. 0419.C5.ol-.gs 


Method 


GENSCAN 


Start 


957 




End 


1094 


GI 


none 




Score 


.74 


Exons 


957. .1094 








Seq. No. 


54500 




Seq. ID 


OJ000322_21.0419.C6 


Gene No. 


114294 




Strand 




Start 


1 




End 


1148 


Name 


OJ000322 21 


.0419.C6.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


1148 



55117 



GI 250_1.R1084 
Exons 1..868, 969.. 1148 

GI Descrip. ' 2924247/emb | CAA69105 | 
satiya] * 



Score 



2048 



l.Oe-143 (Y07782) expansin [Oryza 



Seq. No. 54500 

Gene No. 114294 

Start . 1 

Name OJ000322_21 . 04 19 . C6 . ol . gs 

Start 236 

GI none 

Exons 236.. 591, 602.. 868, 969.. 1122 



Seq. ID OJ000322_21.0419.C6 
Strand 

End 1148 

Method GENSCAN 

End 1122 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54500 Seq. ID 

114294 Strand 

1 End 

OJ000322_21.0419.C6.ol.np Method 

243 End 

7489469 . Score 
243. .868, 969. .1122 

expansin - rice gi | 2924247 | emb | CAA69105 . 1 1 
[Oryza sativa] 



OJ000322 21. 0419. C6 



1148 
AAT/NAP 
1122 
1332 , 



(Y07782) expansin 



54500 
114295 
.1374 

OJ000322_21.0419.C6.ol.tm 

240 

none 

240. .320, 241. .318, 319. .348, 
464. .604, 475. .606, 475. .606, 



Seq. ID OJ000322_21.0419.C6 
Strand 
End 

Method 
End 
Score 
321. .476, 



1556 

TBLASTX: Maize 

1119 

83 

321. .473, 335. 



516. .566, 606. .635, 606. 



475, 
854, 



607. .870, 960. .986, 967. .1077, 967. .1119, 968. .1078 



Seq. No. 54500 Seq. ID 

Gene No. 114295 Strand 

Start 1374 ■ End 

Name . Oj000322_21 . 0419 .C6.ol . ts Method 

Start 252 End 

GI none Score 
Exons 



OJ000322_21. 0419.06 
1556 • 

TBLASTX: Soybean 

1113 

44 



252. .320, 268. .300, 318. .470, 327. .437, 335. .475, 475. .609, 
482. .547, 609. .710, 610. .699, 748. .870, 750. .854, 967. .1113, 
968. .1027 



Seq. No. 54500 

Gene No. 114295 

Start 1374 

Name OJ000322_21 . 04 19 . C6 . ol . tc 

Start 264 

GI none 

Exons 264.. 323, 312.. 473, 335.. 475, 
610. .702, 748. .870, 750. .854, 



Seq. ID 
Strand 
End • 
Method • 
End 
Score 



OJ000322 21, 0419. C6 



1556 

TBLASTX: Cress 
1038 
99 

464. .550, 475. .606, 609. .710, 
967. .1038, 968. .1027 



Se^V No. 54500 .Seq. ID 

Gene No. 114295 Strand 

Start 1374 End 

Name 0 JO 0 0 32 2_2 1.0419.C6.ol.tw Me t hod 

Start 375 End 



OJ000322_21.0419.C6 
1556 

TBLASTX: Wheat 
689 



55118 



GI . 
Exons 



none Score 81 

375. .473, 377. .475, 378. .473, 475. .603, 480. .563, 606. .689, 
607. .651 



Seq. No. 54500 Seq. ID 

Gene No. 114295 Strand 

Start 1374 End 

Name OJ000322_2 1 . 04 1 9 . C6 . o2 . gs Method 

Start 1374 End 

GI none - Score 

Exons 1374.. 1556 



OJ000322_21.0419.C6 

1556 
GENSCAN 
1556 
.45 



Seq. No. 54501 Seq. ID 

Gene No. 114296 Strand 

Start 212 End 

Name OJ000322_21 . 04 19 . C8 . ol . gs Method 

Start 212 End 

GI none Score 

Exons 212.. 1057 



OJ000322_21.0419.C8 

1057 
GENSCAN 
1057 
.93 



Seq. No. 54501 Seq. ID 

Gene No. 114296 Strand 

Start 212 End 

Name OJ000322_21.0419.C8 .ol.np Method 

Start 262 End 

GI 4512231 Score 

Exons 262.. 1057 

GI Descrip. (AB014741) ORFO protein [Oryza sativa] 



OJ000322_21.0419.C8 

1057 
AAT/NAP 
1057 
1251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip. 



54502 

114297 

71 

OJ000322_21.0419.C9,ol.np 
71 

7340909 



Seq. ID OJ000322 21. 0419. C9 



Strand 
End 

Method 

End 

Score 



+ 

1990 
AAT/NAP 
1990 
67 



71. .95, 1317. .1658, 1739. .1796, 1858. .1990 
(AP001550) hypothetical protein [Oryza sativa] 



Seq. No. 54503 Seq. ID 

Gene No. 114298 Strand 

Start 499 End 
Name , . OJ000322_21 . 0419 . CIO . ol ..gs Method 

Start 4 99 • .• ^j^^ 

GI none Score 

Exons 499.. 707 



OJ000322_21. 0419. CIO 
+ 

707 

GENSCAN 

707 

.98 



Seq. No. 54504 Seq. ID 

Gene No. . 114299 Strand . 

Start 327 End 

Name OJ000322_21 . 04 19 . Cll . ol . gs Method 

Start 327 End 

GI none Score 

Exons 327.. 4 69 



OJ000322_21. 0419. Cll 
+ 

469 

GENSCAN 

469 

.46 



Seq. No. 
Gene No. 
Start 



54505 

114300 

1622 



Seq. ID OJ000322_21.0419.C12 
Strand + 
End 2194 



55119 




Name 




. U n X y 


n 9 0I 
. bxz . ox . 


gs 




















9 1 Q4 




C T 


none 














Exons 


1 (ZOO 1 £;qi 




1 4 


1 Q77 


91 Q4 

. Z J- -7 *1 






oecj . iNO . 


3 fi D U D 








Seq. ID 


OJ000322 


91 OdIQ ri9 


Gene No. 


114301 








Strand 






Start 


1809 








End 


8078 




Name 


■riTnnn'^99 91 
UuUUU.3ZZ ^1 


.0419 


.C12.01. 


np 


Method 


AAT/NAP 




0 rar L. 


1 0 U 








End 


7633 














Score 


249 




Exons 


1 fiOQ 91 


4084 


. .4133, 


4643. 


.4768, 4988. .5292, 


7 Q 7^%'^'^ 

/Q4_?. . / OOO 


K3I jjescirip . 




extensin-like 


protein [Lycopersicon 


ocelli orrt"! iTTi 1 


oeq. JNO . 


Dfl DUD 








Seq. ID 


OJ000322 


91 041C1 P19 

zx.ufixy.k^xz 


bene ino . 


1 1 /4 "^m 

X X 4 JU X 








Strand 






Start 


1809 








End 


8078 




Name 


• OJ000322 21 


.0419 


.C12.02. 


gs 


Method 


GENSCAN 




0 t,ar u 


0 fl D D 








End 


8078 




T 

bX 


none 








Score 


.49 




Exons 




3796 


. .3904, 


3997. 


.4082, 4084.. 4201, 


4ZyD. .4DOy, 






5156 


. .5211, 


5568. 


.5645, 7483.. 7698, 


77 7 Q'^ ^ 




OUUD. .OU/O 














Seq. No. 


54505 








Seq. ID 


OJ000322 


_21.0419.C12 


Gene No. 


114302 








Strand 






Start 


8240 








End 


8446 




Name 


OJ000322 21 


.0419 


.012. ol. 


gp 


Method 


AAT/GAP 




Start 


8240 








End 


8446 




GI 


11 1.R1084 








Score 


284 





Exons 8240.. 8446 

If, GI Descrip.. * 604 1757/gb I ACOl 1806 . 1 1 AC011806 O.Oe+00 Genomic Sequence For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 





Seq. No. 


54505 








Seq. ID 


OJ000322_21.0419.C12 




Gene No. 


114303 








Strand 






Start 


8982 








End 


10629 


% E? 


Name 


OJ000322 21. 


0419 


.C12.03 


gs 


Method 


GENSCAN 




Start 


8982 








End 


10411 




GI 


none 








Score 


.52 




Exons 


8982. .9353, . 


9427 


. .9765, . 


9855. 


.9942, 10029.. 10411 




Seq. No. 


54505 








Seq. ID 


OJ000322_21. 0419. 012 




Gene No. 


114303 








Strand 






Start 


8982 








End 


10629 




Name 


OJ000322 21. 


0419 


.CI2.0I 


tm ; 


Method 


TBLASTX: Maize 




Start 


9488 








End 


10081 




GI 


none 








Score 


63 




Exons 


9488. .9559, 


9490 


. .9564, 


9559. 


.9756, 9566. .9718, 9581. .9757, 






9861. .9950, 


9862 


. .9906, 


9864. 


.9938, 10028. . 10081, 10032. .10 






10034. .10081 














Seq. No. 


54505 








Seq. ID 


OJ000322_21. 0419. 012 




Gene No. 


114303 








Strand 






Start 


8982 








End 


10629 




Name 


OJ000322 21. 


0419 


.C12.02 


tm 


■Method 


TBLASTX: Maize 



55120 




start 


iU 1 Jo 


End 


10442 






none 


Score 


165 




Exons 


im^c: ir^oi/i im^c in/yti 


10181. .104 38, 10185. .104 42 




beCJ. NO. 




Seq. ID 


OJ000322_21.0419 




Gene No. 


114303 


Strand 






Start 


8982 


End 


10629 




Name 


OJ000322 21.0419.C12.o2.np 


Method 


AAT/NAP 




Start 


10202 


End 


10629 




GI 


5911167 


Score 


418 




Exons 


10202. .10629 








GI Descrip . 


(AF136221) putative transposase protein [Zea mays] 




Seq. No. 


54505 


Seq. ID 


OJ000322__21.0419 


.C12 


Gene No. 


114303 


Strand . 






o car u 


8982 


End 


10629 




Name 


OJ000322 21.0419.C12.ol.tw 


Method 


TBLASTX: Wheat 




C -1- -\ ■v-t- 

btart 


10244 


End 


10629 






none 


Score 


73 




Exons 


10244. .10486, 10365 10451, 


10423.. 10629 




Seq. No. 


54505 


Seq. ID 


OJ000322_21.0419 


.C12 


Gene No. 


114303 


Strand 






btar L 


8982 


End--* 


10629 - 




Name 


OJ000322 21.0419.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


10468 


End 


10629 




GI 


none 


Score 


141 




Exons 


10468. .10629, 10475.. 10627 








Seq. No. 


54506 


Seq. ID 


OJ000322_21.0419 


.C13 


Gene No. 


114304 


Strand 


+ 




btar L 


259 


End 


1492 




Name 


OJ000322 21.0419.C13.ol.gs 


Method 


GENSCAN 




Start 


259 


End 


1492 




r' T 


none 


Score 


.53 




Exons 


259.. 401, 711. .799, 1233.. 1492 






beq. NO. 


54506 


Seq. ID 


OJ000322_21.0419 


. Glo 


Gene No. 


114305 


Strand 








2463 


End 


3255 




Name 


OJ000322 21.0419.C13.ol.gp 


Method 


AAT/GAP • 




Start 


1812 


End 


2380 . 




GI 


■4879016 ■ 


Score- 


832 ■■ 




Exons 


1812. .2380 








GI Descrip . 


6041757/gbl AC011806.1 1 AC0118 


06 O.Oe+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


54506 


Seq. ID 


OJ000322_21.0419 


.C13 


Gene No. 


114305 


Strand 






Start 


2463 


End 


3255 




Name 


OJ000322 21.0419.C13.o2.gs 


Method 


GENSCAN 




Start 


2463 


End 


3255 




GI 


none 


Score 


.5 




Exons 


2463.. 2624, 2826.. 3049, 3084 


. .3255 






Seq. No. 


54507 


Seq. ID 


OJ000322_21.0419 


.C14 



55121 



Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



114306 
554 

OJ000322 
■554 
none 

554 . .732 



21.0419.C14 .ol.gs 



Strand 
End 

Method 

End 

Score 



732 

GENSCAN 
. 732 
.99 



Seq. No. 54508 Seq. ID 

Gene No. 114307 Strand 

Start 934 End 

Name OJ000322_21 . 04 19 . C16 . ol . gs Method 

Start 934 End 

GI none Score 

Exons 934.. 1233 



OJ000322_21.0419.C16 
+ 

1233 
GENSCAN 
1233 
.81 



Seq. No. 54508 
Gene No. 114308 
Start .2973 

Name ' OJ000322_21 . 0419 . C16 . o2 : gs 

Start' 2973 
GI none 

Exons 2973.. 3167, 3178.. 3399, 3415. 

5004.. 5862, 5918.. 6116, 6122. 
7991. .9517 



Seq. ID OJ000322_21.0419.C16 

Strand + 

End 9517- 

Method GENSCAN 

End 9517 

Score . 65 

.3750, 4238. .4685, 4736. .4819, 
.6191, 6378. .7268, 7290. .7957, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000322 21.0419.C16 



54508 
114308 
2973 

OJ000322_21.0419.C16.ol.np 
4990 
4680179 
4990.. 6079, 6113.. 9514 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

9517 
AAT/NAP 
9514 
5322 



54508 Seq. ID 

114309 Strand 
11581 End 
■OJ000322_21 .0419.C16.o2.gp Method 
11581 End 
uC-osflcyp033a04bl Score 
11581. .11962 

'6016845/dbj IAP000570.1IAP000570. 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, •clone :P0711E10* 



OJ000322_21.0419.C16 
+ 

11962 
AAT/GAP 
11962 
647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54508 Seq. ID 

114310 Strand 
1265 End 
OJ000322_21 .0419.C16.ol.gp Method 
1265 End 
LIB34 33-026-P1-K1-C1 Score 
1265.. 1437 

'5852170/emb|AL117265.1|OST17804 l.Oe-44 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



OJ000322_Z1.0419.C16 

1437 
AAT/GAP 
1437 
258 



Seq. No. 
Gene No. 
Start 



54508 

114311 

5100 



Seq. ID 

Strand 

End 



OJ000322 21.0419.C16 



13087 



55122 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000322_21 . 0419 . C16. o2 . np Method AAT/NAP 

5100 End 13087 

5852180 Score 463 

5100. .5168, 7014. .7193, 10255 10660, 10712 .. 10830, 

11811. .11881, 13056. .13087 

(AL117265) zhbOOOlO.l [Oryza sativa] 



54508 Seq. ID 

114311 Strand 

5100 End 
OJ000322_21.0419.C16.o9.tw Method 

5177 End 

none Score 

5177. .5236, 5243. .5440, 5245. .5442 



OJ000322__21.0419.C16 
13087 

-TBLASTX: Wheat 
5442 
207 



Seq. No. 54508 Seq. ID 

Gene No. 114311 Strand 

Start 5100 End . 

Name' OJ000322_21 . 04 19 . C16 . o7 . tw Method 

Start 5476 End 

GI none Score 

Exons 5476.. 5670, 5492.. 5827 

[J Seq. No. 54508 Seq. ID 

.1 Gene No. 114311 Strand 

?S Start 5100 End ' 

f:l Name OJ000322_21 . 04 19 . 016 . o6 . tm Method 

'Jl Start 5491 • End 

U GI none Score 

ly Exons 5491,. 5607, 5492.. 5782 



OJ000322_21. 0419.016 
13087 

TBLASTX: Wheat 

5827 

270 



OJ000322_21. 0419. 016 
13087 

TBLASTX: Maize 

5782 

224 



Seq. No. 54508 Seq. ID 

Gene No. 114311 Strand 

Start ■ 5100 End 

Name OJ000322_21 . 04 1 9 . 01 6 . o8 . tm lyiethod 

Start 6133 End 

GI none - Score 

Exons 6133.. 6273, 6134': . 64 57 , 6367.. 6459 



OJ000322_21. 0419. 016 
13087 

TBLASTX: Maize 

6459 

186 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Genie No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



54508 

114311 

5100 

OJ000322_21.0419.016.o8.tw 

6139 

none 

6139. .6282, 6140.. 6349, 6394, 

54508 

114311 

5100 

.OJ000322_21.0419.016.o4.tw 
6673 
none 

6673. .7116, 6677. ,7159 

54508 
114311 



OJ000322_21. 0419. 016 
13087 

TBLASTX: Wheat 
6508 
161 

6507, 6395.. 6508 

OJ000322 21.04i9.C16 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 



13087 

TBLASTX: Wheat 

7159 

538 



OJ000322 21.0419.016 



55123 



start 
Name 
Start 
GI 

Exons 



5100 

OJ000322_21, 

6688 

non.e 

6688. .6978, 



0419.C16.o5.tm 



6689. .6976 



End 

Method 

End 

Score 



13087 

TBLASTX: Maize 

6978 

320 



Seq. No. 

Gene No. 

Start 

Nartie 

Start 

GI 

Exons 



54508 

114311 

5100 

OJ000322_21. 

6746 

none 

6746. .7027 



0419.C16.o4 .ts 



Seq. ID- OJ000322_21.0419.C16 
Strand 

End 13087 

Method TBLASTX : Soybean 

End 7027 

Score 182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54508 

114311 

5100 

OJ000322_21, 

7046 

none 

7046. .7225, 

54508 

114311 

5100 

OJ000322_21, 

7100 

none 

7100. .7132, 



0419.C16.o3.tm 



7054. .7170, 7232. 



Seq. ID OJ000322_21.0419.C16 
Strand 

13087 

TBLASTX: Maize 
7546 
165 



End 

Method 
End 
Score 
.7546 



Seq. ID OJ000322_21.0419.C16 
Strand 

End 13087 

Method TBLASTX : Soybean 

End 7495 

Score 57 

7102. .7131, 7136. .7495, 7138. .7170, 7204. .7494 



0419.C16.ol.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



54508 

114311 

5100 

OJ000322_21, 

7208 

none 

7208. .7510, , 



0419.C16.o6. tw 



.7210. .7494 



Seq. ID OJ000322_21.0419.C16 
Strand 

End 13087 

Method TBLASTX : Wheat 

End 7510 

Score 362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54508 

114311 

5100 

OJ000322_21. 

7511 

none 

7511. ,7936, 

54508 

114311 

5100 

OJ000322_21, 

7517 

none 

7517. .7762, 



0419..C16.o3.tw 



7543. .7932, 7574. 



0419.C16.o3.ts 



7534. ,7761 



Seq. ID OJ000322_21.0419.C16 
Strand 

13087 

TBLASTX: Wheat 
7936 • 
589 



End 

Method 
End 
Score 
.7936 



Seq. ID OJ000322_21.0419.C16 
Strand 

End 13087 

Method TBLASTX : Soybean 

End 7762 

Score 209 



Seq. No. 
Gene No. 
Start 



54508 

114311 

5100 



Seq. ID OJ000322_21.0419.C16 
Strand 

End 13087 



55124 



Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ000322_21, 

7582 

none 

7582. .7932, 

54508 

114311 

5100 

OJ000322_21 
7967 
none 

7967. ,8503, 



0419.C16.o2.tm 



7583.. 7936, 7583. 



.-0419.C16.o2. tw 



8023. .8502 



Method TBLASTX: Maize 

End 7997 

Score 471 
.7945, 7923.. 7997 

Seq. ID- OJ000322_21.0419.C16' 
Strand 

End 13087 

Method TBLASTX : Wheat 

End 8503 

Score 648 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



54508 

114311 

5100 

'OJ000322_21. 
8210 
none 

8210. .8383, 

54508 

114311 

5100 

OJ000322_21, 

8291 

none 

8291. .8551, 

54508 

114311 

5100 

OJ000322_21. 

8349 

none 

8349. .8537, 

54508 

114311 

5100 

OJ000322_21. 

8510 

none 

8510. . 9136, 

54508 

114311 

5100 

OJ000322_21. 

8690 

none 

8690. .8851, 

54508 

114311 

5100 

OJ000322 21. 



0419.C16.ol.tc 



8384.. 8527, 8386. 



0419.C16.o2.ts 



8296. .8550 



0419.C16.o4.tm 



8350. .8637, 8351. 



0419.C16.ol. tw 



8566.. 9024, 8882. 



0419.C16.ol. tm 



8698. .8844, 8849. 



0419.C16.o5.tw 



Seq. ID OJ000322_21.0419.C16 
Strand 

13087 

TBLASTX: Cress 
8527 
94 



End 

Method 
End 
Score 
.8526 



Seq. ID OJ000322_21.0419.C16 

Strand • - 

End 13087 

Method TBLASTX : Soybean 

End 8551 

Score 294 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8641 

Seq. ID 

Strand 

End 

Method 
End 
Score 
. 9133 

Seq. ID 
Strand . 
End - 
Method 
End 
Score 
.9289, 88 

Seq. ID 

Strand 

End 

Method 



OJ000322_21.0419.C16 
13087 

TBLASTX: Maize 

8641 

89 



OJ000322_21.0419..C16 
13087 

TBLASTX: Wheat 

9136 

680 



OJ000322_21.0419.C16 
13087 

TBLASTX: Maize 
9289 
231 
54. .9273 

OJ000322_21.0419.C16 

13087 

TBLASTX: Wheat 



55125 



start 


9136 




Fnrl 


94 69 






GI 


none 






379 








9136 9405 


9137 9469 9302 


• • ^ 1 1 o 








Seq. No. 


54508' 




Seq. ID 


OJ000322 


_21.0419, 


.C16 


Gene No. 


114311 ' 




Strand 








Start 


5100 




FnH 


X *J V O / 








ojnnn3?? 21 


0419 ri 6 n7 1-m 




TRT.A^Ty • 

1 OXir^O i A. . 


LYla J. ^tr 






9293 ~ 




FnH 


-7 T _/ U . 








none 




O V.-'^X c 


T 90 






R V ri n s 


9293 9490 


9304 9399 

Z/ H ■ ■ Z? -J Z? Z/ 










Seq. No. 


54508 




Seq. ID 


OJ000322 


_21.0419, 


.C16 


Gene No. 


114311 




Strand 








Start 


5100 




End 


1 3087 

X J u o / 








Ojn00322 21 ■ 


0419.C16.o3.gs ' 


Method 


V3 £j In O V_//-i.iN 






o u d i. 






End 


X ^ O / D 












Score 


6S 

• D J 








Qfi*^'^ 9fi72 


10255: .10499, 11811 .. 118 64 , 


197-31=; 


± ^ 0 / D 




^prr Nn 


54 509 




Seq. ID 


0.7000^? 2 


21 nd 1 Q 

Z. X • U 1 X 17 < 


n 7 


Gene No. 


114312 




Strand 


+ 






Start 


29 




End 


707 






Name 


OJ000322 21. 


0419. 017. ol.np 


Method - 


AAT/NAP 






Start 


29 




End 


707 . 






GI 


7488857 




Score 


283 






Exons 


29, .707 












GI Descrip. 


hypothetical 


protein - fava bean (fragment) 







gi I 2522230 I dbj IBAA22788.il (AB007467) retrotransposon-like gene 
the first amino acid was determined to be leucine [Vicia faba] 



Seq. No. 


54509 


Seq. ID 


OJ000322_21.0419, 


.017 


Gene No. 


114312 


Strand 


+ 




Start 


29 


End 


707 




Name 


OJ000322 21.0419.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


62 


End 


4 33 




GI ■ 


none 


Score 


110 




Exons 


62. .205,. 248. .433, 319. .402 








Seq. No, 


54510 


Seq. ID 


OJ000322_21,0419. 


.018 


Gene No. 


114313 


Strand 


+ 




Start 


118 


End 


559 




Name 


OJ000322 21.0419. C18.ol.gs 


Method 


GENSCAN 




Start 


118 


End 


559 




GI 


none ' ' 


Score 


.77 




Exons 


118. .182, 386. .559 








Seq. No. 


54511 ' ' ■ 


Seq. ID 


OJ000322_21.0419. 


,C20 


Gene No. 


114314 


Strand 






Start 


1 


End 


1684 




Name 


OJ000322 21. 0419. C20. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1681 




GI 


5911167 


Score 


936 




Exons 


1..1422, 1471. .1681 








GI Descrip. 


{AF136221) putative transposase protein [Zea mays] 




Seq. No. 


54511 


Seq. ID 


OJ000322_21.0419, 


,020 



55126 



Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip, 



114314 Strand 
1 End 
OJ000322_2 1 . 04 1 9 . C20 . o2 . tm Method 
1 End 
none Score.'. 
1..63, 106. .357, 107. .358, 178. .357 



1684 

TBLASTX: Maize 

358 

95 



54511 
114314 
1 

OJ000322_21.0419.C20.o2.np 
1 

4432794 
1..1582 

{AC006437) putative TNP2-like transposon protein [Arabidopsis 
thaliana] 



Seq. ID OJ000322_21. 0419. 020 
Strand 

End 1684 

Method AAT/NAP 

End 1582 

Score 630 



Seq. No. 54511 
Gene No. • 114314 

Start 1 

Name OJ000322_21 .0419. C20 . ol . gs 

Start 13 

GI none 

Exons 13. .919, 1197. .1684' 



Seq. ID OJ000322_21.0419.G20 
Strand 

End 1684 

Method GENSCAN 

End 1684 

Score .59 



Seq. No. 54511 

Gene No. 114314 

Start 1 

Name OJ000322_21 . 0419 . C20 . ol . tw 

Start 472 

GI none 
Exons 



Seq. ID OJ000322_21.0419.C20 
Strand 

End 1684 

Method TBLASTX : Wheat 

End 780 

Score 41 



472. .780, 485. .553, 514 . .657, 581. .742 



Seq. No. 54511 

Gene No. 114314 

Start 1 

Name OJ0.00322_;21 . 0419 . C20 . ol . tm 

Start 514 

GI none 

Exons 514.. 660, 514.. 831, 515 
898. .978, 910. .978 



Seq. ID OJ000322_21.0419.C20 
Strand 

End 1684 

Method TBLASTX : Mai ze 

End 97 8 

Score 78 
23, 826. .906, 839. .907, 893. .976, 



Seq. No. 54511 

Gene No. . 114314 

Start 1 • 

Name OJ000322_21 . 0419 . C20 . ol . tc 

Start 559 

GI - none 

Exons 559.. 771, 581. .763, 802. .906 

Seq. No. 54511 

Gene No. 114314 
Start . 1 

Name OJ000322_21 . 0419 . C20 . ol . ts ' 

Start 637 

GI none 
Exons 



Seq. ID OJ000322_21. 0419.C20 
Strand 

End 168 4 ■ 

Method TBLASTX: Cress 

End 906 

Score 102 



Seq. ID OJ000322_21.0419.C20 
Strand 

End 1684 

Method TBLASTX : Soybean 

End 1051 

Score 93 



637. .771, 641. .730, 718. .768, 802. .885, 803. .886, 913. .1023, 



55127 



1010. .1051 



Seq. No. 54511 

Gene No. 114314 

Start 1 

Name OJ000322_21 .0419. C20 . o2 . tw 

Start 787 

GI none 
Exons 



Seq. ID OJ000322_21.0419.C20 
Strand 

End . 16§4x:-v--r- ■ - • 

Method TBLASTX : Wheat 

End 1183 

Score 4 3 



787. .903, 913. .1023, 929. .1000, 1029. .1151, 1031, .1183 



Seq. .No. 54512 

Gene No. 114315 

Start 106 

Name OJ000322_21 . 04 19 . C21 . ol . gs 
Start . 106 

GI none 

Exons 106.. 299 



Seq. ID OJ000322_21.0419.C21 

Strand + 

End 2 99 

Method GENSCAN 

End 299 

Score .77 



Seq. No. 54512 

Gene No. 114316 

Start 736 

Name OJ000322_21 . 04 19 . C21 . o2 . gs 

Start 736 

GI none 

Exons 736.. 855, 1362.. 1454 



Seq. ID OJ000322_21.0419.C21 

Strand + 

End 1454 

Method GENSCAN 

End 1454 

Score. .68 



Seq. No. 54512 

Gene No. 114317 

Start 4030 

Name OJ000322_21 . 04 19 . C21 . o3 . gs 

Start 4030 

GI none 
Exons 



Seq. ID OJ000322_21.0419.C21 
Strand 

End 8 67 6 

Method GENSCAN 

End 8 67 6 

Score .55 



4030. .4311, 4486. .4599, 4865. .4895, 5834. .5960, 6677. .6808, 
7028. .7142, 7292. .7390, 8638. .8676 



Seq. No. 54512 
Gene No. ' 114 317 

Start 4030 

Name OJ000322_21 . 04 19 . C21 . ol . tm 

Start 5817 

GI none 
Exons 



Seq. ID OJ000322_21.0419.C21 
Strand 

End 8676 

Method TBLASTX : Mai ze 

End 6406 

Score 128 

5817. .6005, 5817. .6005, , 5818. .6006, 5822. .6007, 5861. .6007, 
6341. .6406, 6342". . 6404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 
Name 



54512 
114317 
4030 

OJ000322_21.0419.C21.ol.np 
5834 
3757527 
5834. .6003, 6341. .6399 

(AC005167) 50S ribosomal protein L27 [Arabidopsis thaliana] 



Seq. ID OJ000322_21.0419.C21 
Strand 

End .8676 

Method AATVnAP 

End 6399 

Score 200 



54512 

114317 

4030 

OJ000322 21.0419.C21.ol.ts 



Seq. ID OJ000322_21.0419:C21 
Strand 

End 8676 

Method TBLASTX : Soybean 



55128 



start 
GI 

Exons 



5834 End 6406 

none Score 99 

5834. .6007, 5851. .6006, 5879. .6007, 6341. .6406, 6342. .6401 



Seq. No. 54512 

Gene No. 114317 

Start 4030 

Name OJ000322_21 . 0419 .C21 . ol . tc 

Start 5872 

GI none 
Exons 



Seq. ID OJ000322_21.0419.C21 
Strand 

End 8676 

Method TBLASTX : Cress 

End 6406 

Score 7 6 



5872. .6006, 5872. .6006, 5894. .6010, 6341. .6406 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 
i' Start 

Name 
i Start 

;! 

Li Exons 



54513 
114318 
1 

OJ000322_21. 0419.C22.ol.np 
5852180 

1..80, 725. .772, 1755. .1872, 1924. .2349, 7373. .7423 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ000322_21.0419.C22 

Strand + 

End 7423 

Method AAT/NAP 

End 7423 

Score 584 



54513 

114318 

1 

OJ000322_21.0419.C22.o4.gs 

6737 

none 

6737. .7264 



Seq. ID OJ000322_21.0419.C22 

Strand + 

End 7423 

Method GENSCAN 

End 7264 

Score .81 



Seq. No. 54513 

Gene No. 114319 

Start 621 

Name OJ000322_21 . 04 19 . C22 . ol . gp 

Start 621 

GI — • uC-osflcyp033a04br 

Exons 621. .1002 

GI Descrip. ' 601684 5/dbj | AP0.00570 . 1 1 AP000570 3 . Oe-59' Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ000322_21.0419.C22 
Strand 

End 1002 

Method AAT/GAP 

End 1002 

Score 683 



Seq. No. 


54513 








Seq. ID 


OJ000322_ 


_21.0419.C22 


Gene No. 


114320 








Strand 






Start 


1842 








End 


2453 




Name 


OJ000322 21 


.0419 


C22.02 


. gs 


Method 


GENSCAN 




Start 


1842 








End 


2453 




GI 


none 








Score 


. 62 




Exons 


1842. .2453 














Seq. No. 


54513 








Seq.. ID 


OJ000322_ 


_21.0419.C22 


Gene No. 


114321 








Strand 






Start 


3269 








End 


5531 




Name 


OJ000322 21 


.0419 


C22.03 


.gs 


Method 


GENSCAN 




Start 


3269 








End 


5531 




GI 


none 








Score 


. 66 




Exons * 


- 3269.-3845, 


3872 


.3993, 


4137. 


.4502, 4580. .5313, 


5402. .5531 


Seq. No. 


54513 








Seq. ID 


OJ000322_ 


_21.0419.C22 


Gene No. 


114322 








Strand 







55129 



start 


6733 








End 


8150 


Name 


OJ000322 21 


.0419 


C22.02 


.np 


Method 


AAT/NAP 


Start 


6733 








End 


8150 


GI 


.;. 7292499 








Score 


213 


Exons 


' 6733.-7253, 


7314 


.7433, 


8125. 


'.8150 





GI Descrip. (AE003481) CG15021 gene product [Drosophila melanogaster ] 



Seq. No. 54513 

Gene No. 114322 

Start 6733 

Name OJ000322_21 . 0419. C22 . o2 . gp 

Start 7684 

GI 5002953 

Exons 7684.. 7869 

GI Descrip. 4 680203/gb I AAD27566 . 1 | AFl 14 17 1_7 l.Oe-39 {AF114171) TNP2-like 
protein [Sorghum bicolor] 



Seq. ID OJ000322_21.0419.C22 
Strand 

End 8150 

Method AAT/GAP 

End 7869 

Score 258 



Seq. No. 54513 

Gene No. 114322 

Start' 6733 

Name OJ000322_21 . 04 19 . C22 . o5 . gs 

Start 7820 

GI none 

Exons 7820.. 8100 



Seq. ID OJ000322_21. 0419. 022 
Strand 

End 8150 
Method ■ GENSOAN 
End 8100 
Score . 68 



Seq. No. 54513 Seq. ID 

Gene No. 114322 Strand 

Start 6733 End 8150 

Name OJ000322_21 . 04 19 . 022 . o3 . np Method AAT/NAP 

Start 8005 End - 8150 

GI 4680203 Score 63 

Exons 8005., 8150 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000322 21.0419.022 



Seq. No. 54514 Seq.. ID 

Gene No. 114323 Strand 

Start 1 ■ ' ; End 

Name OJ000322_21'. 04 19 . 023 . ol . np Method 

Start 1 End 

GI 6742729 Score 

Exons 1..1057, 1104.. 1562 

GI Descrip. (AF121139) RIM2. protein .[Oryza sativa] 



OJ000322_21. 0419. 023 

1562 
AAT/NAP 
1562 
1019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54514 
114323 
1 

OJ000322 21.0419.O23.ol. tw 



End 

_ Method 
8 End . 

none Score 
8. .181, 12. .182, 188. .730, 198. .686 



Seq. ID OJ000322_21. 0419.023 
Strand 

1562 

TBLASTX : Wheat ,. 
730 
79 



Seq, ■ No. 54514 Seq. ID 

Gene No. 114323 Strand 

Start * 1 End 

Name OJ000322_21 . 0419. 023 . ol . tc Method 

Start 17 End 

GI none Score 



OJ000322_21. 0419.023 
1562 

TBLASTX :Oress 

443 

79 



55130 



. Exons 



17. .181, 30. .182, 198. .443, 203. .439 



Seq. No. 54514 

Gene No. 114323 

Start. 1 

Name OJ000322_21 . 04 19 . C23 . ol . tm 

Start 374 

GI none 

Exons 374.. 688, 393.. 689' 

Seq. No. 54514 

Gene No. 114323 

Start 1 

Name OJ000322_2 1 . 04 19 . C23 . o2 . tw 

Start 739 

GI none 

Exons 739. .810, 743. .820, 853. .1083, 890. .1054 



Seq. ID OJ000322_21.0419.C23 
Strand 

End 1562 

Method TBLASTX : Maize 

End 689 

Score 124 



Seq. ID OJ000322_21.0419.C23 
Strand 

End 1562 

Method TBLASTX : Wheat 

End 1083 

Score 60 



Seq. No. 54514 

Gene No. 114323 

Start 1 

Name OJ000322_21 . 0419 , C23 . ol . ts 

Start 1222 

GI none 

Exons 1222., 1455, 1301. -.1456 



•Seq. ID OJ000322__21.0419.C23 
Strand 

End 1562 

Method TBLASTX: Soybean ■ 

End 1456 

Score 80 



Seq. No. 54514 

Gene No. 114323 

Start 1 

Name OJ000322_21 . 04 19 . C23 . o2 . tm 

Start 1291 

GI none 

Exons 1291.. 1485, 1489.. 1551 



Seq. ID OJ000322_21.0419.C23 
Strand 

End 1562 

Method TBLASTX: Maize 

End 1551 

Score 76 



Seq. No. 54515 

Gene No. 114324 

Start.. .1116 

Name OJ000322_21 . 04 19 . C25 . ol . gs 

Start 1116 

GI none 
Exons 



Seq. ID OJ000322_21.0419.C25 

Strand + 

End .3244 

Method ' -GENSCAN ' " 

End 3196 

Score .86 



1116. .1242, 1450. .1549, 1643. .2279, 2740. .2893, 2997. .3196 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



54515 ■ • • • • • sgq^ 

114324 Strand 
1116 End 
OJ000.322_21 . 04 19 . C25 . ol . gp Method 
137 9 ' . End 

4878218 Score 
1379. .1549, 1643.. 1821 

3603401 l.Oe-28 (AF083333) cinnamyl-alcohol dehydrogenase 
[Medicago sativa] 



OJ000322_21'.0419.C25 
+ 

3244 
AAT/GAP 
1821 
676 



54515 

114324 

1116 

OJ000322_21.0419.C25.ol.np 
1458 



Seq. ID, OJ000322_21.0419.C25 

Strand + 

End 3244 

Method AAT/NAP 

End 3199 



55131 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



4097522 Score 1039 

1458. .1549, 1643. .2279, 2740. .2893, 2997. .3199 

(U63534) cinnamyl alcohol dehydrogenase [Fragaria x ananassa] 



54515 ^- Seq. ID 

114324 , Strand 
1116 End 
OJ000322_21 . 04 19 . C25 . o2 . gp Method 
2977 End 
27994 62 Score 
2977.. 3244 

4467104/emb|CAB37538 | 4 .Oe-12 (AL035538) cinnamyl-alcohol 
dehydrogenase ELI3-1 [Arabidopsis thaliana] 



OJ000322_21.0419.C25 
+ 

3244 
AAT/GAP 
3244 
440 



Seq. No. 
Gene No. 
Start 
, Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. ID OJ000322_21.0419.C25 
Strand + 
End 7408 
Method AAT/NAP 
End 74 08 . ' 

Score 1596 
.6310, 6371.. 7408 
- Arabidopsis thaliana 
gil 4538896|emb|CAB39633.1| (AL049482) putative protein 
[Arabidopsis thaliana] gi | 72.67 661 1 emb | CAB7 808 9 . 1 1 {AL161515) 
putative protein [Arabidopsis thaliana] 



54515 

114325 

5232 

OJ000322_21.0419.C25.o2.np 

5232 

7485592 

5232. .5283, 5320. .5693, 5802., 
hypothetical protein F17A8.10 



Seq. No. 54515 Seq. ID OJ000322_21 . 04 19 . C25 

Gene No. 114326 Strand 

Start 10364 - End 10801 

Name OJ000322_21 . 04 19 . C25 . o3 . gp Method AAT/GAP 

Start 10364 End 10801 

GI 2428185 Score 695 

Exons 10364 . . 10801 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 l.Oe-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 



Seq. No. " 54515 
=1 Gene No. 114327 
Z start 12492 

i Name OJ000322_21 . 04 19 . C25 . ol . ts 

3 start 1452 
GI none 

Exons 1452. .1550, 1478 .. 1540, 1638 . 

2142. .2279, 2153. .2278, 2740. 
3031.. 3168 



Seq. ID OJ000322_21.0419.C25 
Strand 

End 13905 

Method TBLASTX : Soybean 

End 3175 

Score 117 

.1751, 1640. .2071, 1641.. 2087, 
.2898, 2748. .2894, 2996. .3175, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54515 

114327 

12492 

OJ000322_21.0419.C25.ol.tm 

1457 

none 



Seq. .ID OJ000322_21 .0419,025 
'Strand 
End 

Method 
End 
Score 



13905 

TBLASTX: Maize 

2000 

93 



1457. .1528, 1458. .1517, 1472. .1522, 1500. .1550, 1501. .1551, 
1515. .1553, 1640. .1765, 1641. .2000, 1817. .1996 



Seq. No. 
Gene No. 



54515 
114327 



Seq. ID 
Strand 



OJ000322 21.0419.C25 



55132 



# • 





start 


12492 








End 


13905 








Nairie 




, u 4 1 y 


. bzo . ox 


. tC 


Method 


TBLASTX: 


Cress 






o tar L 


1 Dfl u 








End 


3189 








bi 


none 








Score 


454 








Exons 


i Dfi u . . z Uo J , 


1 1 

X D4 X 


9 n Q 9 
. . zuy J / 


9 1/19 
Z 1 4 Z 


..2279, 2153.. 2194, 


2752. .2904, 






Zyi7D..Ol/D/ 


JU J X 


9 1 P Q 
. . J X 0 y 














Seq. No. 


54515 








oeq . X u 


pi Tnnn999 
UU UU UoZZ 


9 1 n j4 1 Q 

z X . U4 X y 


no 
. bZD 




Gene ' No. 


114327 








Q-h n/^ 

our ana 










o tar t 


19/1 QO 

X z fi y z 








liina 


X jyuD 








Name 


0 Tnnn '5 99 9 1 
Ud UUU JZZ z i . 


U4 X y , 


, bZ 0 . 0 J 




Method 


TBLASTX: 


Wheat 






buar L 










End 


2084 








GI 


none 








Score 


336 








Exons 




1 ^;9 
xddz . 


9 nnn 
, . Z UUU , 


Z U 4 D 


. .2084 










becj. NO. 


c /I c 1 c 








Seq. ID 


OJ000322 


_21.0419, 


.C25 




Gene No. 


114327 








Strand 










Start . 


12492 








End 


13905 








Name 


n Tnnn'599 9 1 


HA 1 Q 

u4 X y , 


^•9 ^ 

. bZ o . 0 0 


, tm 


Method 


TBLASTX: 


Maize 






btart: 


9 n /I ri 








End 


3181 








hi 


none 








Score 


70 








Exons 


on/in 9nQ/i 


9 n /I 9 

ZU4 Z , 


0 n Q n 
, . Z Uo U / 


0 1 /I 9 

Z X 4 Z 


..2288, 2153. .2200, 


2226. .2279, 






z / flu. .zoyD, 


9 QQ t; 

z y y D , 


9 1 Q 1 
, . J X 0 X / 


9 n c; c; 


. .3180 










Seq. No. 


54515 








Seq. ID 


OJ000322 


01 Pi A 1 Q 

z i . U4 X y , 


/^O c 

. bZ D 




Gene No. 


114327 








Strand 










o L. a r L 


1 9 /I Q9 
1 Z 4 iJZ 








End 


13905 








Name 


UJ UU U JZ Z Z 1 . 


ri /1 1 Q 

U4 X y . 


. bZO , OD 




Method 


TBLASTX: 


Wheat 




si 


otart 


Z 1 4 Z 








End 


3178 






ij 




none 








Score 


147 








Exons 


ZX4Z. .zz / y/ 


9 1 c; 0 
Z X D J . 


00 c^n 


9 Q R 1 
Z 0 0 X 


..2889, 2987. .3178 






Li 


Seq. No. 


54515 








Seq. ID 


OJ000322 


_21.0419. 


.025 


=1 


Gene No. 


114327 








Strand 










o uar L. 


1 9 /I Q9 

X z 4 yz 








End 


13905 








Name 


TH n n T 9 9 9 1 
UJUUUjZZ zx. 


U4 X y , 


no 

, bZ D . 04 


. tm 


Method 


TBLASTX: 


Maize 




JL 


o tar u 


dz u 0 








End 


6598 






=i 
=^ 




none 








Score 


256 








Exons 


front; (TCTT 


t; 9 9 9 
DZ OZ . 


t; yi /I /I 


^; 9 9 9 
DZ J J 


. . 6490, 6521. . 6598 






3 


Seq. No. 


54515 








Seq. ID 


OJ000322 


_21.0419. 


X25 




Gene No. 


114327 








Strand 










otar L 


1 9 /I Q 9 

X z 4 y z 








End 


13905 








Name 


UJUUU JZZ Zi . 


n / 1 fi 

U4 1 y . 


bzo . DO 


. tm 


Method 


TBLASTX: 


Maize 






ocart 


T n 9 Q 








End 


7507 








bl 


none 








Score 


162 








Exons 


/ U / 0 . . /X / D / 


/ u / y . 


9 919 
. / 0 X Z , 


9 1 f^t; 
/ X DO 


. .7477, 7382. .7507 ■ 








Seq. No. 


54515 








Seq. ID 


OJ000322 


_21.0419, 


.025 




Gene No. 


114327 








Strand 










q-f- a -rt 

O L. di. 


X ^ 1 -7 ^ 








End 


13905 








Name 


OJ000322 21. 


0419. 


C25.03 


.gs 


Method 


GENSCAN 








Start 


12492 








End , 


13887 








GI 


none 








Score 


.53 








Exons 


12492. .12785 


, 12841. . 13284, 13510.. 13887 








Seq. No. 


54515 








Seq. ID 


OJ000322 


_21.0419. 


025 



55133 



Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
•Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



114327 Strand 

12492 End 13905 

OJ000322_21 .0419.C25.o3.np Method AAT/NAP 

12495 ' End ■ 13905 

6983860 Score 2406 
12495. .13905 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
{AF061282) [Oryza sativa] 



54515 Seq. ID 

114327 Strand 

12492 End 

OJ000322_21 . 0419. C25 . o4 . tw Method 

12618 End 

none Score 



OJ000322_21.0419.C25 
13905 

TBLASTX: Wheat 

12871 

65 



12618. .127 67, 127 60. .12870, 127 64. .12871 

OJ000322 21.0419.C25 



54515 Seq. ID 

114327 Strand 

12492 End 

OJ000322_21. 0419.C25.o2. tm Method 

12735 End 

none Score 



13905 

TBLASTX: Maize 

13318 

87 



12735. . 12767, 127 60 .. 13158 , 12764 .'. 12931, 12998 .. 13159, 
13156. . 13317, 13163. .13318 



54515 Seq. ID 

114327 Strand 

124 92 End. 

OJ000322_21.0419.C25.ol. tw Method 

12871 End 

none Score 



12871. .13497, 12872 .. 12931 , 12992, 



54515 Seq. ID 

114327 Strand 

12492 End 

OJ000322__21 . 0419. C25 . o3 . tm Method 

13366 End 

none Score 



OJ000322_21.0419.C25 
13905 

TBLASTX: Wheat 
13497 
44 
13441 

OJ000322 21.0419.C25 



13905 

TBLASTX: Maize 

13657 

314 



13366. .13656, 13370. .13657, 13370. .13657 



54515 
114327 
12492 • 

OJ000322_21.0419.C25.o2.ts 

13456 

none 

134 56. .13716, 13457. .13705 

54515 

114327 

12492 

OJ000322__21.0419.C25.o2. tc 

13480 

none 



Seq. ID OJ000322_21.0419.C25 
Strand 

End 13905 

Method TBLASTX : Soybean 

End ■ 13716 

Score 187 • 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_21. 0419.C25 
13905 

TBLASTX: Cress 

13806 

87 



134 80. .13623, 134 81 .. 13621, 13624.. 13806 



55134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54515 

114327 

12492 

OJ000322_21 . 04 19 . C25 . o2 . tw 

13503 

none 



Seq. ID OJ000322_21.0419.C25 
Strand 
End 

Method 
End 
Score 



13905 

TBLASTX: Wheat 

13896 

139 



135.03. .13757, 13504 .. 13896, 13508. .13888 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322 21.0419.C26 



54516 
114328 
1 . 

OJ000322_21.0419.C26.ol.np 
1 

6063554 
1..52, 1178. .1426 

{AP000615) ESTs AU075609 (C63344 ) , 07 1850 { E04 64 ) , C98 611 ( E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



1426 
AAT/NAP 
1426 
103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54517 Seq. ID 

114329 Strand 

1 End 

OJ000322_21 . 04 19 . 027 . ol . np Method 

1 End 

5852180 Score 
1..117, 845. .1383, 5508. .5558 

{AL117265) zhbOOOlO.l [Oryza sativa] 

54517 Seq. ID 

114329 Strand 

1 End 

OJ000322_21 . 04 19 . 027 . ol . gs Method 

585 End 

none Score . 
585.'. 665, 826. .1406 



OJ000322_21. 0419. 027 
+ 

5558 
AAT/NAP 
5558 
365 



OJ000322_21. 0419. 027 
+ 

5558 
GENSOAN 
1406 
.8 



Seq. No. 54517 Seq. ID OJ000322_21 . 04 19 . C27 

Gene No. 114329 Strand 

Start 1 End 

Name OJ000322_21 .0419. 027 . o2 . gp Method 

Start 3063 End 

GI ■ 4879016 Score 

Exons 3063.. 3631 

GI Descrip. 6041757/gb | AO011806 . 1 | AO011806 O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ000322_21. 
+ 

5558 
AAT/GAP 
3631 
828 



Seq. No. 54517 Seq. ID 

Gene No. 114330 Strand 

Start 9954 End 

Name OJ000322_21 . 04 19 . 027 . o4 . gp Method 

Start 9775 End 

GI uC-osflcyp033a04bl Score 

Exons 9775.. 10157 

GI Descrip. ' 6016845/dbj ! AP000570 . 1 | AP000570 3,0e- 
DNA, chromosome 1, clone : P07 IIEIO ' 



21.0419.027 



OJ000322_ 
+ 

10636 
AAT/GAP 
10157 , 
696 



-59 Oryza sativa genomic 



55135 



Seq. No. 54517 Seq. ID 

Gene No. 114330 . Strand 

Start 9954 End' 

Name OJ000322_21 . 0419 . C27 . o4 . gs Method 

Start 9954 End 

GI none Score 

Exons 9954.. 10029, 10599.. 10636 



OJ000322_21.0419.C27 
+ 

10636 ;■ 
'GENSCAN*' 
10636 
.83 



Seq. No. 54517 Seq. ID OJ000322_21 . 04 19 . 027 

Gene No. 114331 Strand 

Start 1 End 348 

Name OJ000322_21 . 04 19 . C27 . ol . gp Method AAT/GAP 

Start 1 End 348 

GI uC-osflcyp033a04bl Score 631 

Exons 1 . .34 8 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 54517 Seq. ID OJ000322_21 . 04 1 9 . 027 

Gene No. 114332 Strand 

Start 2124 End 2721 

Name OJ000322_2r. 04 19 . 027 . o2 . np Method AAT/NAP 

Start 2068 End 2630 ^ 

GI 4417306 Score 215 

Exons 2068.. 2630 

GI Descrip. {AC006446) putative Athila retroelement ORFl protein 
[Arabidopsis thaliana] 



Seq. No. 


54517 




Seq. ID 


OJ000322_21.0419. 


027 


Gene No. 


114332 




Strand 






Start 


2124 




End 


2721 




Name 


OJ000322 21 


.0419. 027. o2.gs 


Method 


GENSCAN 




Start 


2124 




End 


2721 




GI 


none 




Score 


.99 




Exons 


2124 . .2558, 


2578. .2721 








Seq. No. 


54517 




Seq. ID 


OJ000322_21.0-419. 


027 


Gene No. 


114333 




Strand 






Start 


3355 




End 


12667 




Name 


OJQ00322 21 


. 0419. 027. ol.tw 


Method 


TBLASTX: Wheat 




Start 


2067 




End 


2387 




GI 


none 




Score 


95 




Exons 


2067. .2255, 


2271. .2387 








Seq. No. 


54517 




Seq. ID 


OJ000322_21.0419. 


027 


Gene No. 


114333 




Strand 






Start 


.3355 




End 


12667 




Name 


OJ000322 21 


.0419. 027. o3.np 


Method 


AAT/NAP 




Start 


3355 




End 


12667 




GI 


5852180 




Score 


626 




Exons 


3355. .3422, 


8428.. 8855, 8907.. 


-.9024, 10006. .10059, 12609. 


.12667 


GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


54517 




Seq. ID 


OJ000322_21.0419. 


027 


Gene No. 


114333 




Strand 






Start 


3355 




End 


12667 





55136 



Name 




. o3 . gs 


Method. 


LitilNbUAN 


Start 






bna 


Q Q C O 
O O 




none 




Score 


QQ 


Exons h .. 


0 jyz , , 00 








beq. NO. 


t; yl c: 1 Q 




beq. lu 


r\ Tnnn "50 0 
UJ UUUoziz 


Gene No. 


114334 




Strand 




Start 


508 




End 


2017 


Name 


ujuuujiiz ^ 1 . u fi 1 y . 0 


o2 . np 






otart 


OUo 




C »i /-J 

hna 


o n 1 T 
z U 1 / , 




fl DO U/S U 0 




Score 


I 1 Q 

I I y 


Exons 


RHP Eic:^ 9017 








GI Descrip. 




protein 


[ Sorghum 


Dicolor ] 


beq, NO. 


c yi c 1 Q 
04 3lo 




beq. lu 


UJ UUUozz 


Gene No. 


114335 




Strand 


+ 


Start 


1998 




End 


2287 


Name 


OJ000322 21.0419.C28 


ol.gp 


Method 


AAT/GAP 


Start 


1998 




End 


2287 


GI 


61605 3.R1084 




Score 


445 


Exons 


1998.. 2287 









21.0419.C28 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



'1402920/emb|CAA66965| 2.0e-20 (X9B321) peroxidase [Arabidopsis 
thaliana] * 



54518 Seq. ID 

114336 Strand 

1 End 

OJ000322_21.0419.C28 .ol.np Method 

1 End 

7486419 Score 
1..426, 459. .558, 693. .831 
hypothetical protein F4D11 
gi| 3063699|emb|CAA18590.1 I 



OJ000322_21.0419.C28 
831 

AAT/NAP 

831 

72 



90 - Arabidopsis thaliana 
(AL022537) putative protein 
[Arabidopsis thaliana] gi | 7270175 | emb | CAB7 9988 . 1 | (AL161581) 
putative protein kinase [Arabidopsis thaliana] 



54 519,. • .■ - Seq. -ID 

114337 Strand 

1 End 

OJ000322_21.0419.C29.ol.np Method 

1 End 

5852180 Score 
1..69, 898.. 1030, 2039.. 2413 

{AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000322_21.0419.C29 
+ 

2413 
AAT/NAP 
2413 
386 



54519 
114337 
1 

OJ000322_2 1.04 19. C29. ol.gp 
414 

61605_3.R1084 
414. .669 

'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_ 
+ 

2413 
AAT/GAP 
669 
441 



21.0419.C29 



54519 
114338 



Seq. ID 
Strand 



OJ000322 21.0419.C29 



55137 



start 2068 End 4310 

Name OJ000322_21 . 04 19 , C29 . o2 . gp Method AAT/GAP 

Start- - 1200 End . 1629 

GI- 2428185 Score - 817 

Exons 1200.. 1629 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 l.Oe-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : t:i7804 



Seq, No. 54519 Seq. ID 

Gene No. 114338 Strand 

Start 2068 End 

Name OJ000322_21 . 04 19 . C29 . o3'. gp Method 

Start 1647 End 

GI 101153_1.R1084 Score 

Exons 1647,. 1874, 2195.. 2381 

GI Descrip. » 5852170/emb | AL117265 . 1 | OST17804 l.Oe-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : t 17 804 ' 



OJ000322_21.0419.C29 

4310 
AAT/GAP 
2381 
518 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54519 Seq. ID 

114338 Strand 

2068 End 

OJ000322_21 . 04 19 . C29 . ol . gs Method 

2068 ^ End 

none Score 



OJ000322_21,0419.C2 9 

4 310 
GENSCAN 
4258 
.61 



2068. .2271, 2331. .2451, 2525. .2789, 3391. .3419, 3504. .4258 



54519 

114338 

2068 

OJ000322_21.0419.C29.o2.np 

3572 

6983860 

3572. ,4310 

(AP001168) Similar to 22 kDa . 
(AF061282) [Oryza sativa] 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000322_21.0419.C29 

4310 
AAT/NAP 
4310 
509 



kafirin cluster; Ty3-Gypsy type 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No> 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No, 
Gene No , 
Start 
Narrie 
Start 



54519 - Seq, ID 

114339 Strand 
'4825 End 
OJ000322_21. 0419.C29.ol.tm Method 
3896 End 
none Score 

3896.. 3982, 3947.. 4207, 4023., 4193 



54519 

114339 

4825 

OJ000322_21,-0419.C29.ol.tw 

3947 

none 

3947. .4207, 4017. ,4193 

54519 

114339 

4825 

OJ000322_21, 0419.C29,o4 .gp 
4825 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000322_21.0419.C29 
4910 

TBLASTX: Maize 

4207 

49 



OJ000322_21.0419.C29 
4910 

TBLASTX: Wheat 

4207 

143 



OJ000322_21.0419.C29 

4910 

AAT/GAP 

4910 



55138 



GI 61605_3.R1084 Score 133 

Exons 4825., 4910 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] * 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000322_21.0419.C33 
Strand 
End 

Method 
End 
Score 

93. .188, 116. .181, 118. .189, 159. .188, 306. .344, 308. .535, 
309. .425, 311. .475, 511. .618 



54520 

114340 

118 

OJ000322_21.0419.C33.ol.tin 

93 

none 



+ 

618 

TBLASTX: Maize 

618 

65 



Seq. No. . 54520 Seq. ID 

Gene No. 114340 Strand 

Start 118 End 

Name OJ000322_21 . 04 1.9 . 033 . ol . gs Method 

Start 118 End 

GI none Score 

Exons 118.. 219, 305.. 617 



OJ000322_21.0419.C33 

+ 

618 

GENSCAN 

617 

.43 





Seq. No. 


54521 


Seq. ID 


OJ000322_21.0419.C34 




Gene No. 


114341 


Strand' 






Start 


264 


End 


321 




Name 


OJ000322 21.0419.C34.ol.gs 


Method 


GENSCAN 


is 


Start 


264 


End 


321 




GI 


none 


Score 


.72 




Exons 


264 . .321 






1 


Seq. No. 


54521 


Seq. ID 


OJ000322_21.0419.C34 




Gene No. 


114342 


Strand 




y 


Start 


1003 


End 


1087 




Name 


OJ000322 21.0419.C34.ol.gp 


Method 


AAT/GAP 




Start 


1003 


End 


1087 




GI 


LIB3432-060-P1-K1-F9 . 


Score 


135 




Exons 


1003.. 1087 








GI Descrip. 


•4521193/dbj | AB013450 .1 | AB013 


450 3.0e- 


4 0 Oryza sativa DNA, 






similar sequence to Pib gene' 








Seq. No. 


54522 


Seq. ID 


OJ000322_21.0419.C35 




Gene No. 


114343 


Strand 






Start 


1 


End 


695 




Name 


OJ000322 21,0419.C35.ol.np 


Method . 


AAT/NAP 




Start 


1 


End 


695 




GI 


6983860 


Score 


1034 




Exons 


1..695 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy' type 






{AF061282) [Oryza sativa] 








Seq. No. 


54522 


Seq. ID 


OJ000322_21.0419.C35 




Gene No. 


114343 


Strand 






Start 


1 


End 


695 




Name 


OJ000322 21.0419.C35.ol. tm ' 


Method 


TBLASTX: Maize 




Start 


3 


End 


272 




GI 


none 


Score 


225 




Exons 


3. .272 







55139 



Seq. No. 54522 

Gene No. 114343 

Start 1 

Name OJ000322_21'. 04 19 . C35 . 61 . tw 

Start 3 

GI none 

Exons 3.. 272, 26.. 151, 78.. 275 



Seq. ID OJ000322_21.0419.C35 
Strand 

End 695 

Method TBLASTX: Wheat 

End 275 

Score 60 



Seq. No. 54522 

Gene No. 114343 

Start 1 

Name OJ000322_21 . 0419. C35 . o2 . tw 

Start 324 

GI none 

Exons 324.. 506, 325.. 525 



Seq. ID OJ000322_21.0419.C35 
Strand 

End 695 

Method TBLASTX : Wheat 

End 525 

Score 129 



Seq. No. 54523 

Gene No. 114344 

Start 1164 

Name OJ000302_21 . 04 19 . CI . ol . gs 

Start 1164 

GI none 
Exons 



Seq. ID OJ000302_21.0419.C1 

Strand + 

End 2950 

Method GENSCAN 

End 2878 

Score . 65 



1164. .1252, 1942. .2135, 2167. .2878 



Seq. No. 54523 
Gene No. 114344 
Start 1164 

Name OJ000302_21 . 04 19 . CI . ol . np 

Start 1958 
GI 7485805 
Exons 1958.. 2950 

GI Descrip. hypothetical protein F19I3.2 - Arabidopsis thaliana 

gi|3033375|gb|AAC12819.1| (AC004238) putative berberine bridge 
enzyme [Arabidopsis thaliana] 



Seq. ID OJ000302_21.0419.C1 

Strand + 

End 2950 

Method AAT/NAP 

End 2950 

Score 551 





Seq. No.. 


54523 








Seq., ID 


OJ0'00302_21.0419 


.CI 




Gene No. 


114344 ■■ 








Strand 


+ 






Start 


1164 








End 


2950 






Name 


OJ000302 21 


.0419 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


2172 








End 


2597 






GI 


none 








Score 


280 






Exons 


2172. .2501, 


2172 


. .224 9, 


2313. 


.2447', 2538. .2597 






Seq. No. 


54523 








Seq. ID 


OJ000302_21.0419 


.CI 




Gene No. 


114344 








Strand 


+ 






Start 


1164 








End 


2950 






Name 


OJ000302 21 


.0419 


.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


2172 








End 


2753 






GI 


none 








Score 


82 






Exons 


2172. .2321, 


2328 


. .2753, 


2645. 


.2752 








Seq. No. 


54523 








Seq. ID 


OJ000302_21.0419 


.CI 




Gene No. 


114344 








Strand 


+ 






Start 


1164 








End 


2950 






Name 


OJ000302 21 


.0419 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


2415 








End 


2753 





55140 



GI 

Exons 



none 

2415. .2753, 2540. .2752 



Score 



284 



OJ000302_21.0419.C2 
+ 

507 

AAT/NAP 
495 
318 



Seq. No. . 54524 • Seq. ID 

Gene No. 114345 ■ ' . ' . strand 

Start 1 End 

Name OJ000302_21 . 04 1 9 . C2 . ol . np Method 

Start 1 End 

GI 7486975 Score.. 

Exons 1 . . 495 

GI Descrip. hypothetical protein T13K14.20 - Arabidopsis thaliana 
gi|5262776|eitib|CAB45881.1| (AL080282) berberine bridge 
enzyme-like protein [Arabidopsis thaliana] 
gi|7268882|emb|CAB79086.1| {AL161553) berberine bridge 
enzyme-like protein [Arabidopsis thaliana] 



Seq. No. 


54524 


Seq. ID 


OJ000302_ 


_21, 


.0419 


.C2 


Gene No.' 


114345 


Strand 


+ 








Start 


1 ' ' ■ 


End 


507 








Name 


OJ000302 2i.0419.C2.ol.gs 


Method 


GENSCAN 








Start 


34 


End 


507 








GI 


none 


Score 


1 








Exons 


34 . .507 












Seq. No. 


54524 


Seq. ID 


OJ000302_ 


_21. 


,0419 


.02 


Gene No. 


114346 


Strand 


+ 








Start 


704 ■ 


End 


2901 








Name ■ 


OJ000302 21.0419.C2.o2.np 


Method • 


AAT/NAP 








Start 


704 


End 


2901 








GI 


6498423 


Score 


123 








Exons 


704. .1226, 1368. .1524, 2846. 


.2901 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 









Seq. No. 


54524 






Seq. ID 


OJ000302_21.0419.C2 


Gene No. 


114347 






Strand 




Start 


725 






End 


1098 


Name 


OJ000302 


21. 0419. C2 


. ol . tm 


Method ■ 


TBLASTX: Maize 


Start 


73 






End 


498 


GI 


' none 






Score 


51 


Exons 


73. .144, 


117. .194, 


136. .225, 


234. .491, 


235. .498, 301. .498 


Seq. No. 


54524 






Seq. ID 


OJ000302_21.0419.C2 


Gene No. 


114347 






Strand 




Start 


725 






End 


■1098 


Name 


OJ000302 


21. 0419. C2 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


117 






End 


414 


GI 


none ' 






Score 


98 


Exons 


117. .194, 


118. .216, 


229. .414 







Seq. No. 54524 

Gene No. 114347 

Start 725 

Name OJ000302_21 . 04 19 . C2 . ol . tc 

Start 136 

GI none 

Exons 136. .207, 208. .339, 331. ,492, 354. .488 



Seq. ID OJ000302_21. 0419.C2 
Strand 

End 1098 

Method TBLASTX : Cress 

End 4 92 - ; 

Score 82 



55141 



Seq. No. 54524 Seq. ID^ 

Gene No. 114347 Strand 

Start 725 ^ End 

Name ^ OJ000302_21 . 04 19 . C2 . ol . ts Method 

Start' ' 136 End ' 

GI none Score 
Exons 



OJ000302_21.0419.C2 
1098 

TBLASTX : Soybean ■ 

492 

86 



136. .222, 262. .345, 358. .492, 378. .491 



Seq. -No. 54524 

Gene'No. 114347 

Start 725 

Name OJ000302_21 . 04 19 . C2 . o2 . gs 

Start 725 

GI none 

Exons 725.. 878, 987.. 1098 

Seq. No. 54525 

Gene No. 114348 

Start 407 

Name OJ000302_21 . 04 19 . C3 . ol . np 

Start 407 

GI 7486045 

Exons 407.. 784 

GI Descrip. hypothetical protein F23F1.8 
gi I 3420051 1 gb I AAC31852 . 1 1 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_21.0419.C2 

1098 
GENSCAN 
1098 
.75 



OJ000302_21, 
+ 

784 

AAT/NAP 

784 

262 



0419. C3 



Arabidopsis thaliana 
{AC004680) unknown protein 



Seq. No. 


54525 






Seq. ID 


OJ000302_21.0419 


Gene No. 


114349 






Strand 


+ 


Start 


4253 






End 


5440 


Name 


OJ000302 21. 


.0419. 


C3.o2 .np 


Method 


AAT/NAP 


Start 


4253 






End 


5440 


GI 


806299 






Score 


739 


Exons 


4253. .4537, 


4565. 


.5440 






GI Descrip. 


(M25427) unknown 


protein [Zea 


mays] 




Seq. No. 


54525 






Seq. ID 


OJ000302_21.0419 


Gene No. 


114349 






Strand 


+ 


Start 


4253 






End 


5440 


Name 


OJ000302 21, 


,0419. 


C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


4264 






End 


4519 


GI 


none 






Score 


104 


Exons 


4264. ,4353, 


42'65. 


.4387, 4370'. , 


.4519, 4370. .4498 


Seq. No. 


54525 






Seq. ID 


OJ000302_21.0419 


Gene No. 


114349 






Strand 


+ 


Start 


4253 






End 


5440 


Name 


OJ000302 21, 


,0419. 


C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4619 






End 


4948 


GI 


none 






Score 


266 


Exons 


4619. .4948, 


4628. 


. 4948 






Seq. No. , 


54525 






Seq., ID 


OJ000302_21.0419 


Gene No. 


114349 






Strand 


+ 


Start 


4253 






End 


5440 


Name 


OJ000302 21. 


0419. 


C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4853 






End 


5257 



55142 



GI none 

Exons 4853.. 5014, 4870.. 4986, 4963. 

Seq. No. 54525 

Gene No. 114349 

Start 4253 

Name OJ000302_21 . 04 19 . C3 . ol . tm . 

Start 4910 

GI none 

Exons 4910.. 4993, 5021.. 5080, 5102. 

Seq. No. 54525 

Gene No. 114349 

Start 4253 

Name OJ000302_21 . 04 19 . C3 . ol . tc 

Start 4985 

GI none 

Exons 4985.. 5107, 5144.. 5350 

Seq. No. 54525 

Gene No. 114349 

Start 4253 

Name OJ000302_21 . 0419 . C3 . o2 . tw 

Start 5135 

GI none 

Exons 5135.. 5437, 5143.. 5328, 5365., 

Seq. No. 54526 

Gene No. 114350 

Start 1 

Name OJ000302_21 . 04 19 . 04 . ol . np 

Start 1 

GI 806299 

Exons 1..1290, 1387.. 1547 

GI Descrip. (M25427) unknown protein [Zea 

Seq. No. 54526 

Gene No. 114350 

Start 1 

Name OJ000302_21 . 04 19 . 04 . ol . gs 

Start 39 

GI none 

Exons 39. . 1292 



Score 86 

.5115, 5024. .5125, 5120. .5257 

Seq. ID OJ000302_21. 0419.03 

Strand ' ' + ' 

End 5440 

Method TBLASTX: Maize 

End 5397 

Score 65 

.5386, 5132. .5389, 5146. .5397' 

Seq. ID OJ000302_21.0419.C3 

Strand + 

End 5440 

Method TBLASTX : Oress 

End 5350 

Score 75 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5430 

Seq. ID 

Strand 

End 

Method 

End 

Score 

mays] 

Seq. ID' 

Strand 

End 

Method 

End 

Score 



OJ000302_21. 0419.03 
+ 

5440 

TBLASTX: Wheat 

5437 

247 



OJ000302_21. 0419.04 
+ 

1547 
AAT/NAP 
1547 
1060 



OJ000302_21. 0419.04 
+ 

1547 
GENSOAN 
1292 
.59 



Seq. No. 54526 Seq. ID 

Gene No. 114351 Strand 

Start 2208 End 

Name OJ000302_21 . 04 19 . 04 . ol . tm Method 

Start 534 End 

GI none Score 

Exons - 534.. 1016, 857.. 1018 



OJ000302_21. 0419.04 
+ 

4225 

TBLASTX: Maize 

1018 

369 



Seq. No. 54526 Seq. ID 

Gene No. 114351 Strand 

Start 2208 End . 

Name OJ000302_21 . 04 19 . 04 . ol . ts Method 

Start 564 End 



OJ000302__21.0419.O4 
+ 

4225 

TBLASTX: Soybean 
968 



55143 



ox 


none 


Score 


106 




F.5f ons 


564. 737. 726 968. 854. 967 








Seq. No. 


54526 


Seq. ID 


OJ000302_21.0419. 


C4 


Gene No. 


114351 


Strand 


+ 




Start 


2208 


End 


4225 






OJ000302 21 0*419 C4 ol tw 


M*=it* hoH 






Ci- a rt 


639 ~ 


End 


2618 




GI 


none 


Score 


247 




F von 


639 1070 2412 2450 2511 


.2618 






Sea No 


54526 


Sea ID 


OJ000302 21 0419 


C4 


Gene No , 


114351 


Strand 


+ 




Start 


2208 


End 


4225 




Name 


OJ000302 21.0419.C4 .o2.np 


Method 


AAT/NAP 




Start 


2208 


End 


4225 




GI 


322873 


Score • 


293 






2208. .2721, 2904. .2962, 4193 


. .4225 








hypothetical protein 2 - maize transposon En-1 






gi|225006|prf 1 | 1206239B ORE 


2 [Zea mays] 




Seq. No, 


54527 


Seq. ID 


OJ000302_21.0419. 


C5 


Gene No. 


114352 


Strand 


+ 




Start . 


297 


End 


2611 






OJ000302 21.0419.C5.ol.gs 


Method 


GENSCAN 




Start 


297 


End 


2611 






none 


Score 


. 66 




F von *^ 


297. .372, 1813. .1890, 2462.. 


2611 






O C . IN • 


54527 


Seq. ID 


OJ000302_21,0419. 


C5 


r^ta-n^ KIo 


114353 


Strand 






Start 


2341 


End 


7542 




Name 


OJ000302 21.0419.C5.ol.np 


Method 


AAT/NAP 




Start 


2341 


End 


7542 




GI 


7486726 


Score 


577 




F von Cs 

lit AVw'i 1 o 


2341.. 2387, 3309.. 3537, 3713 


..4691, 4782. .5180, . 5313. .5723, 




7440. .7542 - 










hypothetical protein" F9D12 . 2 


Arabidopsis thaliana 






gi|3319345|gb|AAC26234.1| (AF077407) contains similarity to 




maize transposon MuDR (GB:M76978) [Arabidopsis thaliana] 




Seq. No. 


54527 


Seq. ID 


OJ000302_21.0419. 


C5 


Gene No. 


114353 


Strand ' ' 






Start 


2341 


End 


7542 




Name 


OJOO6302 21.0419.C5.o2.gs 


Method 


GENSCAN 






3268 


End 


6606 




GI 


none 


Score 


.49 




Exons 


3268. .3594, 3679.. 4021, 5701 


. .6229, 6561. .6606 




o t; (-J . IN D . 


54527 


Seq. ID 


OJ000302_21.0419. 


C5 


Gene No. 


114354 


Strand 






Start 


7445 


End 


8089 




Name 


OJ000302- 21.0419.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start ' ■ 


4317 


End 


4652 




GI 


none 


Score 


208 




Exons 


4317. .4652 









55144 




Seq. No. 


54527 


Seq. ID 


OJ000302_21.0419 


.C5 


Gene No. 


114354 


Strand 






C; -h a r-+- 


7 4 4 R 

f H *i D 


iiina 


ouo y 




Nsiue 




ixie tnoa 


P T M c p a M 






' 7 /I 4 c 


HjnQ 


Q HQ Q 

0 uo y 






none 


Score 


c 




Exons 


lAA^ l^^l 19.00 PflftQ 








Seq. No. 


54528 


Seq. ID 


OJ000302_21..0419 


.C7 


Gene No. 


114355 


Strand 








X D / U 


tina 


1 Q97 

1 y z / 




Name 


icinn'^no n/iiQ pt rro 
ujuuuju^ ^ 1 . u ft 1 y . u / . oz . gs 


ixie tnoQ 


PTTMCPHM 
ijll.iNbL.AN 






1 0 / u 


Hina 


1 Q97 

1 y Z / 






none 


Score 


. yi 




1^ O 

tjXons 


TfTTfi 1Q97 








oeq. iNo. 


0 ft D Z y 


Seq. ID 


OJ000302_21.0419 


P Q 

. u y 


Gene No. 


114356 


Strand 


+ 




Start 


1 


End 


2687 




iNiaiue 


wuuuuouz z X . u X y . y . o 1 . np 


Method 


AAT/NAP 




b car c 




End 


2573 






4 DO UZ U J 


Score 


1508 




XT' 1^ tf?" 

tjXons 




1632. .2573 




kji uescnp. 


^/\rxx4x/X; iNi:Z~xiKe protGin 


[Sorghum bicolor] 




Seq. No. 


54529 


Seq. ID 


OJ000302_21.0419 


.C9 


Gene No. 


114356 


Strand 


+ 




bnart 


1 


End 


2687 




Name 


p»Tnnmn9 9i n/iiQ pq ^^9 


Method 


TBLASTX: Cress 




o uarr. 


17 1 

1/1 


End 


392 






none 


Score 


227 




Exons 


171 '5Q9 9"^^^ 9Qi^ 9y1f^ c; 0 


317. .391 






beq. NO. 


C. /I C. 9 Q 


Seq. ID 


OJ000302_21.0419 


. cy 


Gene No, 


114356 


Strand 


+ 




Start 


1 


End 


2687 




Name 


n.Tnnn'^n9 91 n^iQ pq o9 ^tat 
vjuuuuouz ^ 1 . u 4 1 y . u y . oz . V, w 


Method 


TBLASTX: Wheat 




b uar u 


1 Q n 
1 0 u 


End 


646 




P T 


none 


Score 


54 




Exons 


1 CJ n 9'5'5 1QQ 99'5 O'^A Q 
IcSU. . 4LO:j f lots. .ZZj, Zo4, .000/ 


245. .331/ 


330. .440/ 339..- 






'^4'^ 441 "^47 Rl 7 4c;fi f^Af. 
OftO. .441/ 04 / . .31/, 400. .D4D/ 


486. . 641 






Seq. No. 


54529 


Seq: ID ■ 


OJ000302_21.0419 


.C9 


Gene No. 


114356 


Strand 


+ 




o u ar c 


1 
1 


End 


2687 




Name 


Uuuuuouz z 1 . U4 1 y . uy . 01 . um 


Method 


TBLASTX: Maize 




bnar L 


9 T7 

zo / 


End 


680 




P T 


none 


■ Score 


229 




Exons 


9'57 /I Q 9 9Q7 /I 7 Q /I Q ^QO 
ZO/..4oZ, Z0/..4/O/ 4oD..DoU 








Seq. No. 


b4 bzy 


Seq. ID 


OJ000302_21.0419 


. C9 


Gene No. 


114356 


Strand 


+ 




Start 


1 


End 


2687 




Name 


OJ000302 21.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


396 


End 


2549 




GI 


none 


Score 


.73 




Exons 


396. .2549 









55145 



Seq, No. 54529 

Gene No. 114356 

Start '1 

Name OJ000302_21 . 04 19 . C9 . ol . ts 

Start 515 

GI none 

Exons 515.. 670, 516.. 749 



Seq. ID OJ000302_21.0419.C9 

Strand + 

End 2687 ^. . 

Method TBLASTX: Soybean 

End 749 

Score 250 



Seq. No. 54529 

Gene No. 114356 
Start . 1 

Name OJ000302_2 1 . 04 1 9 . 09 . o3 . tw 

Start 888 

GI none 

Exons 888. .1118, 917. .1117, 1154, 



Seq. ID OJ000302_21. 0419.C9 

Strand + 

End 2687 

Method TBLASTX : Wheat 

End 1238 

Score 183 
1237, 1155. .1238 



Seq. No. 54529 

Gene "No. 114356 

Start 1 * 

Name OJ000302_2 1 . 04 1 9 . C9 . o3 . tm 

Start 894 

GI none 

Exons 894.. 1040, 923.. 1030, 1047. 



Seq. ID OJ000302_21.0419.C9 

Strand + 

End 2687 

Method TBLASTX: Maize 

End 1109 

Score 166 
,1109 



Seq. No. 54529 

Gene No. 114356 

Start 1 

Name OJ000302_21 . 0419.C9.o2 . tm 

Start 1146 

GI none 
Exons 



Seq. ID OJ000302_21.0419.C9 

Strand + 

End 2687 

Method TBLASTX : Mai ze 

End 1631 

Score 296 



1146. .1631, 1163. .1339, 1470. .1544, 1475. .1624 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



54529 

114356 

1 

OJ000302_21. 04 19.09. ol.gp 
1227 , 
5002953 



Seq. ID OJ000302_21.0419.O9 

Strand + 

End 2687 

Method AAT/GAP 

End 2687 

Score 1280 



1227. .1358, 1617. .2026, 2506. .2687 

4680203/gblAAD27566.1|AF114171_7 l.Oe-39 (AF114171) TNP2-like 
protein [.Sorghum bicolor] 



Seq. No. 54529 

Gene No. 114356 

Start 1 

Name OJ000302_21 . 04 19 . 09 . ol . tw 

Start 1242 

GI none 
Exons 



Seq. ID OJ000302_21.0419.O9 

Strand + 

End 2687 

Method TBLASTX: Wheat 

End 24 62 

Score 488 



1242. .1784, 1286. .1732, 1803. .1964, 1820. .1960, 1968. .2159, 
2003. .2143, 2148. .2195, 2199. .2240, 2202. .2240, 2264. .2341, 
2265. .2369, 2370. .2462 



Seq. No. 54529 

Gene No. 114356 

Start 1 

Name OJ000302 21 . 04 1 9 . 09 . ol . tc 



Seq. ID OJ000302_21.0419.O9 

Strand + 

End 2687 

Method TBLASTX : Oress 



55146 



start 1529 

GI none 

Exona 1529.. 1732, 1533.. 1784, 1803. 

Seq. No:. . 54530 

Gene No. 114357 

Start 1 

Name OJ000302 

Start 1 

GI - 1076802 

Exons 1..21, 95.. 672, 3388, 
11903. .12612, 14443., 

GI Descrip. 



2_21. 0419. CIO. ol.np 



.3447, 
14733 



End .1955 
Score 209 
.1955, 1820.. 1942 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3a01. .4105, 



OJ000302_21. 0419. CIO 
+ 

21765 
AAT/NAP 
14 7 33 ■ 
318 
6848. . 6897, 



extensin-like protein. - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi I 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



Seq. No. 54530 Seq. ID 

Gene No. 114357 Strand 

Start 1 End 

Name OJ000302_21 . 04 19 . CIO i ol . gs Method 

Start 95 End 

GI none ' Score 

Exons • 95. . 68 9 



OJ000302_21. 0419. CIO 
+ 

21765 - 
GENSCAN 
689 
.89 



Seq. No. 54530 

Gene No. 114357 

Start 1 

Name OJ000302_21 . 0419 . CIO . o2 . gs 

Start 2064 

GI none 

Exons 2064.. 2193, 2282.. 3015, 3094, 
5166. .5291 



Seq. ID OJ000302_21. 0419. CIO 

Strand + 

End 21765 

Method GENSCAN ' 

End 5291 

Score .7 

.4469, 4552. .4722, 4889. .5060, 



Seq. No. 54530 Seq. ID 

Gene No. 114357 Strand 

Start 1 End 

Name OJ000302_2 1 . 04 19 . CIO . ol . gp , Method 

Start 4878 End 

GI LIB3431-001-P1-N1-B5 Score 

Exons 4878.. 5060, 5166.. 5399 

GI Descrip. ' 4680203/gb | AAD27566 . 1 | AF114 171_7 
protein [Sorghum bicolor] ' 



0419. CIO 



OJ000302_21, 
+ 

21765 
AAT/GAP 
5399 
763 



l.Oe-39 (AF114171) TNP2-like 



Seq. No. 54530 Seq. ID 

Gene No. 114357 Strand 

Start 1 End 

Name OJ000302_2 1 . 04 1 9 . CIO . o2 . gp Method 

Start 11580-- End 

GI none Score 
Exons * 11580.. 12048 



OJ000302_21. 0419. CIO 
+ 

21765 
AAT/GAP 
12048 
876 



Seq. No. 54530 Seq. ID 

Gene No: 114357 Strand 

Start 1 . *' End 

Name OJ000302_21 . 04 19 . CIO . o4 . gs Method 

Start 14135 End 

GI none Score 



OJ000302_21. 0419. CIO 

+ .•/ 

2i765 

GENSCAN 

21765 

. 62 



55147 



Exons 



14135. .14190, 17 955. .18221, 19385. .19483, 19830. .19966, 
21698. .21765 



Seq. No. 


54530 






Seq. ID 


OJ000302_21. 0419. CIO 


Gene No. 


114358 






Strand 




Start 


6584 






End 


12845 


Name 


OJ000302 21 


.0419. CIO. o3. 


gs 


Method 


GENSCAN 


Start 


6584 






End 


12816 


GI . 


none 






Score 


.47 


Exbns 


6584.. 6624, 


6696. .6807, 


10927 


. .10986, 


11878. .12277, 12332. . 



Seq. No. 54530 Seq. ID OJ000302__21 . 04 19 . CIO 

Gene No. 114358 Strand 

Start 6584 End 12845 

Name OJ000302_21 . 04 19 . CIO . o3 . gp Method AAT/GAP 

Start 12563 End 12845 

GI 63236_1.R1084 Score 499 

Exons 12563.. 12845 

GI Descrip. ' 57 6771/gb | U16256 | OSU16256 O.Oe+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3* '-end sequence' 



Seq. No. 54530 Seq. ID OJ000302_21 . 04 19 . CIO 

Gene No. 114359 Strand 

Start - 21150 .End 21643 

Name OJ000302_21 . 0419 . CIO . o5 . gp Method AAT/GAP • 

Start 21150 End 21643 

GI 576771 Score 804 

Exons 21150. .21360, 21387.. 21643 

GI Descrip. 576771/gb | U16256 | OSU16256 0 . Oe+00 " Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 '-end sequence 



Seq. No. 54531 Seq. ID 

Gene No. 114360 Strand 

Start 110.5 End 

Name OJ000302_21 . 04 19 . Cll . o2 . gs Method 

Start 1105 End 

GI none ' Score 

"Exons 1105.. 1291 



OJ000302_21. 0419. Cll 
+ 

1291 

GENSCAN 

1291 

.69 - ' 



Seq. No. 54531 Seq. ID 

Gene No. 114361 Strand 

Start 84 . End 

Name OJ000302_21 . 04 19 . Cll . ol . gs Method ' 

Start 84 End 

GI none Score 

Exons 84. .228, 349. .398 



OJ000302_21. 0419. Cll 
398 

GENSCAN 

398 

.52 



Seq. No. 54532 

Gene No. 114362 

Start 13433 

Name OJ000302_2 1.0419. C12 . o2 . gs 

Start 13433 

GI ' - none - 
Exons 



Seq. ID OJ000302_21.0419.C12 



Strand 
End 

Method 

End 

Score 



+ 

15474 
GENSCAN 
15474 
v4 6 



134 33. .134 35, 13835 .. 14 236, 14562. . 14 638, 15309. .15474 



Seq. No, 
Gene No, 



54532 
114363 



Seq. ID OJ000302_21.0419.C12 
Strand 



55148 



start 
Name 
Start 
GI 

Exons 



1126 . End 14324 

OJ000302_21 . 0419.. C12 . ol ■ gs Method GENSCAN 
1126 End 12832 

none Score . 62 

1126.. 1356,' 1714.. 1755, 3413.. 3495, 3788.. 3968, 4306.. 4382., 
7046. .7115, 8080. .8187, 8265. .8368, 8512. .85.78, 9647. .9697, 
10408. .10524, 10668. . 10747, 11122 .. 11317 , 12176 .. 12227, 
12735. .12832 



Seq. No. 54532 

Gene No. 114363 

Start 1126 

Name OJ000302_2 1 . 04 1 9 . C12 . ol . gp 

Start 6747 

GI 2446_1.R1084 

Exons 6747.. 7115, 8080.. 8125 

GI Descrip. '2982309 8.0e-15 (AF051239) 
2 [Picea mariana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_21.0419.C12 

14324 
AAT/GAP ' 
8125 
758 



probable ubiquitin activating enzyme 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
2 GI Descrip. 



I 

. 3 

Seq. No. 
J Gene No. 
4 Start 
5, Name 
=^ Start 

i GI 

" Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



54532 Seq. ID OJ000302_21 . 04 19 .012 

114363 Strand 
1126 End 14324 

OJ000302_21.0419.C12.ol.np Method AAT/NAP 
7005 End 12817. 

7488411 Score 751 

7005. .7112, 8080. .8187, 8265. .8368, 8512. ,8597, 
10668. .10747, 11122 .. 11317, 12176 .. 12227 , 12735 
ubiquitin-activating enzyme homolog F13M23.80 - 
thaliana gi | 4455237 | emb | CAB36736 . 1 | (AL035523) ubiquitin 
activating enzyme-like protein [Arabidopsis thaliana] 
gi I 7269344 |emb|CAB79403. 1 1 (AL161562) ubiquitin activating 
enzyme-like protein [Arabidopsis thaliana] 



10382. .10524, 
.12817 
Arabidopsis 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 21.0419.C12 



54532 
114363 
1126 

OJ000302_21 . 04 19 . C12 . oZ. gp 
10452 

LIB3431-044-P1-K1-A10 " 
10452. .10524, 10668. .10747, 
12735. .12938 

'3647283/emb|CAA09619| l.Oe-45 (AJ011418) ubiquitin activating 
enzyme [Lycopersicon esculentum] ' 



14324 
AAT/GAP . 
12 938 
1054 



11122. .11317, 1217 6. .12227, 



54532 

114363 

1126 

OJ000302_21.0419.C12.o2.np 

12649 

4457221 

12649. .12715, 13814. .14055, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_21.0419.C12 

14324 
AAT/NAP 
14324 
102 



14231. . 14324 



(AF127797) putative bZIP DNA-binding protein [Capsicum chinense] 



54532 Seq. ID 

114364 Strand 

16260 End 

OJ000302 21.0419.C12.o2.tm Method 



OJ000302_21.0419.C12 
22950 

TBLASTX: Maize 



55149 



start 


7023 






End 


12781 




GI 


none 






Score 


147 




Exons 


7023. . 


7115, 8069.. 8188, 8083.. 8187, 8229.. 8324, 


8265. .8345, 




8266. . 


8343, 8330.. 8380, 8336.. 8371, 8502.. 8579, 


8513 8590, 




10408 . 


.10524, 10409. 


. 10525, 


10409. . 10525, 10659 


1074 8 , 




10659. 


.10748, 10660. 


. 10749, 


11105. .11326, 11115 


11327 , 




12168. 


.12251, 12176. 


.12238, 


12734 . .1271 


31, 12735 


. . 12770, 




12737. 


.12781 










Spa No 


54532 






Seq. ID 


OJ000302^ 


21 0419 C12 


Gene No. 


114364 






Strand 






Start 


16260 • 






End 


22950 




Name 


OJ000302 21.0419.C12 


. ol . ts 


Method 


TBLASTX: 


Sovhean 

1^ v*/ y *«/ t-i X 1 


Start 


10668 






End 


12781 




GI 


none 






Score 


169 




F, X o n s 


10668. 


.10739, 11118. 


. 11318, 


11120. . 11317, 12176 


12238, 




12734. 


.12781 










Seq. No. 


54532 ■ 






Seq. ID 


OJ000302 


_21.0419.C12 


Gene No. 


114364 






Strand 






Start 


16260 






End 


22950 




Name 


OJ000302 21.0419.C12 


. ol . tc 


Method 


TBLASTX :i 


Cress 


Start 


11111 






End 


12781 




GI 


none 






Score 


168 




Exons 


mil. 


.11317, 11118., 


. 11318, 


12734 . . 121i 


31 




Spa No- 


54532 






Seq. ID 


OJ000302 


21 0419 C12 


(^pnp No 


114364 






Strand 






Start 


16260 






End 


22950 




Name 


OJ000302 21.0419.C12. 


. o3 . qs 


Method 


GENSCAN 




Start 


16260 






End 


22950 




GI 


none 






Score 


.59 




p. yon <=; 


16260. 


.16316, 16955., 


. 17125, 


17576. .17627, 17669 


. 17781 , 




17949. 


.18157, 18455., 


. 18646, 


19056. .19197, 19283 


19379, 




19483.. 


.19588, 19673., 


.19807, 


20287. .20541, 20596 


. .21109, 




21152. 


.22612, 22745. . 


.22950 








Seq. No. 


54532 






Seq. ID 


OJ000302 


21.0419.C12 


Gene No. 


114364 






Strand 






Start 


16260 






End 


22950 




Name 


OJ000302 21.0419.C12. 


. o3 . np 


Method 


AAT/NAP 




Start 


18022 






End 


22861 




GI 


■ 7228438 " 




Score 


2126 




Exons 


18022. 


.18064, 20858.. 


.22861 









GI Descrip. (AP001366) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 54532 Seq; ID OJ000302_21 . 0'4 19 .•C12 

Gene No. 114364 Strand 

Start 16260 End 22950 

Name OJ000302_21 . 0419 .C12 . o5 . np Method AAT/NAP 

Start 19480 End 22948 

GI • 7228442 Score 2943 

Exons 19480. .19663, 20302.. 22948 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 



55150 



isolog. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54532 Seq. ID OJ000302_21 . 04 1 9 . C12 

114364 Strand. - 

16260 End 22950 

OJ000302_21 .0419. C12 . o4 . np Method AAT/NAP 

20848 End 22861 

7228438 Score 2121 

20848. .22861 

(AP001366) EST C28952 (C62945 ) corresponds to a region of .the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI . ^ 

Exons 



54532 

114364 

16260 

OJ000302_21. 0419.C12.ol.tw 

21242 

none 

21242 . .21415, 21253 .. 21393, 
21465. .21617, 21470. .21619 



Seq. ID OJ000302_21 .0419.C12 
Strand 

End 22950 

Method TBLASTX : Wheat 

End 21619 

Score 71 
21348. .21416, 214 4 0 ., 21616, 



Seq. No. 54532 

Gene No. 114364 

Start 16260 

Name OJ000302_21 . 0419 . C12 . ol . tm 

Start 21317 

GI none 

Exons 21317, .21388, 21435 21734 , 



• Seq. ID OJ000302_21.0419.C12 
Strand 

End 22950 

Method TBLASTX :Maize 

End 21913 

Score 182 
21446. .21913, 21786. .21908 



Seq. No. 54533 

Gene No. 114365 

Start 1386 

Name OJ000302_21 . 04 19 . C13 . ol . gs 

Start 1386 

GI none 

Exons 138 6. . 154 3 



Seq. ID OJ000302_21.0419.C13 

Strand + 

End 1543 

Method GENSCAN 

End ^154 3 

Score .51 



Seq. No. 54533 Seq. ID OJ000302_21 . 04 19 . C13 

Gene No. 114366 Strand + 

Start 5882 End 5954 

Name OJ00,0302_21 . 04 19. C13 . ol . gp Method AAT/GAP 

Start 5882 End ' 5954 

GI LIB3477-003-P1-K1-E9 Score 107 

Exons 5882 . .5954 

GI Descrip. • 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
SI PRECURSOR (ORY S I) >gi_1173557 (031771) Ory s 1 [Oryza 
sativa] ' ' ' - 



Seq. No. 54533 Seq. ID 

Gene No. 114367 Strand 

Start 5381 End 

Name OJ000302_21 . 04 19 . C13 . o2 . gs Method. 

Start ^.^ 5381 End 

GI none Score 

Exons 5381.. 5497 



OJ000302_21.0419.C13 

5497 
GENSCAN 
5497 
.83 



55151 



Seq. No. 54534 

Gene No. 114368 

Start 2268 

Name OJ000302_21 . 04 19 . C14 . ol . gs 

Start 2268 

GI none 

Exons 2268.. 2363, 3067.. 3133, 3284, 



Seq. ID OJ000302_21.0419.C14 

Strand + 

End 5486 

Method GENSCAN 

End 5486 

Score .85 

.3376, 4309. .4499, 5385. .5486 



Seq. No. 54535 

Gene No. 114369 

Start 1393 

Name OJ000302_21 .0419. C15 . ol . gs 

Start 1393 

GI none 

Exons 1393.. 1616 



Seq. ID OJ000302_21. 0419.015 
Strand 

End 1616 

Method GENSOAN 

End 1616 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54536 

114370 

4307 

OJ000302_21.0419.016.o2.gs 

4307 

none 



Seq. ID OJ000302_21. 0419. 016 

Strand + 

End - 764 9 

Method GENSOAN 

End 7 64 9 

Score .82 



4307. .4365, 4436. .4566, 5099. ,5604, 5718. .5800, 6320. .6423, 
6868. .6947, 7308. .7649 " 



Seq. No. 54536 

Gene No. 114370 

Start 4307 

Name OJ000302_21 . 04 19 . 016 . ol . gp 

Start 5478 

GI none 

Exons 5478.. 5783 



Seq. ID OJ000302_21. 0419.016 

Strand + 

End 7 64 9 

Method AAT/GAP 

End 5783 

Score 572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



54536 
114371 
16741 

OJ000302_21.0419.C16.o2.np 
16741 
7529719 

16741. .16897, 17030 .. 17192, 17400. .17438 
(AL132969) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000302_21. 0419. 016 
Strand + 

17438 
AAT/NAP . 
17438 
175 



End 

Method 

End 

Score 



54536 
114372 
11098 

OJ000302_21.0419.C16.ol.np 
10579 
6523097 
1057 9. .10638, 11101. .11307 

(AL133315) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000302_21, 0419.016 
Strand 

End 11512 

Method AAT/NAP 

End 11307 

Score 245 



54536 

114372 

11098 

OJ000302_21.0419.O16.o2.gp 
11055 

69595 1.R1084 ' 



Seq. ID OJ000302_21. 0419.016 
Strand 

End 11512 

Method AAT/GAP 

End 11512 

Score 875 



55152 




Exons 11055. . 11512 

GI Descrip. '1532167 l.Oe-13 (U63815) localized according to blastn 
similarity to EST sequences; therefore, the coding span 
corresponds only to an area of similarity since .the initation 
codon and stop codon could not be precisely '-determined 
[Arabidopsis thaliana] ' 





beq . iNo . 


C 4 C -D 

O 4 O O 0 




beq . X u 


VJUUUUoU^ ZX.U4X^. 


PI 

X D 




Gene No. 


114372 




Strand-." 








Start 


■11098 




End 


11512 






Name 


\JO \J\J\J 0\J ^. Z ± . U ft ± ^ . X D . 


. oo . gs 




Ej LN O Vw-rt-lM 






orarc 


1 1 nop 






1 1 "^m 

X X O u / 








none 




Score 


QP 






Exons 


1 1 DQR 1 1 '^m 












o e q . LN o . 


c 4 c o 




beq . X u 


VJUUUU-3UZ Z X . U *i X y . 


PI 
X D 




Gene No. 


114373 




strand 








Start 


1.6715 




End 


17178 






Name 


riinnn'^n? 9i 041 q n 

WvJUUUjUZ ^ 1 . U 4 X ^ . X D . 


. o 1 . tm 


LYlC LflOQ. 


1 DXii-Vo 1 A . LYlo. X Z e 






C 4- r!3 ■v^4~ 

b uari: 


1 1 n D Q 
X X uo y 




Lna 


1 1 1 
X X J X 4 








none 




Score 


Z J 1 






Exons 


iinoQ ii'^m iinQ^ 


11^1^ 










oeq. NO. 


D fl 3 J D 




beq . 1 u 


Pi TPi n fi n 9 91 n^i Q 


PI ^ 




Gene No." 


114373 




Strand 








Start 


16715 




End 


17178 




Fy 


Name 


L/JUUUjUZ ii: X . u I X ^ . ^x d , 


. ox . lS 


LYieunoQ 


1 DXirib i A . boyoean 






o car u 


X X u ^ o 




ijnci 


1 1 9 1 Q 
X X O X ^ 








none 




Score y 


1 9P 
X Z O 




t. u 


iijXons 


liriQR IT'^IQ 11171 

xxui^j. .xxoxy, XXX / x. , 


. X X J U C5 








t ™ 


oeq. NO. 


c 4 c; -3 ^ 
O 'I 3 O D 




beq . X u 


r^TPl (10^^09 91 nAIQ 
L/UUUUoUZ. Z X . U f± X ^7 . 


PI ^ 
L> X D 




Gene No. 


114373 




Strand 






n 


Start 


16715 




End 


17178 






Name 


vJuUUUjU/. ^ X . U 'i X . ux d < 


, ol . tw 


LYieiinoa. 


i JDijM.b iA . wneaL. 






o uar u 


1 1 OQP 
X X U 0 




tino. 


1 1 9np 
X X o u o 








none 




Score 


X 4 O 




_ 


Exons 


1 1 nop 1 1 '^07 111 (^R 
XXUl?0. .XX^U// XXXDO. . 


. X X O U 0 










beq, NO. 






beq. lu 




P1 ^ 






X X *i J 1 O 




Ql" yj3 TiH 








Start . 


16715 




End 


17178 






Name 


OJ000302 21.0419.C16, 


, o4 . gs 


Method 


GENSCAN 






Start 


• 16715 




End 


17178 






GI 


none 




Score 


. 61 






Exons 


16715. .17098, 17152. . 


,17178 










Seq. No. 


54537 




Seq. ID 


bj000302_21.0419. 


CI 7 




Gene No. 


114374 




Strand 


+ 






Start 


1 




End 


4404 






Name 


OJ000302 21.0419.C17. 


, ol .np 


Method 


AAT/NAP 






Start 


1 




End 


2342 






GI 


7529719 




Score 


352 






Exons 


•a.. 46, 488.. 601, 717, 


. .783, 


912. .1017, 


1112. .1174, 1276. . 


140? 



1492. .1594, 1715. .1797, 1912. .2001, 2112. .2229, 2273. .2342 
GI Descrip. (AL132969) putative protein [Arabidopsis thaliana] 



55.153 





54537 








Seq. ID 


OJ0G0302 


_21.0419.C17 ^ 




114374 








Strand 


+ 




Start 


1 








End 


4404 




Name 


OJ000302 21 


.0419 


C17.01 


.gs 


Method 


GENSCAN 




Cf a rt 


3 








End 


4404 






none 








Score 


.63 








• U U X , 


717. .783, 912. .1017, 


1112. .1170, 1269. .1393, 






1713 


.1797, 


1833. 


.1971, 2112. .2254, 


2731. ,3306, 




3340 3437 


3685 




>J o ^ ~J * 


.3992, 4036. .4293, 


4 ?7 S 4 4 04 


0^(^ < INW • 


S4 








Seq. ID 


OJ000302 


91 n41Q CM 




114 375 








Strand 






o i_ d J- i- 


^ ^ u o 








End 


4182 




Name 


OJ000302 21 


.0419. 


n 7 oi 

X / . W X 




Method 


TBLASTX : 


LYldX^ti 


Start 


1092 








End 


2345 






none 








Score 


97 






1 DQ? 117? 

XVJ^^. .XX ' ^ f 


1254 . 


.1403, 


1289. 


.1408, 1314. .1376, 


1489. .1515, 




14flQ ISIS 


1 S^l 

X J X . 


.1590, 


1536. 


.1592, 1537. .1590, 


1 S^Pl 1 SQ1 






1712. 


. 1756, 


1912. 


.2001, 1912. .2001, 






? 1 1 n ?1 S4 


^ ^. ~j o * 


.2345, 


2238. 


.2339 






o c; Lj^ • LN • 


S4 S^7 








Seq. ID 


OJ000302 


91 04 1 Q CM 

^X.Vy'lX^.^^X / 


Gene No. 


114375 








Strand 






Start 


2268 








End 


4182 






\J fiJ \J \J \J ^ \J ^ ^x 


.0419. 


C17.02 


.np 


Method 








?? (^fi ~ 

^ ^ u o 








End 


4182 




O X 


S77 7 fil 








Score 


130 






^^uo. t ^ y ^ f 


3765. 


.4182 










r^T nf^*=!PT "in 

\J J- O J. wL. k-' • 


f AJ24 5900 ^ 


CAA30374.1 protein 


[Oryza sativa] 




Seq. No. 


54538 








Seq. ID 


OJ000302 


ZX . UftX^.V^XO 


Gene No. 


114376 








Strand 


+ 




Start 


193 








End 


907 




Name 


OJ000302 21 


.0419. 


C18.01 


. gs 


Method 


GENSCAN 




o u d X u 


193 








End 


907 




\J X 


none 








Score 


.5 




P von Q 


193. .202, 292. .405, 894 


. . 907 








Seq. No. 


54538 








Seq. ID 


OJ000302 


91 n41Q PIP 


Gene No. 


114377 








Strand 






Start 


1235 








End 


1812 




Name 


OJ000302 21 


.0419. 


C18.01 


. tw 


Method 


TBLASTX: 




o i_ d X u 


399 








End 


637 




VJ X 


none 








Score 


249 






399. .635, 404. .637 










Seq. No. 


54538 








Seq. ID 


OJ000302 


_21,0419.C18 


Gene - No . • 


114377 








Strand 






O L. dx t_ 


1235 








End .. 


1812 




Name 


OJ000302 21 


.0419. 


C18.02 


. tm 


Method 


TBLASTX: 


Maize 


O LdX C 


468 








End 


671 




GI 


none 








Score 


186 




Exons 


4 68. .671 














Seq. No. 


54538 








Seq. ID 


OJ000302 


_21.0419.C18 


Gene No. 


114377 








Strand 






Start 


1235 








End 


1.812 





55154 



Ma mo 

LN CtillC 


VJWU'_/U^ ^X.v'^lX^.V'XO.^X. L-ill 


MpI" h oH 


TRT.A^TX • Mpi 1 

X OXjr^O 1 ^ . L^JCIX ^ C 


O L. Ct i. L. 


714 ~ 


End 


1 007 




none 


Score 


190 


T** von 


714 911 749 910 906 1007 






Seq. No. 


54538 


Seq. ID 


OJ000302_21.0419.C18 


Gene No. 


114377 


Strand 




Start 


1235 


End 


1812 




OJOOO'^n? 91 0419 C^■R n9 a<? 

\J*U\J\J\J^\J^ ^X.VJMXJ/.V^XO.^^.VJO 


Wla t" H oH 


O J_j IM O LN 


O U CLI- 1- 


1 ' ~ 

X ^ ^ J 




1 R1 2 

X O X ^ 


O X 


none 


Score 


97 


P von Q 


1235 1812 








54539 


Seq. ID 


0.7000^02 22 041 ft 


Gene No. 


114378 


Strand 


+ ~ 


Start 


766 


End 


14549 


Name 


OJ000302 22.0418.C3.ol.gs 


..Method 


O J-J iN O O/^LN 


o o d X i_ 


766 


' End 


4 4 1 

•a *i X O 


ox 


none ' 


Score 


7 2 


P von Q 


766. .905, 2625. .2818, 2998. .3127/ 3218 


^S21 4042 4140 




4216. .4416 






o c; • IN u . 


54539 


Seq. ID 


OJ000302_22.0418.C3 


riar\e^ Mo 


114378 


Strand 


+ 


Start 


766 


End ■ 


14549 


Name 


OJ000302 22.0418.C3.ol.np 


Method 


AAT/NAP 


Start 


■3112 


End 


14549 


ox 


5852180 


Score 


649 


P V on Q 


3112. .3134, 7919. .7972, 8965. 


.9082, 9134.. -9489, 9654 . . 9708, 




10416. .10485, 14 4 65. .14 54 9 






ox l^Co^XJ-^. 


{AL117265) zhbOOOlO.l [Oryza 


sativa] 




Ccif-T Mo 


54539 


Seq. ID 


OJ000302_22.0418.C3 


fipnp Mo 


114378 


Strand 


+ 


start 


766 - 


End 


14549 


Name 


OJ000302 22.0418.C3.ol.gp 


Method 


AAT/GAP 


Start 


4531 


Encl 


48.42 


O X • 


72524 1.R1084 


Score 


417 : 


F* von <^ 


4531. .4842 






CZT noc3or"io 

ox l^CiOL^XX^. 


' 50914 96/cibj I AB023482 . 2 | AB0234 82 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P068C)A03, complete sequence* 


Otarr Mo 


54539 


Seq. ID 


OJ000302_22.0418.C3 ' 


Gene No. 


114379, 


Strand 




Start 


6232 


End 


13624 


Name 


OJ000302 22.0418.C3.o2.gs 


Method 


GENSCAN 


O L_C1X t_ 


6232 


End 


13624' 


o X 


none 


Score 


.52 


Rvon C5 


6232. .6341, 674 0. .6809,-8 987. 


.9158, 9289. .9991, 1128 9 .. 115 94 , 




11711. ,11804, 12305. .13624 






Seq. No. 


54539 


Seq. ID 


OJ000302_22.0418.C3 


Gene No. 


114379 


Strand 




Start 


6232 


End 


13624 


Name 


OJ000302 22.0418.C3.o2.gp 


Method 


AAT/GAP 


Start 


7821 


End 


8206 


GI 


uC-osflcyp033a04bl 


Score 


629 



55155 



Exons 

GI Descrip. 



7821. .8206 

'6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sati 
DNA, chromosome 1, clone : P0711E10 ' 



iva genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54539 
114379 
6232 

OJ000302_22.0418.C3.o2.np 
9688 
6983860 
9688. .9731, 
(AP001168) 
(AF061282) 



Seq. ID 
Strand 

End 1362.4 
Method AAT/NAP 
End 13593 
Score • 64 9 
12385. .12623, 12822.. 13593 
Similar to 22 kDa kafirin cluster; 
[Oryza sativa] 



OJ000302 22. 0418. C3 



Ty3-Gypsy type 



Seq. No. 54539 Seq. ID 

Gene No. 114379 Strand 

Start 6232 End 

Name OJ000302_22 . 04 18 . C3 . bi . tm Method 

Start 12863 End 

GI none Score 

Exons 12863. .13162, 13059.. 13148 



OJ000302_22.0418.C3 
13624 

TBLASTX: Maize 

13162' 

75 



Seq. No. 54539 Seq. ID 

Gene No. 114379 Strand 

Start 6232 End 

Name OJ000302_22 . 0418 . 03 . ol . tw Method 

Start 13046 End 

GI none Score 

Exons 13046. .13402, 13047.. 13400 



OJ000302_22.0418.O3 
13624 

TBLASTX: Wheat 

13402 

157 



Seq. No. 54540 

Gene No. 114380 

Start 6295 

Name OJ000302_22 . 04 18 . 04 . ol . gp 

Start 6190 

GI uO-osflcyp033a04bl 

Exons , 6190'. .6574 

GI Descrip. ' 601 68 45/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P071 lElO * 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302_ 
+ 

17298 
AAT/GAP 
6574 
612 



22.0418.04 



Oe-59 Oryza sativa genomic 



Seq. No. 


54540 


Seq. ID 


OJ000302_22. 0418.04 


Gene No. 


114380 


Strand 


+ 


Start 


6295 


End 


17298 


Name 


OJ000302 22.0418.04.o3.gs 


Method 


GENSOAN 


Start 


6295 


End 


10446 


GI 


none 


Score 


.4 


Exons 


6295.. 6360, 7459.. 8224, 8263. 


.8291, 8518.. 9694, 9881.. 10446 


Seq. No. 


54540 


Seq. ID 


OJ000302_22.0418.O4 


Gene No. 


114380 


Strand 


+ 


Start 


6295 


End 


17298 


Name 


OJ000302 22.0418.04.o2.gp 


Method 


AAT/GAP 


Start 


7734 


End 


8188 


GI 


95437 1.R1084 


Score 


786 


Exons 


7734 . .8188 






GI Descrip. 


'4 512226/dbj I AB014738 . 1 | AB014738 1 . Oe- 


134 Oryza sativa 




gypsy-type retrotransposon RIRE3 DNA, 


internal region, complete 



55156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



sequence ' 

54540 

114380 

6295 

OJ000302__22 . 04 18 . C4 . o2 . np 

8515 

4680179 



Seq. ID OJ000302_22.0418.C4 

Strand + 

End 17298 

Method AAT/NAP 

End 17298 

Score 1151 ■ 



8515.. 9582, 961 6 . .10140, 16237 .. 16368 , 17255.. 17298 
{AF111709) polyprotein [Oryza sativa subsp. indica] 



54540 -Seq. ID 

114380 Strand 
62 95 End 
OJ000302_22 . 04 18 . C4 . o4 . np Method 
14408 End 
5852180 Score 

14408. .14432, 16333 .. 16460, 17255. .17298 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000302_22.0418.C4 
+ 

17298 
AAT/NAP 
17298 
47 



Seq. ID OJ000302_22.0418.C4 



54540 
114380 
62 95 

OJ000302_22 ..0418 . C4 . p5 . np 
16499 
4680186 
16499. .16702 

{AF111709) unknown [Oryza sativa subsp. indica] 



Strand 
End 

Method 
■ End 
Score 



.+ 

17298 
AAT/NAP 
16702' 
245 



54540 

114381 

1 

OJ000302_22 .0418.C4 .o3.np 
1 

5042447 

1..129, 13191. .13255, 14578. 



OJ000302_22.0418.C4 

17298 
AAT/NAP 
17298 
43 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.14658, 17259.. 17298 



(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54540 Seq. ID OJ000302__22 . 04 18 . 04 

114381 Strand 

1 End 17298 

OJ000302_22.0418.C4.ol.np Method AAT/NAP 

478 End 1592 

7106512 Score 1286 

478. .862, 917. .1592 

{AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54540 

114381 

1 

OJ000302_22.0418.C4 .ol.gs 

508 

none 



Seq. ID OJ000302_22.0418.C4 
Strand 

End 17298 

Method GENSCAN 

End 2170 

Score .83 



508. .720, 800. .892, 909. .1433, 1476. .1636, 2113. .2170 



Seq. No. 



54540 



Seq. ID OJ000302__22.0418.C4 



55157 



Gene No. 114381 Strand 

Start 1 End 17298. 

Name OJ000302_22 . 04 18 . C4 . o2 . gs Method GENSCAN 

Start 31-60 End 5195 

GI none Score .66 

Exons 3160.. 3818, 4847.. 5195 



Seq. No. 54540 

Gene No. 114381 

Start 1 

Name OJ000302_22 . 04 18 . 04 . o3 . tw 

Start 8576 

GI none 

Exons 8576.. 8614, 8597.. 8629, 8680. 

8831. .8938, 8848. .8940, 8849. 



Seq. ID OJ000302_22.0418.C4 
Strand 

End 17298 

Method TBLASTX : Wheat 

End 8941 

Score 39 

8814, 8740. .8937, 8742. .8939, 
8941 



Seq. No. 54540 

Gene No. 114381 

Start 1 

Name ' OJ000302_22 . 04 18 . C4 . ol . tw 

Start 8973 

GI none 

Exons 8973.. 9167, 8984.. 9142, 8989. 

Seq. No. 54540 

Gene No. 114381 

Start 1 

Name OJ000302_22 .0418.04. ol . tm 

Start 8988 

GI none 

Exons 8988.. 9104, 8989.. 9279 



Seq. ID. OJ000302_22.0418.O4 
Strand 

17298 

TBLASTX: Wheat 
9324 
61 



End 

Method 
End 
Score 
9324 



Seq. ID OJ000302_22.0418.C4 
Strand 

End 17298 

Method TBLASTX: Maize 

End 9279 

Score 227 



Seq. No. 54540 Seq. ID 

Gene No. 114381 Strand 

Start 1 End 

Name OJ000302_22 . 04 18 . 04 . o2 . tm Method 

Start- 9607 End 

GI none Score 

Exons 9607.. 9960 



OJ000302_22.0418.O4 
17298 

TBLASTX: Maize 

9960 ' 

188 



Seq. No. 54540 Seq. ID 

Gene No. 114381 Strand 

Start 1 End ' 

Name OJ000302_22 . 0418 . 04 . o2 . tw Method 

Start 9643 End 

GI none Score 

Exons-'. 9643. .9852, 9897. .10010, 9898. .10065 



OJ000302_22. 0418.04 
17298 

TBLASTX: Wheat 

10065 

161 



Seg. No. 54540 Seq. ID 

Gene No. 114381 Strand 

Start 1 End 

Name OJ000302_22 . 04 18 . 04 . o4 . gs Method 

Start 12298 End 

GI none Score 

Exons 12298. .12530, 12956.. 13235 



OJ000302_22. 0418.04 

17298 
GENSCAN 
13235 
.48 



Seq. No. 



54540 



Seq. ID OJ000302_22.0418.O4 



55158 



Gene No. 


114381 . 


Strand 










X 




1 7 9 Q ft 






Name 


riTnnn'^n9 99 n^iR r^t; rrc 


LYie t nud 


r" IT M Q r* a M 






brarr 


1 ~ 
J. J / J y 




1 A ft 7 9 








none' 


Score 


Q7 






Exons 












oec5.. NO. 


c /I c /I n 

0 fl D ^ U 


beq • 1 u 




n 4 1 ft 


C A 




114381 ■ 


. Strand 








Start 


1 


End 


17298 






Name 


OJ000302 22.0418.C4 .o3.gp 


Method 


AAT/GAP 






o tar U 


16248 


End 


16631 








uC-osflcyp033a04bl 


Score 


697 






Exons 


16248. .16631 










T ^\ C V* T 

iji uescixp. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 








oeq . JNo . 


54541 


Seq. ID 








Gene No. 


114382 


Strand 


+ 






Start 


1 


End 








Name 


OJ000302 22.0418.C5.ol.np 


Method 


AAT/NAP 






b Laru 


1 


End 


797 








5852180 


Score 


463 






Exons 


1..65, 116. .496, 779. .797 










oi uescnp. 


{AL117265) zhbOOOlO.l [Oryza sativa] 








Seq. No. 


54541 


Seq. ID 


OJ000302_22 


.0418. 


Co 


Gene No. 


114382 


Strand 


+ 






Q+- 3 -^-t- 

buaru 


1 


End 


797 






Name 


OJ000302 22.0418.C5.ol.gs 


Method 


GENSCAN 






btar u 


109 


End 


496 








none 


Score 


.78 






Exons 


109. .496 










becj. NO. 


54542 


Seq. ID 


OJ000302_22 


.0418. 


Co 


oene ino . 


114383 


Strand.' 


+ 






Start 


■ 347 


End 


518 






Name 


OJ000302 22.0418.C6.ol.gp' 


Method 


AAT/GAP 






oi,ari. 


347 


End 


518 








LIB34 33-02 6-Pl-Kl-Cl 


Score 


236 






Exons 


347. .518 










GI Descrip . 


'5852170/emb|AL117265. 1 IOST17804 l.Oe- 


44 Oryza sativa 






indica {GLA4 ) genomic DNA, 


chromosome' 4 


, BAC clone: 


tl7804 




beq . NO . 


54542 


Seq. ID 


OJ000302__22 


.0418. 


C.6 


Gene No. 


114384 


Strand 


+ 






Start 


740 


End 


7553 






Name 


OJ000302 22.0418.C6.ol.gs 


Method 


GENSCAN 






b tart. 


740 


End 


7317 








none 


Score 


.64 






Exons 


740. .918, 1310. .2264, 2594 


..3424, 3434 


..4229, 4326 


. .4494 






4600. .7317 










Seq. No. 


54542 


Seq. ID 


OJ000302_22 


.0418. 


C6 


Gene No. 


114384 


Strand 


+ 






Start 


740 


End 


7553 






Name 


OJ000302 22.0418.C6.ol.np 


Method 


AAT/NAP 







55159 




start 1358 End 7553 

GI ' 5922631 Score 6346 

Exons 1358. .1482, 1741. .1985, 2235. .2436, 2482... 3045, 3088. .3243, . 

3310. .4237, 4844. .7262,. 7537, .7553 
GI Descrip. {AP0004 92 ) . ESTs C26347 {C12145) , AU078074 (C12145) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 {C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. {AF049110) [Oryza sativ 



beg. NO. 










o A A- T r\ 

beq. lu 


UJUUUJUZ ZZ. U41o 


. Cb 


Gene No . 


1 1 A "^Q A 








btrana 


+ 




C -4- v-l- 

o rarr 


n A Ci 
/ 4 U 








bna 


T c; c o 
/ DO J 




Name 


UJUUUoU^: 


. U4 lo 


aQ 

. Cb . Oo 


4- I T 


K4 A 4- V% A*-J 

Metnoa 


•POT 7\CT'V.T»7Wa-\4- 

i rJLAb ix : wneat 




Start 


2658 








End 


3060 




GI 


none ' 








Score 


284 




Exons 




z boy 


T n c n 
. . JUbU 










Seq. No. 


D4 o4zi 








Seq. ID 


OJUUUoOZ ZZ. 041o 


, C5 


»^ r-i "Ma 

bene no . 


1 14 4 








Strand 


+ 




o cart: 


n A c\ 








Lna 


T c; C Q 
/ OO J 




Name 




n y1 '1 Q 

, U4 1 o 


. Cb . o / 


. tw 


Method 


TBLASTX : Wneat 




Start 


3610 








End 


4011 






none 








Score 


352 




Exons 


obiU. .4Uli, 


T T O 

Ob /z 


T Q Q O 

. . jy yz 










beq. NO. 


O 4 0 4 Z 








C A A T T\ 

beq. IL) 


QJUUUoUZ ZZ. 041o 


. Co 


Gene No . 


X I 4 Jo 4 








Strand 


+ 




o tare 


/ 4 U 








hna 


T c; c o 
/ OOO 




■KT _ „ _ 

Name 




. U4 lo 


. Co . 04 


. tw 


Method 


TBLASTX : Wneat 




Start 


4219 








End 


4578 




GI . 


none 








Score 


392 




Exons 


4Ziy. .40/0, 


/I O T "3 












O A. « Ma 

Seq. No. 










Seq. ID 


OJOOOoOz 22.0418 


. C6 


Gene No . 


1 1 /I Q Q yl 
1 14 OO 4 








Strand 


+ 




Start 


/ 4 U 








End 


"7 C C O 

7ooo 




Name 


OJ000302 22 


.0418 


.C6.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


4294 








End 


4659 




GI 


none 








Score 


122 . 




Exons 


4294. .4518, 


4522 


. .4659 










Seq. No. 


54542 








Seq. ID 


OJ000302_22.0418 


.06 


Gene No. 


114384 








Strand 


+ 




Start 


740 








End 


7553 




Name 


OJ000302 22 


.0418 


.C6.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


4384 








End 


4740 




GI 


none 








Score 


362 




Exons 


4384 . . 4740,- 


4425 


. .4730 










Seq. No'. 


54542 








Seq. ID 


OJ000302_22.0418 


,C6 


Gene No. 


114384 , 








Strand 


+ 




Start 


740 








End 


7553 




Name 


OJ000302 22 


.0418 


.C6.01 


. tw 


Method 


TBLASTX: Wheat 




Start 


4609 








End 


5028 





55160 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 



none 

4609. .5028, 



4609. .5019, 4611. 



54542 
114 384 
740 

OJ000302__22 . 04 18 . C6 . o3 . tm 

4768 

none 

4768. .5151, 4872. .5150 



Score 471 
.5027 

Seq. ID OJ000302_22.0418.C6 

Strand + 

End 7553 

■ Method TBLASTX : Maize 

End 5151 

Score 334 



54542 Seq. ID 

114384 Strand 

740 End 

OJ000302_22.0418.C6.ol.ts Method 

4 903 End 

none Score 

4903. .5304, 4920. .5063, 4936. .5064, 5100. .5270 



OJ000302_22.0418.C6 
+ 

7553 

TBLASTX : Soybean 
5304 
309 



54542 

114384 

740 

OJ000302_22. 

5073 

none 

5073. .5501, 

54542 

114384 

740 

OJ000302__22. 

5530 

none 

5530. .5634, 

54542 

114384 

740 

OJ000302_22. 

5539 

none 

5539. .5961, 

54542 

114384 

740 

OJ000302_22. 

5977 

none 

5977. .6123, 

54542 

114384 

740 

OJ000302_22. 

6274 

none 



0418.C6.o2.tw 



5074. .5502 



0418.C6.o2.ts 



5538. .5918, 5674, 



0418.C6.o5.tw 



5547. .5951 



0418 .C6.09. tw 



6151. .6318 



0418.C6.ol. tm 



Seq. ID OJ000302_22.0418.C6 

Strand + 

End 7553 

Method TBLASTX : Wheat 

End 5502 

Score 404 



Seq. ID OJ000302_22.0418.C6 

Strand + 

End 7553 

Method TBLASTX : Soybean 

End 5918 

Score 82 
.5916 

Seq. ID OJ000302_22.0418.C6 

Strand +. 

End 7553' 

Method TBLASTX : Wheat 

End 5961 

Score 385 



Seq. ID OJ000302_22.0418.C6 

Strand + 

End 7553 

Method TBLASTX : Wheat 

End • ■ 6318 

Score 133 



Seq. ID OJ000302_22.0418.C6 

Strand + 

End 7553 

Method TBLASTX: Maize 

End 6636 

Score 425 



55161 



Exons 



6274. .6597, 6294. .6584, 6318. .6617, 6588. .6635, 6589. .6636 



Seq. No. 54542 

Gene No. 114384 

Start . . 740 v 

Name OJ000302_22 . 04 18 . C6 . o3 . tw 

Start 6412 

GI none 

Exons 6412.. 6792, 6412.. 6654, 6417, 



Seq. ID OJ000302_22.0418.C6 
Strand 
End 

Method 
End 
Score 
.6794 



+ 

7553 

TBLASTX: Wheat 

6794 

399 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54542 

114384 

740 

OJ000302_22.0418.C6.o5.tm 

6738 

none 



Seq. ID OJ000302_22.0418.C6 

Strand + 

End 7553 

Method TBLASTX: Maize 

End 7005 

Score 92 



6738. .6836, 6739. .6837, 6828. .6902, 6832. .6915, 6925. .7005 



Seq. No. 54542 

Gene No. 114384 

Start 740 

Name OJ000302_22 . 04 18 . C6 . o6 . tw 

Start 6796 

GI none 
Exons 



Seq. ID OJ000302_22.0418.C6 

Strand + 

End 7553 

Method TBLASTX : Wheat 

End 7239 

Score 363 



6796. .7239, 6801. .6887, 6936. .7043 



Seq. No. 54542 

Gene No: 114384 

Start 740 

Name OJ000302_22 . 04 18 . C6 . o4 . tm 

Start 7009 

GI none 

Exons 7009.. 7242 



Seq. ID OJ000302_22.0418.C6 

Strand + 

End 7553 

Method TBLASTX: Maize 

End 7242 

Score 191 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



54543 
114385 

457 ■ ■ 

OJ000302_22. 0418.C7.ol.np 
457 

4680186 
457. . 660 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000302_22.0418.C7 

Strand + 

End . 660 

Method • AAT/NAP 

End 660 

Score 234 



54543 
114386 
207 

OJ000302_22.0418.C7.ol.gp 
207 

uC-osflcyp033a04bl 
207. .589 

*6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO * 



Seq. ID OJ000302_22.0418.C7 
Strand 

End 589 

Method AAT/GAP 

End 589 ' 

Score 684 



54543 

114387 

1051 

OJ000302_22.0418.C7.o2.np 



Seq. ID OJ000302_22.0418.C7 
Strand 

End 2984 

Method AAT/NAP 



55162 



start 1051 End 2984 

GI 6907087 Score 985 

Exons 1051.. 1152, 1724.. 2421, 2601.. 2984 

GI Descrip. (AP001129) ESTs C72771 {E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein ^ [Oryza 
sativa] 



Seq. No. 54543 Seq. ID 

Gene No. 114387 Strand 

Start 1051 End 

Name OJ000302_22 . 04 18 . C7 . o2 . gs Method 

Start 1622 End 

GI none Score 

Exons 1622.. 2502, 2508.. 2749 



OJ000302_22.0418.C7 

2984 
GENSCAN 
2749 
.77 



Seq. No. 54544 

Gene No. 114388 

Start 723 

Name OJ000302_22 . 04 18 . 08 . ol . gs 

Start 723 

GI none 

Exons 723.. 896 



Seq. ID OJ000302_22.0418.C8 

Strand + 

End 896 

Method GENSCAN 

End 896 

Score . 67 



Seq. No. 54544 Seq. ID 

Gene No. 114389 Strand 

Start 2660 End 

Name OJ000302_22 . 04 18 . 08 . o3 . gs Method 

Start 2660 End 

GI none Score 

Exons 2660.. 2816, 3928.. 4130 



OJ000302_22.0418.O8 

4130 
GENSCAN 
4130 
. 65 



Seq. No. 54545 

Gene No. 114390 

U Start 93 

^4 Name =OJ000302_22 . 04 18 . 09 . ol . gs 

Start 93 

GI none 
"Ir Exons 



Seq. ID OJ000302_22.0418.O9 



Strand 
End 

Method 

End 

.Score 



+ 

4131 
GENSCAN 
4131 
.48 



93. .253, 306. .374, 497. .793, 818 .. 938, 3977 .. 4131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



54545 

114391 

4313 

OJ000302_22.0418.C9.o2'. np 

4313 

6466937 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4313. .4377, 8370. .8468, 8596. .8926, 12574. .12661 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 

thaliana] 



OJ000302_22.0418.C9 
+ 

12716 . 
AAT/NAP 
12661 
188 



Seq. No. 54545 

Gene No. 114391 

Start 4313 

Name OJ000302_22 . 04 18 . 09 . o3 . gs 

Start 8425 

GI none 
Exons 



Seq. ID OJ000302_22. 0418.09 



Strand 
End 

Method 

End 

Score 



+ 

12716 
GENSCAN 
12698 
.44 . 



8425. .8514, 8855.. 8926, 9636. .9780, 11930 .. 12012 , 12534.. 12698 



55163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54545 

114391 

4313 

OJ000302_22. 0418.C9.ol.gp 
9643 

11192_2.R1084 
9643.. 9780, 9890 



Seq. ID 
Strand 
End 

Meyiod 
End" 
Score 
9961, 11235. .11316, 
'3892056/gb|AAC78269.1|AAC78269 l.Oe-54 (AC002330) putative 
vacuolar ATPase [Arabidopsis thaliana] * 



OJ000302_22.0418.C9 
+ 

12716 
AAT/GAP ' 
12716 
956 

11930. .12012, 12534. .12716 



54545 

114391 

4313 

OJ000302_22.0418.C9.o3.np 

9899 

7484997 



OJ000302_22.0418.C9 
+ 

12716 
AAT/NAP 
12689 
4 67 



Seq. ID 
Strand 
End_ 
Method 
End 
Score 

9899.. 9961, 11235 .. 11316, 11930 .. 12012 , 12534.. 12689 
H+-transporting ATPase (EC 3.6.1.35) 14K chain, vacuolar - 
Arabidopsis thaliana' gi | 38 92056 | gb | AAC7 82 69 . 1 | AAC7 82 69 
(AC002330) putative vacuolar ATPase [Arabidopsis thaliana] 
gi I 7269022 I emb I CAB80755.il (AL161494) putative vacuolar ATPase 
[Arabidopsis thaliana] 



Seq. No. 


54545 ' . • 




Seq. ID 


OJ000302 


22 . 


0418 


.C9 


Gene No. 


114392 




Strand 


+ 








Start 


18932 




End 


20929 








Name 


OJ000302 22. 0418. C9 


. o4 . np 


Method 


AAT/NAP 








Start 


18858 




End 


20612 








GI 


4680181 




Score 


232 








Exons 


18858. .19220, 20108 


. .20193, 


20339. .20612 








GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


indica] 








Seq. No. 


54545 




Seq. ID 


OJ000302 


_22. 


0418 


.C9 


Gene No. 


114392 ■ 




Strand 


+ 








Start 


18932 




End 


20929 








Name ' ' 


OJ000302 22. 0418. C9 


. o5 . gs 


Method 


GENSCAN 








Start ' 


18932 




End ■ 


20929 








GI 


none 




Score 


.65 ■ 








Exons 


18932. .19765, 19771 


. .20058, 


20108. .20929 








Seq. No. 


54545 




Seq. ID 


OJ000302 


_22. 


0418 


.C9 


Gene No. 


114393 




Strand 










Start 


218 




End 


4287 








Name 


OJ000302 22. 0418. C9 


. o 1 . np 


Method 


AAT/NAP 








Start 


218 




End 


4287 








GI 


6523547 




Score 


186 








Exons 


218. .773, 858. .972, 


4120. .42 


87 










GI Descrip. 


{AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP 


[ Volvox 




carteri f. nagariensis] 












Seq. No. 


54545 




Seq. ID 


OJ000302 


_22. 


0418 


.C9 


Gene No. 


114394 




Strand 










Start 


. 14431 




End 


16349 








Name 


OJ000302 22. 0418. C9 


. o4 . gs 


Method 


'GENSCAN 








Start 


14431 




End' 


16349 








GI 


none 




Score 


.46 








Exons 


14431. . 14618, 16172 


. . 16349 













55164 



Seq. No. 


54545 


Seq. ID 


OJ000302_22.0418 


.C9 


Gene No . 


114395 


Strand 






Start 


21319 


End 


. 22235 




Name 


OJ000302 22.0418.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8644 


End 


8914 




GI 


none 


Score 


167 




Exons 


8644. .8826, 8655. .8831, 8816. .8914, 8851. .8910 




Seq. No. 


54545 


Seq. ID 


^ OJ000302_22.0418 


.C9 


Gene No. 


114395 


Strand 






Start 


21319 


End 


22235 




Name 


OJ000302 22.0418.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


9890 


End 


12683 




GI 


none 


Score 


73 




Exons 


9890. ,9961, 11205. . 11315, 


11234. .11308 


, 11926. .12036, 






12521. . 12679, 12534.. 12683 








Seq. No. 


54545 


• Seq. ID 


OJ000302_22.04a:^' 


. C9 


Gene No. 


114395 


Strand 






Start 


21319 


End 


22235 




Name 


OJ000302 22.0418.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


9895 


End 


12721 




GI 


none 


Score 


90 




Exons 


9895.-9963, 9896. .9961, 11196 .. 11315, 


11234. .11308, . 






11928 .. 120II, 11929., 12036 


, 11935. .12012, 12534. .12698, 






12535. . 12696, 12536.. 12721 


, 12536.. 12697 




Seq. No. 


54545 


Seq. ID 


OJ000302_22.0418 


. C9 


Gene No. 


114395 


Strand 






Start 


21319 


End 


22235 




Name 


OJ000302 22.0418.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9899 


End 


12719 




GI 


none 


Score 


75 




Exons 


9899.. 9961, 11196 .. 11315, 


11234 .. 11308, 11924. .12013, 






11925. . 12014, 11926.. 12036 


, 11929. .12012, 12485. .12694, 






12534. .12719 








Seq. No. 


54545 


Seq. ID 


OJ000302_22. 0418 


.C9 


Gene No . 


114395 


Strand 






Start 


21319 


End 


22235 




Name 


OJ000302 22.0418..C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12579 


End 


12703 • 




GI 


none 


Score 


187 




Exons 


1257 9. . 12698, 1257 9. .12701 


, 12581. .12703, 12583.. 12699 




Seq. No. 


54545 


Seq, ID 


OJ000302_22.0418 


.C9 


Gene No . 


114395 


. Strand 






Start 


21319 


- End 


22235 




Name 


OJ000302 22.0418.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


18941 


End 


19384 




GI 


none 


Score 


233 




Exons 


18941. .1924 6, 18 944. .1924 6 


, 19289. .19384, 19290.. 19373 




Seq. No. 


54545 


Seq. ID 


OJ000302_22.0418 


.C9 


Gene No. 


114395 


Strand 






Start 


21319 


End 


22235 





55165 



Nsine 




Method 


GENSCAN 




O Lai- L. 


^ J. X ^ 


End 


22235 






none 


Score 


.63 • 




R von 


21319 21418 21485 21614 


22073. .22235 




Qorf Mo 


S4 S4 fi 

-J *3 J *i \J 


Seg. ID 


OJ000302_ 


9 9 04 1 ft 


Gene No. 


114396 


Strand 


+ 




Start 


13359 


End 


18826 






OlT000^02 22 0418 PIO o2 a<? 


Method 


GENSCAN 






1 ?^'=iQ ~ 
J. 0 J J ^ 


End 


18826 






n on 0 


Score 


.6 




R von Q 


1^^S9 1^^93 1^980 14105 

X -J -J Z? * . X ^ Z/ ~J f X ^ Z/ 0 \J * m X *ii X \J -U f 


14306. .14366, 15890. 






1 fil Q1 1fi242 17Q7Q 1 ftSfi4 


18595. . 18826 




<5prr No 


5454 6 


Seq. ID 


OJ000302_ 


22 0418 


Gene No. 


114397 


Strand 






Start 


1 


End 


10979 




Name 


OJ000302 22.0418.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


8781 




GI 


7444451 


Score 


1399 




Exons 


1..37, 255. .932, 7257. .8781 









GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 258 6082 | gb | AAB82754 . 1 | {U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 54546 
Gene No. 114397 
Start 1 

Name OJ00030.2_22 . 04 18 . CIO . ol . gs 

Start 417 
GI none 

Exons 417.. 610, 923.. 957, 1041.. 1127, 1208 

1958. .1998, 2721. .2855, 3661 
7399.. 7603, 8101.. 8416, 8624 
' 10297.. 10976 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 22. 0418. CIO 



10979 
GENSCAN 
10976 
.75 

1308, 1697.. 1752, 
5117, 5238.. 5696, 6153.. 6392, 
8734, 8736.. 8880, 9030.. 9987, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,54546 Seq. ID 

114397 ' Strand 

1 End 

OJ000302_22 .0418. CIO . o2 . np Method 

9100 End 

4680181 . Score 



OJ000302_22. 0418. CIO 

10979 
AAT/NAP 
10979 
337 



9100.. 9236, 9277.. 9768, 10624.. 10979 
(AF111709) unknown [Oryza sativa subsp. indica] 



.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 22. 0418. CIO 



54546 
114398 
11649 

OJ000302_22.0418.C10.o3. 
11649 
7487140 

11649. . 11717, 14498. .14668, 15807. .15904 
hypothetical protein T18B16.60 - Arabidopsis thaliana 
gi|2832637|emb|CAA16766.1| (AL021711) hypothetical protein 
[Arabidopsis thaliana] gi | 7268704 j emb I CAB78911 . 1 i (AL161550) 
hypothetical protein [Arabidopsis thaliana] 



15904 
AAT/NAP 
15904 
60 



55166 





C7 y-w KT/^ 

beq. wo. 






beq. lu 




PI n 
bl u 






114399 




Strand 








Start 


16373 




End 


16545 






Name 


OJ000302 22. 0418. CIO 


.ol.gp 


•Method 


AAT/GAP 








16373' 




End 


1 0 








LIB3433-026-P1-K1-C1 




Score 


0 AO 






Exons 


16373. .16545 












K3± uescnp. 


'5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


44 Oryza sativa 








inaica, ^ bJ-irifi J genomic 


DNA, chromosome 4 




t 




Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418. 


CIO 




Gene No. 


114400 




Strand 








o t air L 


19264 




End 


9 1 4 4 Q 

Z ± fi 4 ^ 






Name 


OJ000302 22. 0418. CIO 


.ol. tc 


Method 


i DiiHb i A . bress 






O tax L 


331 




End 


QIC; 
o 1 0 








none 




Score 


1 z / 






Exons 


331. ,387, 371. .463, 


445. .567 


, 609. .815 








Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418. 


CIO 




Gene No. 


114400 




Strand 








buarr 


19264 




End 


0 1 / /I Q 

z 1 4 4i y 






Name 


OJ000302 22. 0418. CIO 


. o3 . tw 


Method 


i DiiAb 1 A . wneau 






O -1 i v-i- 


4113 




End 


z iz / u 




id 


T 
bl 


none 




Score 


Z 






Exons 


4113. .4235, 20845. .21195, 20845 .. 21270 


, ZUoOZ. .ZIZDO 




¥1 


Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418. 


CIO 




Gene No, 


114400 




Strand . 






r ^ 




19264 




End 


21449 




Id 


Name 


OJ000302 22. 0418. CIO 


. o6 . tw 


Method 


TBLASTX: Wheat 




%J 


b tar L 


7609 




End 


7932 




ry 


C T 
bl 


none 




Score 


77 




= 


Exons 


7609. .7692, 7683. .7928, 7727 


..7813, 7804. .7932 




: 5 

■a C7 


beq. INO , 


54546 




Seq. ID 


OJ000302_22.0418. 


biu 




Gene No. 


114400 




Strand 






u 


Start 


19264 




End 


21449 






Name 


OJ000302''22. 0418. CIO 


. o4 . tm 


Method 


TBLASTX: Maize 






b uar c. 


10323 




End 


14 691 






bl 


none 




Score 


77 






Exons 


10323. .10385, 10470. 


.10565, 


10481. .10552, 10569. .10778, 








10572. .10760, .10582. 


.10767, 


10752. .10901, 14522. .14557, 








14547. .14672, 14555. 


.14680, 


14556. .14681, 14557 .. 14 691 






C rt rt- M rt 

beq. NO. 


54546 




Seq. ID 


OJ000302_22.0418. 


r'l n 
bl U 




Gene No. 


114400 




Strand 








Start 


19264 




End 


21449 






Name 


OJ000302 22. 0418. CIO 


. o4 . ts 


Method 


TBLASTX: Soybean 






btiar t 


10650-. 




End 


14866 






bl 


none 




Score 


70 






Exons 


10650. .10754, 10651. 


.10740, 


10778. .108 


70, 10779. .10955, 








14566. .14658, 14738. 


.14866 










Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418. 


CIQ 




Gene No. 


114400 




Strand 








Start 


19264 




End 


21449 






Name 


OJ000302 22. 0418. CIO 


.o2.tc 


Method 


TBLASTX: Cress 





55167 






10656 




End 


14661 




r T 


none 




Score 


101 




Exons 


10656 10745 10779 


10964, 


14569. .14661 






54 54 6 




Seq, ID 


OJ000302_22.0418 


.CIO- 


Gene No. 


114400 




Strand 






Start 


19264 




End 


21449 






OJ000302 22 0418 CIO 


o2 . ts 


Method 


TBLASTX: Soybean 




D Ldl. L 


1S878 ~ 

X .J \J f \J 




End 


21448 










Score 


71 






1S878 16036 16045 


16128 , 


21286. .21447, 2 128 9 .. 21438 , 






21296 21448 










Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418 


.CIO 


Gene No. 


114400 




Strand 








19264 




End 


21449 




N3iTie 


OlT000302 22 0418 CIO 


o5 . tm 


Method 


TBLASTX: Maize 




O L.CII. L 


1 "^884 ~ 

X *J O O *4 




End 


21448- 










Score 


138 






15884 16030 21205 


21447, 


21206. .21448 




Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418 


.CIO 


Gene No. ' 


114400 




Strand 








19264 




End 


21449 




Name 


n.Tnnnin? 22 0418 no 


0 S 1" w 


Method 


TBLASTX: Wheat 






1 fin4 ? ~~ 

X 0 u 1 ^ 




End 


21448 






n on 




Score 


155 




Exons 


1 6042 1 6137 21271 

X\JVJ'i4L.. *XvJX^ f f ^X^ / X. ■ 


21447, 


21272. .21448 




Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418 


.CIO 


Gene No. 


114400 




Strand 






O L. di. L. 


19264 




End 


21449 




Name 


n.Tnnn^n2 22 04i8 no 


0 rr ^ 


Method 


GENSCAN 






1 Q?fi4 ~ 
X ^ u *i 




End 


21318 




CI 


n on 0 




Score 


1 




Exons 


1 Q2fi4 21318 










^e^n Mo 

O C ^ • Vi\J » 


5454 6 




Seq. ID 


OJ000302_22.0418 


.CIO 


Gene No. 


114400 




Strand 






Start 


19264 




End 


21449 




Name 


OJ000302 22. 0418. CIO. 


o4 .np 


Method 


AAT/NAP 




O LdX L 


19267 




End 


21449 






4680179 




Score 


3224 




Exons 


19267. .21449 ' * 












(AF111709) polyprotein [Oryza sativa 


3ubsp. indica] 




Seq. No. 


54546 




■ Seq. ID 


OJ000302_22.0418 


.CIO 


Gene No. 


114400 




Strand. 






O L. d J. L. 


19264 




End 


21449 




Name 


OJ000302 22. 0418. CIO. 


o4 . tw 


Method 


TBLASTX: Wheat 




o LdX U 


19312 




End 


19645 




GI 


none 




Score 


143 




Exons 


19312. . 19644, 19364. . 


19645 








Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418 


.CIO 


Gene No. 


114400 




Strand 






Start 


19264 




End 


21449 





55168 






OJ000302 22 0418 CIO 


o 1 t m 


Method 


TBLASTX: Maize 




o C cli 1- 


19S07 ~ 
X ^ ^ \j f 




End 


20092 






none 




Score 


110 






19S07 19932 1 9SnR 


1 970^ 

• XZ/ / \J ^ f 


19528. .19773, 19769 ., 19933, 






19928 20071, 19930 


.20091, 


19937.. 20092 




Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418 


.CIO 


Gene No. 


114400 




Strand 






O L di- L. 


19264 




End 


21449 






0.1000302 22 041 8 PI 0 


o 1 t w 


Method 


TBLASTX: Wheat 






1964S ~ 

X _? \J M J 




End 


20271 






n on ^ 




Score 


44 






1964S 20271 19646 


1 970R 


19766, .20212, 19924., 20268 




Seq. No, 


54546' 




Seq, ID 


OJ000302_22.0418 


.CIO 


Gene No. 


114400 




Strand 


- 




c-|- a rt 


1 9264 




End 


21449 




Nsine 


0.7000^09 99 0418 PI 0 


. o J ■ Lin 


Method 


TBLASTX: Maize 




q-i- -a rt 


9014 0 ~ 




End 


20431 






none 




Score 


297 




F" von Q 


90140 90430 90144 


904 ?1 

, ^ V *3 J X 








Seq. No. 


54546 




Seq, ID 


OJ000302_22, 0.418 


.CIO 


Gene No. 


114400 




Strand 






c-j- -3 rt 


1 99 64 




End 


21449 




Nsme 


n,T000'^09 99 041 8 rio 


ol t Q 


Method 


TBLASTX : Soybean 




O Ldl. L 


909*^0 ~ 




End 


20490 






none 




Score 


197 




R von ^ 


20230 20490 20231 


, 204 7 9 








Seq. No. 


54546 




Seq, ID 


OJ000302_22.0418 


.CIO 


Gene No. 


114400 




Strand 






Start 


19264 




End 


21449 




IN dlLlC 


0.7000^09 99 041 8 PI 0 


n'^ to 


Method 


TBLASTX: Cress 




c:-t- a rt 


909S4 ~ 

^ U ^ J *i 




End 


20580 






none 




Score 


87 




R von ^ 


20254 20397 202SS ' 


2039S 


20398.-, 20580 




Seq. No, 


5454 6 




Seq. ID 


OJ000302_22.0418 


.CIO 


Gene No . 


114400 




Strand 






Of- ^ rt 

O L dl. u 


1 Q964 




End 


21449 




Nsme 


0.7000^09 99 041 8 PI 0 


o9 t w 


Method 


TBLASTX: Wheat 




=1 r-t 
O LdX U 


90977 ~ 




End ' ' 


20817 ■ 






n on o 




Score 


144 




R von C3 


90977 90S31 90978 


9081 7 


20282. .20635 




Seq; No. 


54546 




Seq. ID- 


OJ000302_22,0418 


.CIO 


Gene No. 


114400 




Strand . 






Qf a rt 

O L d J. L 


1 9964 




End 


21449 




IN d it 1*3 


n.7000^0 9 99 0418 PIO 


O 9 t TTl 

. UZ , UIll 


Method 


TBLASTX: Maize 




O CdX u 


Z U o *1 O 




End 


21198 




GI ■ 


none 




Score 


196 




Exons 


20845. .21198, 20852. 


.21193 








Seq. No. 


54546 




Seq. ID 


OJ000302_22.0418 


CIO 


Gene No. 


114400 




Strand 






Start 


19264 




End 


21449 





55169 



Name 

Start 

GI 

Exons 



OJ000302_22.0418.C10.o3.ts 

21016 

none 

21016.. 21264 



Method TBLASTX : Soybean 
End 21264 
Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54547 

114401 

1 

OJ000302_22.0418.Cll.ol.np 
1 

6983860 

1..301, 557. .1649 

{AP001168) Similar to 22 kDa 

(AF061282) [Oryza sativa] 

54547 

114401 

1 

OJ000302_22.0418 .Cll.ol.gs 

114 ' 

none 

114. .1649 



Seq. ID OJ000302_22.0418.C11 
Strand 

End 164 9 

Method AAT/NAP 

End 164 9 , 

Score 2062 

kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ000302_22. 0418. Gil 
Strand 

End 1649 

Method GENSCAN 

End 1649 

Score .83 



Seq. No. 54547 

Gene No. 114402 

Start 1919 

Name OJ000302_22 . 0418 . Cll . o2 . tm 

Start 5 

GI none 

Exons 5 . . 172, 6. . 164 



Seq. ID OJ000302_22 .0418. Cll 
Strand 

End 2719 

Method TBLASTX : Mai ze 

End 172 

Score 150 



Seq. No. 54547 

Gene No. 114402 

Start 1919 

Name OJ000302_22 . 04 18. Cll . o2 . tw 

Start 204 

GI none 

Exons 204 . .557, 279. .380 



Seq. ID OJ000302_22. 0418. Cll 
Strand 

End 2719 

Method TBLASTX : Wheat 

End 557 

Score 51 



Seq. No. 54547 

Gene No. 114402 

Start 1919 

Name OJ000302_22 . 04 18 . Cll . ol . tw 

Start 891 

GI none 

Exons 891.. 1241, 1047. .1244 



Seq. ID OJ000302_22. 0418. Cll 
Strand 

End. 2719 

Method TBLASTX: Wheat' 

End 1244 

Score 80 



Seq. No. 54547 

Gene No. 114402 

Start 1919 

Name OJ000302_22 . 04 18 . Cll . ol . tm 

Start 936 

GI none 

Exons 936.. 1241, 1005.. 1241 

Seq. No. 54547 

Gene No. 114402 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_22. 0418. Cll 
2719 

TBLASTX: Maize 

1241 

88 



Seq. ID OJ000302_22. 0418. Cll 
Strand 



55170 






start 


1 Q1 Q 

1 y 1 y 




TP r\ ^ 


0 T 1 Q 

z / i y 






Name 


UJUUUoUZ . U4 io . Li i . Oo 


. tw 


Metnod 


ibLAbi A : wneat 






Start 


n o Q o 

iz y J 




hna 


14 yi 






GI 


none 




„Scpre 








Exons 


izyj. .xfiDD, izyj. .X'lyU/ 


^ OQA 

± z y . 


i /I Q 1 
. 1 4 y X 








Seq. No. 


54547 




Seq. ID 


OJ000302_22.0418 


.Cll 




Gene No. 


114402 




Strand 








Start 


1 y i y 




bna 


0 "7 1 Q 

z / i y 






Name 


UJUUUoUZ zz . U4 io . 1 . OZ 


. qs 


Method 








Start 


1 Q 1 Q 

1 y 1 y 




bna 


0 "7 1 Q 

z / 1 y 






GI 


none 




Score 


Q 1 

. yi 






Exons 


1 y 1 y . . z / ly 












Seq. No. 






beq. lu 


UJUUUoUZ ZZ.U410 


. U± i 




Gene No. 


114402 




Strand 








Start 


1919 




End 


2719 






Name 


rsTHnn^no* oo n/iiQ r*! i /^o 

ujuuuoyz ; zz . U4 lo . ui 1 . oz 


.np 


Method 


7\ n m / M 7\ D 
HJ\i / viPitr 






Start 


1 QO O 

1 yzz 




End 


0 "7 1 Q 

z / i y 






GI 


A CI O O 1 

4 olzzol 




Score 


lo4 / 






Exons 


IfiOO OTTO 

1 yzz . . z / ly 












GI Descrip. 


lAbUi4/4i) UKt u prorein 


[Oryza sativa] 








Seq. No. 


54548 




Seq; ID 


OJ000302_22.0418" 


.C12 


w 


Gene No. 


114403 




Strand 






El : 


Start 


o o 
ZZ 




End 


b / / 


■ 


ru 


Name 


UJUUUoUZ ZZ . U4 io . LIZ . Ol 


.gs 


Method 








Start 


o o 
ZZ 




End 


Off 






GI 


none 




Score 






i -.1 


Exons 


oo A A £Cori cnn 










1 J 


Seq. No. 


o4o4 y 




Seq. ID 


UJUUUoUZ ZZ. U4io 


m 0 
. Ulo 




Gene No. 


114404 




Strand 


+ ~ 






Start 


1 




End 


3539 






Name 


UJUUUoUZ ZZ . U4 io . Cio . Oi 


.np 


Method 


AAT/NAP 




;. = 


Start 


1 




End 


3536 






GI ■ ' . 


4 DO u 1 / y 




Score 


4:72 9 . 






Exons 


i..iUl, loD..03ob 












GI Descrip. 


t/\riii/uy; poiyprocem 


[Oryza 


sativa subsp. indica] 






Seq. No. 


54549 




Seq. ID 


OJ000302_22.0418 


.C13 




Gene No. 


114404 




Strand 


+ 






Start 


1 




End 


3539 ■ ■ 






Name 


r\ Tr\ r*r*ono oo rt/iTO /^to 

OJOOOoUz ' zZ . 04 lo . Clo . ol 


. gs 


Method 


GENSCAN 






Start 


c o 

DO 




End 


3539 






GI 


none 




Score 


.65 






Exons 


i:;^ OTO /inn oc;on 
D0..ZI0, 4UU..oDoy 












Seq. No. 


54549 




Seq. ID 


OJ000302_22.0418 


.C13 




Gene No. 


114404 




Strand 


+ 






Start 


1 




End 


3539 






Name 


OJ000302 22. 0418. CIS. 06 


. tm 


Method 


TBLASTX: Maize 






Start 


126 




End 


479 • ■ 






GI 


none 




Score 


189 






Exons 


126. .479 












Seq. No. 


54549 




Seq. ID 


OJ000302_22.0418 


.C13 



55171 



Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



114404 Strand 

1 End 

OJ000302_22.0418.C13.o7. tw Method 

162 End 

none Score 

162. .371, 218. .310, 416. .529, 417. .584 

54549 Seq. ID 

114404 Strand 

1 End 

OJ000302_22".0418 .C13.04 . tw Method 

699 End 

none Score 
699. .749, 803. .1138, 804. .1181 

54549 Seq. ID 

114404 Strand 

1 End 

OJ000302_22 .0418 .013. o5.tm Method 

711 End 

none Score 
711. ,998, 807. .998, 809. .1000 

54549 . Seq. ID 

114404 Strand 

1 • End 

OJ000302_22,0418.C13.o2. tc Method 

828 End 

none Score 
828. .1145 



+ 

3539 

TBLASTX: Wheat 

584 

163 



OJ000302_22.0418.C13 
+ 

3539 

TBLASTX: Wheat 

1181 

52 



OJ000302_22.0418.C13 
+ 

3539 

TBLASTX: Maize 

1000 

276 



OJ000302_22.0418.C13 
+ 

3539 

TBLASTX: Cress 

1145 

180 



Seq. No. 54549 

Gene No. 114404 

Start 1 

Name OJ000302_22 . 04 18 . C13 . o3 . tm 

Start 1068 

GI none 

Exons 1068.. 1247, 1076.. 1222, 1254, 

Seq. No. 54549 

Gene No. 114404 

Start 1 

Name OJG00302_22 . 0418 . C13 . ol . ts 

Start 1122 

GI none 
Exons 



Seq. ID OJ000302_22.0418.C13 

Strand + 

End 3539 

Method TBLASTX : Mai ze 

End 1568 

Score 167 

.1568, 1394.'. 1447, 1475.. 1525 

Seq. ID OJ000302_22.0418.C13 

Strand + 

End 3539 

Method ' TBLASTX: Soybean 

End 1518 

Score 57 



1122. .1154, 1124. .1153, 1158. .1517, 1160. .1198, 1226. .1516, 
1249. .1518 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq, No. 



54549 Seq. ID 

114404 Strand 

1 End 
OJ000302_22,0418 .C13.05. tw Method 

1230 End 

none Score 

1230. .1532, 1231. .1287, 1232. .1516 

54549 Seq. ID 



OJ000302_22.0418.C13 

+ 

3539 

TBLASTX: Wheat 

1532 

382 



OJ000302 22.0418.C13 



55172 



Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ^ No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



114404 
1 

OJ000302_22, 

1533 

none 

1533. .1955, 

54549 

114404 

1 

OJ000302_22. 

1539 

none 

1539. , 1784, 

54549 

114404 

1. 

OJ000302_22. 

1604 

none 

1604 . .1954, 

54549 

114404 

1 

OJ000302_22. 

1958 

none 

1958. .2521, 

54549 

114404 

1 

OJ000302_22. 

2232 

none • 

2232. .2405, 

54549 
114404 

1, 

OJ000302_22". 

2313 

none 

2313. '.2573, 

54549 

114404 

1 

OJ000302_22. 

2372 

none 

2372... 2659, 

■54549 
114404 



0418.C13.o3. tw 
1565. .1954 

0418.C13.o3. ts 
1556. .1783 

0418.C13.o2, tm 
1605.. 1955, 1605. 

0418.C13.o2.tw 
1989. .2525 

0418.C13.ol.tc 
2406. .2549, 2408. 

0418.C13.o2.ts 
2316. .2564, 2318. 

0418.C13.o4 .tm 
2373. .2663 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1967 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 
. Score 
.2548 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2572 

Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

3539 

TBLASTX: Wheat 

1955 

598 



OJ000302_22.0418.C13 
+ 

3539 

TBLASTX: Soybean 

1784 

207 



OJ000302__22.0418.C13 
+ 

3539 ' 

TBLASTX: Maize 

1967 

480 



OJ000302_22.0418.C13 
+ 

3539 

TBLASTX: Wheat 

2525 

653 



OJ000302_22.0418.C13 
+ 

3539 

TBLASTX: Cress 

2549 

90 



OJ000302_22.0418.C13 
+ 

3539 

TBLASTX : Soybean 

2573 

297 



OJ000302_22.0418.C13 
+ 

3539 

TBLASTX: Maize 

2663 

375 



Seq. ID OJ000302_22.0418.C13 
Strand + 



55173 





1 

X 






PnH 

Eii ILl 








. U fi X O 


PI '5 o1 -l-UT 

.(^XO.OX.LW 


r'ic Lfiou 


i DXi/iO i A . 




9 ^ ^9 ~ 






PnH 

HiIlQ, 


"51 Rfi 


r' T 


none 






Score 


107. 


Exons 


9^^9 ^1 


Z J o o 




■^1 




Seq. No. 


54549 






Seq. ID 


OJ000302 


Gene No. 


114404 






Strand 


+ 




1 

X 






End 


3539 


Na.ine 


riTnnn'^n9 99 


. U fl X 0 


. ^ X o . o X . Lm 


Method 


TBLASTX: 


C-f- a vH 

oLa.ru 


97 19 ~ 
z / xz 






End 


3311 




none 






Score 


231 




971 9 9ft7'^ 


97 90 
z / z u 


9ftfi(^ 9ft70 


.3295, 2871.. 3311 


Seq. No. 


54549 






Seq. ID 


OJ000302 


Gene No. 


114404 






Strand 


+ 


o U d I. U 


1 

X 






End 


3539 


Name 


07000*^09 99 
vJUUUUOUZ ZZ 


04 1 P 
. U ^ X O. 


X O . O D . t W 


Method 


TBLASTX: 


o uar L 


sj X O O 






End 


J *i ^ X 




none 






Score 


328 


Exons 




"^1 RQ 


'54 Q1 1 f^9 
.Ofli?X, jX DZ . 


.3470 




Seq. No. 


54550 






Seq. ID 


OJ000322 


Gene No. 


114405 






Strand 




O Lain, 


1 Q1 

X -3 X 






End 


244 


Name 


n7nnn'^99 99 

UJUUUOZZ ZZ 


04 1 Q 


u J . Ox . gs 


Method 


GENSCAN 


onaru 


1 Q1 ~ 






End 


9 4 4 




none 






Score 


.42 


Exons 


1 Q1' 9 4 4 
X X . . Z ft 










beq. wo. 


t; /] R c, 1 






Seq. ID 


OJ000322 


Gene No. 


114406 






Strand 


- 


Start 


7 






End 


514 


Name 


OJ000322 22 


.0419, 


C4 .ol.np 


Method 


AAT/NAP 


o rar L 


7 






End 






6006381 






Score 


368 


Exons 


7. .120, 201 


.514 








oX uescxxp. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


54551 






Seq. ID 


OJ000322_ 


Gene No. 


114407 






Strand 




O L caXTX. 


583.0 






End 


5978 


Name 


OJ000322 22 


0419. 


C4.o2.gs 


Method 


GENSCAN 


o car L 


5830 






End 


5978 




none 






Score 


.93 


Exons 


5830. .5978 










Seq. No. 


54552 






Seq. ID 


OJ000322_ 


Gene No. 


114408 






Strand 


+ 


O Lax L 


164 






End 


246 


Name 


OJ000322 22. 


0419. 


ClO.ol.gs 


Method 


GENSCAN 


Start 


164 






End 


246 


GI 


none 






Score 


..65 


Exons 


164. .246 










Seq. No. 


54553 




Seq. ID 


OJ000322_ 


Gene No. 


114409 






Strand 





55174 



start 


3050 








End 


5812 


Name 


OJ000322 22 


0419 


Cll.ol 


.np 


Method 


AAT/NAP 


Start 


3050 








End 


5812 


GI 


5042463 








Score 


307 


Exons 


• 3050.. 3084, 


4855 


.5042, 


5724 . 


.5812 





GI Descrip. (AC007789) unknown protein [Oryza sativa] 



Seq. No. 54553 

Gene No. 114410 

Start 24 

Name OJ000322_22 . 04 19 . Cll . ol . gs 

Start 24 

GI none 
Exons 



OJ000322 22. 0419. Cll 



.Seq. ID _ 
Strand 

End 5056 
Method GENSCAN 
End 5056 
Score . 6 

24. .175, 491. .629, 697. .815, 931. .1049, 1420. .1545, 2264. .2334, 
2612. .2676, 4459. .4645, 4964. .5056 



Seq. No. 54554 Seq. ID 

Gene No. 114411 Strand 

Start 583 End • 

Name OJ000322_22 . 04 19 . C12 . ol . gs Method 

Start 583 End 

GI none Score 

Exons 583 . . 764 



OJ000322_22. 0419. 012 
764 

GENSCAN 

764 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54555 Seq. ID 

114412 Strand 

1 End 

OJ000322_22.0419.C13.ol.np Method 

1 End 

5852182 Score 
1..36, 456. .660, 1763. .1785 

(AL117265) zhb0012.1 [Oryza sativa] 

54555 Seq. ID 

114412 Strand 

1 End 

OJ000322_22.0419.C13.ol.gs Method 

456 End 

none Score 
456. .505 



OJ000322_22.0419.C13 
■+ 

1785 
AAT/NAP 
1785 
146 



OJ000322_22.0419.C13 
+ 

1785 

GENSCAN . 

505 

.64 



Seq. No. 54555. Seq. ID 

Gene No. 114413 Strand 

Start 2441 End 

Name OJ000322_22 . 04 19 . C13 . o2 . gs Method 

Start 2441 End 

GI none Score 
Exons . 2441.. 2550 



OJ000322_22.0419.C13 

2550 
GENSCAN 
2550 
.58 



Seq. No. 54556 Seq. ID 

Gene No. 114414 Strand 

Start 99 End 

Name OJ000322_22 . 0419 . C14 . ol . gs Method 

Start 99 End 

GI none" Score 

Exons 99.. 34 4 



OJ000322_22. 0419.C14 
+ 

344 

GENSCAN 

344 

.99 



55175 



Seq. No. 


54556 


Seq. ID 


OJ000322_22.0419.C14 


Gene No. 


114415 


Strand 


+ 




± ±^ f 


End 


9648 


Name 


uuuuu^zz_z^: . u^iy.bi^ .oz . gs 


Method 


GENSCAN 


btart 


11^7 


End 


9648 




none 


Score 


.5 


Exons 




.8321, 9182. .9389, 9395. .9648 


Seq. No. 


54 557 


Seq. ID 


OJ000322_22.0419.C15 


Gene No. 


114416 


Strand 


+ 




374 


End 


2744 


Name 


OJ000322 22.0419.C15.-ol.gs 


Method 


GENSCAN 


o tart: 


374 


End 


2744 




none 


Score 


.61 


Exons 


374. .530, 714. .892, 2012. .2063, 2168.. 


2486, 2645. .2744 


beq . NO . 


54557 . 


Seq. ID 


OJ000322_22.0419.C15 


Liene lno . 


114416 


Strand ' 


+ 


b tart;,: 


374 . 


End 


2744 


Name 


OJ000322 22.0419.C15.ol.np 


Method 


AAT/NAP 


Start 


1236 


End 


2744 


GI 


7487350 


Score 


340 


Exons 


1236.. 1277, 2194.. 2486, 2645. 


.2744 




G'l pes crip. 


hypothetical protein T22F8.70 


- Arabidopsis thaliana 




gi 1 4 914 429 lemb ICAB4 3632.il. (AL050351) 


SEC14-like protein 




[Arabidopsis thaliana] gi | 7270900 | emb | CAB80580 . 1 | (AL161594 




SEC14-like protein [Arabidopsis thaliana] 


Seq. No. 


54557 


Seq. ID 


OJ000322_22.0419.C15 


Gene No. 


114416 


Strand 


+ 


bnar u 


374 


End 


2744 


Name 


OJ000322 22.0419.C15.ol.tw 


Method 


TBLASTX: Wheat 


b tar L 


2167 


End 


2333 




none 


Score 


172 


Exons 


2167. .2277, 2167. .2274, 2171. 


.2293, 2273.'. 2323, 2277.. 2333 


beq . , NO . 


54558 


'Seq. ID 


'OJ000322_22.0419.C17 


Gene No. 


114"417 


Strand 


+ 


Start 


6903 


End 


7059 


Name 


OJ000322 22.0419.C17.ol.np 


Method 


AAT/NAP 


b Lar L 


6903 


End 


7059 


C T 


7363271 


Score 


105 


Exons 


6903. .7059 






bi uescrip. 


{AP001552) hypothetical protein [Oryza 


sativa] 


Seq. No. 


54558 


Seq. ID 


OJ000322_22.0419.C17 


Gene No. 


114418 


Strand 




braru 


2897 


End 


6452 " ' 


Name 


OJ000322 22.0419.C17..ol.gs 


Method 


GENSCAN 


Start 


2897 


End 


6452 


GI 


none 


Score 


.49 


Exons 


2897. .3222, 3667. .3868, 6022. 


.6132, 6211.. 6452 


Seq. No. 


54558 


Seq. ID 


OJ000322_22.0419.C17 


Gene No. 


114418 


Strand 




Start 


2897 


End 


6452 


Name 


OJ000322 22.0419.C17.ol.gp 


Method 


7U\T/GAP 



55176 



start 4712 End 4948 

GI .57406_2.R1084 Score 368 

Exons 4712.. 4948 

GI Descrip. ' 6041757/gb | AC011806 . 1 | AC011806 O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 


54558 




Seq. ID 


taaa'5oo r\ A 1 r\ 

OJ000322 22.0419. 


C17 


Gene No. 


114418 




Strand 






Start 


2897 




End 


6452 




Name 


OJUUUJzz ^z.U4iy.Cl/.OJ 


.gp 


Method 


AAT/GAP 




Start 


COOT 

5821 




End 


6311 




GI 


2311818 




Score 


Aid 




Exons 


coon C d A A /^AOO ^T'^O 

5821. .5944, 6022. .6132, 


6211 . 


. 6311 






Seq. No. 


54 559 




Seq. ID 


OJ000322_22 .0419. 


C18 


Gene No. 


114419 




Strand 






Start 


57 4 




End 


1900 




Name 


OJ000322 22 . 04 19 .C18 . o3- 


. tm 


Method 


TBLASTX : Maxze 




Start 


569 




End 


813 




GI 


none 




Score 


4 1 




Exons 


c /~ c\ /"'D'l /"/^i OTO 

569. .631, 601. .813, 692 


. .781 








Seq. No. 


54559 




Seq. ID 


OJ000322 22,0419. 


C18 


Gene No. 


114419 




Strand 






Start 


574 




End 


1900 




Name - 


OJ000322_22. 0419. CIS. ol 


.gs 


Method 


GENSCAN 




Start 


574 




End 


1668 




GI 


none 




Score 


.58 




Exons 


574 . . 1668 










Seq. No. 


54 559 




Seq. ID 


OJ000322_22.0419. 


C18 


Gene No. 


114419 




Strand 






Start 


574 




End 


1900 




Name 


OJ000322_22,0419.C18.ol 


.np 


Method 


AAT/NAP 




Start 


577 




End 


1900 




GI 


4680179 




Score 


2180 




Exons 


577 . . 1900 










GI Descrip. 


(AF111709) polyprotem 


[Oryza 


sativa subsp; indica] 




Seq. No. 


54559 




Seq. ID 


OJ000322__22.0419. 


C18 


Gene No. 


114419 




Strand 






Start 


574 




End 


1900 




Name 


OJ000322 22.0419.C18.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


622 




End 


955 




GI 


none 




Score 


109 




Exons 


622. .954, 686. .955 










Seq. No. 


54559 




Seq. ID 


OJ000322_22.0419. 


C18 


Gene No. 


114419 




Strand 






Start 


574 




End 


1900 




Name 


OJ000322 22.0419.C18.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


^ 814 




End 


1401 




GI 


none 




Score 


148 




Exons 


814. .1083, 815. .1075, 830. .1126, 1144, 


.1242, 1145. .1240, 






1174. .1242, 1240. .1401, 


1247. 


1393, 1249.. 1395 





55177 



Seq. No. 54559 

Gene No. 114419 

Start 574 

Name OJ000322_22 . 04 19. C18 . ol . tw 
Start *. 955 

GI none 

Exons 955.. 1581, 956.. 1525 

Seq. No. 54559 

Gene No. 114419 

Start 574 

Name OJ000322_22 . 04 19 . CIS . o2 . tm 

Start 1450 

GI none 
Exons 



Seq. ID OJ000322_22. 0419. CIS 
Strand 

End 1900 

Method TBLASTX: Wheat • 

End 1581 

Score 349 



Seq. ID OJ000322_22.0419.C18 
Strand 

End 1900 

Method TBLASTX : Mai ze 

End 1740 

Score 174 



1450. .1653, 1454. .1654, 1454. .1660, 1654. .1740, 1671. ,1739 



Seq. No. 54559 

Gene No. 114419 

Start 574 

Name OJ000322_22 . 04 19 . C18 . ol . ts 

Start 1540 

GI none 
Exons 



Seq. ID OJ000322_22.0419.C18 
Strand 

End 1900 

Method TBLASTX: Soybean 

End 1799 

Score 88 



1540. .1656, 1541. .1657, 1657. .1794, 1671. .1799 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54559 

114419 

574 

OJ000322_22 .0419.C18.o2.tw 

1588 

none 



Seq. ID OJ000322_22.0419.C18 
Strand 

End 1900 

Method TBLASTX: Wheat 

End 18 98 

Score 70 



1588. .1656, 1589. .1657, 1592. .1660, 1657. .1842, 1658. .1741, 
1671. .1898, 1680. .1853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54560 

114420 

1 

OJ000322_22.0419.C19.ol.np 
1 

6721517 . 



Seq. ID OJ000322_22.0419.C19 
Strand 

End 2934 

Method AAT/NAP 

End .2934 

Score 4283 



1..2014, 2063. .2814, 2894. .2934 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



54560 
114420 

1 

OJ000322_22.0419.C19.ol.gs 
38 

none 

38. .2634, "2733. .2879 ' 



Seq. ID OJ000322_22'.0419-.C19 
Strand 

End 2934 

Method' GENSCAN 

End 287 9 

Score .63. 



Seq. No. 54560 

Gene No. 114420 

Start 1 

Name OJ000322_22 . 04 19 . C19 . ol . tw 

Start 86 

GI none 

Exons 86.. 595, 177.. 563 



Seq. ID OJ000322_22.0419.C19 
Strand 

End ■ 2934 

Method TBLASTX : Wheat 

End 595 

Score 293 



55178 



Seq. No. 54560 Seq. ID 

Gene No. 114420 Strand 

Start . 1 End 

Name OJ000322_22 . 04 19 . C19 . ol , tm - Method 

Start 170 End 

GI none Score 

Exons 170.. 523, 185.. 481, 345.. 521 



OJ000322_22.0419.C19 
2934 

TBLASTX: Maize 

523 

155 



Seq. No. 54560 Seq. ID 

Gene No. 114420 Strand 

Start 1 End 

Name OJ000322_22 . 04 19 . C19 . o2 . ts Method 

Start 344 End 

GI none Score 

Exons 344 . . 586 



OJ000322_22.0419.C19 
2934 

TBLASTX: Soybean 

586 

197 



Seq. No. 54560 Seq. . ID 

Gene No. 114420 Strand 

Start 1 End 

Name OJ000322_22 . 04 19 . C19 , o2 . tm Method 

Start 560 End 

GI none Score 

Exons . 560.. 895, 881.. 1060 



OJ000322_22.0419.C19 
2934 

TBLASTX: Maize 

1060 

158 



Seq. No. 54560 Seq. ID 

Gene No. 114420 Strand 

Start 1 End 

Name ' ' OJ000322_22 . 04 19 . C19 . o3 . tw Method 

Start 596 End 

GI none Score 

Exons 596.. 898, 597.. 860 



OJ000322__22.0419.C19 
2934 

TBLASTX: Wheat 

898 

201 



Seq. No. 54560 

Gene No. 114420 

Start 1 

Name OJ000322_22 ,'04 19 . C19 . ol . ts 

Start . . 610 

GI none 

Exons 610.. 963, 611. .970, 612.. 854, 
974. .1006 



Seq, ID OJ000322_22.0419.C19 
Strand 

End 2934 

Method TBLASTX-: Soybean - 

End 1006 

Sco'ire 12 6 

829. .963, 893. .967, 974. ,1006, 



Seq. No, 54560 

Gene No. 114420 

Start 1 - 

Name OJ000322_22 . 04 1 9 . C19 . o2 . tw 

Start 947 

GI none 

Exons 947., 1429, 990., 1433 



Seq. ID OJ000322_22. 0419,019 ■ 
Strand 

End 2934 

Method TBLASTX: Wheat 

End . • 1433 

Score 315 



Seq, No. 54560 

Gene No. 114420 

Start 1 

Name OJ000322_22 . 04 19 . C19 . o3 . tm 

Start 1128 

GI none 

Exons 1128.. 1319, 1130.. 1321, 1130. 



Seq. ID 

Strand 

End 

Method 
End V ■ 
Score 



OJ000322_22,0419.C19 
2934 

TBLASTX: Maize 

1420 

152 



1420, 1347.. 141^ 



55179 






Seq. No. 


54560 




Seq. ID 


OJ000322_22.0419. 


C19 




Gene No. 


11/1/1 on 




otranu 










± 




hna 


O Q '5 /I 

z y o 4 






Name 




. CI y . o4 . tw 


Metnoa 


i BLAb i A : wneat 






Start 






hna 


T Q C Q 

1 yoo 






GI 


none 




Score 


/ y 






Exons 




1T7/! 1DCO 


1 Q CL Q 

. lyoo 








Seq. No. 


54560 




Seq. ID 


OJ000322_22.0419. 


C19 




Gene No . 


1 1 yi /) 0 n 
i 1 4 4 z U 




ocrana 








Start 


i 




hna 


O Q 0 /I 

z yo4 






Name 


vjJUUUozz ZZ.U4iy 


. Li y . 04 . rm 


Me Lnoa 


i bLAb i A : Maize 






Start 


1 C Q 1 

1 by 1 




hna 


ZD 1 1 






GI 


none 




Score 


o n Q 

z u y 






Exons 


1CQ1 onii 












Seq. No. 


. 54560 




Seq. .ID 


OJ000322_22.0419. 


019 




Gene No . 


1 1 / /I 0 A 

i 14 4 ZU 




otrana 








Start 


1 




bna 


O Q O /I 

z y o4 






Name 


i^Tnnmoo oo n/iiQ 
UJUUUozz zz. U4iy 


. Ci y . OO . tm 


1^>-n4- K 


1 oLAb i A : Mai ze 






Start 


O "3 c; T 

Zoo / 




hna 


O C 1 o 
Z blZ 






r* T 
bi 


none 




Score 


1 A C 
1 U D 




[3 


Exons 


ZJo/..zdII, z4dd 


o ^; 1 o 
. . Z D I Z 








r n 


Seq. No. 


54560 




Seq. ID 


OJ000322_22.0419. 


019 


fy 


Gene No . 


1 1 /I / 0 n 
1 1 4 4 Z U 




Strand 








Start 


i 




hna 


O Q O / 

z y J4 






Name 


OJUUOozz Zz. 04iy 


, CI y . OO . tw 


Method 


TBLASTX : Wneat 




; r = 
- ™_ 


Start 


0 c; o / 
Zoo4 




hna 


o o Q 
z 0 y D 






GI 


none 




Score 


c; o 




= J 


Exons 


oco/1 OiCiT 0(Cnc 
zoJ4..zd1I, zbUb 


oooo onoo 

. . zo yz , z / yz , 


o o Q ^: 
. zo y b 






= 


beq . NO . 


54561 




Seq. ID 


OJ000322_22.0419. 


C20 




Gene No. 


114421 




Strand 


+ 






Start 


878 




End 


2511 






Name 


OJ000322 22.0419 


.C20.ol.np 


Method 


AAT/NAP 






Start 


878 




End 


2511 






GI 


5295955 




Score 


286 






Exons 


878. .981, 1524. .1638, 2318. .2511 








GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. {V015^ 






[Oryza sativa] 












Seq. No. 


54561 




Seq. ID 


OJ000322_22.0419. 


020 




Gene No. 


114421 




Strand 


+ 






Start 


878 




End 


2511 






Name 


OJ000322 22.0419 


C20.ol.gs 


Method 


GENSCAN 






Start-- 


912 




End . 


2465 






GI 


none 




Score 


.88 






Exons 


912. ,1049, 1524. 


1647, 2323.. 


2465 








Seq. No. 


54562 




Seq. ID 


OJ000322_22.0419. 


021 




Gene No. • 


•114422 




Strand 


+ 






Start 


1 




End 


829 






Name 


OJ000322 22.0419 


C2I .ol.np 


Method 


AAT/NAP 






Start 


1 




End 


829 






GI 


5295955 




Score 


402 





55180 



Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name " ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..208, 248. .829 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End ■ 
Score 



OJ000322 22.0419.C21 



54562 
114423 
1813 

OJ000322_22.0419.C21.o2.np 
1813 
7228438 
1813. .2065, 2222. .2612 

{AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



2612 
AAT/NAP 
2612 
616 



54563 Seq. ID 

114424 Strand 

1 End 

OJ000322_22 . 04 19 . C23 . ol . np.- ■ Methpd 

1 End 

1351904 Score 



OJ000322_22.0419.C23 

1969 
AAT/NAP 
1969 
1110 



1..36, 485. .788, 1290. .1378, 1596. .1969 

BI FUNCTIONAL ASPARTOKINASE/HOMOSERINE DEHYDROGENASE 1, 
.CHLOROPLAST PRECURSOR (AK-HD l') (AK-HSDH 1) [INCLUDES: 
ASPARTOKINASE ; HOMOSERINE DEHYDROGENASE ] gi 1500851 (L33912) 
aspartate kinase-homoserine dehydrogenase [Zea mays] 



54563 ' Seq. ID 

114424 Strand 

1 End 

OJ000322_22.0419.C23.ol.ts Method 

419 End 

none Score 



OJ000322_22.0419.C23 
1969 

TBLASTX: Soybean 

1934 

38 



419. .487, 558. .662, 559. .681, 666. .776, 675.,. 791, 676. .786, 



1290. .1391, 1291. .1380, 1307, 
1597.. 1932, 1598.. 1933, 1818. 



,1381, 1593. .1763, 1594. .1929, 

,1934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54563 

114424 

1 

OJ000322_22.0419.C23.ol.tm 

469 

none' 



Seq. ID OJ000322_22.0419.C23 
Strand 

End 1969 
Method TBLASTX : Mai ze 
End 1969 

Score 363 ' ' ' 

469. .789, 486. .791, 486. .791, 665. .793, 1290. .1379, 1290. .1391, 
1291. .1380, 1594. .1968, 1597. .1968, 1598. .1969 



54563. • 
114424 
1 ' 

OJ000322_22.0419.C23.ol.gs 

485 

none 

485.. 788, 1290.. 1378^ 1596, 



Seq. ID OJ000322_22.0419.C23 
Strand.. 

End 1969 

Method GENSCAN 

End 1920 

Score .72 
1920 



Seq. No. 
Gene No. 
Start 



54564 

114425 

3805 



Seq. ID^ OJ000322_22.0419.C24 
Strand + 
End 6452 



55181 





Name 


OJ000322 22.0419.C24.ol 


.np 


Method 


AAT/NAP 








Start • 


3524 




End 


3802 








GI 


5777620 




Score 


146 








Exons 


3524.. 3588, 3638.. 3802 














GI Desprin 

\^ ^ Lf/ VwiT ^ ^ m 


(AJ24.5900) CAA30378.1 protein 


[Oryza sativa] 








Seq. No. 


54564 




Seq. ID 


OJ000322_ 


_22. 


0419. C24 




Gene No. 


114425 




Strand 


+ 








Start 


3805 




End 


6452 ' 








Name 






Method 


GENSCAN 








Start 


3805 




End 


6452 








GI 


none 




Score 


.67 








F.xon 


3805.. 3912, 4383.. 4467, 


4723. 


.4886, 5040. .5226, 


6298. .6452 




Seq. No. 


54564 




Seq. ID 


OJ000322_ 


22. 


0419. C24 




Gene No. 


114426 




Strand 


- 








Start 


1678 




End 


2169 








Name 


n.Tnnn^99 99 041 q c9a o9* 


.gs 


Method 


GENSCAN 








Start 


1678 




End 


2169 








GI 


none 




Score 


.72 








Rxon s 


1678. .1818, 1854. .2120, 


2131. 


.2169 










Seq. No. 


54565 




Seq. ID 


OJ000322_ 


22. 


0419. C25 


if 


Gene No. 


114427 




Strand 


+ 








Start 


596 




End 


1910 






z : S 


Name 


OJ000322 22.0419.C25.ol 


gs 


Method 


GENSCAN 






X • • 

?! £ 


Start 


596 




End 


1910 








GI 


none 




Score 


.7 






f^; 


RxOP 


596. .668, 1629.!l752, 1^ 


^81. .1910 










O C ^ • LN W • 


54565 




Seq. ID 


OJ000322_ 


22. 


0419, C25 






114428 




Strand 


+ 






ru 


start 


3347 




End 


16468 








Name 


OJ000322 22.0419.C25.o2 


gs 


Method 


GENSCAN 








Start 


3347 




End 


10311 








GI 


none 




Score 


.48 








R von <^ 


3347 3496 37 31- 3772 


3877:' 


3931, 4565.. 4719, 


6213. . 6289, 






6752.. 6809, 7052'*. 7246, 


7673. 


7752, 8899. .8935, 


9993. .10251, 


\ J 




10295. .10311 












f ^ 


Qpri No 


54565 




Seq. ID 


OJ000322_ 


22. 


0419, C25 




Gene No. 


114428 




Strand 


+ 








Start 


3347 




End 


16468 ■ 








Name 


OJ000322 22.0419.C25.o3, 


np 


Method 


AAT/NAP 








Start 


5265 




End 


16468 








GI 


7340909 




Score 


133 








F!xon *=: 


5265.. 5391, 7733.. 7855, 


10339. 


.10657, 


11007. .11115, 


16355, ,16468 






(AP001550) hypothetical 


protein [Oryza 


sativa] 








Seq. No, 


54565 




Seq. ID 


OJ000322_ 


22, 


0419, C25 




Gene No. 


114428 




Strand 


+ 








Start 


3347 




End 


16468 








Name 


OJ000322 22.0419.C25.o3. 


gs 


Method 


GENSCAN 








Start 


11001 




End 


11639 








GI 


none 




Score 


,45 








Exons 


11001. . 11187, 11399. .11532, 11541. .11639 







55182 




Seq. No. 


54565 


Seq. ID 


OJ000322_ 


22.0419. 


C25 


Gene No. 


114429 


Strand 


+ 






Start 


18634 


End 


21400 






Name 


OJ000322 22 0419 C25 o5 as 


Method 


GENSCAN 






Start 


18634 ~ 


End 


21400 






GI 


none 


Score 


.54 






F von <^ 


18634 19098 19908 19960 


20322. .20346, 21383. 


?1 400 




t> ^ • IN ^ • 


54 5 65 -i ■ ' 

^ 1 u ^ > 


Seq. ID 


OJ000322_ 


77 0419 




Gene No. 


114430 


Strand 


- 






Start 


3193 


End 


4057 






Name 


OJ000322 22.0419.C25.ol.np 


Method 


AAT/NAP 






Start 


3193 


End 


4057 






GI 


6907086 


Score 


392 






p. vnn s 


3193. .4057 












(AP001129) hypothetical protein [Oryza 


sativa] 






i-7 C ^ . IN . 


• 54565 


Seq. ID 


OJ000322_ 


22 0419 


r2S 


Gene No.- 


114431 


Strand - 








Start 


5052 


End 


18210 






Name 


OJ000322 22.0419.C25.o2.np 


Method 


AAT/NAP 






c-t- o-rf 

O L. dX. L. 


5052 


End 


13915 








4680186 


Score 


174 






P von Q 


5052. .5189, 5764. .5928, 13888. .13915 










{AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


54565 


Seq. ID 


OJ000322_ 


22.0419. 


C25 


Gene No. 


114431 


Strand 








Start 


5052 


End 


18210 






Name 


OJ000322 22.0419.C25.o4.gs 


Method 


GENSCAN 






Start 


12427 


End 


18210 






GI 


none 


Score 


. 64 






F!xon 


12427. .12603, 164 19 .. 16598 , 


16977. .17271, 18143. 


.18210 




Seq. No. 


54565 


Seq. ID 


OJ000322_ 


_22;0419. 


C25 


Gene No. 


114432 


Strand 








Start 


18835 


End . 


19062 






Name 


OJ000322 22.0419.C2'5.ol.tw 


Method 


TBLASTX: Wheat 




O U CLi- L. 


18835 


End 


19062 






GI 


none 


Score 


187 






R von <5 


18835. .19062, 18909.. 19040 










Sea No. 


54566 


Seq. ID 


"OJ000322_ 


22.0419. 


C26 


Gene No. 


114433 


Strand 


+ 






Start 


1 


End 


911 






Name 


OJ000322 22.0419.C26.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


860 






GI 


3056591 


Score 


198 






Exons 


1..69, 172. .287, 541. .860 











GI Descrip. (AC004255) T1F9.12 [Arabidopsis thaliana] 



Seq. No. 54566 Seq. ID 

Gene No. 114433 Strand 

Start 1 End 

Name OJ000322_22 . 04 19 . C26 . ol . gs . - Method 

Start 172 End 

GI none Score 



OJ000322_22.0419.C26 
+ 

911 

GENSCAN 

911 

.53 



55183 



Exons 



172. .325, 570. .911 



Seq. No. 54567 Seq. ID 

Gene No. 114434 , Strand 

Start ■ 2931 End 

Name OJ000322_22 . 04 19 . C29 . ol . gp Method 

Start 2931 End 

GI none Score 

Exons 2931.. 3012, 3439.. 3882 



OJ000322_22.0419.C29 
+ 

7157 
AAT/GAP 
3882 
924 



Seq. No. 54567 Seq. ID 

Gene No. 114434 Strand 

Start 2931 ' End 

Name OJ000322_22 . 04 19 . C29 . ol . gs Method 

Start 3513 End 

GI none Score 

Exons 3513. .7157 



OJ000322_22.0419.C29 
+ 

7157 
GENSCAN 
7157 
1 



Seq. No. 54567 

Gene No. 114434 

Start 2931 

Name OJ000322_22 . 0419 . C29 . ol . np 

Start 3517 

GI 3953479 

Exons 3517.. 3904, 4058.. 7154 

GI Descrip. (AC002328) F2202.24 [Arabidopsis thaliana] 



Seq. ID OJ000322_22.0419.C29 

Strand + 

End 7157 

Method AAT/NAP 

End 7154 

Score 2988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54567 

114435 

6947 

OJ000322_22, 

3912 

none 

3912. ....3968, 
4426! .4443, 
4509. .4565, 
4569. .4712, 
47 67.;v.4 84 4, 
4896. .5072, 
4899. .5084, 
5082. .5216, 
5088. .5234, 



0419.C29.o2. tc 



5100, 
5534 , 
5547, 
5594, 
5595. 
5759. 
6930. 



.5366, 
.5707, 
.5702, 
.5713, 
.5849, 
.5848, 
.7079 



Seq. ID OJ000322 
Strand 

End 7239 
Method TBLASTX: 
End 7079 
Score 52 
4092. .4178, 4197. .4247, 4329. .4382, 
4448. .4537, 4449. .4544, 4449. .4544, 
4563. .4685, 4566. .4703, 4566. .4700, 
4569. .4703, 4569. .4685, 4584. .4685, 
4767. .4844, 4831. .4872, 4845. .5066, 
4896. .4994, 4896. .5069, 4896. .5066, 
4905. .5066, 4926, .4994, 4944 
5082.. 5357, 5088.. 5366, 5088 
5091.. 5384, 5094.. 5297, 5094 
5163.. 5357, 5175. .5384, 5238 
5544. .5849, 5547. .5645, 5547. .5849, 
5577. .57 95, 5580. .5924, 5583. .5855, 
5594. .5710, 5595. .5777, 5595.-584 9, 
5595. .5849, 5595. .5849, 5687. .5848, 
5801.. 5923, 5802.. 5942, 6726.. 6863, 



22.0419.C29 



Cress 



.5072, 
.5384, 
.5354, 
.5366, 



4335, 
4458, 
4569, 
4587, 
4896. 
4899. 
5043. 
5088. 
5094. 
5531. 
5547. 
5583. 
5595. 
5736. 
6743. 



.4382, 

.4574, 

.4688, 

-.4688,- 

.5003, 

.5066, 

.5108, 

.5357, 

.5357, 

.5839, 

.5702, 

.5849, 

.5861, 

.5849, 

.6862, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54567 Seq. ID 

114435 Strand 

6947 End 

OJ000322_22.0419.C29.o3. tw Method 

4110 End 

none Score 



OJ000322_22.0419.C29 
7239 

TBLASTX: Wheat 

5930 

58 



4110. .4178, 4569. .4685, 4584. .4703, 4839. .5066, 4947. .5066, 



55184 








0 u ^ 4 . 


S91 Q 


S 1 66 
J X u 0 • 


.5369, 5592.. 5783, 


u 3 y 0 * * 3 yyjKJ f 


















O • IN . 


J *a .J U / 








Seq. ID 


OJ000322 


99 04 1 Q r9 Q 

Z.Z.U4XI7.V_,Z!7 


o n o \T 


J. A. H *i O ^ 








Strand 






O Ldl. U 


V -7 *1 / 








End 


7239 




Nsme 




• U 4 X -7 . 


^9 Q o9 




Method 


TBLASTX: 


d X 46 c 


O L dl. L 


J *i ± 








End 


5990 




GI 


none 








Score 


58 




Exons 


4341. .4382, 


4341. 


.4385, 


4386. 


.4457, 4398. .4451, 


4427. .4684, 




4 4 4 SfiS 


4 4 fil 
4 4 U X • 


. 4 685, 


4 569. 


.4703, 4575. .4685, 


4 SR 4 4 7 6Q 

4004. .4 / U_7, 






4770 
4 / / u • 


4 ft 4 4 

■ 4 0 4 4 , 


4 ft 4 S 

4 0 4 J . 


.5003, 4i 


J99. .5285, 


i;nQ1 R4 1 7 




^nQ4 S447 


m 97 


^^66 


■^9 4 7 


.5387, 5268.. 5366, 


S441 RS19 

J44X. .JJXZ, 






>j 0 J . 


Sft 4 Q 

. J 0 4 27 , 


J J -7 J . 


.5789, 5616. .5849, 


R667 f^QCiO 






S7 ^ 6 


Sft 4 Q 
. J 0 4 J 










o tr • IN u . 


S4 ^ fi7 

J *i *J U / 








Seq. ID 


OJ000322 


99 04 1 Q C? Q 




1 1 4 4 ^ R 

X J. r± T O J 








Strand 






C+- -J y~4- 


fiQ4 7 

D 17 4 / 








End 


7239- - 




N3iTie 


n.Tnnn'^9 9 9 9 


04 1 Q 

. U 4 X -? • 


P9 Q n9 


. L 0 


Method 


TBLASTX: 


CI t Tr-\ ^ a n 

ouyjjcdri 


O Ldl. L 


4 4 4 Q ~ 

4 ri 4 _? 








End 


5912 




Kj J. 


none 








Score 


64 




IT" v n o 


444Q 4R(^R 

444;?. .400J/ 


4 4 4 Q 

4 4 4-/. 


4 Rft 6 

. 4 J 0 D , 


4 4 R 
4 4 J J . 


.4571, 4566. .4685, 


4 R6Q 4 6RR 




45.75. .4685, 


4584. 


.4685, 


4896. 


.5066, 4E 


J96. .5075, 


4896. ,5072, 




4899. .5066, 


4923. 


.4994, 


4947. 


.5066, 5082. .5216, 


5082. .5366, 




Snft9 S447 


J u 0 0 • 


S4 4 7 
. J 4 4 / , 


RO Q1 

J U -7 X . 


.5411, 5091. .5372, 


JU-74. , D 0 D H f 






R99 Q 


. 0 0 0 *l , 


RS99 
J 0 z z . 


.5776, 5547. .5702, 


RR74 RR4Q 




QCpf) I^P7n 
-JJOU. .JO 1 \f f 


J 0 0 0 . 


t=ift R R 




.5849, 5594. .5713, 






Jj^/j. , ^ 0 -U .J f 


vJ s-J -7 v7 • 


Sft 4 Q 


S600 
J 0 u VJ . 


.5716, 5609. .5704, 


R64 Q SR4 Q 






S7 


. J 0 J X , 


J / 0 J . 


.5851, 5801. .5875 




O c; (-j^ . IN U . 


R4 S^^7 

J 4 J U f 








Seq. ID 


OJ000322 


99 04 1 Q r^Q 


Gene No. 


114435 








Strand 






Start 


6947 








End 


7239 




Name 


o.Tnnn^99 99 


04 1 Q 

• vj 4 X ^ • 


r9Q n1 




Method 


TBLASTX: 


0 dii 


o Ldirt. 


\J ±OKJ 








End. 


7090 






none 








Score 


1056 ■ 




Th' von c 


UXOU. ■ \j y 0 0 f 


U X 0 J . 


69 7 4 


61 QO 

D X J7 U . 


.6510, 6335. .6943, 


6Q6Q 70ftR 




fiQ7 S 7 07 6 


6Qft Q 


70 QO 










Seq. No. 


54567 








Seq. ID 


OJ000322 


_22. 0419. 029 


Gene No. 


114435 








Strand 






O l-di. L 


fiQ47 








End 


7239 




Na.ine 


0,1000^99 99 


04 1 Q 

. W 4 X 17 . 


r9 Q o"^ 




Method 


TBLASTX: 


rJdXZc 


O LdL L 


0^ X u 








End 


6353 




PT 


none 








Score 


197 




F von Q 




6996 


6^ R1 

• D 0 J X 










Seq. No. 


54567 








Seq. ID 


OJ000322 


_22. 0419. 029 


Gene No. 


114435 








Strand 






Start 


6947 








End 


7239 




Name 


OJ000322 22 


.0419. 


029. o2. 


, tw 


Method 


TBLASTX: 


Wheat 


Start 


6234 








End 


6515 




GI 


none 








Score 


219 




Exons 


6234. .6515 














Seq. No. 


54567 








Seq. ID 


OJ000322 


_22. 0419. 029 



55185 



Gene No. 


114435 








Strand 














End 


7239 


Name 


d Tnnn'^99 99 


. u fi i y 


P9 Q 

. y . o JL 




Method 


TBLASTX: Cress 




r 9 o 7 
D Z J / 








End 


6694 




none 








Score 


607 


Exons 


J / . .DO y Z / 


f^9 


. . D o y z / 




..6694, 6533. .6694 


beq. NO. 










Seq. ID 


OJ000322_22. 0419. 029 


Gene No.. 


114435 








Strand 




Start 


6947 








End 


7239 


Name 


riTnnn'^99 99 
uuuuuozz zz 


. uff 1 y 


P9 Q r»1 


. LIU 


Method 


TBLASTX: Maize 


o tar u 


r -3 C O ~ 

O JO J 








End - 


7085 




none 








Score 


116 


Exons 


D J D o . . y o , 


"5 c: Q 


. DO 1 U / 


"5 c; Q 

DO J y 


..6886, 6360. .6887, 6878. .6949, 




Do/y. .oyoj/ 


Oy DO 


. / u D y / 


Dy Dy 


..7085, 6984. .7085 


Seq. No. 


54567 








Seq. ID 


OJ000322_22. 0419. 029 


Gene No. 


114435 








Strand 




c -t- ^ %^+- ' 


X^ZJH f 








End 


7239 


Name 


n Tnnn "^99 9 9 


. Ufi 1 y 


P 9 Q oi T 

y . oi 


. lw 


Method 


TBLASTX: Wheat 


otar L 


C. O 1 








End 


6860 




none 








Score 


200 


Exons 




R T /I 


. D / 4 U , 


D / O / 


. .6856, 6738. .6860 


beq. NO. 


54567 . 








Seq. ID 


OJ000322_22. 0419. 029 


Gene No. 


114435 








Strand 




Start 


6947 








End 


7239 


Name 


OJ000322 22 


.0419 


C29.02 


.gp 


Method 


AAT/GAP 


b Lam 


6947 








End 


7239 


C T 


49934 1.R1084 






Score 


563 


Exons 


6947. .7239 












GI Descrip. 


'3953479 2. 


Oe-11 


(AC002328) 


F2202.24 


[Arabidopsis thaliana] 


o c q . In O . 


54568 








Seq. ID 


OJ000322_22. 0419. 030 


Gene No. 


114436 








Strand 


+ 


Start 


1 








End 


7836 


Name 


OJ000322 22 


. 0419. 


030. ol 


.np 


Method 


AAT/NAP :■ 


Start 


1 








End 


7836 


GI 


7444451 








Score 


4557 


Exons 


1..2640, 2712. .3066, 6579. .7 


836 





GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 258 6082 | gb | AAB82754 . 1 | . (U72725 ) 
retrofit [Oryza ' longistaminata] 



Seq. No. 54568 Seq. ID 

Gene No. 114436 Strand 

Start 1 End 

Name OJ000322_22 .0419. 030 . ol . gs Method 

Start 116 End 

GI ' none Score 

Exons 



OJ000322_22. 0419. 030 
+ 

7836 
GENSOAN 
6346 
.4 



116. .287, 348. .1027, 2113. .3022, 3516. .3643, 3851. .4290, 
4323. .4538, 6287. .6346 



Seq. No. 54568 ' " Seq. ID OJ000322 

Gene No. 114436 Strand + 

Start 1 End 7836 

Name OJ000322_22 . 04 19 . 030 . ol . gp Method AAT/GAP 



22.0419.030 



55186 




start 5108 End 5188 

GI LIB3434-017-P1-K1-F5 Score 88 

Exons 5108 . .5188 

GI Descrip. ' 5257255/dbj | AP006364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone :P0026F07 ' 



Seq. 'No. 54568 Seq. ID 

Gene No. 114436 Strand 

Start 1 End 

Name OJ000322_22 .0419. C30 . o2 . gp Method 

Start 6312 End 

GI uC-osflcyp088bl2bl Score 

Exons 6312.. 6420 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ000322_22.0419.C30 
+ 

7836 
AAT/GAP 
6420 
152 



Seq. No. 54568 

Gene No. 114437 

Start 8483 

Name OJ000322_22 . 04 19 . C30 . o4 

Start 53 

GI none 

Exons 53. .130, 64. .141, 180.. 

Seq. No. 54568 

Gene No. 114437 

Start' 8483 

Name OJ00G322_22 . 04 19 . C30 . o6 

Start 787 

GI none 

Exons 787.. 861, 790.. 876, 891 



Seq. ID OJ000322_22.0419.C30 
Strand 

End 8840 

.tm Method TBLASTX : Maize 

End 458 

Score 73 

401, 181... 402, 393. .458, 394, .456 

Seq. ID OJ000'322_22.0419.C30 
Strand 

End 8840 

.tm Method TBLASTX : Maize 

End . 1029 

Score 90 
..1028, 907. .1029 



Seq. No. 54568 Seq. ID 

Gene No. 114437 Strand 

Start. 8483 End 

Name OJ000322_22 .0419. C30 . o2 . tw Method 

Start 883 End 

GI none Score 
Exons 



OJ000322_22.0419.C30 
8840 

TBLASTX: Wheat 

1197. 

225 



883. .1077, 901. .1074, 1075. .1197 



Seq. No. 


54568 








Seq. ID 


OJ000322_22.0419 


Gene No. 


114437 








Strand 




Start 


8483 








End 


8840' 


Name 


OJ000322 22 


.0419. 


.C30.O2 


. ts 


Method 


TBLASTX : Soybean 


Start 


. 1306 








End 


1717 


GI 


none 








Score 


204 


Exons 


1306. . 1518, 


1307, 


. .1522, 


1547 


..1717, 1563.. 16.91 


Seq. No. 


54568 








. Seq. ID 


OJ000322_22.0419 


Gene No. 


114437 








Strand 




Start 


8483 








End 


8840 


Name 


OJ000322 22 


.0419. 


X30.O1 


. tc 


Method 


TBLASTX: Cress 


Start 


1719 








End 


2171 


GI 


none 








Score 


150 


Exons 


■ 1719. .1916, 


1739. 


. . 1873, 


1929. 


;.2171 





Seq. No. 



54568 



Seq. ID OJ000322_22.0419.C30 

55187 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Namie 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 
Start 
Name 
Start . 
GI 

Exons 
Seq. No, 



114437 
8483 

OJ000322_22, 

1740 

none 

1740. . 1919, 

54568 

114437 

8483 

OJ000322_22, 

1830 

none 

1830. .1919, 

54568 

114437 

8483 

OJ000322_22, 

1833 

none 

1833. .1934, 

54568 

114437 

8483 

OJ000322_22. 

2829 

none 

2829. .3074, 

54568 

114437 

8483 

OJ000322_22. 

2841 

none 

284i. .2903, 

54568 

114437 

8483 

OJ000322_22. 

2969 

none 

2969. .3070, 
6810. .6995 

54568 

114437 

8483 

OJ000322_22. 

6600 

none 

6600. . 6704, 
54568 



0419.C30.o4.ts 



1929. .2153 



0419.C30.o3.tw 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8840 

TBLASTX: Soybean 

2153 

128 • 



OJ000322_22.0419.C30 
8840 

TBLASTX: Wheat 

2171 

87 



1914. .2171, 1955. .1990, 2027. .2167 



0419.C30.o5-.tm 



1929.. 2150, 2027. 



0419.C30.o7.tm 



2840. .3058 



0419.C30.o5.ts 



2930.. 3058, 2931. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2146 

'Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_22.0419.C30 
8840 

TBLASTX: Maize 

2150 

87 



OJ000322_22.0419.C30 
8840 

TBLASTX: Maize 

3074 

191 



Seq, ID OJ000322_22.0419.C30 
Strand 

8840 

TBLASTX : Soybean 
3065 
72 



End 

Method 
End 
Score 
.3065 



0419.C30.o4.tw 



Seq. ID OJ000322_22. 0419.C30 
Strand 

End 8840 

Method TBLASTX: Wheat 

End 6995 

Score 102 . 
2970. .3059, 6599. .6697, 6615. .6818, 6626. .6778, 



Seq. ID OJ000322_22.0419.C30 
Strand 

End 8840 

Method TBLASTX : Soybean 

End . 6908 

Score 118 



0419.C30.o3.ts 



6612.. 6692, 6726. 



.6908, 6729.. 6782 
Seq. ID OJ000322_22.0419.C30 



55188 



Gene No. 114437 

Start 8483 

Name OJ000322_22 .0419. C30 . ol . tm 

Start 6606 

GI none 

Exons 6606.. 6998, 6626.. 6775 

Seq. No. 54568 

Gene No. 114437 

Start 8483 

Name OJ000322_22 . 0419 . C30 . ol . tw 

Start 6996 

GI none 

Exons 6996.. 7214, 6997.. 7215, 7214. 

Seq. No. 54568 

Gene No. 114437 

Start 8483 

Name OJ000322_22 . 0419 . 030 . o3 . tm 

Start 7107 

GI none 

Exons 7107.. 7211, 7108.. 7218, 7126. 
7223. .7342 



Strand 
End 

Method 

End 

Score 



8840 

TBLASTX: Maize 

6998 

353 



Seq. ID OJ000322_22.0419.C30 
Strand 

End ■ • 8840 

Method TBLASTX : Wheat 

End 7423 

Score 207 
.7423, 7216.. 7422 

Seq. ID OJ000322_22.0419.C30 
Strand 

End. 884 0 

Method TBLASTX: Maize 

End 7342 

Score 141 

.7239, 7216. .7314, 7217. .7342, 



Seq." No. 54568 

Gene No. 114437 

Start 8483 

Name OJ000322_22 . 0419 . C30 . ol . ts 

Start 7214^. 

GI none 

Exons 7214. .7465, 7216. .7458, 7461, 
7648. .7776 



Seq.- ID OJ000322_22.0419.C30 
Strand 

End 8840 

Method TBLASTX : Soybean 

End 7785 

Score 228 

.7565, 7470. .7562, 7564. .7785, 



Seq. No. 54568 

Gene No. 114437 

Start- " 8483 

Name . . OJ000322_22 . 0419 . C30 . o2 . tm 

Start 7354 

GI none 

Exons 7354.. 7458, 7355.. 7465, 7494. 
7609. .7761 



Seq. ID OJ000322_22.0419.C30 
Strand 

End 8840 
Method -TBLASTX: Maize 
End 7779 
Score 108 

.7568, 7567. .7779, 7593. .7676, 



Seq. No. 54568 

Gene No. 114437 

Start 8483 

Name OJ000322_22 . 04 19 . C30 . o2 . gs 

Start 8483 

GI none 

Exons 8483.. 8840 



Seq. ID OJ000322_22.0419.C30 
Strand 

End 8840 

Method GENSCAN 

End 8840 

Score : .-62 



Seq. No. 54569 

Gene No. 114438 

Start 1 

Name OJ000322_22 . 04 19 . C31 . ol . np 

Start 1 

GI 6721512 

Exons 1..95, 1252.. 1335 



Seq. ID OJ000322_22.0419.C31 

Strand + 

End 1335 

Method AAT/NAP 

End 1335 

Score 8 6 



55189 



GI Descrip. 


(Aruuiu/z) nypotneticai 


protein [Oryza 


sativa] 






Seq. . No. 


54569 




Seq. ID 


OJ000322 


_22.0419 


.C31 


Gene No. 


114439 




Strand 










178 




End 


am o ' 
y u I o 






Name 


OJ000322 22.0419.C31.ol. 


gs 


Method 


t? M C O TV M 






start 


178 




End 


/I O n CL 






GI 


none 




Score. 


. D J 


- 




Exons 


178. .275, 1428. .1536, 3049.. 


3545, 3569 


/I o n c: 






beq. NO, 


c / c n 




Seq. ID 




oo n yi 1 Q 
zz . u 4 1 y 


. L-O i 


Gene No. 


114439 




Sto^and 








Start 


178 




End • 


9018 






Name 


OJ000322 22.0419.C31.o2. 


np 


Method 


a n T / M a D 
AAI / INAr 






buart 


3091 




End 


c; c o n 






GI 


4680500 




Score 


O Q Q 






Exons 


3091. .3934, 5593. .5620 












GI uescrip. 


.(AF119222) hypothetical 


protein [Oryza 


sat iva ] 






Seq. No. 






Seq. ID 


OJ000322 


_22.0419, 


.C31 


Gene No. 


114439 




Strand 








btart 


178 




End 


yu lo 






Name 


OJ000322 22.0419.C31.ol. 


ts 


Method 


i rSLAb i A : 


Soybean 




Sta_r.t 


3196 ■ ^ ' 




End 


. J b / / 






GI 


none 




Score 


1 m 
iU / 






Exons 


3196. .3369, 3412. .3468, 


3537 


. .3677 








Seq. No. 


54569 




Seq. ID 


OJ000322 


_22.0419, 


.C31 


Gene No. 


114439 




Strand 








Start 


178 - 




End 


9018 






Name 


OJ000322 22.0419.C31.o2. 


gs 


Method 


GENSCAN 






btart 


4667 




End 


9018 






GI 


none 




Score 


.42 






Exons 


4667. .5174, 6344. .6474, 


6557 


..6711, 6900. .6990, 


7069. .7238, 




7322. .7390, 8121. .8238, 


8317 


..8430, 8734. .9018 






Seq. No. 


54570 




Seq. ID 


OJ000322 


_22.0419. 


.C32 


Gene No. ■ 


114440 




Strand 


+ 






bt art: 


141 




End 


2089 






Name 


OJ000322 22.0419.C32.ol. 


gs 


Method 


GENSCAN 






Start 


141 




End 


2089 






GI 


none 




Score 


.44 






Exons 


141.. 212, 1326.. 1448, 1980.. 


2089 








Seq. No. 


54570 




Seq. ID 


OJ000322 


_22.0419. 


.C32 


Gene No . 


114440 




Strand 


+ 






Start 


141 




End 


2089 . 






Name 


bJ000322 22.0419.C32.ol. 


gp 


Method 


AAT/GAP 






b uart 


243 




End 


372 






GI 


uC-osflcyp013a06bl 




Score 


167 






Exons 


243. .372 












GI Descrip. 


M538905/emb|CAB39642. 1 1 


5.0e-36 (AL049482) putative protein 




[Arabidopsis thaliana] * 












Seq. No. 


54570 




Seq. ID 


OJ000322 


_22.0419. 


.C32 


Gene No. 


114441 




Strand 


+ 






Start 


2165 




End 


2268 







55190 



Name OJ000322_22 . 0419 .C32 . o2 . gp Method AAT/GAP 

Start 2165 End 2268 

GI LIB3477-003-P1-K1-E9 Score 144 
Exons 2165,. 2268 

GI Descrip. * 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR PSt^LEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 54571 _ 

Gene No. 114442 

Start 834 

Name OJ000322_22 , 04 19 . C36 . ol . gs 

Start 834 

GI none 

Exons 834,. 1817 



Seq. ID OJ000322_22., 0419,036 
Strand 

End 2031 

Method GENSCAN 

End 1817 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54571 

114442 

834 

OJ000322_22.0419.C36.ol.tm 

1371 

none 



54571 

114442 

834 

OJ000322_22.0419.C36.ol.ts 

1707 

none 

1707. .2030, 1711. .2031 



Seq. ID OJ000322_22.0419.C36 
Strand 

End 2031 

Method TBLASTX : Mai ze 

End 1988 

Score 73 



1371. .1652, 1683. .1952,^ 1707. .1988 



Seq. ID OJ000322_22 .0419.C36 
Strand 

End 2031 

Method TBLASTX : Soybean 

End 2031 

Score 97 



s Seq. No. 
[3 Gene No. 
^j. Start 
1 2 Name 

Start 
W. GI 
11 Exons 
[3 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54572 

114443 

698 

OJ000322_22.0419.C38 .ol.gs 

698 

none 



Seq. ID OJ000322_22.0419.C38 

Strand + 

End 1361 

Method GENSCAN 

End . 1361 

Score .51 



698. .875, 963. .1061, 1324. .1361 



54572 
114444 

4639 . ■ 

OJ000322_22.0419.C38.o2.gs 

4639 

none 



Seq. ID OJ000322_22.0419.C38 

Strand ,t 

End 98 62 ■■' 

Method GENSCAN 

End 98 62 

Score .46 



4639.. 5420, 5783.. 5896, 6470.. 6744, 6934.. '8450, 8597.. 8678, 
9011. .9235,- 9657. .9862 



Seq. No. 54572 

Gene No. 114444 

Start 4639 

Name OJ000322__22 .0419. C38 . ol . np 

Start 6555 

GI 7486048 

Exons 6555.. 6722, 6894.. 9201 

GI Descrip. hypothetical protein F23K16.160 - Arabidopsis thaliana 



Seq. ID OJ000322_22.0419.C38 
Strand + 

9862 
AAT/NAP 
9201 
1856 



End 

Method 

End 

Score 



55191 



gi|5042169|emb|CAB44688.1| (AL078620) putative protein 
[Arabidopsis thaliana] gi | 7270937 | emb | CAB80616 . 1 | {AL161595) 
putative protein [Arabidopsis thaliana] 



Seq. No. 54572 
Gene No. 114444 
Start 4639 

Name OJ000322_22 .0419. C38 . o2 . tc 

Start 6975 
GI none 
Exons 6975.. 7124, 6978 

7143.. 7427, 7144 

7509. .7694, 7599 

8118. .8345, 8147 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7112, 6978. .7208, 6981. ,7376, 7142. .7435, 
7212, 7209.. 7370, 7302.. 7736, 7448.. 7678, 
7919, 7746. .7901, 8103. .8336, 8103. .8336, 
8278, 8205. .8432, 8444. .8572 



OJ000322_22.0419.C38 
+ 

9862 

TBLASTX: Cress 

8572 

87 



Seq. No. 54572 
Gene No. 114444 
Start 4639 

Name 6J000322_22 . 04 19 . 038 . ol . tm 

Start 6978 
GI none 

Exons 6978.. 7520, 6996 7142 ,. 7167 . 

7424. .7681, 7434. .7742, 7500. 
7746. .8147, 7749 .. 8084 , 7811 . 
8423.T8674, 8438.. 8815, 8446. 
8648. .8722, 8800. .9213 



Seq. ID OJ000322_22.0419.C38 

Strand + 

End 9862 

Method TBLASTX: Maize 

End 9213 

Score 137 

.7439, 7176. .7439, 7350. .7742, 
.7844, 7647. .8033, 7745. .7984, 
.7981, 8052. .8372, 8175. .8426, 
.8670, 8470.. 8814, 8471.. 8638, 



Seq. No. 54572 
Gene No. 114444 
Start 4639 

Name OJ000322_22 . 04 19 . C38 . ol . tw 

Start 6978 
GI none 
Exons 6978 

7284 

8192 

8495 



7112, 6978.. 7061, 7028. 

7670, 7290.. 7670, 7587. 

8368, 8193.. 8432, 8470. 
8722 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7099, 7143 
.7973, 7865 
.8577, 8471 



OJ000322_22.0419.C38 
+ 

98 62 

TBLASTX: Wheat 
8727 



104 



.7367, 7283. 
.7933, 7890. 
.8578, 8494. 



,7636, 
,8276, 
,8727, 



Seq. No. 54572 
Gene No. ' 114444 
Start 4639 

Name OJ000322_22 . 04 19 . 038 . o2 . ts 

Start ' 6996 ■ ' ■ 

GI none 

Exons 6996.. 7112, 7136.. 7312, 7143. 

7509. .7667, 7593. .8000, 7617. 
8196. .8465, 8470. .8508 



Seq. ID OJ000322_22. 0419.038 

Strand + 

End 9862 

Method TBLASTX : Soybean 

End 8508 ' 

Score 7 9 

.7385, 7287. .7457, 7355. .7624, 
.7787, 7619. .8005, 7893. .8297, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54572 Seq. ID 

114444 Strand 

4639 End 

OJ000322_22 .0419. 038 . ol . tc Method 

7920 Jgnd 

none 'Score 



OJ000322_22. 0419. 038 
+ 

9862 

TBLASTX: Cress 

9171 

80 



7920. .8081, 8492. .8521, 8573. .8815, 8665. .8814, 8806. .9171, 
B811. .9116 



55192 



Seq. No. 54572 

Gene No. 114444 

Start 4639 

Name OJ000322_22 .0419, C38 . ol . ts 
Start . 8662 

GI none 
Exons 



Seq. ID OJ000322_22,0419.C38 

Strand + 

End 9862 

Method TBLASTX : Soybean 

End . 9180 

Score 123 



8662. .8751, 8666. .8815, 8806. .9180, 8977. .9159 



Seq. No. 54573 

Gene No. 114445 ' 

Start * 1 

Name OJ000302_28 . 04 1 9 . CI . ol . gp 

Start 1 

GI 25165__1.R1084 

Exons 1..131, 784. .844 

GI Descrip. M 530126/gb | AAD21872 . 1 | 4.0e-15 (AF078082) receptor-like protein 
kinase homolog RK20-1 [Phaseolus vulgaris] ' 



Seq. ID OJ000302_28.0419.C1 

Strand +. ^ 

End 844 

Method AAT/GAP 

End 844 

Score 344 



Seq. No. 54573 Seq. ID 

Gene No. 114445 Strand 

Start 1 End 

Name OJ000302_28 . 04 1 9 . CI . ol , gs Method 

Start 4 5 End 

GI none Score 

Exons 45.. 131, 17.7.. 369 



OJ000302_28.0419.C1 
+ 

844 

GENSCAN 

369 

.7 



E . 3 



Seq. No. 54574 

Gene No, 114446 

Start 413 

Name OJ000302_28 . 04 19 . C3 . ol . gs 

Start 413 

GI none 

Exons 413.. 533, 1089.. 1276 



Seq, ID OJ000302_28.0419.C3 

Strand -f 

End 1276 

Method GENSCAN 

End 1276 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54575 

114447. 

1 

'OJ000302_28 
1 

7488195 
1..276, 303 
2602. .2839, 



0419.C4.ol.np 



Seq. ID OJ000302_28.0419.C4 
Strand + 
End 3542 
-Method AAT/NAP 
End 3539 
Score 911 
2098. .2211, 2298. .2508, 
.3475, 3509.. 3539 



.379, 1151.. 1215, 
2939.. 3089, 3192. 
probable serine/threonine-specif ic protein kinase (EC 2.7. 1.-) 
F21P8,70 - Arabidopsis thaliana gi | 302 1270 | emb | CAA184 65 , H ' 
(AL022347) serine/threonine, kinase-like protein [Arabidopsis 
thaliana] gi | 7269165 | emb | CAB79273 , 1 | (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 54575 Seq. ID 

Gene No. 114447 Strand 

Start 1 End 

Name OJ000302_28 . 04 1 9 . C4 . ol . gs Method 

Start 80 End 

GI *^one Score 

Exons 80.. 379, 1011.. 1037 



OJ000302_28.0419.C4 
+ 

3542 
GENSCAN 
1037. 
.55 



Seq. No. 



54575 



Seq. ID OJ000302_28.0419.C4 



55193 



Gene No. 
Start 
Name 
Start 
,GI 

Exons 

GI Descrip. 



114447 Strand + 

1 End 3542 

OJ000302_28.0419.C4 .ol.gp Method AAT/GAP 

1902 ' ■ End 2393 

'3107580 Score 546 

1902. .1986, 2081. ,2211, 2298. .2393 

4530126/gb|AAD21872.1| 4.0e-15 (AF078082) receptor-like protein 
kinase homolog RK20-1 [Phaseolus vulgaris] 



o e C5 • LN U . 


54575 




Seq. ID 


OJ000302 


Gene No. 


114447 




Strand 


+ 


Start 


1 




End 


3542 


Name 


OJ000302 28 


.0419.C4.o2.gp 


Method 


AAT/GAP 


o uar u 


2649 




End 


3295 


r T 


LIB3433-022 


-Pl-Kl-Cl 


Score 


822 


EjXons 


2649. .2839, 


2939. .3089, 3192. 


.3295 




oi uescrip. 


'3021270/emb|CAA184 65. 1 | 6.0e 


-49 (AL022347) ser 




Kiodse XX Ke 


protein [Arabidopsis thaliana] ' 


Seq. No. 


54575 




Seq. ID 


OJ000302 




114447 




Strand 


+ 


o tar L 


T 
X 




End 


3542 


wame 




.0419.C4.o2.gs 


Method 


GENSCAN 


C :a 

o narTi. 


z O / u 




End 


3542 




none 




Score 


.96 


Exons 




2939. .3089, 3192. 


.3542 




Seq. No. 


54575 




Seq. ID 


OJ000302 


Gene No. 


114448 




Strand 


+ 


OT-a.r L 


O fl D ^ 




End 


3777 


Name 




.0419.C4.o3.gp 


Method 


AAT/GAP 


oEar L 


Of! D y 




End 


3777 


r T 


frn 9 /I QR 1 
DUZ *± y 0 X 




Score 


557 


Exons 


o^by. .J / / / 








Seq. No. 


54575 




Seq. ID 


OJ000302 


Gene No. 


114449 




Strand 


+ 




4812 




End 


6260 


Name 


OJ000302 28 


.0419.C4.o2.np 


Method 


AAT/NAP 


orar L. 


4806 




End 


6260 




5020219 




Score 


482 


Exons 


4806. .5800, 


6206. .6260 






GI Descrip. 


(AF149919) 


wax synthase [Simmondsia' chinensis] 


Seq. No. 


54575 




Seq. ID 


OJ000302_ 


Gene No, 


114449 




Strand 


+ 


Start 


4812 




End . 


6260 


Name 


OJ000302 28 


.0419.C4.o3.gs 


Method- 


GENSCAN 


Start 


4812 




End 


5876 


GI 


none 




Score 


.85 


Exons 


4812. .5876 








Seq. No. 


. 54575 




Seq. ID 


OJ000302_ 


Gene No. 


114450 




Strand 




Start 


1 




End 


7161 


Name 


OJ000302 28 


. 0419.C4 .o3.np 


Method 


AAT/NAP 


Start 


1 




End 


7133 



55194 



GI 7486419 Score 140 

Exons 1..196, 5592.. 5861, 6288.. 6427, 7022.. 7133 

GI Descrip. hypothetical protein F4D11.90 - Arabidopsis thaliana 

gi I 30636991 emb|CAA18590. II (AL022537) putative protein 
[Arabidopsis thaliana] gi I 7270175 I emb | CAB79988 . 1 1 (AL161581) 
putative protein kinase [Arabidopsis thaliana] 



Seq. No. 54575 Seq, ID 

Gene No. 114450 Strand 

Start 1 . End 

Name OJ000302_28 , 04 19 . C4 . ol . tc Method 

Start 110 End 

GI none Score 
Exons 



OJ000302_28.0419.C4 
7161 

TBLASTX: Cress 

3410 

68 



110. .169, 1863. .1952, 2098. .2211, 2147. .2212, 2295. .2507, 
2312. .2506, 2319. .2507, 2600. .2836, 2601. .2837, 2901. .3026, 
2943. .3095, 2945. .3064, 3204. .3410, 3266. .3400 



Seq. No. 54575 

Gene No. 114450 
Start ■ 1 ' 

Name OJ000302_28 . 04 19 . C4 . ol . ts 

Start 2095 

GI none 
Exons. 



Seq. ID OJ000302_28.0419.C4 
Strand 

End 7161 

Method TBLASTX : Soybean 

End 3542 

Score 124 



2095. .2211, 2295. .2507, 2297. .2494, 2600. .2836, 2601. .2837, 
2''622. .2840, 2901.. 3026, 2939.. 3085, 2940.. 3086, 3195.. 3410, 
3266.;3400, 3488.-3535, 3489.. 3542' 



Seq. No. 54575 

Gene No. 114450 

Start 1 

Name OJ000302_28 . 04 19 . C4 . ol . tm 

Start 2104 

GI none 

Exons 2104.. 2211, 2295.. 2507, 2297, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_28.0419.C4 
7161 

TBLASTX: Maize 

3362 

111 



,2503, 2310. .2507, 2613. .2837, 



2625. .2804, 2939. .3049, 2940. .3083, 3195. .3362, 3266. .3361 



Seq. No. 54575 , , Seq. ID 

Gene No. 114450 Strand 

Start 1 End 

Name OJ000302_28 . 04 19 . C4 . o2'. tw Method 

Start 2295 End 

GI none Score 

Exons 2295. .2507, 2297. .2503, 2565. .2663 



OJ000302_28.0419.C4 
7161 

TBLASTX: Wheat 

2663 

226 



Seq. No. 54575 

Gene No. 114450 

Start 1 

Name OJ000302_28 . 04 19 . 04 . ol . tw 

Start 2663 

GI none 

Exons 2663.. 2836, 2664.. 2837, 2676. 
2940. .3071, 2944. .3087 



Seq. ID OJ000302_28. 0419.C4 
Strand 

End 7161 

Method TBLASTX: Wheat 

End 3087 

Score 234 

.2837, 2755. ,2838, 2939. .3046, 



Seq. No. 54575 Seq. ID 

Gene No. 114450 Strand 

Start 1 End 

Name OJ000302_28 . 04 19 . C4 . o4 . gs Method 



OJ000302_28.0419.C4 

7161 
GENSCAN 



55195 



• 



L.1 



oZdiTZ. 


DO ft 0 


tnu 


/ X D X 




none 


Score 




Exons 


(^^A^ i^fi^l f^QQ1 Tl^^l 






Seq. No- 


54576 


Seq. ID 


OJ000302_28.0419.C6 


Gene No. 


114451 


Strand 






1 cm 


tina 


-J y 


Name 


ujuuujUZ ^ 0 . u fi 1 y . l-d . oi . qs 


Method 


P IT M Q 7\ M 






lijna 






none 


Score 


. yo 


Exons 








Seq. No. 


54576 


Seq. ID 


OJ000302_28.0419.C6 


Gene No. 


114452 


Strand 




b raru 


ZUo 0 


iijna 


^1 0 X 4 


Name 


TH n n "3 ri 0 oq nyiio ^-sO 
ujuuujU^ ^: 0 . u 4 1 y . , oz . qs 


Method 




btar L 


z U 0 b 


£jna 


0 X 4 




none 


Score 


A 1 


Exons 


OnQ(^ OI'^Pl 099c; 0'51yl 






beq. iNo . 


C /l C T T 


beq. xu 


UiJUUUoUZ Zo.UfiXy.Uo 




± X ft 0 J 


Q "1- a r1 




b uari- 


D / ft 


tjna 


9 R 4 9 
Z 0 fl Z 


Name 


OJ000302 28.0419.C8.ol.np 


Method 


' AAT/NAP 


Start 


674 


End 


2542 


GI 


7484821 


Score 


815 


Exons 


674. .727, 1211. .1991, 2062. 


.2542 




GI Descrip. 


beta-1, 3-glucanase homolog 


F10M23.170 


- Arabidopsis thaliana 




gi 1 4 4 55206 I emb | CAB36529. 1 1 


{AL035440) 


putative beta-1, 




3-glucanase [Arabidopsis thaliana] gi | 72 69535 | emb I CAB7 9538 . 1 | 




(AL161565) putative beta-1. 


3-glucanase [Arabidopsis thaliana 


beq. NO. 


54577 


Seq. ID 


OJ000302_28.0419.C8 


uene jno . 


114453 


Strand 


+ 


Start 


674 


End • 


2542 - 


Name 


OJ000302 28.0419.C8.ol.gp 


Method 


AAT/GAP 


b car c 


1935 ■ 


End 


2533 




15827 1.R1084 


Score 


1099 


Exons 


1935.. 2533 






GI Descnp. 


M455206/emb|CAB36529. 1 ! 1. 


Oe-27 {ALG35440) putative beta-1. 




3-glucanase [Arabidopsis thaliana] * 




beq . NO . 


54577 ■ 


Seq. ID 


OJ000302_28.0419.C8 


Gene No. 


114454 


Strand • 


+ 


Start 


11462 


End 


12625 


Name 


OJ000302 28.0419.C8.o3.np 


Method 


AAT/NAP 


b tart 


11462 


End 


12625 




6907086 


Score 


1166 


Exons 


114 62. .12230, 1228 9. . 12625 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


54577 


Seq. ID 


OJ000302_28.0419.C8 


Gene No. 


114455 


Strand 




Start 


9241 . 


End 


9351 


Name 


OJ000302 28.0419.C8.o2.gp 


Method 


AAT/GAP 


Start 


9241 


End 


9351 


GI 


LIB34 75-004 -P1-K2-A5 


Score 


159 



55196 



Exons 9241.. 9351 

GI Descrip. ' 5777612/emb | AJ245900 . 1 | OSA24 5900 l.Oe-94 Oryza sativa 
chromosome 4 BAG q3037-207Fl complete genome* 



Seq. No. 54577 
Gene No. 114456 
Start 9381 

Name OJ000302_28 . 04 19 . C8 . ol . tm 

Start 1202 
GI none 

Exons 1202.. 1318, 1214.. 1423, 1255. 

1696.-. 1827, 1697.. 1828, 1700. 
2074. .2139, 2140. .2331,* 2141. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 28. 0419. C8 



11042 

TBLASTX: Maize 
2331 
194 

1395, 1396.. 1689, 1406.. 1696, 
1828, 1835.. 1972, 2066.. 2140, 
2275 



Seq. No. 54577 

Gene No. 114456 

Start 9381 

Name ' OJ000302_28 . 04 19 . 08 . ol . ts 

Start 1202 

GI none 

Exons 1202.. 1423, 1379.. 1837, 1483. 

1835. .1951, 2144. .2251 



OJ000302_28.0419.C8 
11042 

TBLASTX: Soybean 
,2251 
172 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1518, 1549. .1815, 1667. .1828, 



□ GI 



Seq. No. 
Gene No. 
Start' 
Name 
Start 



Exons 



.54577 
114456 
9381 

OJ000302_28 . 04 19 . C8 . o2 . tw 

1202 

none 



Seq. ID OJ000302_28.0419.C8 



Strand 
End 

Method 
End 
- Score 



11042 

TBLASTX: Wheat 

1528 

177 



1202. .1378, 1223. .1429, 1464. .1526, 1472. .1528, 1487. .1525 



Seq. No. 54577 

Gene No. 114456 

Start 9381 

Name OJ000302_28 . 04 19 . C8 . ol . tc 

Start 1226 

GI none 
Exons 



Seq. ID OJ000302_28.0419.C8 
Strand 
End 

Method 
End 
Score 



11042 

TBLASTX: Cress 

2886 

116 



1226. -.1420, 1445. .1516, 1606. .1815, 1607 1816, 2144 .. 2257 , 
2300. .2365, 2378. .2509, 2656. .2718, 2734. .2886 



Seq. No. 54577 

Gene No. 114456 

Start 9381 

Name OJ000302_28 .0419.C8.ol.tw 

Start 2282 

GI ^ none 

Exons " 2282.. 2461, 2296 
2630. .2815, 2631 



OJ000302 28. 0419. 08 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2460, 2425. .2517, 2426. .2518, 2441 
2816, 2632.. 2817, 2781.. 2885, 2782 



11042 

TBLASTX: Wheat 

2889 

230 



.2524, 
,2889 



Seq. No. 54577 

Gene No. 114456 

Start 9381 

Name OJ000302_28 . 04 19 . 08 . o2-. ts 

Start 2297. 

GI none 

Exons 2297.. 2371, 
2728. .2886 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_28 . 0419.08 
11042 

TBLASTX: Soybean 

2888 

71 



2368. .2508, 2369 .. 2527, ' 2653 .. 2721 , 2727.. 2888, 



55197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



54577 

114456 

9381 

OJ000302_28 . 04 19 . C8 . o2 . tm 

2333 

none ■ 

2333.\2506, 2335.. 2505, 2465. 
2647.. 2820, 2649.. 2861, 2827. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 28. 0419. C8 



11042 

TBLASTX: Maize 
2889 
205 

.2524, 2476. .2520, 2617. .2862, 
.2889 



OJ000302 28. 0419. C8 



54577 Seq. ID 

114456 Strand 

9381 End 11042 

OJ000302_28 . 04 19 . 08 . o2 . np Method AAT/NAP 

9381 End 11042 

4539658 Score 106 
9381. .9536, 10969. .11042 

(AF061282) serine carboxypeptidase-like protein 
bicolor] - 



[Sorghum 



54577 Seq. ID OJ000302_28 . 04 19 . C8 

114456 Strand 

9381 End 11042 

OJ000302_28."0419.C8.o3.gp . Method ' AAT/GAP 

9523 End ^ 10030 

38782_1.R1084 Score 773 

9523. .10030 

• 6069643/dbj I AP000616. 1 1 AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



54578 Seq. ID OJ000302_28 . 0419 . C9 

114457 Strand 

1062 End 8717 

OJ000302_28 . 04 1 9 . C9 . ol . np Method AAT/NAP 

1062 End 4304 

4530126 Score 750 
1062.. 1391, 1543.. 1*690, 1787 
2908. .3055, 3386.. 3669, 3700 

(AF078082) receptor-like protein kinase homolog RK20-1 
[Phaseolus vulgaris] 



.2024, 2404. .2614, 
.3785, 3910. .4304 



2708. .2842, 



54578 
114457 
1062 

OJ000302_28.0419.C9.ol.tc 
1183 



OJ000302 28. 0419. C9 



none 
1183. 
1791. 
2703. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1686, 1586. .1678, 1791. .1910, 
2012, 1843. .2037, 1844. .1987, 2405. .2617, 2409. .2615, 
2792, 2708.. 2818 



8717 

TBLASTX: Cress 

2818 

74 



1308, 1209.. 1331, 1585. 



54578 

114457 

1062 

OJ000302_28. 

1230 

none 



0419.C9.o2 . tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_28.0419.C9 
8717 

TBLASTX: Maize 

2798 

135 



55198 



Exons 



1230. .1292, 2318. .2617, 2394. .2615, 2411. .2617, 2689. .2748, 
2703. .2798, 2708. .2797 



Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



54578 ■ Seq. ID 

114457 ' Strand 

1062 End 

OJ000362_28 . 04 1 9 . C9 . o2 , ts Method 

1230 End 

none Score 



OJQ00302_28.0419.C9 
8717 

TBLASTX : Soybean 

2818 

133 



1230. .1331, 2405. .2617, 2406. .2615, 2708. .2818 



54578 

114457 

1062 

OJ000302__28 . 0419 .C9.ol . tm 

1295 

none 

1295. .1318, 1317. .1391, 1347, 
1578. .1691, 1786. .1944,. 1787, 



54578 

114457 

1062 

OJ000302 

1340 

7488193 

1340. .139 

3210. .369 

probable 

F21P8.30 

{AL022347 

thaliana] 

kinase-li 

gi I 726916 

kinase-li 



Seq. ID OJ000302_28.0419.C9 
Strand 

End 8717 

Method TBLASTX : Maize 

End 194 8 

Score 41 

.1394, 1540... 1689, 1577 
..1939, 1840.. 1947, 1844 



1690, 
1948 



28.0419.C9-.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_28.0419.C9 

8717 
AAT/NAP 
4315 
635 



9, 
1/ 



1548. 
3894, 



,1690, 
,4315 



1787. .2024, 24 04. . 2614 2708 .. 2852 , 



serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
- Arabidopsis thaliana gi | 3021266 | emb | CAA184 61 . 1 | 
) serine/threonine kinase-like protein [Arabidopsis 
gi I 3292840 I emb | CAA19830 . 1 1 {AL031018) serine/threonine 
ke protein [Arabidopsis thaliana] 
1 |emb|CAB79269. 1 | (AL161558) serine/threonine 
ke protein [Arabidops 





Seq. No. ■ 


54578 








Seq. ID 


OJ000302 


_28.041-9.C9 




Gene No. 


114457 








Strand 








Start 


1062 








End 


8717 






Name 


OJ000302 28. 


.0419. 


C9.ol. 


gs 


Method 


GENSCAN 






Start 


1543 








End 


8717 






GI 


none 








Score 


. .57 






Exons 


1543. .1690, 


1787. 


.2024, 


2404. 


.2614, 2708.. 2829, 


2908. .2961, 






3355. .3455, 


3486. 


.3785, 


3880. 


.4362, 6132. . 6667, 


7158. .7262, 






7295. .7439, 


7642. 


.7664, 


7794. 


.7820, 8258. .8418,. 


8669. .8717 




Seq. No. 


54578 








Seq. ID 


OJ000302 


_28.0419.C9 




Gene No. 


114457 








Strand 








Start , 


1062 








End 


8717 






Name 


OJ000302 28, 


.0419. 


G9.01. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1586 








End 


2026 






GI 


none 








Score 


83 






Exons 


• 1586. .1696, 


1586. 


.1699, 


1588. 


.1740, 1840. .2025, 


18.44 . .2026 




Seq. No. 


54578 








Seq. ID 


OJ000302 


_28.0419.C9 




Gene No. 


114457 








Strand 








Start 


1062 








End 


8717 





55199 



Name 

Start 

GI 

Exons 



OJ000302_28 . 04 19 . C9 . ol . tw Method TBLASTX : Wheat 

1910 End 2739 

none Score 63 

1910.. 2038, 1912.. 2037, 2400.. 2615, 2403.. 2600, 2405.. 2617, 
2492.. 2617, 2692. .2739 



OJ000302 28. 0419. C9 



f 1 



11 



Seq. No. 54578 Seq. ID 

Gene No. 114457 Strand 

Start 1062 End 

Name OJ000302_28 . 04 19 . C9 . ol . gp Method 

Start 2488 End 

GI LIB3432-036-P2-K1-F11 Score 

Exons 2488.. 2614, 2708.. 2787 

GI Descrip. ' 3080384 /emb | CAA18704 . 1 | 3.0e-17 (AL022603) 
protein kinase [Arabidopsis thaliana] 

>gi_3402759_emb_CAA20205.1_ (AL031187) serine/threonine protein 
kinase-like protein [Arabidopsis thaliana] ' 



8717 
AAT/GAP 
2787 
329 



serine /threonine 



Seq. No. 54579 - Seq. ID 

Gene No. 114458 Strand 

Start 1731 End 

Name OJ000302_28 . 0419 . CIO . ol . gs Method 

□ start 1731 End 

^3 GI none Score 

m Exons 1731.. 2013 



OJ000302_28 .0419.C10 
2013 

GENSCAN ' 

2013 

.86 



Seq. No. 54580 Seq. ID 

Gene No. 114459 Strand 

Start 2361 End 

Name • OJ000302_28 . 04 19 . Cll . o2 . gp Method 

Start 2361 End 

GI 3761181 Score 

Exons 2361.. 2607 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000302^28. 0419. Cll 
-I- . 

2747 
'AAT/GAP 
2607 
438 



Seq. No\ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54580 Seq. ID 

114459 Strand 
2361 End 
OJ000302_28.0419.Cll.ol .np Method 
2505 End 
7106512. , Score 
2505.. 2564, 2638.. 2747 

{AP001278) EST C98429 (E0138 ). corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000302_28. 0419. Cll 
+ 

2747 
AAT/NAP 
2747 
132 



54581 Seq. ID 

114460 Strand 
1 End 
OJ000302_28 . 0419 . C12 . ol . np Method 
1 End 
7106512 Score 
1..559, 778. .1224, 1464. .2468 

(AP001278) EST C984'29 (E0138) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000302_28.0419.C12 
+ 

2564 
AAT/NAP 
2468 
1729 



Seq. No, 



54581 



Seq. ID OJ000302_28.0419.C12 



55200 




Gene No. 


114460 


Strand 


+ 






Start 


1 


End 


O C /" >l 

2564 






Name 


OJ000302_28 .0419.C12.ol-gs 


Method 


GENSCAN 






Start 


• 33 


End 


2564 






GI 


none ' . 


Score 


. 6 






Exons 


33. .532, 1373. .1842, 2019. .201 


34, 2095 


. . 2564 






Seq. No. 


54 581 


Seq. ID 


OJ000302_ 


_28 


0419 . C12 


bene no . 


114461 


Strand 


+ 






Start 


4633 


End 


5803 






Name 


OJ000302 28.0419.C12.ol.gp 


Method 


AAT/GAP 






Start 


4633 


End 


' 4879 






GI 


3761181 


Score 


434 






Exons 


4633. .4879 










GI Descrip. 


4521193/dbj I AB013450 . 1 1 AB0134 50 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 










beq. NO, 


54581 


Seq. ID 


OJ000302_ 


_28, 


0419. C12 


'Gene' No. 


114461 


Strand 


+ . ■ ' 






Start ■ 


4633 


End 


5803 ■ 






Name 


OJ000302 28.0419.C12.o3.np 


Method 


AAT/NAP 






Start 


4777 


End 


5803 






GI 


7106512 


Score 


207 






Exons 


4777.. 4836, 4910.. 5025, 5313. 


5470, 5727.. 5803 







GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


54581 








Seq. ID 


OJ000302_ 


28 


.0419 


.C12 


Gene No. 


114462 








Strand 










Start 


2864 








End 


3008 








Name 


OJ000302 28 


.0419 


.C12.02 


.np 


Method 


AAT/NAP 








Start 


2856 








End 


3008 








GI 


7106513 








Score 


262 








Exons 


2856. .3008 


















GI Descrip. 


(AP001278) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No.. 


54581 








Seq. ID 


OJ000302_ 


28 


.0419 


.C12 


Gene No. 


114462 








Strand 










Start 


2864 








End 


3008 








Name 


OJ000302 28 


.0419 


C12.02 


.gs 


Method 


GENSCAN 








Start 


2864 








End 


3008 










none 








Score 










Exons 


2864. .2874, 


2879 


.3008 














Seq. No. 


54581 








Seq. ID 


OJ000302_ 


28 


.0419 


.C12 


Gene No. 


114463 








Strand 










Start 


4880 








End 


5311 








Name 


OJ000302 28 


.0419 


C12.03 


.gs 


Method 


GENSCAN 








Start 


4880 








End 


5311 








GI 


none 








Score 


.41 








Exons 


4880. .5100, 


5215, 


.5311 














Seq. No. 


54582 








Seq. ID 


OJ000302__ 


28 


.0419 


.C13 


Gene No. 


114464 








Strand 


+ 








Start 


1206 








End 


5854 








Name 


OJ000302 28 


.0419. 


C13.01 


• gp 


Method 


AAT/GAP 








Start 


1206 








End 


2377 









55201 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52477_1.R1084 Score 960 

1206.. 1299, 1957.. 2377 

•4521193/dbj IAB013450.1IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



54582 

114464 

1206 

OJ000302_28.0419.C13.ol.gs 

1227 

none 



Seq. ID OJ0003Q2_28.0419.C13 

Strand + 

End 5854 

Method GENSCAN 

End 5854 

Score .92 



1227. .1299, 1891. .3261, 3360. .3614, 5784. .5854 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip, 



54582 Seq. ID 

114464 Strand 

1206 End 

OJ000302_28 .0419.C13.ol.np Method 

1896 End 

4662638 Score 



OJ000302_28.0419.C13 
+ 

5854 
AAT/NAP 
3648 
846 



1896. .2696, 2772. .3090,' 3373. .3648 

(AC007233) putative beta-1, 3-glucanase [Arabidopsis thaliana] 



Seq. No. 54582 Seq. ID 

Gene No. 114464 Strand 

Start 1206 End 

Name OJ000302_28 .0419. C13 . o2 . gp Method 

Start 3556 End 

GI 3767843 Score 

Exons 3556.. 3614, 3950.. 4181 



OJ000302_28.0419.C13 
+ 

5854 
AAT/GAP 
4181 
506 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54582 
114465 
8556 

OJ000302_28.0419.C13.ol.ts 
1950 



none 
1950, 
2880. 
8975. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2210, 1955. .2197, 2208. .2696, 2219 .. 2632 287 9 .. 2983, 
2987, 2892.. 2987, 8706.. 8963, 8711..890'8, 8969.. 9310, 
9013, 8976. .9440, 9116. .9355, 9168. .9395, 9624. .9737 



OJ000302_28.0419.C13 
+ 

9754 

TBLASTX: Soybean 
9737 
220 



54582 

114465 

8556 

OJ000302_28, 

1952 

none 

1952. .2206, 
2291. .2353, 
2783. .2875, 
8572. .8616, 
8976. .9191, 
9638. .9706, 



0419.C13.ol.tm 



1953.- .'2210, 1953, 

2435. .2632, 2436, 

2876. .3004, 2877. 

8697. .8963, 8708. 

9191. .9448, 9192. 

9703.. 9753, 9704. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2210, 2199 
.2654, 2439 
.3005, 2877 
.8962, 8969 
.9419, 9570 
.9754 



OJ000302_28.0419.C13 
+ 

9754 ■ 

TBLASTX: Maize 
9754 
256 

2435, 2219. .2428, 
2633, 2775.. 2876, 
3020, 8571.. 8615, 
9169, 8975. .9187, 
9614, 9621. .9719, 



Seq. No. 54582 Seq. ID 

Gene No. 114465 Strand 

Start 8556 End 

Name OJ000302 28 . 04 19 . C13 . o2 . tw Method 



OJ000302_28.0419.C13 
+ 

9754 

TBLASTX: Wheat 



55202 



start 


1953 








End 


9021 






none 








Score 


- 191 




Exons 


IQR^ 9117 


1 QRR 
X J? O . 


91 1 

. Z ± J. U / 


X Z7 O D • 


.2165/ 2063. .2122/ 


91 91 9907 




991 9 99'^Q 


991 
Z Z X o . 


99 S7 

. Z Z O / / 


991 7 

Z Z X / . 


.2267/ 8557.. 8625, 


ftRSQ ftf=;94';i- 




O f KJy , .00 / O^ 


ft7 1 1 
0 f X X . 


. O o / Z / 


ft 7 ^9 
O / oz • 


.8878/ 8877. . 8963V 


RQ7^ Q090 






P Q7 d 


Q091 

. Z X 










oeq. wo. 


O fi O O Z 








Seq. ID 


OJ000302 


9R OdIQ 

zo . U4X^.\^XO 


bene wo. 


X ± 4 ft D D 








Strand 


+ 




Start 


8556 








End 


9754 




Name 


OJ000302 28 


.0419.' 


G13.01 


. tc 


Method 


TBLASTX: 


Cress 


ouar u 


1 Q^Q 








End 


9713 






none 








Score 


172 




r V ^ 


1 Q^Q 991 


Z Z U O . 


99 
. z Z O <J / 


991 Q 

Z Z X 17 • 


,2260, 2342. .2500, 


9^4 9f^<^fi 
^04o. 9 ^ \j y \j f 




opofi 9QQQ 
zoou. • y y f 


?n97 


'^0 Q9 

. O U 17 Z / 


?1 OS 
O X u o • 


.3239, 3383. .3445/ 


^4 fil ^fil 

04\JX. ,OOX\J/ 






y\jy\jm 


Q4 1 0 

. -7 1 ± U / 


Q1 1 ^ 
y X d. ^ * 


.9310, 9117. .9389/ 


qfi94 Q7 1 ^ 
y \j ^ *i . . ^/xo 


oeC[ . LNO . 


O f± o o z 








Seq. ID 


OJ000302 


9R 041 Q n ^ 

^O . U4X;7.V>^XO 


(aene InO . 


1 X ft 4 D O 








Strand 


+ 




Start 


8556 








End 


975'4 




Name 


OJ000302 28 


.0419. 


C13.01 


.tw 


Method 


TBLASTX: 


Wheat 


O Car U 


o u u z 








End 


3629 






none 








Score 


231 




Exons ^ 


-3nn9 '^1 R7 

OUUZ. .JXO / / 


O U U J . 


^1 ftft 

. O X 0 O / 


'^091 

O U Z X . 


.3188, 3152.. -3250, 


^1S^ ^9S1 
oxoo . . ozox. 




OXOfi. .OZD// 


DOO K> . 


S4 4 
. -30 4 4/ 




.3543/ 3509.. 3613, 


OOXZ . . ODXO, 




^S1 ^ ^fi9Q 














beq. WO, 


0 ft O 0 Z 








Seq. ID 


OJ000302 


9R n41Q Pl*^ 

zo, U4X_?,^XO 


Gene No. 


114465 








Strand 


+ 




Start 


8556 








End 


9754 




Name 


n.Tnnn?n9 9R 


04 1 Q 


ri r>9 




Method 


TBLASTX: 


Ma 


oL ar u 


'3090 ~ 
o u z u 








End 


3613 




r* T 


none 








Score 


249 




XT' "V 1^ ^ 


'3090 '^9'^9 

OUZU. .OZOZ/ 


^091 

O U Z X • 


^9 

• O Z O O / 


^09^ 
o u ^ o • 


.3238, 3025.. 3234, 


?1 Q9 ^9S1 

OXl7^. .OZ.OX, 






o o oz • 




^?fi4 

0 0 0 4. 


.3594, 3547. .3612, 


^S4R Ifil^ 


oeq . wo . 


c: 4 c, p 9 
O 4 O O Z 








Seq. ID 


OJ000302 


9ft 041Q a ^ 
zo . U4x;7.k_/Xo 


Gene No. 


114465 








Strand 


+ 




Start 


8556 








End 


9754 




Name 


n,Tnnn^n9 9fl 

VJUUUUOUZ zo 


04 1 Q 


n ^ n9 
\^ X o . oz 


L o 


Method 


TBLASTX: 




o tart 


O U Z ft 








End 


3613 






none 








Score 


68 




Exons 


OUZ4. .OU^O, 


O U D . 


^94 4 

. OZ 4 4 / 


O U o . 


.3254, 3380. .3448, 


^4^4 ^Sft'^i 
0404 , , OoOo, 




-3 /l C c '^^1 '3 














Seq. No. 


54582 








Seq. ID 


OJ000302 


_28. 0419. 013 


Gene No. 


114465 








Strand 


+ 




o car u 


R R R 
o O 3 O 








End , 


9754 




Name 


nTnnn'^n9 9R 
^uuuuouz zo 


0 4 1 Q 

. U 4 X -? . 


n n9 
U X o . uz . 


gs 


Method 


GENSCAN 




o t ar C. 


ft R R ~ 








End 


9612 




GI 


none 








Score 


.67 




Exons 


8556. .9495, 


9523. 


.9612 










Seq. No. 


54582 








Seq. ID 


OJ000302 


_28.0'419.C13 


Gene No. 


114465 








Strand 


+ 




Start 


8556 








End 


9754 




Name 


OJ000302 28 


.0419. 


C13.03. 


gp 


Method 


AAT/GAP 





55203 



start " 8571 End 9041 

GI 427626 Score 715 

Exons 8571.. 8631, 8713.. 9041 

GI Descrip. 4097948 5.0e-16 (U72255) beta-1 , 3-glucanase precursor _[.Oryza 
satival 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



54582 Seq. ID 

114465 Strand 

8556 End 

OJ000302_28 . 04 1 9 . C13 . o2 . np Method 

8712 End 

7269834 Score 



OJ000302_28. 0419. 013 
+ 

9754 
AAT/NAP 
9754 
554 



8712. ,9414, 9448. .9498, 9529. .9754 

(AL161574) beta-1, 3-glucanase-like protein [Arabidopsis 
thaliana] 



Seq. No. 54583 Seq. ID 

Gene No.. 114466 Strand 
Start 1 • End 

Name OJ000302_28 . 04 19 . C14 . ol . np Method 

Start 1 End 

GI 7487744 Score 

Exons 1..197, 855... 894 

GI Descrip. hypothetical protein T6G15.150 - Arabidopsis thaliana 
gi|4678386|emb|CAB41118.1| (AL049656) putative protein 
[Arabidopsis thaliana] gi | 72 68063 | emb | CAB78402 . 1 | (AL161536) 
putative protein [Arabidopsis thaliana] 



OJ000302_28.0419.C14 
+ 

894 

AAT/NAP 

894 

171 





Seq. No. 


54583 


Seq. ID 


OJ000302_28.0419 


014 




Gene No. 


114466* 


Strand 


+ 




i ^ 


Start 


1 


End 


894 






Name 


OJ000302 28.0419,C14.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


618 






GI 


4662638 


Score 


233 






Exons 


1..41, 351. .618 










GI Descrip. 


.(AC007233) putative beta-1, 3- 


glucanase 


[Arabidopsis thaliana] 




Seq. No. 


54583 


Seq. ' ID 


OJ000302_28."0419 


C14 


r ~ 


Gene No. 


114466 


Strand 


+ 






Start 


1 


End 


894 






Name 


OJQ00302 28.0419.C14.ol.tm 


Method 


TBLASTX: Maize 






Start 


.3 . 


End 


585 . . 






GI 


none 


Score 


93 






Exons 


3. .71, 4. .75, 77. .193, 78. .194, 147. .206, 310. .564, 348 


.563, 






522. .584, 523. .585 - 










Seq. No. 


54583 


Seq. ID 


OJ000302 28.0419 


014 




Gene No. 


114466 


Strand 


+ 






Start 


1 


End 


894 






Name 


OJ000302 28.0419.C14.ol.tc 


Method 


TBLASTX: Cress 






Start 


4 


End 


585 






GI 


none 


Score 


75 






Exons 


4. .66, 87. .197, 349. .585, 352 


. .558 








Seq. No. 


54583 


Seq. ID 


OJ000302_28.0419, 


014 




Gene No. 


114466 


Strand 


+ 






Start 


1 


End 


894 





55204 



• 



Name 

Start 

GI 

Exons 



OJ000302_28.0419.C14.ol.tw Method TBLASTX: Wheat 
4 End 585 

none Score- ' 90 

4. .75, 19. .72, 77. .142, 78. .143, 107. .199, 108 200, '327 . .-506, 
328. .513, 341. .508, 391. .513, 477. .581, 478. .585, 485. .583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54583 
114466 ' 
1 

OJ000302_28.0419.C14 .ol.ts 
71 

none 



Seq. ID OJ000302_28.0419.C14 

Strand + 

End 8 94 

Method TBLASTX : Soybean 

End , 584 

Score 64 



71. .184, 78. .209, 313. .417, 423. .584, 424. .582 



Seq. No. 54583 

Gene No, 114466 

•Start 1 

Name OJ000302_28 . 04 19 . C14 . ol . gs 

Start • . 79 

GI 'nbne 

Exons 79. .216, 449. .583, 722. .822 



Seq. ID OJ000302_28.0419.C14 

Strand + 

End 8 94 

Method GENSCAN 

End ^ 822 

Score .55 



Seq. No. 54583 

Gene No. 114466 

Start 1 

Name OJ000302_28 . 04 19 . C14 . ol . gp 

Start 425 

GI . 3767610 

Exons 425.. 583, 722.. 894 



Seq. ID OJ000302_28.0419.C14 

Strand + 

End 8 94 

Method AAT/GAP 

End 8 94 

Score 597 



Seq. No. 54584 

Gene No. 114467 

Start 477 

Name OJ000302_28 . 04 19 . C15 . ol . gs 

Start 477 

GI none 
Exons 



Seq. ID OJ000302_28.0419.C15 
Strand 

End 1226 

Method GENSCAN 

End 1226 

Score .77 



477. .571, 577. .672, 843. .917, 1091... 1226 



Seq. No. 54585 

Gene No. 114 4 68 

Start 1 

Name. OJ000302__28 . 04 19 . C26 . ol . np 
Start ■ 1 

GI 6561943 
Exons ' 1..28, 133. .214, 316. .351 

GI Descrip. {AL132964) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000302_28. 0419.C26 

Strand + 

End 1247 

Method . AAT/NAP 

End' 351 

Score 66 



Seq. No. 54585 

Gene No. 114468 

Start 1 

Name OJ000302_28 . 04 1 9 . C2 6 . ol . gs 

Start 55 

GI none 

Exons 55. .214, 327. .469, 1044. .1247 



Seq. ID OJ000302_28.0419.C26 

Strand + 

End 1247 

Method GENSCAN 

End 1247 

Score ' .52 



Seq. No. 
Gene No. 



54585 
114469 



Seq. ID OJ000302_28.0419.C26 
Strand 



55205 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



2470 
AAT/NAP 
2347 
138 



OJ000302_28.0419.C26.o2.np 
1 

7106522 
1..149, 2013. .2347 

(AP001278) Similar to Arabidopsis thaliana chromosome II BAG 
F14M4 genomic sequence, unknown protein. (AC004411) [Oryza 
sativa] 



54585 Seq. ID 

114469 Strand 

1 End 
OJ000302__28 . 04 1 9 . C2 6 . o2 . gs Method 

1962 End 

none Score 
1962. .2470 



OJ000302_28.0419.C26 

2470 
GENSCAN 
2470 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Ejjons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start* 

Name 

Start 

GI 

Exons 

GI Descrip. 



54585 Seq. ID 

114470 Strand' 

2585 ' End 
OJ000302__28 .0419.C2 6.ol. tm Method 

2013 End 

none Score 

2013. .2102, 2169. .2309, 2170. .2328 



OJ000302_28.0419.C26 
2693 

TBLASTX: Maize 

2328 

117 



54585 

114470 

2585 

OJ000302_28.0419.C26.ol. ts 

2013 

none 



Seq. ID OJ000302_28.0419.C26 
Strand ; - 
End 

Method 
End 
Score 



2693 

TBLASTX : Soybean 

2328 

100 



2013. .2105, 2169. .2309, 2170. .2328 



OJ000302 28.041:9.026 



54585 Seq. ID 

114 470 Strand 

2585 End 2693 

OJ000302_28.0419.C26.-ol.gp Method AAT/GAP 

'2585 ' End 2693 

5816518 Score 151 
2585. .'2693 

4521l93/dbj IAB013450.1IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Fib gene 



54586 

114471 

1 

OJ000302 
1 

7488193 

1..93, 2 

probable 

F21P8.30 

(AL02234 

thaliana 

kinase-1 

gi|72691 

kinase-1 



_28.0419.C30,ol.np 



Seq. ID OJ000302_28.0419.C30 
Strand + 
End 742 
Method AAT/NAP 
End 7 39 

Score 4 02 

05. .355, 437. .739 
serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
- Arabidopsis thaliana gi | 30212 66 | emb | CAA184 61 . 1 | 
7) serine/threonine kinase-like protein [Arabidopsis 
] gi|3292840|emb|CAA19830.1| (AL031018) serine/threonine 
ike protein [Arabidopsis thaliana] 
61 |emb|CAB79269. 1 | (AL161558) serine/threonine 
ike protein [Arabidops 



55206 



Seq. No. 54586 Seq. ID 

Gene No. • 114 471 Strand 

Start 1 End 

Name OJ000302_28 . 04 19 . C30 . ol . gs . Method 

Start 4 8 End 

GI none Score 

Exons 48. .100, 205. .355, 437. .742 



OJ000302_28.0419.C30 

, + 
742 

GENSCAN 
742 
1.52 



Seq. No. 54586 Seq. ID 

Gene No. 114472 Strand 

Start 2211 End 

Name OJ000302_28 .0419. C30 . ol . tc Method 

Start 2 End 

GI none Score 

Exons 2. .91, 10. .90, 209 ., 385,- 211 .. 315, 449. 



OJ000302_28.0419.C30 
+ 

2510 

TBLASTX: Cress 

646 

94 

.646, 469. .624 



Seq. No. 54586 , Seq. ID 

Gene No. 114472 *' Strand 

Start 2211 End 

Name OJ000302_28 .0419. C30 . ol . tw Method 

Start 2 End 

GI none Score 

Exons ' 2. .91, 10. .90, 205. .312, 206. .355 



OJ000302_28.0419.C30 
2510 

TBLASTX: Wheat 

355 

101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54586 

114472 

2211 

OJ000302_28 .0419.C30.ol.ts 
8 

none 

8. .91, 10. .90, 205. .312, 206. 



Seq. ID OJ000302__28.0419.C30 

Strand + 

End 2510 

Method TBLASTX : Soybean 

End 742 

Score 95 

.355, 428. .643, 434. .616, 668. .742 



.c. Seq. No. 54586 Seq. ID 

H Gene No. 114472 Strand 

Start 2211 End 

U Name OJ000302__28 . 04 19 . C30 . ol . tm Method 

^3 Start 13 - - End 

GI none Score 

'li Exons 13. .93, 14. .91, 14. .94, 204. .350, 205. 
437.. 535, 439.. 540 



OJ000302_28.0419.C30 
+ 

2510 

TBLASTX: Maize 

540 

97 

.357, 206. .358, 427. .540, 



Seq. No. 54586 Seq. ID 

Gene No. 114472 Strand 

Start 2211 • End 

Name OJ000302_28 . 04 19 . C30 . o2 . gs Method 

Start 2211 End 

GI none Score 

Exons 2211.. 2510 



OJ000302_28.0419.C30 
+ 

2510 
GENSCAN 
2510 
.5 " 



Seq. No. 54587 Seq. ID 

Gene No. 114473 Strand 

Start 172 End 

Name OJ000302_28 . 04 19 . C31 . ol . gs Method 

SraTt 172 End 

GI - none Score 

Exons 172.. 345 



OJ000302_28.0419.C31 
+ 

345 

GENSCAN 

345 

.44 



55207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54587 

114474. 

2801 

OJ000302 

2801 

7488193 

2801. .28 

8307. .84 

probable 

F21P8.30 

(AL02234 

thaliana 

kinase-1 

gi|72691 

kinase-1 



_28.0419.C31.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_ 
+ 

12652 
AAT/NAP 
12652 
285 



28.0419.C31 



79, 3723. .4171, 4287. .4473, 7157. .7226, 8044. .8193, 
34, 1262S.. 12652 - 



serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
- Arabidopsis thaliana gi | 3021266 I emb | CAA184 61 . 1 1 
7) serine/threonine kinase-like protein [Arabidopsis 
] gi|3292840|emb|CAA19830.1| (AL031018) serine/threonine 
ike protein [Arabidopsis thaliana] 
61 1 emb I CAB79269.il {AL161558) serine/threonine 
ike protein [Arabidops 



Seq. No,. 


54587 


Seq. ID 


OJ000302_ 


_28-.-0419, 


.C31 


Gene No. 


114474 


Strand 


+ 






Start 


2801 


End 


12652 






Name 


OJ000302 28.0419.C31.o4.gs 


Method 


GENSCAN 






Start 


10356 


End 


12550 






GI 


none 


Score 


.66 






Exons r 


10356. .10389, 11086 .. 11132 , 


11398. .11579, 12226, 


. .12550 




Seq, No. 


54587 


Seq. ID 


OJ000302_ 


_28.0419. 


.C31 


Gene No. 


114474 


Strand 


+ 






Start 


2801 y 


End 


12652 






Name 


OJ000302 28.0419.C31.o2.np 


Method 


AAT/NAP 






Start 


10805 


End 


11567 






GI 


4680183 


Score 


188 






Exons 


10805. .10873, 11476. .11567 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


54587 


Seq. ID 


OJ000302_ 


_28.0419. 


X31 


Gene No. 


114475 


Strand 








Start 


2038 


End 


5939 






Name 


OJ000302 28.0419.C31.o2.gs 


Method 


GENSCAN 






Start 


2038 


End 


5939 






GI 


none 


Score 


.71 






Exons 


2038. .2090, 3653. .3844, 3862 


..4215, 4251. .4555, 


4668. .4899, 




5870.. 5939 










Seq. No. 


54587 


Seq. ID 


OJ000302_ 


_28.0419, 


X31 


Gene No. 


114476 


Strand 








Start 


6685 


End 


8227 






Name • ^ 


OJ000302 28.0419.C31.o3.gs 


Method 


GENSCAN 






Start 


6685 


End 


■8227 






GI 


none 


Score 


.55 






Exons 


6685. .6834, 7401. .7663, 7840 


. .8227 








Seq. No. 


54588 


Seq. ID 


OJ000302_ 


_28.0419, 


,C32 


Gene No. 


114477 


Strand 


+ 






Start 


1 


End 


10278 






Name 


OJ000302 28.0419.C32.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2993 






GI 


7488195 


Score 


725 







55208 



Exons 1..30, 952. ,1159, 1262. .1499, 1584. .1734, 1852. .2055, 2871. .2993 

GI Descrip. probabre serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F21P8.70 - Arabidopsis thaliana gi | 3021270 | emb | CAA18465 . 1 1 - 
(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7269165 I emb I CAB79273 . 1 1 (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 





Seq. No. 


c yi c o o 

04000 




Seq. ID 


OJ000302__28. 


0419. C32 




Gene No. 


114477 




Strand 


+ 






Start 


1 




End 


10278 






Name 


OJ000302 28 


.0419. C32 . ol . gs 


Method 


GENSCAN 






Start 


952 




End 


10278 






GI 


none 




Score 


.54 






Exons 


952 . . 1214 , 


1584. .1734, 1969.. 


2120, 2330.. 2585, 2918 


. .3036, 






307 5 . . 3389, 


3432.. 3609, 4168. 


.4300, 6 


624. .6743, 8026. .8172, 






84 59. .8560, 


9611.. 9871, 9980. 


.10120, 


10177. . 10278 






Seq. Np. 


54 588 




Seq. ID 


OJ000302_28. 


0419.C32 




Gene No. 


114477 




Strand 


+ 






'Start 


1 




End 


10278 






Name 


OJ000302 28 


.0419.C32.o3.np 


Method 


AAT/NAP 






Start 


1268 




End 


2164 






GI 


7 J27b 13 




Score 


267 




L J 


Exons 


1A/~A T/AA 

1268 . .14 99, 


1584. .1741, 1871, 


.2164 








GI Descrip. 


(ALl 6194 6) 


receptor like protein kinase [Arabidopsis thaliana 


u = 


Seq. No. 


54588 




Seq. ID 


OJ00030.2_28. 


0419. C32 




Gene No. 


114 4 77 




Strand 


+ 




I J 


Start 


1 




End 


10278 






Name 


OJ000302 28 


.0419.C32.o4.np 


Method 


AAT/NAP 




W 


Start 


8953 




End 


10121 






GI 


5091507 




Score 


151 






Exons 


8953. .8994, 


9683.. 9807, 10005 


. .10121 






B 


GI Descrip. 


{AB023482) 


Hypothetical protein [Oryza sativa] 






Seq. No. 


54588 




Seq. ID 


OJ000302_28. 


0419. C32 


r 


Gene No. 


114478 




Strand 


+ 




sJ 


Start 


10910 




End 


11571 






Name 


OJ000302 28 


.0419.C32.o2.gs 


Method 


GENSCAN 




IJ 

r ^ 


Start 


10910 




End 


11571 






GI 


none 




Score 


.69 






Exons 


10910. .11143, .11167. .11571 










Seq. No. 


54588 




Seq. ID 


OJ000302_28. 


0419. C32 




Gene No. 


114479 




Strand 








Start 


11854 




End 


13183 






Name 


OJ000302 28 


.0419,C32,ol,tc 


Method 


TBLASTX: Cress 




Start 


954 




End 


12344 






GI 


none 




Score 


225 






Exons 


954. .1157, 


955. .1158, 955. .1158, 1260 


..1481, 1260.. 


1496, 






1261. .1497, 


1570.. 1713, 1587, 


.1691, 1 


358. .2016, 3819. .3938, 






3836. .3973, 


3840. .4019, 3931. 


.3975, 4095.. 4208, 4100. .4210, 






4100. .4210, 


4241. .4264, 12276 


. . 12344 








Seq. No. 


54588 




Seq. ID 


OJ000302_28. 


0419. C32 




Gene No. 


114479 




Strand 








Start 


11854 




End 


13183 





55209 



Name 

Start 

GI 

Exons 



OJ000302_28 .0419. C32 . o2 . tw Method TBLASTX : Wheat 
954 End 4142 

-none Score 227 

954.. 1193, 955.. 1158, 1261.. 1323, 3815.. 3958, 3822.. 3989, 
3837. .3956, 4098. .4142 



Seq. No. 54588 
Gene No. . 114479 

Start 11854 

Name OJ000302_28 . 04 19 . C32 . ol . tm 

Start 954 

GI none 

Exons 954.. 1157, 955.. 1158, 1261 



Seq. ID OJ000302_28.0419.C32 
Strand 

End 13183 
Method TBLASTX : Maize 
End 4345 
Score 232 
1497, 1281. .1496, 1286. .1498, 
1336. .1497, 1569. .1604, 1570. .1605, 3807. .3974, 3810. .3974, 
4098. .4208, 4244. .4345 



15 CT 



Seq. No. 54588 Seq. ID 

Gene. No. 114479 Strand 

'Start 11854 End 

Name OJ000302_28 . 0419 . C32 . ol . ts Method 

Start 955 End 

GI none Score 
Exons 



OJ000302_28.0419.C32 
13183 

TBLASTX: Soybean 

12332 

234 

.1496, 1261. .1497, 



955. .1185, 963. .1154, 974. .1159, 1257. 
1570.. 1731, 1572.. 1691, 1573.. 1722, 1855.. 2016, 3775.. 3807, 
3836.. 3961, 3840.. 4019, 3843.. 3974, 4101.. 4208, 4241.. 4264, 
12276.. 12332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



U Seq. No. 

, =1 --Gene No. 
It Start 

Name 
□ Start 

Exons 



54588 

114479 

11854 

OJ000302_28.0419.C32.ol.tw 

1323 

none 

1323. .1499, 
4235. .4264 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_28.0419.C32 
13183 

TBLASTX: Wheat 

4264 

226 



1324. .1500, 1560. .1694, 1570. .1728, 4143. .4208, 



54588 

114479 

11854 

OJ000302_28 .0419. C32 . o2 . tm 

1617 

none. 

1617.. 1709, 1617.. 1733, 1618. 
.1851.. 2015, 1852.. 2016, 1852. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1728, 1701 
.2025, 1854 



OJ000302 28.0419.C32 



13183 

TBLASTX: Maize 
2025 
47 

1736, 1708.. 1737, 
2018 



Seq. No. 54588 
Gene No. • 114479 

Start 11854 

Name OJ000302_28 .0419. C32 . o3 . gs 

Start 11854 

GI none 

Exons 11854 .. 12080, 12152 .. 12295, 13138.. 13183 



Seq. ID OJ000302_28.0419.C32 
Strand 

End 13183 

Method GENSCAN 

End 13183 

Score .61 



Seq. No. 54589 ' Seq. ID OJ000302 

Gene No. 114480 Strand + 

Start 1249 End 7440 

Name , OJ000302_28 . 0419 . C33 . ol . gs Method GENSCAN 



28.0419.C33 



55210 







1 9 /I Q 








End 


7244 








none 








Score 


.81 






Exons 




9 ^^9 P 
Z DZ 0 


9 7 R 1 
. . Z / 0 X / 


9 P 07 
Z 0 U / 


..2833, 3663.. 3832/ 


401t; 41Q^ 
4UXO. .4XyD/ 








^P09 
0 0 U Z 


. . D X 0 J? / 


DZ 4 / 


..6446/ 6805. .6881/ 


714-5 10 A A 
1 Lh 0 , . /Z44- 




o e cj . IN o . 










Seq. ID 


OJ000302 


90 n4iQ r'\'\ 

ZO . U4Xj?.L-00 




Gene No. 


114480 








Strand ' 


+ 






Start 


1249 








End 


7440 






Name 


\Ju\J\J\J 3\) £. ZO 


04 1 Q 
. U4 X y 


. 0 jd . ox 


. cm 


Method 


TBLASTX : 


LYla X Z e 














End 


4494 








none 








Score 


87 






XI* V ^ 

rjXOns 


.077/1 


D / / 0 


P "^4 
. .00 04/ 


0 y / 0 


..4196, 4023. .4199/ 


4100 491^^ 
4XUU. .4ZXD, 








4 9 P 9 
4 Z 0 Z 


4 4 R R 
, .4400/ 


4 9P9 
4 Z OZ 


..4455/ 4456. .4494 






oec[ , NO . 


c; /I c: Q Q 
D fi Do P 








Seq. ID 


OJ000302 


ZO.U4Xi7.L.OO 




vaene lno . 


1 1 /1 4 p n 








Strand 


+ 






Start 


1249 








End 


7440 






Name 


OJ000302 28 


.0419 


.033. ol 


.np 


Method 


AAT/NAP 






o La.r - L 










End 


7440 








7-397091:; 








Score 


458 






Exons 


Anno A ^ 

4UUz. .41^0, 


4291 


. .4373/ 


4401 


..4529/ 4647. .4949/ 


5013. .5081, 






o/4/..DXoy/ 


6247 


. .6446/ 


6805 


..6881/ 7143. .7247/ 


7423. .7440 




\j L uescnp. 


\ ri Jj ±0X^40/ 


putative protein 


[Arabidopsis thaliana] 




beq. csio. 


C /I C Q Q 








Seq. ID 


OJ000302 


_28.0419.C33 


r ^ 


Gene No. 


114480 








Strand 


+ 






Start 


1249 








End 


7440 






Name 


Pi TOnn "509 9 P 


.0419 


C33.03 


. tm 


Method 


TBLASTX: 


Maize 


f 


o cart 


>i c c c 
4 ODD 








End 


4995 




r if 


C T 


none 








Score 


92 




w 


Exons 


/jctrc A (^A A 
4 000. .4 d4 4 / 


4559 


.4693/ 


4563 


. .4658/ 464 


8. .4743/ 


4651. .4770, 






A ^1 n Al £^c: 
40/U. .4 /DO/ 


4822 


.4947/ 


4822 


..4947/ 4924. .4995/ 


4948. .4995 




beq . iNo . 


0 4 0 cS 








Seq. ID 


OJ000302 


_28.0419.C33 




Gene No. 


114480 








Strand 


+ 






Start 


1249 








End 


7440 




P~ 


, Name 


p Tonn ^0 9 9 p 


.0419 


C33.02 


. tm 


Method 


TBLASTX : 


Maize 




onar u 


DU X D 








End 


6873 






P T 


none 








Score 


206 




f 1 


Exons 


DUX D . . DX DO / 


6017 


. 6157/ 


6223 


..6321, 622 


8. .6383, 


6237. .6383, 






DZ4D. . D4X^3/ 


6793 


.6873 












Seq. No. 


54590 ■ 








Seq. ID 


OJ000302 


_28.0419.C34 




Gene No. 


114481 








Strand 


+ 






OLart 


QP R 
y OO 








End 


1203 






Name 


P TOO O "50 9 9 P 
(JJUUUOUz ZO 


.0419, 


C34 .ol 


.gs 


Method 


GENSCAN 






oTiar u 


QP 








End 


1203 






CT 


none 








Score 


.83 






Exons 


yoD . . xzuj 
















O ti * LNtJ , 


J ri J ^ W 








Seq. ID 


OJ000302 


_28.0419.C34 




Gene No. 


114482 








Strand 


+ 






Start 


1579 








End 


2695 






Name 


OJ000302 28 


.0419. 


C34 .02 


.gs 


Method 


GENSCAN 






Start 


1579 








End 


2695 






GI 


none 








Score 


.77 






Exons 


1579. .1674, 


2204. 


.2340/ 


2560 


. .2695 







55211 




Seq. No. 


54590 








Seq. ID 


OJ000302_ 


_28.0419.C34 




± 1 fl O J 








bcrana 








"5 /I n c; 








bna 


"^11 A 




Name 


UJUUUJU^ 


. U4 1 y . 


L J 4 . O o 


gs 


Method 


LrbMbLAN 














bna 








none 








Score 


A Q 

. 4 y 




Exons 


OH. UO . . OOOU / 


Jo / / . 


, O / / 4 










Seq. No. 


54591 








Seq. ID 


OJ000302_ 


^28.0419.C35 


Caene wo. 










Q4- >-a r^H 

ocranu 








1 /I Q 1 
1 ft O i 








bna 


1 c: c T 
1 OO 1 




Name 


UJUUUOUZ ^0 


. U4 1 y . 


UOD . Ol . 




Method 


bbNbUAiN 




o car L 










bna 


1 CL 1 
1001 






none 








Score 


, y4 




Exons 
















beq. wo. 


C /I C Q 1 








Seq. ID 


OJ000302_ 


z o . U4 1 y . \^oo 


Gene No. 


114485 








Strand 






Start 


1788 








End 


5457 




Name 


r\ TO Pin '50 0 0 Q 


.0419. 


C35.01. 


np 


Method 


AAT/NAP 




o car L 


1 T Q Q 
1 / 0 o 








• End 


5457 






C Q C O 1 T C 








Score 


951 




.Exons 


i/oo..iyyo. 


2275. 


.2443, 


2910 


. .2940, 3035. .3526, 


OOO 1 . . J / DO , 




TOCO /in/tc 


4927. 


.5148, 


5230 


. .5457 






GI Descrip. 


/7\T T T TOCCX 

t Alii 1 / Z DO ; 


zhbOOOe.l [Oryza 


sativa] 






Seq. No. 


54591 








Seq. ID 


OJ000302_ 


_28.0419.C35 


Gene No. 


1 1 4 4 o 0 








Strand 






b car L 


1 T Q Q 
1 / O O 








End 


5457 




Name 


UJUUUoUz Zo 


.0419. 


C35.02. 


gs 


Method 


GENSCAN 




bcarc 


'3 1 O T 








End 


5113 






none 








Score 


. 6 




Exons 


OiZ 1 . . OsD j4 , 


3536. 


.3756, 


3909 


. .4046, 4272. .4802, 


4996. .5113 


Seq. No. 


54591 








Seq. ID 


OJ000302_ 


_28.0419.C35 


Gene No . 


1 1 yl / Q R 
1 X 4 4 o D 








Strand 






bcarc 


T T Q Q 








End 


5457 




Name 


UJUUUJUZ Zo 


.0419. 


C35.01. 


tw 


Method 


TBLASTX: Wheat 


bcarc 


T c; 1 
JD 1 0 








End 


3754 




C T 


none 








Score 


79 




Exons 


ODlO. .0/04, 


3593. 


.3754 . 










Seq. No. 


54591 








Seq. ID 


OJ000302_ 


_28.0419.C35 


Gene No . 


1 1 4 4 o 0 








Strand 






bcarc 


T T Q D 








End 


5457 




Name ■ • 


UJUUUoUZ 


.0419. 


C35.01. 


tc 


Method 


TBLASTX: Cress 


OH 1-^4- 

bcarc 


C "7 








End 


5062 






none 








Score 


62 




Exons 


OOD / , , O /Oi , 


3557. 


.3754, 


4342 


. .4527, 4567. .4878, 


4925. .5062 


Seq. No. 


54592 








Seq. ID 


OJ000302_ 


_28.0419.C40 


Gene No. 


114486 








Strand 


+. 




Start 


701 








End 


1080 




Name 


OJ000302 28 


.0419. 


C40.O1. 


gs 


Method 


GENSCAN 




Start 


701 






End 


1080 




GI 


none 








Score 


.49 





55212 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



701. .925, 1031,. 1080 



54592 Seq. ID 

114486 Strand 

701 End 

0 JO 003 0 2_2 8.0419.C40.ol,gp Method 

956 End 

uC-osflcyp014b03bl Score 
956. .1080 

M521193/dbj IAB013450.1IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ000302_28.0419.C40 
+ 

1080 
AAT/GAP 
1080 
229 



54593 

114487 

10801 

OJ000112_20.0426.C3.o4,np 

10801 

6587816 

10801. .11495, .12504. 



Seq. ID 
Strand 
End 

Method 
End 
Score, 
,12672, 12725.. 12798 
(AC010924) Contains similarity to gb|AJ009696 wall-associated 
kinase 1 from Arabidopsis thaliana and contains a protein kinase 
PF| 00069 domain. 



OJ000112_20.0426.C3 
+ 

12798 
AAT/NAP 
12798 
387 



Seq. No./ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



54593 

114488 

15500 

OJ000112__20. 0426.C3.o5.np 

15500 

4680182 

15500. .15856, 15902. .16435, 



; Seq. ID OJ000112_20-.0426.C3 

Strand + 

End 16599 

Method AAT/NAP 

End 16599 

Score 566 
16462. .16599 



{AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ000112 20. 0426. C3 



54593 
114489 
1 

OJ000112_20.042 6'.C3.ol.np 
1 

7489803 
1..699 

pol protein homolog - maize retrotransposon Opie-2 
gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



699 

AAT/NAP 

699 

406 



54593 Seq. ID 

114490 Strand 

657 End " 

0 JO 0011 2_2 0.0426.C3.o2.np Me t hod 

657 End 

4416301 Score 
657. .820, 1289. .1972, 2006. .2786, 4361 
(AF105716) gag protein [Zea mays] 



OJ000112_20.0426.C3 

4385 
AAT/NAP 
4385 
549 
. .4385 



54593 

114490 

657 

OJ000112_20.0426.C3.o3.np 
1094 



Seq, ID OJ000112_20.0426.C3 
Strand 

End 4385 

Method AAT/NAP 

End 4063 



55213 



GI 7489737 Score 593 

Exons 1094.. 1308, 1394.. 2784, 4007.. 4063 

GI Descrip. gag protein homolog - maize retrotransposon Opie-2 

gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zeamays] ' . 



Seq. No. 54593 

Gene No. 114491 

Start 4509 

Name OJ000112_20 . 0426 . C3 . o2 . tm 

Start 384 

GI none 

Exons 384. .509, 407. .541, 424. .690, 
714. .788 



Seq. ID OJ000112_20.0426.C3 
Strand 

End 4889 

Method TBLASTX: Maize 

End 788 

Score 65 

425. .685, 609. .704, 710. .787, 



Seq. No. 54593 Seq. ID 

Gene No. 114491 Strand 

Start 4509 . End 

Name- . 6j000112_20 . 0426 . C3 . o2 .'tw Method 

Start 439 End 

GI none Score 

Exons 439.. 669, 455.. 583, 635.. 664 



OJ000112_20. 0426.03 
4889 

TBLASTX: Wheat 

669 

72 



U Seq. No. 

\1 Gene No. 

[fl Start 

Name 

Lr Start 

H GI 

m Exons 



54593 Seq. ID 

114491 Strand 

4509 ■ End 

OJ000112_20.0426.C3.o3.tm Method . 

2201 End 

none Score 
2201.. 2602, 2351.. 2461 



OJ000112_20. 0426.03 
4889 

TBLASTX: Maize 

2602 

68 



Seq. No. 54593 Seq. ID 

Gene No. 114491 Strand 

Start 4509 End 

Name OJ000112_20 . 0426 . 03 . ol . tw Method 

Start 2360 End 

GI none Score 

Exons ' - -2360. .2752, 2655.. 2753, 2657.. 2755 ' 



OJ000112_20.0426.C3 
4889 

TBLASTX: Wheat 
2755 

64 - • 



Seq. No. 54593 Seq. ID 

Gene No. 114491 Strand 

Start 4509 End 

Name ' OJ000112_20 . 0426 . 03 . o2 . gs Method 

Start 4 509 End 

GI none Score 

Exons 4509. .4889 



OJ000112_20. 0426.03 

4889 
GENSOAN 
4889 
. 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



54593 
114492 
10827 
OJ000112 
10827 
none 
10827. 
11133. 
11829. 
12132. 



20.0426.03.ol.tm 



10967, 
11279, 
12005, 
12305 



10965. .11111, 
11141. .11281, 
11978. .12121, 



Seq. ID OJ000112_20. 0426.03 
Strand 

End 12664 

Method TBLASTX: Maize 

End 12305 

Score 101 
10967, .11119, 11033. .11167, 
11142. .11291, 11150. .11290, 
11982. .12122, 12103. .12300, 



55214 



Seq, No. 54593 
Gene No. " 114492 
Start 10827 

Name • dj000112_20 . 0426 . C3 . ol . ts 
Start 10860 
GI none 
Exons 10860, 

11342. 

12138. 



Seq. ID 

Strand 

End 

Method 
End- 
Score 



OJ000112_20.0426.C3 
12664 

TBLASTX : Soybean 

12443 

185 



11120, 11202. 
11437, 11862, 



11312, 11216. .11296, 11334 11429, 
11945, 1198.4'. .12118, 11985 .. 12125 , 



.12206, 12210. .12305, 12330.. 12443 



Seq. No. 54593 
Gene No. 114492 
Start 10827 

Name OJ000112_20 . 042 6 . C3 . ol . tc 

Start 10866 
GI none 
Exons 10866, 
- 11189, 

11334, 

11984 , 

12327. 



.10970, 10968. 

.11290, 11202. 

.11441, 11342. 

12118, 11985. 

12446, 12480. 



.11111, 
.11327, 
.11446, 
12122, 
12653 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_20.0426.C3 
12664 

TBLASTX: Cress 

12653 

77 



11002. .11112, 11142. .11201, • 

11211. .11327, 11331. .11414, 

11472. .11621, 11868. .11945, 

12156. .12206, 12204. .12305, 



Seq. No. 54593 

Gene No. 1144 92 

Start 10827 

Name OJ000112_20 . 0426 . 03 . o3 . tw 

Start 10965 

GI none 

Exons 10965. . 11048, 
11982. .12053, 



11061. .11195, 
12210. .12305, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_20.0426.C3 
12664 

TBLASTX: Wheat 

12446 

66 



11202. .11309, 11334. .11432, 
12345. .12446 



Seq. No. 54593 
..Gene No. 114492 
Start 10827 

Name OJOOOl 12_20 . 0426 . C3 . o5 . tm 

Start 11360 
GI none 
Exons 11360, 

11451. 

12391. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_20.0426.C3 
12664 

TBLASTX: Maize 

12664 

107 



.11434, 11361. 
.11624, 12380. 



11435, 11368. .11460, 114 4 1 .. 11 626, 
12439, 12381. .12461, 12391 .. 12477 , 



.12459, 12483. . 12659, 12563. .12664 



Seq. No. 54593 Seq. ID 

Gene No. 114493 Strand 

Start 15496 End ■ 

Name OJ00pJ12_20 . 0426 . 03 . o4 . tm Method 

Start ^ 154 96 " • End 

GI * . none Score 
Exons 



OJ000112_20.0426.C3 
15847 

TBLASTX: Maize 

15712 

195 



154 96. .15708, 15503. .15712, 15506. .15709 



Seq. No. 54593 Seq. ID 

Gene No. 114493 Strand 

Start 15496 End 

Name OJOOOl 12_20 . 0426 . 03 . o2 . tc Method 

Start 15527 . End 

GI none Score 
Exons 



OJ000112_20.0426.C3 
15847 

TBLASTX :Oress 

15847 

105 



15527. .15697, 1574 9. .15847, 157 60. .1584 6 



55215 



Seq. No. 


54594 




Seq. ID 


OJ000112 


Gene No. 


114494 




Strand 


+ 




1 




End 


X 4 O / 


Nsine 


OJ000112 20. 0426. 04 .ol. 


np 


Method 


7\ a T /MAP 


O Lai U 


1 




End 


X 4 O / 




4680181 




Score 


^ U 4 




1..185, 1400. .1437 










(AF111709) unknown [Oryza sativa subsp 


XnQXCaJ 


Seq. No. 






Seq. ID 


OJ000112 




114494 




Strand 




O La J- L. 


1 




End 


X *i O / 


NS-ITie 


OJ000112 20.0426.C4.ol. 


gs 


Method 


111 In O ^ rt.iN 


O t aJ- L 


6 




End 




OX 


none 




Score 




XT' V C! 


6. .359 








Seq.- No. 


. 54594 




Seq. 'ID 


OJ000112 


Gene No. 


li4495 




Strand 


+ 


O L d,X L 


1562 




End 


6227 


Nsiue 


OJ000112 20.0426.C4.o2. 


gs 


Method 


GENSCAN 


OLax L 


1562 




End 


6181 


PT 
oX 


none 




Score 


.44 




1562.. 1653, 1930.. 2011, 


2701 . 


.2917, 2953.. 3178, 




5776. .5888, 6022. .6181 








Qpn No 


54594 




Seq. ID 


OJp00112 


Gene No. 


114495 




Strand 


+ ' 


Start 


1562 




End 


6227 


Name 


OJ000112 20.0426.C4 .o2. 


np 


Method 


AAT/NAP 


Start 


1600 




End 


3607 


GI 


7487739 




Score 


366 


Exons 


1600.. 1653, 2973.. 3607 








GI Descrip. 


hypothetical protein T6G15.10 


- Arabidopsis tha 



.3493, 



20. 0426. C4 



gi I 4678372 I eitibl CAB41104.il (AL049656) putative protein 
[Arabidopsis thaliana] gi | 72-6804 9 | emb | CAB78388 ..1 1 (AL161536) 
putative protein [Arabidopsis thaliana] 



Seq. No. 54594 Seq. ID 

Gene No. 114495 Strand 

Start 1562 End 

Name OJ000112_20 . 042 6 . C4 . ol . tm Method 

Start 3227 End 

GI none Score 
Exons 



OJ000112_20.0426.C4 
+ 

6227 

TBLASTX: Maize 

3598 

79 



3227. .3292, 3283. .3459, 3478. .3516, 3554. .3598 



Seq. No. 54594 • Seq. ID 

Gene No. 114495 Strand 

Start 1562 End 

Name OJ000112_20 . 04 26 . C4 . ol . ts Method 

Start 3295 ' End 

GI none Score 

Exons 3295.. 3450, 3301.. 3447 



OJ000112__20. 0426.C4 

.+ 

'6227 

TBLASTX: Soybean 

3450 

201 



Seq. No. 
Gene No. 



54594 
114495 



Seq. ID OJ000112_20. 0426.C4 
Strand + 



55216 



start 


1562 


End 


6227 




OJ000112 20.0426.C4.o3.np 


Method 


AAT /NAP 


Q -H a T- "t- 


4503 


End 






7340909 


Score 


X -/ 




4503. .4534, 5718. .6227 








(AP001550) hypothetical protein [Oryza 


G a "i" T Tra 1 
od L. X Vd J 




54595 


Seq. ID 


n.Tnnni i 9 

\JO U U U X X z 




114496 


Strand 


+ 


start 


1 


End 


2723 


Name 


OJ000112 20.0426.C5.o2.np 


Method 


AAT /NAP 


O Ldi. L- 


1 


End 


2723 




3153821 


Score 


189 


Exons 


1..157, 1900. .2723 








(AF062655) plenty-of -prolines 


-101; POPlOl; SH3- 




[Mus musculus] 






O e q . LN U . 


54595 


Seq. ID 


U J U U U X X z 


Gene No. 


114497 


Strand 




start 


1 


End 


X D DO 


Name 


OJ000112 20.0426.C5.ol.np 


Method 


AAT /NAP 


o tax L 


1 


End 


1668 


r T 

LjX 


7340909 


Score 


X 0 o 


IT" V o 


1..370, 1648. .1668 






oX uescxxp. 


{AP001550) hypothetical protein [Oryza 


sat iva J 


Seq. No. 


54595 


Seq. ID 


U J U U U X 


Gene No. 


114498 


Strand 




O LdX L 


2152 


End 


z 4 y o 


Name 


OJ000112 20.0426.C5.o2.gs 


Method 


GENSCAN 


o uar L 


2152 


End 


2493 


P T 
oX 


none 


Score 


.99 


Exons 


2152. .2493 






C £i M 

oeq . LNO . 


54596 


Seq. ID 


OJ000112 


Gene No. 


114499 


Strand 


+ 


Start 


68 • 


End 


5402 


Name 


OJ000112 20.0426.C6.ol-.-gs 


Method 


GENSCAN 


o uax L 


' 68 


End 


5211 




none 


Score 


.54 


Exons 


68. .190, 1868. .1915, 2695. .2855, 3293., 


,3319, 34 




4160. .4433, 4464. .4664, 4846. 


.5211 




oeq . NO . 


54596 


Seq. ID 


OJ000112 


Gene No. 


114499 


Strand 


+ 


Start 


68 


End 


5402 


Name 


OJ000112 20.0426.C6.ol.gp 


Method 


AAT /GAP 


Start 


2549 ' 


End 


3070 


GI 


LIB34 34-038-P1-K1-F1 


Score 


780 


Exons 


2549. .3070 







GI Descrip. * 5257255/dbj | AP000364 . 1 | AP000364 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 54596 

Gene No. 114499 

Start 68 

Name OJ000112_20 . 0426 . C6 . ol . np 



Seq. ID OJ000112_20.0426.C6 

Strand + 

End 5402 

Method AAT /NAP 



55217 







4056 


End 


>J *i VJ ^ 






4680182 


Score 


/ / X 






4056. .5402 








L-'C O ^ J_ • " 


(AF111709) unknown [Oryza sativasubsp 


* xiiLixoaj 




Seq. No. 


54596 


Seq. ID 


OJ000112_20.0426.C6 




Gene No. 


114499 


Strand 


+ 






68 


End 


-J 1 ^ 




Nsme * 


OJ000112_20.0426.C6.ol.ts 


Method 


i OXirAO iA, . OL'yiJtJall 




O Lai. U 


4 OP 


Cjna 


4 *1 U ^ 




o J. 


none 


Score 


114 

X X *i 




Exon s 


4083. .4277, 4311. .4409 








Seq. No. 


54596 


Seq. ID 


OJ000112_20. 0426. C6 




Gene No. 


114499 


Strand 


+ 






68 


End 


S4 09 

J *a VJ Z. 




N3,me 


OJ000112 20.0426.C6.ol. tm 


Method 


i ]DA-ir\.0 i A, . Vid X ^ tr 




o La. J- U 


4146 


End 


4 ^fi Q 

4 O O ^ 




yj 1. 


none 


Score 






Tr" V r\ c? 


4146. .4253, 4314. .4589, 4316. 


.4402 








54597 


Seq. ID 


OJ000112_20.0426.C7 






114500 


Strand 


+ 




Start 


800 . 


End 


.7 67^0 




Name 


OJ000112 20.0426.C7.ol.np 


Method 


AAT/NAP 


? r% 


. O L a I. L 


800 


End 


7670 


I. _ 

: U 


PT 


5917666 


Score 


363 




r V *^ ^ 


800. .1319, 2587. .2614, 3006.. 


3309, 3977.. 4137, 6114.. 6636, 






6708. .7670 






Ly 


\J J. L'c;oOXX^. 


(AF159297) extensin-like protein [Zea 


mays ] 


PI = 


O C L^ . IN U . 


54597 


Seq. ID 


OJ000112_20.0426.C7 


= 




114501 


Strand 




P 


O LaX L 


509 


End 


14543 




Name 


OJ000112 20.0426.C7.ol.gs 


Method 


GENSCAN 




Start 


509 


End 


14543 




VjX 


none 


Score 


.42- 






509. .649, 751. .766, 1254, .1540, 2167... 


2290, 2334.. 2622, 






2808. .2936, 3008. .3125, 4075. 


.4343, 4348. .4507, 6285. .6380 






6850. .7050, 7121. .7680, 8440. 


.8467, 10033. .10118, 10820. .1 






12830. . 12943, 14441.. 14543 








o q . IN O . 


54598 


Seq. ID 


OJ000112_20. 0426.C8 




oclltr LNO . 


114502 


Strand 


+ 




Start 


44 


End 


7130 




Name 


OJ000112 20.0426.C8.ol.gs 


Method 


GENSCAN 




O LdX L 


44 


End 


7130 




\j X 


none 


Score 


.53 . 




Exons 


44. .138, 1010. .1534, 1657. .1677, 2079. 


.2228,' 2567. .2836, 






2917. .3149, 3260. .3370, 4125. 


.4154, 42 


47. .4384, 5110. .5195 






6431. .6518, 6599. .6690, 7006. 


.7130 






Seq. No. 


54598 


Seq. ID 


OJ000112_20.0426.C8 




Gene No. 


114502 


Strand 


+ 




Start 


44 


End 


7130 




Name 


OJ000112 20.0426.C8.o2.np 


Method 


AAT/NAP 




Start 


1145 


End 


4964 



55218 



GI 

Exons 

GI Descrip. 



5922620 Score 274 

1145. ,1288, 1718, ,1748, 2389. ,2443, 3269, ,3548, 4012. .4121, 
4857. .4964 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
■predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



C3 



beg. NO. 


c ji c no 


Seq, ID 


OJ000112_20.0426 


. Co 


Gene No . 


1 1 yi c n 
1 14 oUo 


Strand 


+ 




Start 


15361 


End 


15489 




Name 


OJ000112 20,0426.C8.o5.np 


Method 


AAT/NAP 




btart 


15361 


End 


15489 




GI 


7106528 


Score 


112 




Exons 


15361, .15489 








GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


trie 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


54598 


Seq. ID 


OJ000112_20.0426 


. Co 


Gene No . 


114504 


Strand 






orar L 


413 


End 


861 




Name 


OJ000112 20.0426.C8,ol,np 


Method 


AAT/NAP 




Start 


413 


End 


861 




GI 


6539570 


Score 


169 




Exons 


413. .486, 659. .861 








GI Descrip, 


{AP000836) hypothetical protein [Oryza 


sativa] 




beg. JNO . 


54598 


Seq. ID 


OJ000112_20.0426 


.C8 


Gene No. 


114505 


Strand 






Start 


5104 


End 


6448 




Name 


OJ000112 20.0426,C8,o3,np 


Method 


AAT/NAP 




buart 


5104 


End 


6448 




GI 


6630699 


Score 


83 




Exons 


5104. .5182, 6412. .6448 








GI Descrip. 


{AP000969) hypothetical protein [Oryza 


sativa] 






gi 1 6721536 Idbj IBAA89566.il (AP001073) : 


hypothetical ^protein 




[Oryza sativa] 








Seq. No, 


54598 


Seq. ID 


OJ000112_20.0426 


.C8 


Gene No, 


114506 


Strand 






Start 


7287 


End 


9756 




Name 


■ OJ000112 20.0426.C8.o2,gs 


Method 


GENSCAN 




Start 


7287 


End 


9756 




GI 


none 


Score 


.75 




Exons 


7287. .7387, 7414, .7543, 9091. 


,9360, 9748, .9756 




Seq, No. 


54598 


Seq. ID 


OJ000112_20.0426 


.08 


Gene No. 


114507 


Strand 






Start 


9918' 


End 


15983 




Name 


OJ000112 20.0426.C8.o4 .np 


Method 


AAT/NAP 




Start 


9912 


End 


12785 




GI 


5915832 


Score 


731 





Exons ■ 9912.. 10537, 117 60 .. 12 607 , 12702,, 12785 

GI Descrip. CYTOCHROME P450 76C2 gi | 2 97 954 9 | gb | AAC06158 . 1 | {AC003680) 
putative cytochrome P4 50 [Arabidopsis thaliana] 



55219 



Seq. No. 54598 

Gene No. 114507 

Start 9918 

Name OJ000112_20. 042 6.C8 .o3.gs 

Start 9918 

GI none 

Exons 9918.. 10532, 11737 .. 12603, 13504 13665, 147 92 14859, 
15902. .15983 



Seq. ID OJ000112_20.0426.C8 
Strand 

End 15983 

Method GENSCAN ' ■ 

End 15983 

Score . 4 



Seq. No. • ' 54598 

Gene No. 114507 

Start 9918 

Name OJ000112_20 . 042 6 . C8 , 

Start 10000 

GI none 

Exons 10000. .10134, 10002. 

10299. .10520, 10315. 



Seq. ID OJ000112_20.0426.C8 
Strand 

End 15983 

ol.tm Method TBLASTX: Maize 

End 10533 

Score 104 
.10139, 10164. .10319, 10168. .10305, 
. 10533 



Seq.' No. 54598 

Gene No. 114507 

Start 9918 

Name OJ000112__20 . 0426 . C8 , 

Start 10017 

GI none 

Exons 10017. .10139, 10161. 
10417. .10524 



Seq. ID OJ000112_20.0426.C8 
Strand 

End 15983 
ol.tc Method TBLASTX : Cress 

End . 10524 

Score" 73 
.10319, 10177. . 10305, 10299 .. 10520, 



Seq. ID OJ000112_20. 0426.08 



Seq. No. 54598 

Gene No. 114507 

Start 9918 

Name OJ000112_20 . 0426 . C8 . ol . ts 

Start 10017 

GI none 

Exons 10017. .-10139, 10156 .. 10332, 10161 .. 10331, 10303 .. 10527 , 
10311.. 10520 



Strand 
End 

Method 

End 

Score 



15983 

TBLASTX : Soybean 

10527 

81 



-Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



54598 

114507 

9918 

OJ000112_20.0426.C8, 

10230 

none 

10230. .10289, 10231. 



Seq. ID •OJ000112_20.0426.C8 

Strand - ■ 

End 15983 

ol.tw Method TBLASTX: Wheat 

End 10533 

Score 50 
.10287, 10303. .10533, 10311 .. 10520 " 



54598 

114507 

9918 

OJ000112_20.0426.C8.o2.tc 

12199 ' 

none 

12199. .12537, 12395. .12526 

54599 

114508 

902 

OJ000322_24 .04 24 .Cl.ol.gs 
902 



Seq. ID OJ000112_20. 0426.08 
Strand 

End 15983 

Method TBLASTX :Oress 

End ■ 12537 

Score 82 



Seq. ID OJ000322_24 .0424.01 

Strand + 

End 5558 

Method GENSCAN 

End 4747 



55220 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score .73 

902. .1016, 2292. .2304, 2982. .3254, 3991. .4092, 4512. .4599, 
4679. .4747 



54599 Seq.. ID 

114508 Strand 
902 End 
OJ000322_24 . 0424 . 01 . ol . np Method 
2-713 End 
6456172 Score 
2713. .3255, 3368. .4092, 4512. .4599, 4679. .4743, 5491. .5558 

(AC011622) putative protein kinase [Arabidopsis thaliana] 



OJ000322_24.0424.C1 
+ 

5558 
AAT/NAP 
5558 
929 



54599 
114508 
902 

OJ000322_24 .0424 .Cl.ol.tc 
3734 
none 

3734. .3895, 3734.;3880, 3805. 
3980. .4090, 3988. .4092, 4503. .4556, 4510. .4551 



OJ000322_24 .0424 .01 
+ 

5558 

TBLASTX:Oress 
.4556 
219 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3882, 3877. .3978,' 3881. .3979,- 



OJ000322_24..0424 .02 
+ 



54600 Seq. ID 

114509 Strand 
2838 'End 3230 
OJ000322_24 . 0424 . 02 . o2 . np Method AAT/NAP 
2838 End 3230 
6456172 Score 291 
2838. .3037, 3144 . .3230 

{AC011622) putative protein kinase [Arabidopsis thaliana] 

54600 Seq. ID OJ000322_24 . 0424 . 02 

114510 Strand 

1 End 877 

OJ000322_24.0424.02.ol.np Method AAT/NAP 

1 End 877 

130582 Score 432 

1..877 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUOLEASE ] 
gi|100342|pirMS04273 hypothetical protein - common tobacco 
gi|20045|emb|OAA32025| (X13777) ORE [Nicotiana tabacum] 



54600 

114511 

2867 

OJ000322_24 . 0424 . 02 . ol . ts 
2867 
none 

2867. .3028, 2868. 
3141. .3203 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_24.0424.O2 
3230 

TBLASTX: Soybean 

3203 

249 



,3038, 2871. .3041, 2887. .3039, 3109. .3201, 



54600 Seq. ID 

114511 . Strand 

28 67 End 

OJ000322_24 .0424 .O2.ol.tc Method 

2868 End 



OJ000322_24.0424.O2 
3230 

TBLASTX :Oress 
3039 



55221 



GI 

Exons 

Seq.^ No. 

Gene^b . 

Start 

Name 

Start 

GI 

Exons 



none Score 
2868.. 3038, 2899,. 3039, 2900.. 3031 



208 



54600 

114511 

2867 

OJ000322_24 .0424 .C2,ol.tm 

2900 

none 



Seq. ID OJ000322_24 . 0424 .C2 
•Strand 

End 3230 

Method TBLASTX : Maize 

End 3230 

Score 222 



2900. .3031, 2901. .3038, 2902. .3036, 3109. .3225, 3132. .3230, 
3141. .3218, 3145. .3225 



Seq. No. 54601 

Gene No. 114512 

Start 128 

Name OJ000322_24 . 0424 . C3 . ol . gp 

Start 128 

GI none 

Exons 128.. 500 



Seq. ID OJ000322_24.0424-.C3 
Strand 

End 500 

Method AAT/GAP 

End 500 

Score 735 



Seq. No. 54602 

Gene No. 114513 

Start 1 

Name OJ000322_24 . 0424 .C4 .ol .gp- 

Start 1 

GI 3761154 

Exons 1. . 150 



Seq. ID OJ000322_24 .0424 .C4 
Strand 

End 150 

Method AAT/GAP 

End 150 

Score 205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



54602 

114514 

323 

OJ000322_24 . 04 24 . C4 . ol . gs 

323 

none 



Seq. ID OJ000322_24 .0424 .C4 
Strand 

End 1919 

Method GENSCAN 

End 1919 

Score .71 



323. .486, 569. .790, 919. .1024, 1134. .1285, 1614. .1919 



54602 

114514 

323 

OJ000322_24 .0424 .C4.o2.gp 
654 

33542 1.R1084 



Seq. ID OJ000322_24.0424.C4 
Strand 

End 1919 

Method AAT/GAP 

End ■ 1288 

Score 535 



654. .790, 919. .1024, 1134.11288 

'2695941/embiCAA10989| 2.0e-20 (AJ222784) ribosomal like-protein 
[Hordeum vulgare] * 



•54602 

114514 

323 

OJ000322_24. 0424 .04.01. np 
728 

510876 



Seq. :I-D /OJ000322_24 . 0424 .C4 

Strand - - 

End 1919 

Method AAT/NAP 

End 1290 

Score 413 



728. .790, 919. .1024, 1134. .1290 

(X80051) NADP dependent malic enzyme [Phaseolus vulgaris] 



54602 
114514 



Seq. ID OJ000322_24 . 0424 .04 
Strand 



55222 



start 
Name 
Start 
GI 

Exons 



323 End 

OJ000322_24 . 0424 . C4 . ol . tc Method 

734 End 

none Score 



1919 

TBLASTX: Cress 

1291 

75 



734. .793, 735. .791, 751. .792, 919. .1020, 919. .1026, 962. .1030, 
1121.. 1204, 1133.. 1288, 1137 .'.1229, 1256.. 1291 



Seq. No. 54602 

Gene No. 114514 

Start 323 

Name OJ000322_24 . 0424 . C4 . ol . tm 

Start 734 

GI none 
Exons 



Seq. ID OJ000322_24 .0424 .04 
Strand 

End 1919 

Method TBLASTX : Mai ze 

End 1288 

Score 88 



734. .793, 735. .791, 919. .1020, 919. .1026, 962. .1030, 1133. .1288, 
1137. .1229 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



%1 Seq.- No. 
fn Gene No. 
fij Start 

Name 
H Start 

GI 

%1 Exons 

f[| 

Seq. No. 
l~ Gene No. 

. Start 
'"4 Name 
U ..start 
y GI 

Exons 



54602 

114514 

323 

OJ000322_24.0424 .C4 .ol.ts 

946 

none 



Seq. ID OJ000322_24 .0424 .04 
Strand 

End 1919 

Method TBLASTX : Soybean 

End 1291 

Score 64 



946. .1026, 962. .1030, 1133. .1288, 1137. .1229, 1256. .1291 



54602 

114514 

323 

OJ000322_24 . 0424 . 04 . ol . tw 

1142 

none 



Seq. ID OJ000322_24.0424.C4 
Strand 

End 1919 

Method TBLASTX : Wheat 

End 1291 

Score 118 



1142. .1288, 1143. .1229, 1256. .1291 



54603 

114515 

848 

OJ000322_24 .0424 .C5.ol.gs 

848 

none ' 



Seq. ID OJ000322_24.0424.C5 

Strand + 

End 9243 

Method GENSOAN 

End 924 3 

Score .64 



848. .948, 5226. .5277, 6036. .6191, 6319. .6410, 6453. .6522, 
6618. .6721, 7614. .7746, 8812. .9243 



Seq. No. 


54603 




. Seq. ID 


OJ000322 


Gene No. 


114515 




Strand 


+ ■ ■ 


Start 


848 




End 


9243 


Name 


OJ000322 24 


.0424 .05. o2. 


np Method 


AAT/NAP 


Start 


5871 




End 


8540 


GI 


7340881 




Score 


416 


Exons 


5871. .5956, 


6103. .6226, 


6319.. 6410, 662 


:8. .6841, 




8481. .8540 








GI Descrip. 


{AP001551) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


54604 




Seq. ID 


OJ000322 


Gene No. 


114516 




Strand 


+ 


Start 


558 ' 




End 


730 


Name 


OJ000322 24 


.0424. 06. ol. 


np Method 


AAT/NAP 


Start 


558 




End 


730 


GI 


6063554 




Score 


99 



55223 



Exons 558.. 730 

GI Descrip; (AP000615) ESTs AU075609 {C63344 ), C7 1850 ( E04 64 ), C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 54604 

Gene No. 114517 

Start 889 ■ -■ 

Name OJ000322_24 . 0424 . C6 . ol . gs 

Start 88 9 

GI none 
Exons 



Seq. ID OJ000322_24 .0424 .C6 

Strand + 

End 3331 

Method GENSCAN 

End 3331 

Score .49 * 



889. .923, 2607. .2726, 2778.-2969, 3067. .3331 



Seq. No. 546.05 Seq. ID 

Gene No. 114518 Strand 

Start 1 End 

Name OJ000322_24 . 0424 . 07 . ol . np Method 

Start 1 • ' End 

GI "7486119 Score 

Exons 1..70, 185. .347, 471. .586, 698. .822, 

3206. .3283 

GI Descrip. hypothetical protein F25E4.60 - Arabidopsis thaliana 

gi| 7267844 iemb I CAB78187.il •{AL161532) putative protein 
[Arabidopsis thaliana] . gi | 732104 1 | emb | CAB82 14 9 . 1 | (AL050399) 
putative protein [Arabidopsis thaliana] 



OJ000322_24.0424.C7 
+ 

3283 
AAT/NAP 
3283 
493 

963. .1085, 2726. .2806, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54605 

114519 

6563 

OJ000322_24, 
6226 
7435661 
6226. . 6435, 



0424.C7.o2.np 



6812. .7197, 7228, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8896 



OJ000322_ 

+ ■ 

8938 

AAT/NAP 

8896 

1420 



24 .0424 .C7 



subtilisin-like proteinase (EC 3.4.21.-) p69f - tomato 



gi|3183991|emb|CAA06414.1 I 
esculentum] 



(AJ005173) P69F protein [Lycopersicon 



. =^ Seq. . No. 


54605 




Seq. ID 


W000322 


_24 .0424 


Gene No. 


114519 




Strand 


+ 




If Start 


6563 




End 


8938 




'=^J Name 


OJ000322 24. 0424. C7 


. o3 . gs 


Method 


GENSCAN 




Start 


6563 




End 


8938 




GI 


none 




Score 


.99 




Exons 


6563. .8938 










Seq. No. 


54605 




Seq. ID 


OJ000322 


_24 .0424 


Gene No. 


. -., 114520 




Strand 






Start 


11265 




End 


16133 




Name 


OJ000322 24. 0424. C7 


o4 . gs 


Method 


GENSCAN 




Start 


11265 




End 


16133 




GI 


none 




Score 


.84 




Exons 


11265. . 11559, 12294 


. 12415, 


12570. .12690, 13538 


. .13728, 




■ 13827. .13988, 14036 


. 14731, 


14820. .15599, 15912 


. .16133 


Seq. No. 


. 54605 




Seq. ID 


OJ000322_ 


_24 .0424 


Gene No. 


114520 




Strand 


+ 




Start 


11265 




End 


16133 





55224 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ000322_24 .0424.07. o3.np 
11750 
7488259 
11750. .11807, 
13819. .13971, 
15198. .15599, 



12294 . 
14040, 
15912, 



Method . AAT/NAP 
End 16094 
Score 1247- 
12570. .12691, 13243. 
14423. . 14731, 14820, 



13540,^ 
15170, 



12415, 
14254, 
16094 

protein kinase homolog F4I18.il - Arabidopsis thaliana 

gi I 3386604 I gb| AAC28534 . 1 1 (AC004 665) putative protein kinase 

[Arabidopsis thaliana] 



oeg. NO. 


D 4i DUO 




beq. xu 


UJUUUoZZ Z4.U4Z4.b/ 


Gene No. 


114521 




•Strand 


+ 


Start 


17148 




■ End 


20362 


Name 




o5 . gs 


Method 




b tar u 


1 T 1 /I Q 




bnu 


O ri '5 C O 
Z U O DZ 




none 




Score 


. oz 


Exons 


1*71/10 IT/inQ IT/IQn 


, 1 / b X I , 


1 "7 "7 / "7 IT* 

X / / 4 / . . X / ( 


Dyu,, xozoo. .Xoooy, 




1 QPHQ 1 QQ^I 9niRtr 


, /lU O OZ 






Seq. No. 


54605 ■ 




Seq. ID 


OJ000322_24.0424.C7 


Gene No. 


114521 




Strand 


+ 


b tart: 


1 "7 1 yi Q 
1 / X 4 o 




bna 


Z U o dZ 


Name 


(JJUUUJzz Z4.U'3z4.U/. 


o4 . np 


Method 




btart 


1 T 1 Q Q 




Lnci 


1 Q "7 T n 

X y / oU 




c Q c n Qn 
DOOUyUD 




Score 


1 T o 
X / Z 


Exons 


1T1QQ IT/in^ ITC^HQ 

1 / i y y . . 1 / 4 , 1/ouo. 


1 T c: Q /I 

, X / 0 y4 , 


1 T T /I O IT* 

If / 4 Z . . X / ! 


300, Xo Zoo . . Xo 4 oU , 




1 y bzu . . i y / ju 








GI Descrip. 


lALiJ/oyo) putative 


protein 


[Arabidop; 


3is thaliana] 


beq. NO. 


54605 




Seq, ID 


OJ000322_24.0424.O7 


Gene No. 


114522 




Strand 




Start 


3363 




End 


3671 


Name 


OJ000322 24.0424.07. 


o2 ,gs 


Method 


GENSOAN 


Start 


3363 




End 


3671 




none 




Score 


. 4 


Exons 


3363. .3671 








beq. NO. 


54605 




Seq, ID 


OJ000322_2'4.0424.O7 


Gene No . 


114523 




Strand 




o t ar u 


17626 




End 


18183 


Name 


OJ000322 24.0424.07, 


o3 . ts 


Method 


TBLASTX : Soybean 


Start 


202 




End 


2815 


GI 


none • ' ' 




Score 


108 


Exons 


202. ,282, 203..346, 


463. ,588 


, 467. .586, 695. .721, 733. ,804 




734. ,823, 963. .1052, 


964. .1068, 1140, . 


.1208, 1143. .1184, 




2295., 2348, 2296,, 2376, 2298 


..2372, 2564. .2635, 2723. .2815, 




. 2724 . ,2798 








Seq, No. 


54605 




Seq, ID 


OJ000322_24 ,042.4 .07 


Gene No. 


114523 




Strand 




Start 


17626 




End 


18183 


Name 


OJ000322 24. 0424. 07. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


978 




End 


2620 


GI 


none 




Score 


118 


Exons 


978. .1058, 978. .1052 


, 979. .1068, '986. . 


.1057, 988, .1062, 




1139. .1231, 1140. .1232, 2289 


..2372, 2290. .2373, 2546. .2620. 



2547. .2618, 2549. .2620 



55225 




Seq. No. 


04 DUO 








Seq. ID 


OJ000322 


A yi A » A yi 

z4 , U4z4 . C / 


Gene No. 


1 1 >1 c o o 








Strand 






Start 


17626 


_ 






End 


i8183 




Name 


OJ000322_24 


.0424 


C7.01. 


tc 


Method 


TBLASTX: 


Cress 


Start 


Dolo 








End 


8614 




GI 


none 








Score 


112 




Exons 


Dolo... by/o, 


/Uo4 , 


. / loo , 


/ 1 J J . 


.7183, 7250.. 7375,' 


/ ZoZ . , / JoU 




/Job. . / 4 DO , 


n A Q A 

/ 4 0 4 , 


. / / Jo , 


T c: o o 
f dZZ . 


,7737, 7763. .7831, 


/o41. ,oiOO 




o UUO . . o 104 , 


oZv / , 


Q "5 Q 
, O J DO , 


Q 0 n Q 

0 z u y , 


,8331, 8375. .8524, 


QOAA Q A Ql 

ojyz, .o4o / 




oo4 D . . o d14 














Seq. No. 


o4 dOo 








Seq, ID 


OJ000322 


O/l AyiA^ /^"7 

24 . 04z4 . C7 


Gene No. 


114o^o 








Strand 






Start 


17626 








End 


18183 




Name 


OJ000322_24 


.0424. 


C7.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


DOlO 








End 


8884 




GI 


none 








Score 


107 




Exons 


^oio icmo 
DO lo . . Dy / J , 


T A A /I 
/ UU4 . 


. /l Jo , 


/ 1 J J . 


,7183, 7250.. 7303, 


/JU4, . / o f D 




/ooo . . /4 DO , 


/ 4 o4 . 


T T O O 

. / / Jo , 


T C A O 

/ ozz . 


.7716, 7763.. 7825, 


/ fob. , /oz4 




/ oUo . . o loo , 


O A O 

0 (J , 


O O O A 

. oZzU , 


O A 1 A 

OZ lU . 


.8368, 8 


215, .8331, 


oJ/o, ,O0Z4 




ooy^ . . o4 0 / , 


O C T O 

00 /o . 


O ^ 1 o 

. 0 D / J, 


O C T A 

0 0 / y . 


.8671, 8 


792. ,8884 




Seq. No. 


54605 








Seq. ID 


OJ000322 


Ayl AylAyl 

24:-..04z4 . C7 


Gene No. 


114523 








Strand 






Start 


17626 








End 


18183 




Name 


(JJUUUo^iZ ^4 


. U4 Z4 . 


U / . Ol , 


tm 


Method 


TBLASTX : 


Maize 


Start 










End 


8284 




GI 


none 








Score 


138 




Exons 


/ Uzo . . /144 , 


T A T C 

/U /o . 


T 1 A C 

. /IZb, 


T 1 C A 

/ loO . 


.7176, 7151, ,7195, 


/zl4 . . 1 So 1 




TOC^O TOT/I 

f Zd/L . . / O f ^ f 


T Q A 1 

/ jy 1 . 


. 1 1 LI f 


/ Ol D . 


.7734, 7519, .7704, 


1 1 lo. .oloo 




/ / . . 0 lo4 , 


O O 1 A 

oz 10 . 


O O O /I 

. OZO 4 , 


O A A 1 

OZZ 1 . 


. 8283 






Seq. No. 


54605 








Seq. ID 


OJ000322 


_2:4 .0424,07 


Gene No . 


1 14 OZo 








Strand 






Start 


T T ^ O 

1 / DZ D 








End 


18183 




Name 


OJUUUJzz z4 


A /I A /I 

U4 Z 4 . 


C / . OZ . 


tw 


Method V 


TBLASTX : 


Wheat 


Start 


"7 O O O 








End 


77 38. 




GI 


none 








Score 


62 




Exons 


/ oZZ . . / J / O , 


T O O C 

/ JbO . 


. 1 ^ 1 ^ f 


/ 4 / 0 . 


.7738, 7522. .7686 




Seq. No. 


54605 








Seq. ID 


OJ000322 


_24. 0424.07 


Gene No. 


114oz o 








Strand 






Start 


17626 








End 


18183 




Name 


T A A A O O O yi 

OJ000322_24 


A /I O J* 

0424 . 


C7 . o3 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


O A /" A 

8060 








End 


8359 




GI 


none 








Score 


53 




Exons 


8060 . .8143, 


8063 . 


O T A A 

. 8128 , 


A A A A 

8209 . 


.8343, 8210. .8359 




Seq. No. 


54605 








Seq. ID 


OJ0d0322 


_24.0424.O7 


Gene No. 


114523 








Strand 






Start - 


17626 








End 


18183 




Name 


OJ000322 24 


0424. 


07. o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8284 








End 


8884 




GI 


none 








Score 


407 




Exons 


8284. .8661, 


8285. 


.8662, 


8815, 


.8880, 8816. .8884 





55226 




Seq. No. 


54605 






Seq. ID 


OJ000322_24 .0424 


Gene No. 


114523 






Strand 




btart 


17626 






End 


18183 


Name 


, OJ000322 24 .0424 .C7. 


o4 . t s 


Method 


TBLASTX; Soybean- 


Start ■ 


14576 






End 


14936 ' • ' 


GI 


none 






Score 


132 


Exons 


14576. 


.14734, 14656. 


.14 / J J, 


14 817. .14 936, 14817. .14 936 


Seq. No. 


54 665 ■ 






Seq. ID 


OJ000322_24.0424 


Gene No. 


114523 






Strand' 




Start 


17626 






End 


18183 


Name 


OJ000322 24. 0424. C7. 


oz . tc 


Method 


TBLASTX: Cress 


Start 


14609 






End 


15308 


GI 


none 






Score 


101 


Exons 


14609. , 


.14749, 14817. 


T /I Q Q O 

. 14 ooZ , 


14 961. .15125, 15198. .15308 


Seq. No. 


54605 






Seq. ID 


OJ000322_24.0424 


Gene No. 


114523 






Strand 




Start 


17626 






End 


18183 


Name 


OJ000322 24. 0424. C7. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


14817 






End 


15614 


GI 


none 






Score 


386 


Exons 


14817. . 


.15137, 14822. 


. 15133, 


15192. .15614, 15192. .15485, 




15203. 


.15496 








Seq. No. 


54605 






Seq. ID 


OJ000322_24 .0424 


Gene No. 


■ 114523 






Strand 




Start 


17626 






End 


18183 


Name 


OJ000322 24.0424.07. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


14835 






End 


15116 


GI 


none 






Score 


299 


Exons 


14835. . 


.15113, 14843. 


. lo llo , 


14844. .15116 


Seq. No. 


54605 






Seq. ID 


OJ000322_24 .0424 


Gene No. 


114523 






■ Strand 




Start . 


17626 






• End 


18183 


Name 


OJ000322 24. 0424. C7. 


rt O 4- rt 

oz . ts 


Method 


TBLASTX : Soybean 


Start 


14948 






End 


16079 


GI 


none 






Score 


185 


Exons 


14948. . 


,15133, 14949. 


. 15131 , 


15192. .15503, 15203. .15466, 




15555. . 


.15599, 15909. 


. 1 bU / y , 


15911. .16069 


Seq. No. 


54605 






Seq. ID 


OJ000322__24 .0424 


Gene No. 


114523 






.'Strand 




Start 


17626 






End 


18183 


Name 


OJ000322 24. 0424. C7. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


15909 






End 


16079 


GI 


none 






Score 


138 , 


Exons 


15909. . 


16001, 15911. 


T c n n 1 

. 15991 , 


15981. .1607 9, 1598 9. .16069 


oeq. JNio . 


54605 






Seq. ID 


OJ000322_24.0424 


Gene No. 


114523 






Strand 




Start 


17626 






End 


18183 


Name 


OJ000322 24. 0424. C7: 


o3. tc 


Method 


TBLASTX: Cress 


Start 


15926 






End 


16079 


GI 


none 






Score 


212 


Exons 


15926. . 


16069, 15927. 


.16079 







55227 



Seq. No, 54605 Seq. ID 

Gene No. 114523 Strand 

Start . 17626 . End 

Name OJ000322_24 . 0424 . C7 . ol . gp Method 

Start 17626 End 

GI none Score 

Exons 17626. . 18183 



OJ000322_24 .0424.C7 

18183 
AAT/GAP 
18183 
1044 



^=1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54606 Seq. ID 

114524 Strand 
1 End 
OJ000322_24 . 0424 . C8 . ol . np Method 
1 End 
7488259 Score 
1..279, 322. .644, 748. .1485, 1652. .1834 
protein kinase homolog F4I18.il - Arabidopsis thaliana 
gi I 3386604 I gb| AAC28534 : 1 1 (AC004665) putative protein kinase 
[Arabidopsis thaliana] 



OJ000322_24 .0424.C8 
+ 

7569 
AAT/NAP 
1834 
927 



54606 Seq. ID 

114524 Strand 

1 End 

OJ000322_24 . 0424 . C8 . ol . gs Method 

60 End 

none Score 



OJ000322_24.0424.C8 
+ 

7569 

'GENSCAS. 
7569 
.74 



60. .80, 168. .644, 748. .1485, 1577. .1740, 2018. .2191, 2236. .2324, 
2643. .2941, 2977. .3212, 4054. .4197, 4440. .4460, 5438. .5564, 
5610.. .5763, 6987.. 7120, 7420.. 7569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54606 

114524 

1 

OJ000322 

3375 

6539570 



24.0424.C8.o2.np 



Seq. ID OJ000322_24 .0424 .C8 

Strand + 

End 7569 

Method AAT/NAP 

End 4 4 60 

Score 175 



3375.. 3402', 4029.. 4201, 4394.. 4460 

{AP000836) hypothetical protein [Oryza sativa] 



54606 

114525 

11661 

OJ000322_24 . 0424 . C8 . ol . gp 
11576 

43_1.R1084 

11576. .11997, 12989. .13284, 
'3738323 l.Oe-22 (AC005170). 
thaliana] ' 



Seq. ID OJ000322_24.0424.C8 

Strand + 

End 15322 

Method AAT/GAP 

End 14660 

Score 2384 
13644. .13784, 14272. .14660 
hypothetical protein [Arabidopsis 



Seq. No. 54606 

Gene No. 114525 

Start 11661 

Name OJ000322_24 . 0424 . 08 . o3 . gs 

Start 11661 

GI none 

Exons 11661. . 11997, 12989 13284 , 
14642. . 14739, 15297. .15322 



Seq. ID OJ000322_24 .0424.08 

Strand + 

End 15322 

Method GENSOAN 

End 15322 

Score .69 
13644 .. 13784, 14 272 .. 14 360 , 



55228 



Seq. No. 


54606 


Seq. ID 


OJ000322_24.0424 


.C8 


Gene No. 


114525 


■ Strand 


+ 






Ilbol 


End 


15322 




Name 


OJOOOJzz z4 . L)4z4 . Co . 04 . np 


Method 


AAT/NAP 




start 


IIddI 


End 


14364 




GI 


O O O ;1 C A 

y4 5 J4 


Score 


1421 




Exons 


tl/C/TT "ITfim 10000 1000/1 

IIdoI 11997 , lZ9o 9 . . I Jzo4 , 


1364 4.. .13784, 14272. ,14 364 




GI Descrip. 


(AJ2^4j27) aquaporm [Oryza 


sat iva] 






Seq. No. 


54606 


Seq. ID 


OJOuOJzz 24.0424 


.C8 


Gene No . 


1 1 yi c; o 


Strand 






Start 


A C O '~i 


End 


10114 




Name 


OJUOUozz Z4 . U4z4 . Co . o4 . ts 


Method 


i bLAb 1 A : boyoean 




Start 


4 Uo 


End 


0 64 




GI 


none 


Score 


T A 0 

102 




Exons 


^r\0 /"Cn CAA CAT TOA OCT 

4L)o..oby, oUU..d4d, /^9..oo/ 


, 745. .864 






Seq. No. 


54606 


Seq. ID 


r\ taaaooo o>i a>ia/i 

OJ000322 24.0424 


.C8 


Gene No. 


114526 


Strand 






btart 


4582 


End 


10114 




Name 


OJ000322 24.0424.C8.ol.tm 


Method 


TBLASTX : Mai ze 




Start 


739 


End 


14 7 9 




GI 


none 


Score 


321 




Exons 


739. .1017, 745. .1032, 747. .1040, 1080., 


TOTO lAOl TO"7>l 

. 1373, 1081. . 1374 






lOlO lOOO T/IOC TylTA lylOT 

IzI3..I3o3, 1435.. 1479, 1437 


. . 1478 ■ 






Seq. No. 


54606 


Seq. ID 


OJ000322_24 .0424 


.C^ 


Gene No . 


114526 


Strand 






Start 


4582 


End 


1UI14 




Name 


OJ000322 24.0424.C8.o3.tc 


Method 


TBLASTX : Cress 




Start 


747 


End 


lOII 




GI 


none 


Score 


256 




Exons 


747. .1010, 748. .1011 








Seq. No. 


54606 


Seq. ID 


OJ000322 24.0424 


.C8 


Gene • No . 


114526 


Strand 






Start 


-4582 


End 


10114 




Name 


OJ000322 24 .0424 .C8.o2.tw 


Method 


TBLASTX : Wheat 




Start 


771 


End 


1035 




Gi 


none 


Score 


0 c c 

255 




Exons 


771. .1031, 772,. .1035 








Seq. No. 


54606 


Seq. ID 


OJ000322_24.0424 


.C8 


Gene No. 


114526 


Strand 






Start 


4582 


End 


10114 




Name 


OJ000322 24.0424. C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


877 


End 


1819 




GI 


none 


Score 


146 




Exons 


877.. 1032, 1057.. 1356, 1095. 


.1355, 1438 


1, . 1485, 1649. . 18: 


19, 




1651. .1815 








Seq. No. 


54606 


Seq. ID 


OJ000322_24.0424 


.C8 


Gene No. 


114526 


Strand 






Start 


4582 


End 


10114 




Name 


OJ000322 24.0424.C8.o4.tm 


Method 


TBLASTX: Maize 




Start 


1639 


End 


1833 





55229- 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 127 

1639. .1731, 1640. .1738, 1721. .1819, 1729. .1833 



54606 



Seq. ID OJ000322_24.0424tv^:8 



114526 Strand 
4582 End 10114 

OJ000322_24.0424.C8.o3.np Method AAT/NAP 

4582 End 9258 

6069646 Score 241 

4582.. 5164, 9235.-9258 

(AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi | 6907 112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. {AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54606 
114526 . 
4582 

OJ000322_24, 

4588 

none 

4588. .4689, 



0424.C8.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_24.0424.C8 
10114 

TBLASTX: Maize 

5126 

112 



4718. .4777, 4881. .5126, 4888. .5121 



Seq. No. 54-6.06 Seq. ID 

Gene No. 114526 Strand 

Start 4582 End 

Name OJ000322_24 . 04 24 , 08 . o4 . tw Method 

Start 4869 End 

GI none Score 

Exons 4869.. 5051 



OJ000322_24.0424.C8 
10114 

TBLASTX: Wheat 

5051 

194 



Seq. No. 


54606. 




Seq. ID 


OJ000322_24.0424 


.08 


Gene No. 


114526 




Strand 






Start 


4582 




End 


10114 




Name 


* OJ000322 24. 0424. 08 


. o2 . gs 


Method 


GENSCAN 




Start 


9107 




End 


. 10114 




GI 


none 




Score 


.89 




Exons 


9107. . 9417, 10096. . 


10114 








Seq. No. 


54606 




Seq. ID 


OJ000322_24.0424 


.08 


Gene No. 


114527 




. Strand 






Start 


11646 




End 


14369 




Name 


OJ000322 24.0424.08 


.ol .tw 


Method 


TBLASTX: Wheat 




Start 


11646 




End 


13287 




GI 


none 




Score 


161 




Exons • 


11646. .11789, 11654 


. .11737, 


11730. . HE 


J94, 11807. .11893,' 






11853. .11999, 11900 


. .11998, 


12985. .13056, 12 987. .13055, 






13002. .13274, 13057 


. .13287, 


13060. .13272, 13194. .13283 





Seq. No. 54606 

Gene No. 114527 

Start 11646 

Name *' " ' OJ000322_24 . 04 24 . 08 . o2 . tm 

Start 11648 

GI none 
Exons 



Seq. ID OJ000322_24.0424.C8 



Strand 
End 

Method 

End 

Score 



14369 

TBLASTX: Maize 

14369 

585 



11648. .11737, 11649. . 11999, 11807 .. 11998 , 12985 13287 , 



55230 



12987. .13298, 12987. .13127, 13013. .13282, 13057. .13284, 
13644. .13853, 13644 .. 13784 , 137 14 .. 13788 , 14269 .. 14367 , 
14271. .14369, 14274. .14369 



Seq. No. 54606 

Gene No. 114527 

Start 11646 

Name OJ000322_24 . 0424 . C8 . ol . ts 

Start 11651 

GI none 

Exons 11651. .11734, 11661 .. 11738 , 
12985. .13134, 12987.. 13115 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_24.0424.C8 
14369 

TBLASTX: Soybean 

13134 

125 



11742. .11999, 11807. .11998, 



Seq. No. 54606 

Gene No. 114527 

Start 11646 

Name OJ000322_24 . 0424 . 08 . o2 . tc 

Start 11660 

GI none 

Exons ■ 11660. .11734, 11661 
13722. .13853, 13723 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322 24. 0424. C8 



11777, 11751, 
13788, 14272. 



14369 

TBLASTX: Cress 
14360 
124 

11999, 11807. .11998, 
14355, 14274. .14360 



Seq. No. 54606 

Gene No. 114527 

Start 11646 

Name OJ000322_24 . 0424 . C8 . ol . tc 

Start 12984 

GI none 

Exons 12984. .13280, 12987 .. 13133, 
13643. .13717, 13644. .13721 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_24.0424.C8 
14369 

TBLASTX: Cress 

13721 

237 



12988. .13287, 13060 .. 13284 , 



Seq. No. 54606 
Gene No. 114527 
Start 11646 

Name OJ000322_24 . 0424 . C8 . o3 . ts 

Start 13146 
GI none 
Exons 13146, 

13631, 

14274 . 



.13187, 13148.. 
.13789, 13643. 
.14360 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322 24. 0424. C8 



,13207, 13171. 
,13810, 13644. 



14369 

TBLASTX: Soybean 
14360 
44 • 

13287, 13185. . 13283, 
13853, 14272. . 14355, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54606 Seq. ID 

114527 Strand 

11646 End 

OJ000322_24 .0424.C8.o3. tw Method 

13644 End 

none Score 



OJ000322_24.0424.C8 
14369 

TBLASTX: Wheat 

14343 

223 



13644. .13781, 1364 9 .. 13717 , 1367 4 :. 13784 , 13708 .. 13788 , 
14269. .14292, 14271 .. 14291 , 14289 .. 14342, 14290. .14343 



Seq. No. 54607 Seq. ID 

Gene No. 114528 Strand 

Start 572 End 

Name OJ000322_24 . 0424 . C9 . ol . gs Method 

Start 572 End 

GI none Score 

Exons 572.. 644 



OJ000322_24 .0424 .C9 
+ 

644 

GENSCAN 

644 

.7 



55231 





Seq. No. 


54607 




Seq. ID 


OJ000322_24 .0424 .C9 




(jjene wo . 


1 1 /I 9 Q 




Strand 












End 


2043 




Name 


UJUUUjZz z 4 , U4 ^ 4 . L.y . Oi . 


rm 


Method 


TBLASTX: Maize 




bt art 


1 C /I Q 




End 


2043 






none 




Score 


79 




Exons 


ic/c; iTm ithq 


1 T n o 
i /Uo . , 


2043, 1714.. 1803, 1716.. 2042 




Seq. No. 


54608 




Seq. ID 


OJ0G0322_24.0424.Cll 




Gene No . 


1 1 /I c; on 




Strand 


+ 




bt ar u 


Db 




End 


894 




Name 


UJUUUozz z4 . U4 ^4 , Li 1 . Oi 


.gs 


Method 


GENSCAN . 




btari: 


DO 




End 


894 




T 


none 




Score 


.61 




Exons 












beq . NO . 


D 4 du y 




Seq. ID 


OJ000322_24 .04 24 .C12* 




Gene No. 


114531 




Strand 


+ ■ ■ 




Start 


215" 




End 


553 




Name 


Pi Tfi ri n "3 o 0 0 /I n j1 o /I o 
UJUUUJ^iZ ^1 4 . U4 4 . Liz , 0 1 


.gp 


Method 


AAT/GAP 




b rart 


z i D 




End 


553 






Zbooy l.Kl(Jo4 




Score 


640 




Exons 


ZiO , , ooo 








W 


GI Descrip. 


ozbz / 10/ emo | lad4oooU . i 


\ z . ue- 


■40 (AL080282) putative protein 


u : i 




[Arabidopsis thaliana] ' 










Seq. No. 


54609 




Seq. ID 


OJ000322_24.0424.C12 


L _i 


Gene No . 


1 1 /I R "5 o 
i i 4 D jZ 




Strand 




; -J 


Start 


y 




End 


169 


at 


Name 


UJUUUoZZ z4 . U4 z 4 . Liz . Oi 


.gs 


Method 


GENSCAN 


ru 


brar L 


Q 

y 




End 


169 






none 




Score 


.99 


2 


Exons 


y . . i by 










lJ C ■ LN ^ . 


54609 




Seq. ID 


OJ000322_24.0424 .C12 




Gene No. 


114533 . 




Strand 






Start 


396 




End 


1060 : ... . 




Name 


OJ000322 24.0424.C12.ol 


.np 


Method 


AAT/NAP 


r 


Start 


396 




End 


1060 




GI 


7486967 




Score 


151 




Exons 


396. .551, 974. .,1060 










GI Descrip. 


hypothetical protein T13K14.1C 


- Arabidopsis thaliana 



gi I 5262775 I embi CAB45880.il (AL080282.) putative protein 
[Arabidopsis thaliana] gi | 726888 1 | emb | CAB7 9085 . 1 | (AL161553) 
putative protein [Arabidopsis thaliana] 



Seq. No. 54'610 

Gene No. 114534 

Start 440 

Name OJ000322_24 . 0424 . C13 . ol . gp 

Start 440 

GI 16777_1.R1084- 

Exons' 440.. 519 

GI Descrip. / 5262775/emb | CAB4 5880 . 1 | 1. 

[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_24.0424.C13 
519 

AAT/GAP 

519 

109 



Oe-149 (AL080282) putative protein 



552^2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54611 ^ Seq. ID 

114535 Strand 

159 End 

OJ000322_24 . 04 24 . C14 . ol . gp Method 

159 End 

16777 1.R1084 Score 



OJ000322_24.0424.C14 
+ 

1603 
AAT/GAP 
1508 
436 



159. .229, 513. .605, 1411. .1508 

'5262775/emb|CAB45880.1| l.Oe-149 (AL080282) putative protein 
[Arabidopsis thaliana] * 



54611 Seq. ID 

114535 Strand 

159 End 

OJ000322_24 .0424 .014 .ol.np Method 

199 End 

7486967 Score 



OJ000322_24. 0424. 014 
+ 

1603 
AAT/NAP 
1603 
126 



199. .229, 513. .605, 1411. .1603 

hypothetical protein T13K14.10 - Arabidopsis thaliana 
gi I 5262775 | emb | CAB4 5880 . 1 1 (ALO80282) putative protein"^'* 
[Arabidopsis thaliana] gi I 7268881 1 emb | OAB79085 . 1 1 (AL16i553) 
putative protein [Arabidopsis thaliana] 



54612 Seq. ID 

114536 ^. Strand 

90 ' End 
OJ000322_24 .0424 .016.01. gs Method 

90 End 

none Score 
90. .546 



OJ000322_24 .0424 .016 
559 

GENSOAN 

546 

.53 



Seq. No. 54612 Seq. ID 

Gene No. 114536 Strand 

Start 90 End 

Name OJ000322_24 . 0424 . 016 . ol . tm Method 

Start 263 ' End 

GI none Score 

Exons 263. .448, 267 . . 45^^, 271 . . 4 68 , 274 . .474, 
494. .559. 



OJ000322_24 .0424 .016 
559 

TBLASTX:Maize 

559 

164 

477-.-. 551, 479.. 556, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

"GI 

Exons 



54613 Seq. ID 

114537 Strand 
2799 End 
OJ000322_24 .0424 .018 .ol.gp Method 
2799 .End 
102_5.R1084 Score 
2799. .3325 

M585925/gb|AAD25585.1 |AO007211_7 2.0e- 
protein [Arabidopsis thali'ana] ' 

54613 Seq. ID 

114538 Strand 
3969 End 
OJ000322_24 .0424 .018 .o2.gs Method 
3969 End 
none Score 
3969. .4226, 4493. .4547 



OJ000322_24. 0424. 018 
+ 

3325 . 
AAT/GAP ' 
3325 
931 

■19 (AC007211) unlcnown 



OJ000322_24. 0424. 018 
+ 

4547 
GENSOAN 
4547 
.99 



•55233 




Seq. No. 






beq. ID 


nt ta a m o o 




A yl A y1 O 1 O 

. 0424 . Clo 


Gene No. 


114539 




Strand 








Start 


1 




End 


2999 






Name 




. 0424 . Clo . ol . np 


Method 


AAT / NAP 






Start 


1 - 


- 


End 


O T A A 

2 / 90 






GI 


C O C O T OA 

5o521o0 




Score 


i^" T A 

619 






Exons 


1 . . 29, lo33 


A/IAC A/"AC OTAA 

. .24 95, 2 695 . .2790 










GI Descrip. 


(AL1172d5 ) 


— t^WAAATA T r/^-w>»m-» 

znbOOOlO.l [Oryza 


sativa] 








Seq. No. 


54613 




Seq. ID 


OJ000322 


_24 


.0424 .C18 


Gene No. 


114539 




Strand 








Start 


i 




bna 


A A A A 

29 9 9 






Name 




.0424 .Clo .Ol.gs 


Method 


C XT C" 7\ XT 

GbNbCAN 






Start 


1 /5b 




End 


A A A A 

2 999- 






GI 


none 




Score 


. D / 






Exons 


l/oo. .lybl. 


OIC^O OA^CO OOCC 

2ioy..22oy, 2yoD. 


O A A A 

. 2yy y 








Seq. No. 


54614 • 




Seq. ID 


OJ000322_ 


_24 


.0424 .C19 


Gene No . 


114540 




Strand 


+ 






Start 


yy 1 




hna 


T T A T 
1/01 






Name 


/^TAAA'300 O /I 

OJUUl)o22 24 


.0424. CI y . ol . gs 


Method 


XT C 7\ XT 

GENSCAN 






Start 


OAT 

y y 1 




End 


T T A T 

1/01 






GI 


none 




Score 


. 67 






Exons 


O A 1 T A /I A 

o y 1 . . 1U4 y 


lDiy..l/01 










Seq. No. 


54614 




Seq. ID 


OJ000322_ 


_24 


.0424 .C19 


Gene No. 


114541 




Strand 








Start 


T A T n 

1972 




End 


A /" C O 

2658 






Name 


OJ000322 24 


. 0424 . C19 . o2 . gs 


Method 


GENS CAN 






Start 


1972 




End 


-2658 






GI 


none 




Score 


. y D 






Exons 


TATA AAOA 

ly /2 . . 2oy y , 


AAAC AATO OOOO 

2095.. 2213, 233y. 


A C O 








Seq. No. 


54615 




Seq. ID 


OJ000322_ 


_24 


. 0424 . C20 


Gene No . 


114542 




Strand 


+ 






Start 


768 




End 


6314 






Name 


OJ000322 24 


.04 24 .C20. ol.gs 


Method 


GENSCAN 






Start 


768 




End 


4996 






GI '- 


none 




Score 


. 62 






Exons 


768. .998, 1981. .2100, 2385. .2456, 2869. 


.3143, 3305 


. .3362, 




3472. .3549, 


3666.. 3792, 3885. 


.4279, 4436. .4563, 


4655. .4744, 




4867. .4996 












Seq. No. 


54615 




Seq. ID 


OJ000322_ 


_24 


.0424 .C20 


Gene No. 


114542 




Strand 


+ 






Start 


768 




End 


6314 






Name 


OJ000322 24 


.0424.C20.ol.np 


Method 


AAT /NAP 






Start 


2905 




End 


6314 






GI 


4314369 




Score 


129 






Exons 


2905. .3135, 


3260. .3358, 3420. 


.3552, 3669.. 3759, 


6297. .6314 


GI Descrip. 


(AC006340) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


54615 




Seq. ID 


OJ000322_ 


_24 


.0424 .C20 


Gene No. 


114542 




Strand 


+ 






Start 


768 




End 


6314 






Name 


OJ000322 24 


.0424 .C20.ol.gp 


Method 


AAT /GAP 






Start 


4485 




End 


4743 







55234 





J X U DO 0 ^ 




Score 


*i Z. J 


TP ir% 


A A AH A"^ 

flflOO. » H / *i J 








Seq. No.' 


54616 




Seq. JD 


OJ000322_24.0424 


Gene No. 


114543 




Strand 






1 

X 






87 <5 


Na.nie 


nTnnn'^99 oa 


r\AO a P91 r\l rro 
U4iZft .L^ZX .ox .yS 


W 






1 

X 




i^na 


770 


P T 
Lrl 


none 




Score 


.JO 


Exons 


X,,XXU/ fi/O. 


.Di7X, /XO..//U 






ocCJ . NO > 


3 4 D X D 




ocq . X u 


n-TDnfT^?? 94 0494 




X X 1 J *i J 




Strand 


+ ~ 




1 




End 


879 


Nsme 


OJ000322 24. 


0424 .021. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


879 


GI 


7486967 




Score 


304 




.1..110, 715. 


.879 






P "T r\£!i o /"I V T 

oX ueoCiTip. 


hypothetical 


protein T13K14. 10 - Arabidopsis thaliana 




gi 1 5262775 |emb|CAB4 5880. 1 | {AL080282) 


putative protein 




[Arabidopsis 


thaliana] gi | 7268881 | emb 


CAB79085.il (AL16 




putative protein [Arabidopsis 


thaliana] 


Seq. No. 


54616 




Seq. ID 


OJ000322_24.0424 


Gene No. 


114543 




Strand 


+ 


O-t- -a -rt- 


1 




End 


879 


NHirie 


OJ000322 24. 


0424.C21.ol.tc 


Method 


TBLASTX: Cress 




1 




End 


8 68 


oX 


none 




Score 


148 


Exons 


1..117, 9. .116, 709.';858, 713 


.868 




Seq. No. 


54616 




Seq. ID 


OJ000322_24.0424 


Gene No. 


114543 




Strand 


+ 


a -rt- 
o UaX L. 


1 




End 


879 


Na.rtie 


OJ000322 24. 


0424.C21.ol.tni 


Method 


TBLASTX: Maize 


O Lair U 


1 




End 


879 


P T 
LjX 


none 




Score 


175 


TT* ^ c 


1. .117, 3. .116, 686. .856, 709. 


.879, 713. .877 


■ L>l ^ . 


54617 




Seq. ID 


OJ000322_24.0424 


Gene No. 


114544 




Strand 




Start 


213 




End 


6533 


Name 


OJ000322 24. 


0424 .C23.ol.gs 


Method 


GENSCAN 


Start 


213 




End 


6533 


GI 


none 




Score 


.66 


Exons 


213. .276, 500. .687, 773. .856, 


1123. .1245, 1322. .1472, 



.C21 



1979. .2121, 2203. .2289, 2612 .. 2692, ..2773 .. 2882, 3239. .3341, 
3374.. 3459, .4183.. 4440, 4757 . . 4 924 ,'''-6259. . 6331, 6419.. 6533 



Seq. No. 54617 Seq. ID OJ000322_24 . 0424 . C23 

Gene No. 114544 Strand 

Start 213 End 6533 

Name OJ000322_24 . 0424 . C23 . ol . gp Method AAT/GAP 

Start 480 End 681 

GI 4715354 Score 348. 

Exons 480 . . 681 

GI Descrip. 5262775/emb ! CAB4 5880 . 1 | l.Oe-91 {AL080282) putative protein 



55235 



[Arabidopsis thaliana] 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ000322 24.0424.C23 



54617 ' Seq. ID 

114544 Strand 
213 End 
OJ000322_24 .0424 .C23.ol.np Method 
500 End 
7486967 Score 
500. .687, 773. .856, 1123. .1245, 1325. 
2203. .2289, 2612. .2714, 2765. .2882, 
4183. .4313, 4356. .4467, 5898. .6090 

hypothetical protein T13K14.10 - Arabidopsis thaliana 
gi I 5262775 I emb|CAB45880. 1 1 (AL080282) putative protein 
[Arabidopsis thaliana] gi i 72 68881 | emb | CAB7 9085 . 1 | (AL161553) 
putative protein [Arabidopsis thaliana] 



6533 
AAT/NAP 
6090 
1180 

1401, 1974. .2121, 
3239: . 3312, 3405. .3483, 



Seq. No. 54617 

Gene No. 114544 

Start 213 

Name OJ000322_24 . 0424 . C23 . o2 . gp 

Start 1361 

GI 4878191 

Exons 1361.. 1472, 
GI DescripV 



1979.. 2121, 2203. 



52 62775/emb|CAB4 5880.1 I 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2269 



OJ000322_24 .0424 .023 

6533 " 
AAT/GAP 
2269 
596 



l.Oe-24 (AL080282) putative protein 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54617 
114545 
6656 

OJ000322_24 . 0424 . 023". o3 . tm 
514 
none 

514. .606, 516. .590, 589. .690, 590. .688 



Seq. ID OJ000322_24.0424.C23 
Strand 

End 6719 

Method TBLASTX : Mai ze 

End 690 

Score 81 



Seq. No. 54617 
Gene No. 114545 
Start 6656 

Name' OJ000322_24 . 0424 . 023 . ol . 

Start 556 
GI none 

Exons 556.. 696, 590.. 697, 768. 

1123. .1251, 1123. .1248, 
1333. .14 52 



ts 



.836, 
1143. 



Seq. ID OJ000322_24. 0424. 023 
Strand 
End ■ 
Method 
End 
Score 
770. .862, 



6719 

TBLASTX : Soybean 
1453 
118 

771. .857, 1112. .1246, 



1265, 1325. .1453, 1326. .1451, 



Seq. No. 54617 

Gene No. 114545 

Start 6656 

Name OJ000322_24 . 0424 . 023 . ol . tm ■ 

Start 1978 

GI none 
Exons 



Seq. ID OJ000322_24. 0424. 023 
Strand 
End 

Method 
End 
Score 



6719 

TBLASTX: Maize 

2668 

198 



1978.. 2121, 1979.. 2122, 2202 227 6,' 2202 .. 2300 , 2203.. 2292, 
2203. .2346, 2612. .2668, 2613. .2660 



Seq.. No. 54617 Seq. ID 

Gene No. 114545 ■ Strand 

Start 6656 End 

Name OJ000322 24 . 0424 . 023 . o2 . ts Method 



OJ000322_24 . 0424 .023 
6719 

TBLASTX : Soybean 



55236 



start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1978 
none 

1978. .2118, 1979. .2119 

54617 

114545 

6656 

OJ000322_24 .0424 .C23.01. tw 

5897 

none 

5897. .6121, 5938. .6120 



54617 

114545 

6656 

OJ000322_24 . 0424 .C23 . o2 . tm 

5897 

none 



End 2119 
Score 123 



Seq. ID OJ000'322_24 .0424 .C23 
Strand 

End 6719 

Method TBLASTX : Wheat 

End 6121 

Score 249 



OJ000322 24.0424.C23 



Seq. ID 
Strand 
End 

Method 
End 

.Score 

5897.. 6007, 5938.. 6006, 5940 .•feOll, 5944 .. 6012, 5993.. 6121, 
6000. .6128, 6004. .6123, 6029. .6127, 6036. .6140 



6719 

TBLASTX: Maize 

6140 

100 



Seq, No. 54617 Seq. ID OJ000322_24 . 04 24 . C23 

Gene No. 114545 Strand 

Start 6656 • End 6719 

Name OJ000322_24 .0424 . C23 . o3 . gp Method AAT/GAP ' 

Start 6656 End 6719 

GI 12677_1.R1084 Score 108 

Exons 6656. . 6719 

GI Descrip. ' 3874271/emb | CAB03874 | 4.0e-89 (Z81467) predicted using 

Genefinder; Similarity to Drosophila UDP-glucose : glycoprotein 
glucosyltransferase (TR:Q09332); cDNA EST yk250bl0.3 comes from 
this gene; cDNA EST yk250bl0.5 comes from this gene 
[Caenorhabditis elegans] >gi_387 6437_emb_CAB04 207 . 1_ (Z81516) 
predicted using Genefinder; Similarity to Drosophila 
UDP-glucose : glycoprotein glucosyltran * 



Seq. No. 


54618 






Seq. ID 


-OJ000322 


_24.0424.C24 


Gene No. 


114546 • . 






Strand ' 






Start 


1 ■ ■ ■ 






End 


1447 




Name 


OJ000322 24 


.0424 .024 


, o 1 . np 


Method 


AAT/NAP 




Start 


1 






End 


1447 




GI 


6456172 






Score 


230 




Exons 


1. .99, 1378 


. .1447 










GI Descrip, 


(AC011622) 


putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


54619 






Seq. ID 


OJ000302_ 


_20.0420..C7 


Gene No. 


114547 






Strand 


+ 




Start 


78 






End 


264 




Name 


OJ000302 20 


.0420.C7. 


ol ; gs 


Method. 


GENSCAN 




Start 


78 






End 


264 




GI 


none 






Score 


.76 




Exons . 


78. .264 












Seq. No. 


54620 






Seq. ID 


OJ000302_ 


_20.0420.C9 


Gene No. 


114548 






Strand 


+ 




Start 


1 






End 


5912 




Name 


OJ000302 20 


.0420.C9. 


ol . np 


Method 


AAT/NAP 





55237 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



1217 
358 



4432844 

1..420, 745. .846, 1128. .1217 

(AC006283) unknown protein [Arabidopsis thaliana] 



54620 Seq. ID 

114548 Strand 
1 End 
OJ000302_20.0420.C9.ol.gp Method 
323 End 
LIB3434-034-P1-K1-F10 Score 
323. .420, 745. .846, 1128. .1419 

M432844/gb|AAD20693| l.Oe-50 {AC006283) unknown protei-n 
[Arabidopsis thaliana] ' 



OJ000302_20.0420.C9 
+ 

5912 
AAT/GAP 
1419 
918 



Seq. No. 54620 Seq. ID 

Gene No. 114548 Strand 

Start 1 End 

Name ' OJ000302_20 . 0420 . C9 . ol . gs * Method 

Start 325 End 

GI none Score 
Exons 



OJ000302_20.0420.C9 

5912- 
GENSCAN 
5912 
.63 

1572, 2435. .2614, 



325. .420, 478. .846, 1128. .1216, 1437. 
2619. .2724., 3765. .3868', 4005. .4034, 4860. .4921, 5167 . .5254, 
5694.-. 5912 



OJ000302_20.0420.C9 
+ 

19081 
AAT/NAP 
17852 
1583 



Seq. No. 54620 Seq. ID 

Gene No. 114549 Strand 

Start 13719 End 

Name OJ000302_20 . 0420 . 09 . o2 . np Method 

Start 13637 End 

GI 7484815 Score 

Exons 13637. .14759, 16946.. 17852 

GI Descrip. auxin response factor 7 homolog F6G3.110 - Arabidopsis thaliana 
gi|4938484|emb|CAB43843.1| (AL078464) transcription, factor-like 
protein [Arabidopsis thaliana] gi | 7269908 i emb | CAB81001 . 1 | 
{AL161576) transcription factor-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI "Descrip. 



54620 
114549 
13719 

OJ000302_20.0420.C9.o3.gs 
13719 
none 

13719. .14759, 1694 6 . .17832 , 18979.. 19081 



Seq. ID OJ000302_20.0420.C9 



Strand 
End 

Method 

End 

Score 



+ 

19081 
GENSCAN 
19081 
.88 



54620 

114549 

13719 

OJ000302_20. 0420.C9.o2.gp 
15501 

24716_1.R1084 

15501. .15525, 16946.. 17559 
M9384 84/emb|CAB4 384 3. 1 1 2, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_ 
+ 

19081 
AAT/GAP 
17559 
1254 



20. 0420. C9 



Oe-29 (AL078464) transcription 



factor-like protein [Arabidopsis thaliana] * 



Seq. No. 



54620 



Seq. ID OJ000302 20. 0420. C9 



55238 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



114549 Strand + 

13719 End 19081 

OJ000302_20. 0420.C9.o3.gp ■ Method AAT/GAP 
18793 End 18870 

4715947 Score 71 

18793.,. 18870 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease {SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to" Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



54620 Seq. ID 

114550 Strand 
41606 End 
OJ000302_20.0420.C9.o4 .np Method 
41606 . End 

6016874 Score 
41606. .41741, 42305. .42526 

(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. {P03010) [Oryza sativa] 



OJ000302_20.0420.C9 
+ 

42526 
AAT/NAP 
42526 
127 



•54620 

114551 

47813 

OJ000302_20.0420.C9.o6.gs 
47813 
none 
47813. 
48908, 



.48057, 48268. .48427, 
.49003, 49498. .49611, 



Seq. ID OJ000302_20.0420.C9 

Strand + 

End 50892 

Method GENSCAN 

End 50211 

Score .85 
48533. .48615, 4 872 6 .. 4 88 16, 
49715. .49798, 4 988 6 50041, 



50137. .50211 



s Seq. No. 
[1 Gene No. 

Start 
I 7 Name 

Start 
Q GI 
[.1 Exons 



GI Descrip. 



Seq. No. 

Gene No. " 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000302_20.0420.C9 
+ 



54620 . 
114551 
47813 

OJ000302_20.0420.C9.o5.np 
47831 
6524953 

47831. .48057, 4 8268 .. 48431, 
4 8 908. .4 9003, 4 94 98 .. 4 9611 , 
50137. .50211, 50711. .50892 

(AF188994) homeodomain-leucine zipper protein interfascicular 
fiberless 1 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



50892 
AAT/NAP 
50892 
1364 



48543. .48615, 48726. 
49715. .49798, 49886. 



.48816, 
.50041, 



54620 Seq. ID 

114551 Strand 
47813 End .... 

OJ000302_20.0420.C9.o4 .gp Method 
50137 End 
42739_1.R1084 Score 
50137. .50211, 50711.. 50892 

'2145356/emb|CAA72007 I -2.0e-65 (Y11122) HD-Zip protein .. 
[Arabidopsis thaliana] >gi_3132474 (AC003096) homeobox protein, 
ATHB-14 [Arabidopsis thaliana] ' 



OJ000302_20.0420.C9 
+ 

50892 
AAT/GAP 
50892 
336 



Seq. No. 



■54620 



Seq. ID OJ000302_20.0420.C9 



55239 



Gene No. 


114552 




Strand 








8076 




End 


10658 




NsiTie 


OJ000302 20. 0420. C9 


. o2 .gs 


Method 


GENSCAN 




o UarT, 


8076 




End 


10658 




P T 


none 




Score 


.44 




V ^\ c* 


8076.. 8189, 8833.. 8990, 9651.. .9778, 10296 10429, 10476 


. . 1 


Seq. No. 


54620 




Seq. ID 


OJ000302_20.0420 


C9 


Gene No. 


114553 




Strand 






Q -1- o v-h 


22117 




End 


40693 




Naine 


OJ000302 20.0420.ca.o6.ts 


Method 


TBLASTX: Soybean 




o tar L 


1 o Do / 




End 


13952 




C T 


none 




Score 


137 




Exons 


13667. .13759, 13680 


. .13760, 


13842. .13952 




Seq. No. 


Oh DZ U 




Seq. ID 


OJ000302_20.0420 


C9 


Gene No. 


1 T /I 




Strand 






O La J- U 


Z Z 1 1 / 




End 


40693 




Name 


ATnnri^n9 9n ri/i9ri pq 


. oz . tm 


Method 


TBLASTX: Maize 




o tar u 






End 


14303 






none 




Score 


155 




Exons 


13842. .13967, 13847 


. .13927, 


14001. .14303, 14 024. .14 302 




Seq. No. 


R / 9 n 




Seq. ID 


OJ000302_2p.0420 


C9 


Gene No. 


1 i /I c; c o 

1 1 fi 00 J 




Strand 






o tar L 


9 9117 




End 


40693 




Name 


ujuuuouz zu.u4zu.uy 


oz . cS 


Method 


TBLASTX : Soybean 




c 4- -=i ■K-+- 
o u ar u 


1 '5 QQ T 

1 o y o J 




End 


14294 






none 




Score 


429 




Exons 


1'5QQ'5 1/190/1 1/109/1 


1 /I 9 Q 7 
. 1 ft Z 0 / 








Seq. No. 


54620 




Seq. ID 


OJ000302_20.0420. 


C9 


Gene No. 


114553 




Strand 






C -t- ^ >--l- 

o cairti. 


9 9117 
ZZ 11 / 




End 


40693 




Name 


UJUUUJUZ ZU.U4ZU.L.y 


oz . cC 


Method 


TBLASTX: Cress 




otarc 


1 /I n '5 "5 

1 4 UOO 




- End 


14333 




PT 


none 




Score 


482 




• > 

Exons 


i/in'^'5 i/i'5'59 i/m/i 


1 /I O Q Q 








oeq . wo . 


O 4 DZ U 




Seq. ID 


OJ000302_20.0420. 


Ly 


oene ino . 


114553 




Strand 






D t a jTi, 


22117 




End 


40693 




Name 


OJ000302' 20. 0420. C9. 


o3 . ts 


Method 


TBLASTX: Soybean ' 




Start 


14483 




End 


17491 




C T 


none 




Score 


372 




Exons 


14483. .14761, 14499. 


.14804, 


16936. .17064, 16942 .. 17 076, 






16943. . 17119, 16943. 


.17077, 


17153. .1724 


8, 17155. . 17250, 






17178. .17267, ' 17179. 


.17250, 


17236. .172 68, 17237. .17269, 






17318. .17491 










Q o rr Mo 
o c q . LN O . 


54620 




Seq. ID 


OJ000302_20.0420. 


u y 


Gene No. 


114553 




Strand 






Start 


22117 




End 


40693 




Name 


OJ000302 20. 0420. C9. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


14495 




End 


14729 




GI 


none 




Score 


283 




Exons 


14495. .14725, 14499. 


.14729 









55240 



Seq. No, 


54620 






Seq. ID 


OJ000302 






Gene No. 


114553 






Strand 








Start 


22117 






End 


40693 






Name 


OJ000302 20. 0420. C9. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


17070 






End 


18037 






GX 


none 






Score 


308 






Exons 


17070. 


.17264, 17071. 


1 "7 O ^ C 


17072. . 172 


81, 17279 


. . 1 / ^zz , 






17281. 


. 17424,-/17282. 


. i / 4 ^ ^ , 


17296. . 17424, 17399 


. . 1 /dUd, 






17413. 


.17496, 17425. 


. i / DUO , 


17615. . 178 


30, 17616 


1 "7 Q 1 Q 

. . 1 / 0 i y , 






17617. 


.17832, 17936. 


1 o n o T 


17938. .18033 






Seq. No. 


54620 






Seq. ID 


OJ000302 


_20.0420 


.C9 


Gene No. 


114553 






Strand 








Start 


22117 






End 


40693 






Name 


OJ000302 20. 0420. C9. 


oi . tw 


Method 


TBLASTX: 


wneat 




Start 


17473 






End 


18019 






GI 


none. 






Score 


416 






Exons 


17473. 


.17832, 17473. 


1 T Q O O 


17930-. . 18019, 17938 


1 Q m Q 






17942. 


.18019 












Seq. No. 


54620 






Seq. ID 


OJ000302 


_20.0420 


.C9 


Gene No . 


. 114553 






Strand 








Start 


22117 






End 


40693 






Name 


OJ000302 20. 0420. C9. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


17627 






End 


17977 






GI 


none 






Score 


261 






Exons 


17627. 


17830, . 17629. 




17936.. 17977 






Seq. No. 


54620 






Seq. ID 


OJ000302 


ZQ . 04^0 


O A 

. cy 


Gene No. 


114553 






Strand 








Start 


22117 






End 


40693 






Name 


OJ000302 20. 0420. C9. 


o4 . gs 


Method 


GENSCAN 






Start 


22117 






End 


40693 






bi 


none 






Score 


.41 






Exons 


22117. 


22170, 23877. 


. z4U8 / , 


24395. .24535, 24902 


. . z4 y o D , 






26112. 


26324, 26705. 


O /" O 1 A 

. Z DO 14 , 


27564. .27717, 28570 


O O A yl 

. . d(j4 , 






29309. 


29365, 32024. 




32442. .32608, 32889 


o o A c: c 






33151. 


33205, 33822. 




35975. .36048, 37684 


. , 6 1 1 b 1 , 






40652. 


40693 












Seq. No. 


54620 






Seq. ID 


OJ000302 


_20.0420 


.C9 


Gene No. 


114553 






Strand 








btart 


22117 






End 


40693 






Name 


OJ000302 20. 0420. C9. 


o3 . np 


Method- 


AAT/NAP 






Start 


22499 






End 


24173 






GI 


653958E 


] 




Score 


296 






Exons 


22499. . 


22517, 23846. 


.24173 ^ 










GI Descrip. 


(APOOOE 


J37) hypothetical protein [Oryza 


sativa] 






Seq. No. 


54620 






Seq. ID 


OJ000302 


_20.0420 


.C9 


Gene No. 


114554 






Strand 








Start 


47896 






End 


48816 






Name 


OJ000302 20. 0420. C9. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


47896 






End 


48622 






GI 


none 






Score 


262 






Exons 


47896. . 


48060, 47897. 


.48058,., 


48013. .48060, 48262 


. .48426, 





55241 



48266. .48436, 48511 48615, 48532 .. 48618 , 48533. .48622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54620 
114554 
47896 
OJ000302 
47897 
none 
47897. 
48403. 
48727. 



20.0420.C9.o3.tc 



48058, 
48444, 
48816 



47899. .48060, 
48548. .48592, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
48262. .48399, 
48581. .48604, 



OJ000302 20. 0420. C9 



48816 

TBLASTX: Cress 
48816 
260 

48266. .48436, 
48726. .48815, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



54620 

114554 

47896 

OJ000302_20.0420.C9.o5.ts 

47897 

none 

47897. .48058, 47899 .. 48060,.. 
48266. .48430, 48551 .. 48604 , 

54620 

114554 

47896 

OJ000302_20.0420.C9.o4 .tm 

48267 

none 

48267, .48428, 48269 .. 48436, 
48535. .48660, 48536 48622, 
48726. .48767 



54620 
114555 
48907 ■ 

OJ000302_;20.0420.C9.ol.tc 
48907 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 20. 0420. C9 



48816 

TBLASTX : Soybean 
48792 
260 

47995. .48060, 48265 .. 48399, 
48726. .48791, 48727.. 48792 



Seq. ID 

Strand 

End 

Method 

End 

Score 



48511. .48615, 48530 
48721. .48768, 48726 



OJ000302_20.0420.C9 
48816 

TBLASTX: Maize 

48770 

256 

48613, 
48770, 



none ' 
48907. 
49492. 
49714 . 
50134. 



Seq. ID 
Strand 
End 

Method. 
End 
Score 



OJ000302 20. 0420. C9 



,49002, 48908. 

,49611, 49706. 

,49818, 49876. 

,50223, 50134, 



50830 

TBLASTX: Cress 
50830 
130 

49610, 49491. .49610, 
49824, 49712. ,49804, 
50040, 49886. .50041, 4 994 3 , , 5004 1 , 
50208, 50699. .50830, 50710,, 50817 



,49006, 49458. 
.49801, 49711. 



54620 

114555 

48907 

OJ000302_20. 0420.C9.o3.tm 

48913 

none 

48913. .49011, 48914. .49018, 
49704, .49799, 49706. .49801, 
49880. .50041, 50134. .50208, 
50710. .50817, 50711,. 50830 



54620 
114555 
48907 
OJ000302 



Seq. ID 

Strand 
End 

Method 
End ■ 
Score 

49501 

49714 



OJ000302 20. 0420. C9 



50830 

TBLASTX: Maize 
50830 
154 

49614, 49503. ,49610, 
49803, 49876. ,50046, 



50140. .50208, 50699 ., 50830, 



20.0420.C9.ol.ts 



Seq. ID 

Strand 

End 

Method 



OJ000302_20.0420.C9 
50830 

TBLASTX: Soybean 



55242 



start 
GI 

Exons 



48922 End 50825 

none Score 108 

48922. .49002, 48926 4 9006, 4 94 58 4 9607 , 494 91 49610, 

49495,.. 49611,. 49495. .49641, 4 9706 .. 4 9801 , 4 9714 4 9818 , 

49876. .50046, 4 9880 . . 5004 1 , 4 9885 .. 5004 6, 50134 .. 50223, 

50134. .50223, 50699 .. 508 18 , 50709 .. 50825, 50710.. 50817 



Seq. No. 54620 Seq. ID 

Gene No. 114555 Strand 

Start 48907 End 

Name OJ000302_20 . 0420 . C9 . o3 . tw Method 

Start 48944 End 

GI none Score 
Exons 



OJ000302_20.0420.C9 
50830 

TBLASTX: Wheat 

50202 

91 



48944. .49006, 4894 9 .. 4 9005, 4 94 95 .. 4 9611 , 4 9503 4 9610, 
49706. .49801, 4 9720 4 9797 , 4 9856 . . 5004 1 , 4 9864 .. 50040, 
49943. .50041, 50134 .. 50175, 50137. .50202 



Seq. No. 54621 , Seq. ID 

Gene No. 114,556 Strand 

Start 1 End 

Name OJ000302_20 . 0420 . CIO . ol . gp Method 

Start 1 End 

GI . 42739_1.R1084 Score 

Exons 1..154, 298. .486, 863.. 937 

GI Descrip. ' 2145356/emb rCAA72007 | 2.0e-65 (Y11122) HD-Zip protein 

[Arabidopsis thaliana] >gi_3132474 (AC003096) homeobox protein, 
ATHB-14 [Arabidopsis thaliana] ' 



OJ000302_20. 0420. CIO 
+ 

4740 
AAT/GAP 
937 
710 



Ij Seq. No. 
Ly Gene No. 

Start 
pTh Name 

Start 
!„ GI 
E3 Exons 



54621 Seq. ID 

114556 Strand 

1 End 

OJ000302_20. 0420. CIO. ol.np Method 

1 End 

7229679 Score 



OJ000302_20. 0420. CIO 
+ 

4740 ' 
AAT/NAP 
2643 
1143 



1..154, 298. .486, 863. .943, 1087. .1236, 1473. .1795, 1969. .2074, 
2200. .2349, 2500. .2643 
GI Descrip. (AF233592) REVOLUTA . [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54621 Seq. ID 

114556 Strand 

1 End 

OJ000302_20.0420.C10.ol. tm Method 

1 End 

none Score 



OJ000302_20. 0420. CIO 
+ 

4740 

TBLASTX: Maize 

2652 

78 



1..72, 1..63, 2. .163, 3. .68, 25. .153, 68. .154, 296. .484, 
297. .485, 297. .485, 316. .489, 854. .946, 1073. .1222, 1074. .1220, 
1078. .1221, 1081. .1227, 1472. .1534, 1473. .153,5, 1536. .1793, 
1543. .1758, 1544. .1792, 1949 2074 , 1950 .. 2063, 1952. .2074, 
1972. .2076, 2181. .2351, 2193. .2348, 2194. .2364, 2479. .2652, 
2498.. 2611, 2526.. 2645 



Seq. No. 54621 Seq. ID 

Gene No. * 114556 Strand 

Start 1 End 

Name OJ000302_20 . 0420 . CIO . ol . gs Method 

Start 23 End 

GI none Score 



OJ000302_20. 0420. CIO 
-i- 

4740 
GENSCAN 
3971 
.63 



55243 



Exons 



23. .154, 298, .486, 863. ,943, 1087. ,1221, 1473. .1685, 2200, .2349, 
2500. .2640, 3158. .3303, 3510 .. 3632, '3881 ,, 3971 



Seq. No. 54621 Seq. ID OJ000302_20 . 0420 . CIO 

Gene No. 114556 Strand + 

Start 1 End 4740 

Name OJ000302_20 . 0420 . CIO , ol . ts Method TBLASTX : Soybean 

Start 860 ^ End 2672 

GI none * Score 96 

Exons 860. .946, 988, ,1218, 1092. .1217, 1470. .1556, 1500. .1553, 

1533.. 1793, 1574.. 1792, 1952.. 2089, 2205.. 2348, 2206.. 2364, 
2209. .2364, 24 67 .. 2601, ■ 2532 .. 2672, 2587. .2646 



Seq. No. 54621 

Gene No. 114556 

Start 1 

Name OJ000302_20 . 04 20 . CIO . ol . tc 

Start 1664 

GI none 
Exons 



Seq. ID OJ000302_20. 0420. CIO 

Strand + 

End 4740 

Method TBLASTX: Cress 

End 2346 

Score 91 



1664.. 1792, 1664.. 1792, 1692. .1796, 1952.. 2089, 2205.. 2333, 
2206. .2346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54621 

114556 

1 

OJ000302_20. 0420. CIO. ol.tw 

1718 

none 



Seq. ID OJ000302 20. 0420. CIO 



Strand 
End 

Method 

End 

Score 



4740 

TBLASTX: Wheat 

2351 

120 



1718. .1792, 1719. .1796, 1720. .1797, 1721. .1798, 1949. .2077, 
1952. .2074, 2193. .2348, 2194. .2349, 2198. .2350, 2199. .2351 



Seq. No. 54621 Seq. ID 

Gene No. 114556 Strand 

Start 1 End 

Name OJ000302_20 . 0420 , CIO . o2 . gp ' Method 

Start 2192 End 

GI ' 29092_2,R1084 . Score 

Exons- ■ 2192.. 2349, 2500. .2995 

GI Descrip. ' 2145356/emb | CAA72007 | l.Oe-27 (Y11122) HD-Zip protein 

[Arabidopsis thaliana] >gi_3132474 (AC003096) homeobox protein, 
ATHB-14 [Arabidopsis thaliana] ' 



OJ000302_20. 0420. CIO 
+ 

4740 

AAT/GAP ■ 

2995 

1192 



Seq. No. ' 54621 Seq, ID 

Gene No. 114556 Strand 

Start 1 End 

Name OJ000302_20 . 0420 . CIO . o2 . tc Method 

Start 2488 End 

* GI none ' •*■•' ' Score 

Exons 2488.. 2661, 2526.. 2654 



OJ000302_20 . 0420 .CIO 
+ 

4740 

TBLASTX: Cress 

2661 

196 



Seq. No. 54621 Seq. ID 

Gene No. 114556 Strand 

Start • 1 End 

Name OJ000302_20 , 04 20. CIO . o2 . np Method 

Start 3175 End 

GI 6815109 Score 

Exons 3175., 3293, 4344.. 4740 



OJ000302_20. 0420. CIO 
+ 

4740 
AAT/NAP 
4740 
183 



55244 





GI Descrip. 


( APUUlUcf i ) 


hypothetical 


protein [Oryza 


sat i va ] 




Seq. No. 


54 621 






Seq. ID 


UJ UUU JUZ 




Gene No. 


114556 






Strand 


+ - . 




Start 


1 






End 


4740 




Name 


OJUUUoU^ 


n^on /^TA rt's 


. np 


Method 


TV 7\ rp / M 2\ D 




Start 


337 6 






End 


4 / 4 U 




GI 


6815109 






Score 


TOO 




Exons 


337 6 . . 3479, 


4355 . ,4740 










GI Descrip. 


( APOOlOol ) 


nypotnet icaX 


protein [Oryza 


sat i va ] 




Seq. No. 


54 oZZ 






Seq. ID 






Gene No. 


114557 






Strand 


+ 




Start 


1 






End 


5205 




Name 




,0420.Cll.ol 


.np 


Method 






Start 


1 






End 


"5 O O 




GI 


504^454 






Score 


b 




Exons 


1 1 yi .con 

1 . . 7 4 , . D 3 y . 


,898, 3499..; 


3522 








GI Descrip. 


{AC00778 9 ) 


putative polyprotein [Oryza 


sat iva J 




Seq. No. 


54 622 






Seq. ID 


UJ UUUoUZ 




Gene No. 


114557 






Strand 


+ 




Start 


1 






End 


5205 


is? 

=^ 


Name 


-m n n o n o on 

OJ000302_20 


,0420.011,02 


.np 


Method 


7\ 7\ T" / M 7\ D 




Start 


1397 






End 


cone: 
52 Do 




GI 


6815109 






Score 


19/ 


a: S 

I y 


Exons 


1397 . . 1536, 


2446. .2672, 


5061. .5205 






GI Descrip. 


(AP001081 ) 


hypothetical 


protein [Oryza 


sativa ] 


: : ^ 


Seq. No. 


c yi ^ O O 

54 622 






Seq. ID 


r\ th n n t n o 
UJ UUU JUz 




Gene No. 


114557 






Strand 


+ 


i y 


Start 


1 






End 


5205 




Name 


/^■mnnono on 


.0420.Cll.o3 


,np 


Method 


7\ 7\ rp / XT 7\ D 




Start 


3582 






End 


cone 
d2UD 


J 


GI 


7340909 






Score 


T /I 1 

141 




Exons 


3582 . . 3675, 


4881, ,5205 










GI Descrip. 


( AP0ul5o0 ) 


hypothetical 


protein [Oryza 


sat iva] 




Seq. No. 


54623 






Seq, ID 


Oj000302 


n 


Gene No. 


114558 






Strand 


+ 




Start 


O O c 

28 65 






End 


o J J y 




Name 


oiTnnnono on 

OJ000302__20 


.0420.C12.ol 


.gp 


Method 


AAi / bAP 




Start 


o o ^ c 

28 65 






^ End 


o o o n 




GI 


none 






Score 


Q O Q 

yz y 




Exons 


2865 . . 3339 












Seq. No. 


54 623 






Seq. ID 


UJ UUUoUZ 




Gene No. 


114559 






Strand 






Start 


2471 






End 


4271 • 




Name 


/^-rnnnono on 

OJ000302 20 


.0420.C12.ol 


.np 


Method 


AAT/NAP 




Start 


2471 






End 


4271 




GI 


4432839 






Score 


296 




Exons 


2471. .2529, 


3620. .4271 










GI Descrip. 


(AC006283) 


unknown protein 


[Arabidopsis thalian 




Seq, No. 


54623 






Seq. ID 


OJ000302 




Gene No. 


114559 






Strand 





55245 



start 
Name 
Start 
GI 

Exons 



2471 End 4271 

OJ000302_20 . 0420 . C12 . o2 . gs Method GENSCAN 

3228 End 4104 

none Score .73 
3228.. 3844, 3982.. 4104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54623 Seq. ID OJ000302_20 . 0420 . C12 

114559 Strand' 

2471 End -4271 

OJ000302_20 . 0420 . C12 . o2 . gp Method AAT/GAP 

3558 End 4230 

33934_1.R1084 Score 1302 

3558. .4230 

M432839/gb| AAD20688 I l.Oe-24 (AC006283) unknown protein 
[Arabidopsis thaliana] ' 



54623 

114559 

2471 

OJ000302_20.0420.C12.o2.tm 

3781 

none 



Seq. ID OJ000302_20.0420.C12 
Strand - 
End 

Method 
End 
Score 



4271 

TBLASTX: Maize 

3984 

198 



3781. .3981, 3783. .3968, 3783. .3983, 3784. .3984 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54'623 Seq. ID 

114559 Strand 

2471 End 
OJ000302_20 . 0420 . C12 . ol . tm Method 

3984 End 

none Score 

3984. .4262, 3984. .4271, 4133. .4267 



OJ000302_20.0420.C12 
4271 

TBLASTX: Maize 

4271 

256 



Seq. No. 54624 Seq. ID 

Gene No. 114560 Strand 

Start 12871 End 

Name OJ000302_20 . 0420 . C13 . o3 . gs Method 

Start 12871 End 

GI none .Score 

Exons ■ 12871. .12962, 13036 .. 13131, 13279. 

14645. .14776, 15206 .. 1534 5, 15411. 



OJ000302_20. 0420.C13 
+ 

16008 
GENSCAN 
16008 
.45. ■ 

13377, 13414 . . 13716, 
15554, 15674 . . 16008 



Seq. No. 54624, Seq. ID 

Gene No. 114561 Strand 

Start 16130 End 

Name OJ000302_20 . 0420 . C13 . o2 . np Method 

Start 16127 End 

GI 1706331 Score 

Exons 16127. . 16415, 16514 16564 , 18822. .18881 

GI Descrip. PYRUVATE DECARBOXYLASE ISOZYME 3 (PDC) gi 1476284 (U07338) 
pyruvate decarboxylase [Oryza sativa] 



OJ000302_20.0420.C13 
+ 

18881 
AAT/NAP 
18881 
352 



Seq. No. 54624 Seq. ID 

Gene No. 114561 Strand 

Start 16130 End 

Name > OJ000302_20 . 0420 . C13 . o4 . gs Method 

Start 16130 End 

GI none Score 



OJ000302_20.0420.C13 
+ 

18881 
GENSCAN 
16651 
1 



55246 




Exons 


1 bloU . . 1 DDOi 








Seq. No. 




Seq. ID 


OJOUUiOz 20.0420 


. C13 


Gene No. 


114562 


Strand 






Start 


705 


End 


4146 




Name 


OJ000302 20.0420.C13.ol.np 


Method 


AAT/NAP 




Start 


705 


End 


4146 




GI 


4432839 


Score 


636 




Exons 


705. .924, 3901. .4146 








GI Descrip. 


(AC006283) unknown protein [Arabidopsis thaliana] 




Seq. No. 


54624 


Seq. ID 


OJ000302_20.0420 


.C13 


Gene No. 


114563 


Strand 






Start 


4086 


End 


4345 




Name 


OJ000302 20.0420.C13.ol.gp 


Method 


AAT/GAP 




Start 


4086 


End 


4345 




GI 


428568 


Score 


474 




Exons 


:/.4086. .4345 








Seq. No. 


54624 


Seq. ID 


OJ000302_20.0420 


.C13 


Gene No. 


114564 


Strand 






Start 


17088 


End 


18213 




Name 


OJ000302 20.0420.C13.o5.gs 


Method 


GENSCAN . 




Start 


17088 


End 


18213 




GI 


none 


Score 


.8 




Exons 


17088. .17288, 17452 .. 17517 , 


17774. .17941, 18094. .18213 




Seq. No. 


54 624 


Seq. ID 


OJ000302_20.0420 


.C13 


Gene No. 


114565 


Strand 






Start 


22471 


End 


23949 




Name 


OJ000302 20.0420.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


695 


End 


4309 




GI 


none 


Score 


243 




Exons 


695. .934, 706. .924, 707. .925 


, 781. .912 


, 3916.. 4146, 3992.. -4 




4015\ .4146, 4232. .4309 








Seq. No. 


54624 


Seq. ID 


OJ000302_20.0420 


.C13 


Gene No. 


114565 


Strand ■ 






Start 


22471 


End 


23949 




Name 


OJ000302 20.0420.C13.o2.tc 


Method 


TBLASTX: Cress 




Start 


695 


End 


4147 




GI 


none 


Score 


194 




Exons 


695.. 925, 704..88"6, 706.. 924 


, 781. .912 


, 3901. .4146, 4001. .4 




4007. .4147, 4015. .4146 








Seq. No. 


54624 


Seq. ID 


OJ000302_20.0420 


.C13 


Gene No". 


114565 


Strand 






Start 


22471 


End 


23949 




Name 


OJ000302 20.0420.C13.o2. ts 


Method 


TBLASTX : Soybean 




Start 


781 


End 


414 7 




GI 


none 


Score 


161 




Exons 


781. .912, 3901. .4146, 4007.. 


4147, 4010 


. .4147 




Seq. No. 


54624 


Seq. ID 


OJ000302_20.0420 


.■C13 


Gene No. 


114565 


Strand 






Start 


22471 


End 


23949 




Name 


OJ000302 20.0420.C13.ol.ts 


Method 


TBLASTX : Soybean 





55247 



O 4- v4- 


1 n /I o 




End 


16420 






none 




Score 


340 




Exons 


iDU^z. .iduoc)/ loioy. 


1 on 

. X b4 ZU / 


16180. .16419 




beg. NO. 






Seq. ID'' 


OJ000302_20.0420 


. bXo 


Gene No. 


114565 




Strand 






Start 


22471 




End 


23949 




Name 


UJUUUjUZ ZU.UfiZU.bU 


. oz . Lm 


Method 


TBLASTX: Maize 




ouar u 






End 


16420 






none 




Score 


151 




Exons 


i^^i/io i^^ion 


1 ^O Q/1 

. X DZ y 4 , 


16192. .16311, 16309. .1634 4, 






1^^*510 Tf^'^QH li^'^Tn 


1 (^/i 0 n 

. X D4 Z U / 


16370. .16414 




Seq. No. 


54624 




Seq. ID 


OJ000302__20.0420 


.C13 


Gene No. 


114565 




Strand 






otari: 


0 0 /l "7 1 
ZZ 4 / I 




End 


23949 




Name 


UJUUUJUZ zU.U4ZU.blJ 


. ox . t c 


Method 


TBLASTX: Cress 




brart 






End 


16420 






none 




Score 


319 




Exons 


li^iQo if^^yi/i i^;iQ'5 


. X b4 z u 








Seq. No. 


54624 




Seq. ID 


OJ000302_20.0420 


.C13 


Gene No. 


114565 




Strand 






btaru 


0 O /l T 1* 
Z Z 4 / I 




End' 


23949 




Name 


/^THnn'sno on n/ion r^i q 
UJUUUoUZ ZU.U4ZU.bIo 


. o7 . gs 


Method 


GEN SCAN 




btart 


O O /I T 1 

Z Z 4 / 1 




End 


23949 






none 




Score 


.92 




Exons 


OO/ITI OOC^TI 0'3'3Q'7 

ZZ4 / 1 . . zzo Ji , zjjy/. 


. Z JOX / , 


23739. .23949 




beq. NO. 


0 4 dZ O 




Seq. ID 


OJ000302_20.0420 


n'\ A 

. bX 4 


Gene No . 


X 14 3 DO 




Strand 


+ 




Start 


10457 




End 


16123 




Name 


OJ000302_20.0420.C14 


. o2 . gs 


Method 


GENSCAN 




b car L 


1 n /I CL T 

X U 4 0 / 




End 


16123 




bi 


none 




Score 


.68 




Exons 


in/it^T inc^n/i inQQQ 
XU4 D / . . X UDU4 , XUooy. 


1 1 n yl 0 
. X XU4Z , 


11110. .11412, 11434. .11641, 






1 1 QQQ 1 Ol '51 1 OQTQ 

xxyyy. .xzxox, xzy./o. 


1 '5n 0 /I 
. X oUZ 4 / 


14487. .14 837, 14 8 63 .. 14 980, 






ic^^^c:'5 ic^Qn^; icicno 

xoDbo . . xo y uo , loyoz. 


• 1 C.'\ O "3 

. X bX Z J 








beq. NO. 


3 4 bZ 0 




Seq. ID 


OJ000302_20.0420 


. bX 4 


Gene No. 


114566 




Strand 


+ 




Start 


10457 




End 


16123 




Name 


OJ000302 20.0420.C14 


. ol . np 


Method 


AAT/NAP 




Start 


10828 




End 


12109 




bi 


7209562 ■ 




Score 


945 




Exons 


10828. .11412, 11501. 


.11641, 


11999. .12109 




GI Descrip. 


(AB030698j 'Plasma membrane 


aquaporih • 2c • [Raphanus ..sativus] 


Seq. No. 


54625 




• Seq. ID 


OJ000302_20..0420 


.C14 


Gene No. 


114567 




Strand 


+ 




Start 


16472 




End 


16554 




Name 


OJ000302 20.0420.C14 


.o3.gp 


Method 


AAT/GAP 




Start 


16472 




End 


16554 




GI • 


LIB3477-003-P1-K1-E9 




Score 


97 




Exons 


16472. .16554 











GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN CRY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



55248 



• 



sativa] 



Seq. No. 54625 

Gene No. 114568 , * ' 

^Start 15688 

Name OJ000302_20 . 0420 . C14 . ol . ts 

Start 10779 
GI none 

Exons 10779. .11003, 10819 .. 11010 , 

11224. .11415, 11500. .11637, 
12001. .12099 



Seq. ID OJ000302_20.0420.C14 
Strand 

End 160,62 

Method TBLASTX : Soybean 

End 12100 

Score 176 
11088. .11228, 11092. .11229, 
11510. .11638, 11999. .12100, 



Seq. No. 54625 Seq. ID 

Gene No. 114568 Strand 

Start 15688 End 

Name OJ000302_20 . 0420 . C14 . ol . tc Method 

Start 10866 End 

GI none Score 

Exons 10866. .11003, 10867 .. 11010, 

11224 .. 11415, 11340. .11453, 

11999. .12106, 12001. .12105 



OJ000302_20.0420.C14 
16062 

TBLASTX: Cress 
12106 
184 

liO-88. .11228, 11092. .1122 9, 
11500. . 11637, 11510. .11638, 



Seq. No. 54625 
Gene No. 114568 
Start 15688 

Name OJ000302_20 . 0420 . C14 . ol . tm 

Start 10866 
GI none 

Exons . 10866. .11009, 10867 .. 11016, 11088 

11107. .11229, 11182. .11340, 11224 
11499 
11999 



11558, 11500. .11637, 11510 .. 1 17 16, 11996 
12100, 12001.. 12135 



Seq. ID OJ000302_20.0420.C14 
Strand 

End 16062 
Method TBLASTX : Mai ze 
End 12135 
Score 179 

11228, 11092. .11229, 
11415, 11340. .11453, 
12103, 



Seq. No. 54625 
Gene No. 114568 
Start 15688 

Name - OJ000302_20 . 0420 . C14 . ol . tw 

Start 10866 
GI none 
Exons 10866. 

11107. 

11499. 

12017. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302__20.0420.C14 
•16062 

TBLASTX: Wheat 

12100 

180 



11009, 10867. .11016, 11088 .. 11228 , 11092. 
11229, 11224. .11415, 1134 0 .. 114 53, 11499. 



.11558, 11500. .11640, 11510. 
,12100 



,11641, 11999, 



,11229, 
.11546, 
.12022, 



Seq. No. 


54625 




Seq. ID 


OJ000302_20.0420. 


•C14 


Gene No. 


114568 




Strand 






Start ■ 


15688 




End 


16062 




Name 


OJ000302 20.0420.C14 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14592 




.' End 


14822 




GI 


none 




Score 


164 




Exons 


14592. .14696, 14603. 


.14698, 


14778. .14822 




Seq. No. 


54625 




Seq. ID 


OJ000302_20.0420. 


C14 


Gene No. 


114 5 68 




Strand 






Start 


15688 




End 


16062 




Name 


OJ000302 20.0420.C14 


.o2.np 


Method 


AAT/NAP 




Start 


15688 




End 


16059 





55249 




ox 


6652874 


Score 


206 




W von 


15688. .16059 








fiT Dp sp T i n 

^ \J A. \^ 1. ^ • 


(AF118926) glutathione S-transf erase 3 


[Papaver somnif erum] 


Seq. No. 


54625 


Seq. ID 


OJ000302_20.0420 


.C14 


Gene No. 


114568 


Strand 


- 




Start 


15688 


End 


16062 






OJ000302 20.0420.C14 .o2.tm 


Method 


TBLASTX: Maize 




O L. d JL L. 


15725 


End 


16062 






none 


Score 


ZD/ 




P V on ^ 


15725. .16060, 15730.. 16062 








Seq. No. 


54625 


Seq. ID 


OJ0.00302 20.0420 


.C14 


Gene No. 


114568 


Strand 


- 




Start 


15688 


End 


16062 




Name 


OJ000302 20.0420.C14.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15725 


End 


15979 




o ± 


none 


Scor.e 


X<C.O 




F' von ^ 


15725. .15979, 15733.. . 15972 ^ 








Seq. No. 


54625 


Seq. ID 


OJ000302 20,0420 


.C14 


Gene No. 


114568 


Strand 


- 




O U Cl X u 


15688 


End 


16062 




Naine 


OJ0003.02 20.0420.C14 .o2.tc 


Method 


TBLASTX: Cress 




Start 


15748 


End 


16014 




O X 


' none 


Score 


1 Q Q 

loo 




p. von 


15748. .16014 








Seq. No. 


54625 


Seq. ID 


OJ000302 20.0420 


.C14 


Gene No. 


114568 


Strand 


- 




Start 


15688 


End 


16062 




Narne 


OJ000302 20.0420.C14.o2.tw 


Method 


TBLASTX: Wheat 




O U Ct X u 


15754 


End 


16018 




GI 


none 


Score 


132 




P von <2 


15754. .16017, 15755, .16018 








9^^rr Mo 


54626 


Seq, ID 


OJ000302_20.0420 


.C26 


Gene No. 


114569 


Strand 






Start 


1 


End 


1224 




Name 


OJ000302 20.0420.C26.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


363 




GI 


4671 1.R1084 


Score 


402 




von Q 


1..227, 325. .363 








CZ T PlO Q O T" "1 o 
VjX LyCpL^X XLJ * 

; ^"^v' .*■ - 


'4544428/gb|AAD22337.1|AC006955 23 7.0e-33 (AC006955) unknown 


protein [Arabidopsis thaliana] 


f 






Mo- 


54626 


Seq. ID 


OJ000302_20.0420 


.C26 


Gene No. 


114569 


Strand 






start 


1 


End 


1224 




Name 


OJ00030'2 20.0420.C26.ol.np 


Method 


AAT/NAP 




O L. dX L 


1 


End 


1224 




GI 


4544428 


Score 


220 




Exons 


1..227, 325,. 360, 1167.. 1224 








GI Descrip. 


(AC006955) "unknown protein [Arabidopsis 


thaliana] 




Seq, No. 


54626 


Seq. ID 


OJ000302_20.0420 


.C26 


Gene No. 


114569 


Strand 







55250 





Start 


1 


End 


1224 






Wd.ine 




M^1~ H oH 


TBLASTX: Maize 








1 ~ 




366 






\j± 


none 


q 0*0 T"0 


36 








1 IS 9^ 9M ?^ 971 9^ 




272, 118.. 321, 277.. 363, 






294 362 295 366 










Seq. No. 


54626 


Seq. ID 


OJ000302_20.0420, 


C26 




Gene No. 


114569 


Strand 










1 


End 


1224 






Name 


OJ000302 20.0420.C26.ol.ts 


Method 


TBLASTX: Soybean 








20 


End 


366 








none 


Score 


146 






P von Q 


20. .232, 24. .224, 26. .226, 322. .366, 324. .362 






Seq. No. 


54626 


Seq. ID 


OJ000302_20.0420. 






Gene No. 


114569 


•Strand 


- 








1 


End 


1224 






Name 


OJ000302 20.0420.C26.ol.tc 


Method 


TBLASTX ' Cress 








23 


End 


366 ^ 








none 


Score 


65 






P von Q 


23. ,70, 24. .74, 80.. 232, 84.. 


224, 310. 


,366 






Seq. No. 


54 62 6 


Seq. ID 


OJ000302_20a0420. 


C26 




Gene No. 


114569 


Strand 


- 






O L. d i. L. 


1 


End 


1224 






Name 


OJ000302 20.0420.C26.ol.gs 


■ Method 


GENSCAN 




f: i 


O L dl. L 


26 


End 


997 




■=:=? 




none 


Score 


.94 






P von c 


26. .227 








J 


q^rr No 


54627 


Seq. ID 


OJ000302_14.0419. 




rli 


Gene No. 


114570 


Strand 


+ 






Start 


1 


End 


317 




- ST 


Name 


OJ000302 14.0419.C4.ol.np 


Method 


AAT/NAP 




"-4 




1 


End 


317 








6498436 


Score 


153 






T^^ V on ^ 


1..317 








% ^ 

^3 




(AP000815) hypothetical protein [Oryza 


sativa] 






q^rr Mo 


54627 


Seq. ID 


OJ000302_14.0419. 






Gene No. 


114571 


Strand . 








Start 


1 


End ■ 


1241 






LN dillC 


OJ000302 14.0419.C4.o2.np 


Method 


AAT/NAP, 






q+- a r-h 


1 


End ■ 


1241 . ■ 








5852180 


Score 


346 






Th' V o n c 


1..22, 666. .1053, 1104. ..1241 










rZ T Pio Q o" y" 1 TO 

t^X LyCov^xX^. 


(AL117265) zhbOOOlO. 1 • [Oryza 


sativa] 








q^rr ]sJo 


54628 


Seq. ID 


OJ000302_14 .0419. 


C6 




Gene No . 


114572 


Strand 


+ 






Start 


1 


End 


1115 






Name 


OJ000302 14 .0419.C6.ol.np 


Method 


AAT/NAP 






■Start 


1 


End 


1115 






GI 


4680179 


Score 


869 






Exons 


1..75, 136. .277, 310. .1115 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 





55251 



Seq. No. 54628 

Gene No. 114572 

Start 1 

Name OJ000302_14 . 04 19 . C6 . ol . gs 

Start 91 

GI none 

Exons 91. .288, 294. .363, 755, ,1056 



Seq. ID OJ000302_14 . 0419.C6 

Strand + 

End 1115 

Method GENSCAN 

End 1056 

Score ,78 



Seq. No. 54628 

Gene No. 114572 

Start 1 

Name OJ000302_14 . 04 19 . C6 . o2 . tw 

Start 312 

GI none 
Exons 



Seq. ID OJQ00302_14 . 0419.C6 

Strand + 

End 1115 

Method TBLASTX : Wheat 

End 67 9 

Score 151 



312. ,518, 368. .454, 559. .678, 560. .679 



Seq. No, 54628 

Gene No. 114572 

Start 1 

Name OJ000302_14 . 04 19 . 06 . ol . tw 

Start 843 

GI none 

Exons- 843. .1115, 847. .1113 



Seq. .ID OJ000302_14.0419.C6 

Strand + 

End 1115 

Method TBLASTX : Wheat 

End 1115 

Score 266 



Seq. No. 54628 

Gene No. 114572 

Start 1 

Name OJ000302_14 . 04 19 . 06 . ol . tm 

Start 858 

GI none 

Exons 858.. 1115, 859.. 1113 



Seq. ID OJ000302_14 .0419.06 

Strand + 

End 1115 

Method TBLASTX : Mai ze 

End 1115 

Score 267 



Seq. No. 54629 

Gene No. 114573 ■ 

Start 1 

Name OJ000302_14 . 04 19 . 07 . ol . np 

Start 1 

GI 7485896 

Exons 1..22, 300.. 729 

GI Descrip. hypothetical protein F20O9.170 - Arabidopsis thaliana 



Seq. ID OJ000302_14 .0419.07 

Strand + 

End 72 9 

Method AAT/NAP 

End 729 

Score 282 



Seq. No. 54629 

Gene No. 114573 

Start 1 

Name OJ000302_14 . 04 19 . 07 . ol . gs 

Start, 81 

GI none 

Exons 81.. 713 



Seq. ID OJ000302_14 .0419.07 

Strand + 

End 729 

Method GENSOAN' 

End 713 

Score 1 



Seq. No. 54629 

Gene No. 114573 

Start 1 

Name OJ000302_14 . 04 19 . 07 . ol . tm 

Start 297 

GI none 
Exons 



Seq. ID OJ000302_14 .0419.07 

Strand + 

End 729 

Method TBLASTX : Mai ze 

End 481 

Score 279 



297. .479, 300. .476, 311. .481, 329. .481 



55252 





Seq; No. 


54629 


Seq. ID 


OJ000302 


_14 


.0419 


.07 




Gene No 


1 1 /I R "7 T 
114 0 / J 


strand 


+ 










Start 


1 


End 


729 










Name 


OJUUUoUz 14 . 04 19 . C7 . ol . tc 


Method 


TBLASTX : 


Cress 






O -4- 

btart 


"3 n "3 


t? « 
End 


/"AO 

602 










GI 


none 


Score 


253 










Exons 
















Seq. No. ■ 


54629 


Seq. ID 


OJ000302 


_14 


.0419 


.07 




Gene No . 


T 1 yi c 1 o 
114 0 I 


Strand 


+ 










Start 


1 


End 


729 










Name 


OJ000302 14 . 04 19 . 07 . ol . ts 


Method 


TBLASTX : 


Soybean 






Start 


"Die 

J15 


End 


539 










GI 


none 


Score 


A A /" 

206 










Exons 


end '5'30 c'^rt 

315. .539, 338. .529 














Seq. No. 


54630 


Seq.. ID 


OJ000302 


_14 


.0419 


.08 




Gene No . 


1140/4 


Strand 


+ 










Start 


50 


End 


154 










Name 


OJ000302 14 . 04 19 . C8 . ol . gs 


Method 


GENS CAN 










Start 


50 


End 


154 










GI 


none 


Score 


. 45 








3 


Exons 


50 . .154 












J 


Seq. No. 


54631 


Seq. ID 


OJ000302 


14 


.0419 


.02 


1 c 


Gene No. 


114575 


Strand 


+ 










Start 


1 


End 


135 










Name 


OJb00302 14.0419.C21.ol.np 


Method 


AAT/NAP 








y 


Start 


1 


End 


135 








J 


GI 


4680186 


Score 


191 










Exons 


1..135 














GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








ST 


Seq. No. 


54631 


Seq. ID 


OJ000302 


_14 


. 0419 


02 


'4 


Gene No. 


114576 


Strand 


+ 








3 


Start 


1017 


End 


1450 ^ 










Name 


OJ000302 14.0419.C21.o2.np 


Method 


AAT/NAP 










Start 


1017 


End 


1450 










GI 


4680185 


Score 


417 










Exons 


1017, . 1450 














GI Descrip. 


{AF111709) unknown [Oryza sativa subsp 


. indica] 










Seq. No. 


54631 


Seq. ID 


OJ000302 


_14 


.0419 


02 




Gene No. 


114577 


Strand 


- 










Start 


262 


End 


2724 










Name 


OJ000302 14.0419.C21.o3.np 


Method 


AAT/NAP 










Start 


262 


End 


2724 










-r 

GI 


5852175 


Score 


89 










Exons 


262. .401, 2259. .2406, 2645. 


.2724 












GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 












Seq. No. 


54632 


Seq. ID 


OJ000302_ 


_14 


.0419. 


02. 




Gene No. 


114578 


Strand. 












Start 


352 


End 


1190 










Name 


OJ000302 14.0419.C22.ol.gs 


Method 


GENSCAN 










Start 


352 


End 


1190 









55253 




GI 


none 


Score 


.41 




Exons 


352. .444, 486. .565, 1085. .1190 






Seq.'- No. 


54633 


Seq*. ID 


OJ000302_14 .0419 


.C24 


Gene No. 


'.114 57 9 _^v,Strand 






Start 


105 


End 


1767 




Name 


OJ00Q302 14 . 04 19 . C24 . ol . gs 


Method 


GEN SCAN 




Start 


105 


End 


794 




GI 


none 


Score 


.76 




Exons 


105. .242, 260. .459, 486. .603, 


612. .794 






Seq. No. 


54633 


Seq. ID 


OJ000302_14 . 0419 


. C24 


Gene No. 


114579 


Strand 


+ 




Start 


105 


End 


1767 




Name 


OJ000302 14.0419.C24.ol.np 


Method 


AAT/NAP 




Start 


443 


End 


1767 




GI 


6566263 


Score 


231 




Exons 


443. .790, 1717. .1767 








GI Descrip. 


(AB008015). similar to xylan endohydrolase [Arabidopsis 


thaliana] 


Seq. No. 


54633 


Seq. ID 


OJ000302_14 .0419 


.024 


Gene No. 


114579 


Strand 


+ 




Start 


.105 


End 


1767 




Name 


OJ000302 14.0419.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


496 


End 


773 - 




GI 


none 


Score 


120 




Exons 


496. ,642, 516. .635, 639. .773, 


647. .742 






Seq. No. 


54633 


Seq. ID 


OJ000302_14 .0419 


.C24 


Gene No. 


114579 


Strand 


+ 




Start 


105 


End 


1767 




Name 


OJ000302 14.0419.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


598 


End 


773 




GI 


none 


Score 


43 




Exons 


598. .639, 642. .773, 647. .742 








Seq. No. 


54634 


. Seq. ID 


OJ000302_14 .0419 


.C31 


Gene No. 


114580 


Strand 






Start 


14 


End 


919 




Name 


OJ000302 14.0419.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


14 


End 


919 




GI 


none 


Score 


293 




Exons 


14. .196, 15. .209, 25. .237,' 32 


..169, 74. 


.193, 162'. .230, 


280 . . 363, 




284. .376, 294. .365, 417. .461, 


447. .497, 


548. .703, 548.. 


706, 




788. .919, 816. .917 








Seq. No. 


54635 


Seq. ID 


OJ000302_14 .0419 


.033 


Gene No. 


114581 


Strand 






Start 


1559 


End 


2028 




Name 


OJ000302 14 .0419.C33.ol.np 


Method 


AAT/NAP 




Start 


1559 


End 


2028 




GI 


5852180 


Score 


208 




Exons 


1559. .2028 








GI Descrip. 


{AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


54636 


Seq. ID 


OJ000302_14 .0419 


.036 


Gene No. 


114582 


Strand 







55254 



start 
Name 
Start 
GI 

Exons 



OJ000302_14 .0419.C36.ol.tm 

2 

none 



End 

Method 
End 
Score ■ 



312 

TBLASTX: Maize 

312 

133 



2. .112, 3, .95, 94. .180, 95. .187, 96. .185, 236. .289, 252:. 296, 
269. .304, 292. .312 



Seq. No. 54637 

Gene No. 114583 

Start 197 

Name OJ000302_14 . 04 19 . C39 . ol . gs 

Start 197 

GI none 

Exons 197 . .34 6 



Seq. ID ..OJ000302_14 .0419.C39 
Strand 

End 34 6 

Method GENSCAN 
End 34 6 

Score .41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54638 
114584 
1. 

OJ000322_17.0419.Cl.ol.np 
1 

6692125 

1..217, 302. .406, 845. .1115, 1189. .1209 
(AC007654) T19E23.16 [Arabidopsis thaliana] 



Seq. ID OJ000322_17.0419.C1 
Strand 

End 1209 

Method AAT/NAP 

End ■ 1209 

Score 539 



54638 

114584 

1 

OJ000322_17.0419.Cl.o2.tm 

108 

none 



Seq. ID OJ000322_17.0419.C1 
Strand 

End . 1209 

Method TBLASTX: Maize 

End 332 

Score 130 



108. .224, 110. .232, 111. .224, 115. .225, 279. .332, 279. .332 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



54638 
114584 

1 ■ ■ 

OJ000322_17 . 04 1 9 . 01 . ol . gs 

113 . 
nohe 

113. .217, 845. .1060- 

54638 

114584 

1 

OJ000322_17.0419.Cl.ol.tm 

380 

none 



Seq. ID OJ000322_17.0419.C1 
Strand 

End 1209 

Method GENSCAN. 

End . 1060 ^ . ' 

Score .67 



Seq. ID OJ000322_17 .0419.01 
Strand 

.End' 1209 

Method . TBLASTX: Maize 

End 1096 

Score 244 



380. .418, 843. .1061, 844. .1062, 845 .. 1096, ' 845 .. 1072 



54639 

114585 

1 

OJ000322_17.0419.02.ol.np 
1 

6692125 

1..31, 132. .278, 674. .894, 



Seq. ID OJ000322_17.0419.O2 
Strand 

End 5935 

Method AAT/NAP 

End 2240 

Score 347 

1571. .1638, 2215. .2240 



(AO007654) T19E23.16 [Arabidopsis thaliana] 



55255 




Seq. No. 54639 

Gene No. 114585 

Start 1 

Name - OJ000322_17 . 04 19 . C2 . ol . tm 

Start 117 

GI none 
Exons 



Seq. ID OJ000322_17.0419.C2 
Strand 

• End 5935 

Method TBLASTX: Maize 

End 817 

Score 193 

117. .281, 118. .279, 669. .770, 671. .760, 751. .807, 755. .817 



Seq. No. 54639 

Gene No. 114585 

Start 1 

Name OJ000322_17 . 04 19 . C2 . ol . gs 

Start 132 

GI none 

Exons 132.. 296, 674. .894, 1571.. 1646, 3339.. 3536, 3790. .3972, 
3987. .4112, 4943. .5134, 5864. .5935 



Seq. ID OJ000322_17.0419.C2 
Strand 

End 5935 

Method GENSCAN 

End 5935 

Score .*69 



Seq. No. 54639 
Gene No. ' 114585 

Start 1 

Name OJ000322_17 . 04 19 . 02 . ol . gp 

Start 779 

GI none 
Exons , - - 



Seq. ID OJ000322_17.0419.C2 
Strand 

End 5935 

Method AAT/GAP 

End 2334 

Score 826 



779. .894, 1571. .1646, 2057. .2334. 



Seq. No. 54640 

Gene No. 114586 ' 

Start 156 

Name OJ000322_17 . 04 19 . 03 . ol . gs 

Start 156 

GI none 

Exons 156.. 391, 610.. 748 



Seq. ID OJ000322_17.0419.C3 

Strand + 

End 74 8 

Method GENSCAN 

End 748 

Score .47 



Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54641 
114587 
1 

OJ000322_17.0419.05.ol.gp 
1 

uO-osflcyp00 6a04bl 
1..29, 108. .185, 267. .368 

'1082337/pirl IS50114 l.Oe-30 DNA helicase Ql - human 
>gi_53124 3_dbj_BAA07200_ (D37984) DNA helicase Ql [Homo 
sapiens] * 



Seq. ID OJ000322_17.0419.C5 

Strand + 

End 851 

Method AAT/GAP 

End 368 

Score 270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. ■ No. 
Gene No. 
Start 
Name 



54641 

114587 

1 

OJ000322_17.0419.C5.ol.np 
1 

6692125 



Seq. ID OJ000322_17.0419.C5 

Strand + 

End 851 

Method AAT/NAP 

End 851 

Score 160 



1..62, 108. .185, 240. .353, 828. .851 
(AO007654) T19E23.16 [Arabidopsis thaliana] 



54641 

114587 

1 

OJ000322 17.0419.C5.ol.tm 



Seq. ID OJ000322_17.0419.C5 

Strand + 

End 851 

Method TBLASTX : Mai ze 



55256 



• 



start 
GI 

Exons 



1 End 347 

none Score 4 9 

1..36, 2, .31, 8. .79, 98. .181, 106. .180, 108. .185, 263. .331, 

263. .331, 264. .347, 264. .332' ' 



Seq. No. 54641 Seq. ID 

Gene No. 114*587 Strand 

Start 1 End 

Name OJ000322_17 . 04 19 . C5 . ol . gs Method 

Start 273 End 

GI none Score 

Exons 273.. 332, 633.. 638 



OJ000322_17.0419.C5 
+ 

851 

GENSCAN 

638 

.5 



Seq. No. 54642 Seq. ID 

Gene No. 114588 Strand 

Start 1 End 

Name OJ000322_17 . 04 19 . C6 . ol . np Method 

Start 1 End 

■GI 6692125 Score 

Exons 1..30, 920. .1053, 1217. .1483, 1547. .1749 
GI Descrip. 



OJ000322_17.0419.C6 
+ 

1923 
AAT/NAP 
1749 
197 



{AC007654) T19E23.16 [Arabidopsis thaliana] 



Seq. No. 54642 Seq. ID 

Gene No. 114588 ■ ^ Strand 

Start 1 End 

Name OJ000322_17 . 04 19 . C6 . ol . gs Method 

Start 888 End 

GI none Score 

Exons 888.. 998, 1297.. 1473, 1576.. 1752 



OJ000322_17.0419.C6 
+ 

1923 
GENSCAN 
1752 
.81 



Seq. No. 54642 Seq. ID 

Gene No. 114588 Strand 

Start 1 End 

Name OJ000322_17 . 04 19 . C6 . ol . gp Method 

Start 1266 End 

GI none Score 

Exons 1266.. 1473, 1576.. 1923 



OJ000322_17. 04-19. 06 
+ 

1923 
AAT/GAP 
1923 
1006 



Seq. No. 54642 Seq. ID 

Gene No. 114589 Strand 

Start 2708 End 

Name O JO 0032 2_1 7.0419.C6.o2.gp Method 

Start 2708 ' End 

GI 5038923 Score 

Exons 2708.. 2938 



OJ000322_17.0419.C6 
+ 

2938 
AAT/GAP 
2938 
. 431 



Seq. No. 54642 Seq. ID OJ000322_ 

Gene No. 114590 Strand + 

Start 5656 End 5832 

Name OJ000322_17 . 04 19 . 06 . o3 . gp Method AAT/GAP 

Start 5656 End 5832 

GI 1090_1.R1084 Score 327 

Exons 5656. . 5832 

GI Descrip. ' 6016678 /gb | AAF01505 . 1 | AC009991 
protein [Arabidopsis thaliana] ' 



17.0419.06 



1 l.Oe-13 (AC009991) unknown 



Seq. No. 



54642 



Seq. ID OJ000322 17.0419.06 



55257 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



114591 Strand 

27 67 End 

OJ000322_17 . 04 1 9 . C6 . o2 . tm Method 

1399 End 

none Score 



3895 

TBLASTX: Maize 

1743 

96 



1399. .1476, 1399. .1473, 1401. .1475, 1573. .1701, 1575. .1676, 
1684. .1743, 1709. .1738 



54642 

114591 

2767 

OJ000322_17 .0419.C6.o2.gs 

2767 

none 

2767. .3399, 3488.. 3859 



Seq. ID OJ000322_17.0419.C6 
Strand 

End 38 95 

Method GENSCAN 

End 3859 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000322_17.0419.C6 
Strand 

End 38 95 

Method AAT/NAP ■ 

End 3853 

Score 1315 



54642 
114591 
27 67 

OJ000322_17.0419.C6.o2.np 
2924 
2501578 

2924. .3853 ' ■ 

ETHYLENE-INDUCIBLE PROTEIN HEVER gi | 212 9913 | pir | | S60047 
ethylene-responsive protein 1 - Para rubber tree gi 11209317 
(M88254) ethylene-inducible protein [Hevea brasiliensis ] 



54642 

114591 

2767 

OJ000322_17.0419.C6.ol .tc 

2939 

none 



Seq. ID OJ000322_17.0419.C6 
Strand 

End 3895 

Method TBLASTX : Cress 

End 3841 

Score 42 



2939. .2977, 2946. .2978, 2978. .3367, 2983. .3408, 3416. .3784, 
3417. .3458, 3524. .3757, 3525. .3785, 3806. .3841 



Seq. No. 54642 

Gene No. 114591 

Start 2767 

Name OJ000322_17 . 04 19 . C6 . ol . tm 

Start 2939 

GI none 
Exons 



Seq. ID OJ000322_17.0419.C6 
Strand 

End 3895 

Method TBLASTX : Mai ze 

End 3895 

Score 43 



2939. .2977, 2957 . '. 2995 , 2978 3367 , 2 983 . . 3408 , 34 1 6 . . 3808 , 
3417.. 3791, 3791.. 3859, 3833.. 3895 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54642 

114591 

2767 

OJ000322__17. 0419.C6.ol.ts 

2939 

none 



Seq. ID OJ000322_17 . 0419.C6 
Strand 

End .3895 

Method TBLASTX : Soybean 

End 3859 

Score 395 



2939. .2977, 2960. .3367, 2983. .3408, 3416. .3784, 3417. .3785, 
3806. .3859 



Seq. No. 
Gene No. 
Start 



54643 

114592 

1 



Seq. ID OJ000322_17.0419.C7 

Strand 

End 873 



55258 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

■Name 

Start 

GI 

Exons 



OJ000322_17.0419.C7.ol.np Method " AAT/NAP 

1 End 873 

6016678 Score 235 

1,.214, 680. .873 

(AC009991) unknown protein [Arabidopsis thaliana] 



54643 
114592. 
1 ' - 

OJ000322_17 .0419.C7 .ol.tm 
36 

none 



Seq. ID OJ000322_17.0419.C7 
Strand 

End 873 

Method TBLASTXrMaize 

End 781 

Score 187 

36. .215, 74. .214, 80. .223, 118. .219, 678. .758, 680. .781, 
680. .760 



Seq. No. 54643 
Gene No, . 114592 
Start -. . . 1 

Name ■ OJ000322_17 . 04 19 . C7 . ol . gs 

Start 74 

GI none 

Exons 74., 214, 680.. 740 

Seq. No. 54643 

Gene No. 114592 
Start . 1 

Name OJ0p0322_17 . 04 19 . C7 . ol . ts 

Start 74 

GI none 
Exons 



Seq. ID OJ000322_17.0419.C7 
Strand 

End - 873 . 

Method GENSCAN 

End 740 

Score .77 



Seq. ID OJ000322_17.0419.C7 
Strand 

End 873 

Method TBLASTX : Soybean 

End .778 

Score 138 



74. .214, 87. .206, 90. .224, 127. ,216, 127. .231, 678. .758, 
680. .778, 680. .760 



Seq. No. 54643 
Gene No. 114592 
Start 1 

Name OJ000322_17 . 04 19 . C7 . ol . gp 

Start .162 

GI-- ' LIB3431-021-Pr-Kl-A3 * 

Exons 162.. 214, 680.. 759 

GI Descrip. ' 6016678/gb | AAF01505 . 1 | AC009991_1 6.0e-30 (AC009991) unknown 
protein [Arabidopsis thaliana] ' 



Seq. la OJ000322_17,0419.C7 
Strand 

End 873 , 

Method AAT/GAP 

End ■ 759 ' ^ 

Score 220 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. "-No. 
Gene No. 
Start 
Name 



54644 
114593 
1 

OJ000322_17. 0419.C9.ol.np 
1 

7485436 
1. . 61, • 1555. . 1777 

hypothetical protein Fi3M22.24 - Arabidopsis thaliana 
gi|3236256|gb|AAC23644.1| (AC004684) putative C2H2-type zinc 
finger protein [Arabidopsis thaliana] 



Seq. ID OJ000322_17,0419.C9- 
Strand 

End 1804 

Method AAT/NAP 

End 1777 

Score 181 



54644 

114593 

1 

OJ000322_17. 04 19.09. ol.gs 



Seq. ID OJ000322_17.0419.C9 
Strand 

End 1804 

Method GENSCAN 



55259 



start 
GI 

Exons 



1067 
none 

1067. .1804 



End 
Score 



1804 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54645 
114594 
1 

OJ000322_17.0419.Cll.ol.gp 
1 

428899 
1. .210 

3335357 2.0e-25 (AC003028) putative diphenol oxidase 
[Arabidopsis thaliana] >gi_4 8 95177_gb_AAD32764 . 1_AC007661_1 
(AC007661) putative diphenol oxidase [Arabidopsis thaliana] 



Seq. ID OJ000322_17.0419.C11 

Strand + 

End 2097 

Method AAT/GAP 

End 210 

Score" 420 



54645 
114594 
1 

OJ000322_17. 0419. Gil. ol.np ' 
1 

3805956 
1..665, 749. .885 

(Y13769) laccase [Populus balsamifera subsp. trichocarpa] 



Seq. ID OJ000322_17.0419.C11 

Strand + 

End 2097 

Method AAT/NAP 

End 885 

Score 1020 



54645 
114594 
1 

OJ000322_17.0419.Cll.ol.gs 
56 

none 

56. .665, 749. .835, 1946. .2097 

54645 
114594 
1 

OJ000322_17.041.9.Cll.ol.tc 
95 ■ 
none 



Seq. ID OJ000322_17.0419.C11 

Strand + 

End 2097 

Method GENSCAN 

End 2097 

Score .81 



Seq. ID OJ000322_17.0419.C11 

Strand + 

End 2097 

Method TBLASTX : Cress 

End 502 

Score 161 



95. .241, 95. .229, 115. .234, 236. .502, 263. .481, 274. .501 



54645 

114594 

1 

OJ000322_17.0419.Cll.ol.ts 

104 

none 



Seq. ID OJ000322_17 .0419.C11 

Strand + 

End 2097 

Method TBLASTX : Soybean 

End 879 

Score 162 



104. .232, 136. .234, 200. .676, 218. .670, 420. .677, 556. .705, 
729. .878, 747. .878, 748. .879 



54645 

114594 

1 

OJ000322_17 .0419.Cll.ol.tm 

325 
none 



Seq. ID OJ000322_17 .0419.C11 

Strand + 

End 2097 

Method TBLASTX : Mai ze 

End 87 9 

Score 313 



325. .510, 326. .676, 368. .661, 556. .705, 741. .875, 747. .815, 
748. .879 



55260 



Seq. No. 


54645 




Seq. ID 


OJ000322_17, 


.0419, 


.011 


Gene No. 






Strand 


+ 






bt art 


1 




End 


2097 






Name 


ojuouo^-^ 1 / . 04 ly , cii . o^ 


. tc 


Method 


TBLASTX: Cress 




Start 


ODD 




End 


882 






GI 


none 




Score 


135 






Exons 


c^r^r ^TO C^E^T CI ^ 1 A '\ 
300. .d/o, O0/..D/0/ 


o 

. . o 


lOf /4o . . ooZ, 


1 HO , . o / y 






Seq. No. 


54646 




Seq. ID 


UJ UUUozz 1/, 


n /I T n 

. U4 1 y . 


012 


Gene No. 


114595 




Strand 








o rar L 


1 




End 


"3 T Q Q 






Name 


ujuuuo^iz 1 / , U4 1 y . ciz . oi - 


.np 


Method 


A A / \1 A r> 

A/\i / NAr 






btart . 


i 




End 


814 








1 lU ddUo 




Score 


305 






Exons 














GI Descrip. 


tArUUiz/oj nypotneticai 


protein [Oryza 


sativa ] 






Seq. No. 


54646 




Seq. ID 


OJ DDL) JZ^ i / . 


. U4 ly . 


012' 


Gene No . 


114595 




Strand 








Start 


1 




End 


O "7 O C 






Name 


OJ000322 17. 0419. 012. ol. 


.gs 


Method 


GENSOAN 






Start 


113 






3785 






GI, 


^ none 




Score 


. by 






Exons - 


113.. 503, 1799.. 2007, 3608 


. .3785 








Seq*. No. 


54647 




Seq. ID 


OJuUUozz 1 / , 


. 04 ly . 


014 


Gene No. 


114596 




Strand 


+ 






Start 


247 




End 


o T n 






Name 


OJ000322 17.0419.C14.ol, 


.gs 


Method 


GENSOAN 






start 


247 




End 


379 








none 




Score 


.99 






Exons 


247. .379 












Seq. No. 


54647 




Seq. ID 


OJ000322 17, 


,0419. 


014 


Gene No. 


114597 




Strand 


-f- 






Start • 


1757.^. 




End 


2222 






Name 


OJ000322 17. 0419. 014.02, 


,gs 


Methbd 


GENSOAN 






Start 


1757 




End 


2222 






GI 


none 




, Score 


.81 






Exons 


1757. .2222 













Seq. No. 54648 
Gene No. 114598 
Start 1 

Name OJ000322_17 . 04 19 . 015 . ol . np 

Start 1 

GI 7485429 

Exons , 1. . 1128 

GI Descrip. hypothetical protein 

gi I 3236247 |gb|AAC23635. 1 1 (AC004 684) 
regulator [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322_ 
+ 

2564 
AAT/NAP 
1128 
991 



17.0419.015 



F13M22.15 - Arabidopsis thaliana 

putative SCARECROW gene 



Seq. No. 54648 Seq. ID 

Gene No. 114598 Strand 

Start 1 End 

Name OJ000322 17 . 04 19 . C15 . o2 . ts Method 



OJ000322_17.0419.C15 
+ 

2564 

TBLASTX: Soybean 



55261 



start 
GI 

Exons 



4 

none 
4. .417 



End 
Score 



417 
218 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'54648 
114598 
1 

OJ000322_17.0419.C15.o2. tm 
67 

none 



Seq. ID OJ000322_17.0419.C15 

Strand + 

End 2564 

Method TBLASTX : Maize 

End 407 

Score 311 



67. .294, 70. .252, 72. .293, 295. .396, 298".. 399, 300. .407 



54648 

114598 

1 

OJ000322_17.0419.C15.ol.tc 

136 

none 



Seq. ID OJ000322_17.0419.C15 

Strand + 

End 2564 

Method TBLASTX: Cress 

End 921 

Score. 233 

136. .387, 373. .525, 381. .506, 580. .648, 598. .654, 655. .921 



54648 

114598 

1 

OJ000322_17.0419.C15.ol.gs 

175 ^ 

none 

175. .1125 



Seq. ID OJ000322_17.0419.C15 

Strand + 

End 2564 

Method GENSCAN 

End 1125 

Score .5 



Seq. No. 54648 

Gene No. 114598 

Start 1 

Name OJ000322_17 .0419. C15 . ol . tm 

Start 408 

GI none 

Exons 408.. 527, 409.. 534, 574.. 654, 



Seq. ID OJ000322_17.0419.C15 

Strand + 

End 2564 

Method TBLASTX : Mai ze 

End 2556 

Score 161 

601. .654, 655. .1116, 655. .771, 



681. .983, 1053. .1118, 1367. .1429, 1368. .1430, 1813. .1851, 
.. 1814. .1858, 2432. .2545, 2436. .2546, 2440. .2556 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54648 

114598 

1 

OJ000322_17.0419.C15.ol.ts 

427 

none 



Seq. ID OJ000322_17.0419.C15 

Strand + 

End 2564 

Method TBLASTX : Soybean 

End 2564 

Score 100 



427. .525, 430. .516, 652. .1110, 792. .983, 1814. .1882, 1816. .1854, 
'2420.. 2527, 2421.. 2564 



Seq. No. 54648 

Gene No. 114598 

Start 1 

Name OJ000322_17 . 04 19 . C15 . o2 , np 

Start 730 

GI . 4580525 

Exons 730.. 1128 

GI Descrip. (AF036306) scarecrow-like 9 [Arabidopsis thaliana] 



Seq. ID OJ000322_17.0419.C15 

Strand + 

End 2564 

Method AAT/NAP 

End 1128 

Score 409 



Seq. No. 



54648 



Seq. ID OJ000322_17.0419.C15 



55262 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



114598 Strand 
1 End 

OJ000322_17.0419.C15.ol.tw . Method 
8 67 End 
none Score 



+ 

2564 

TBLASTX: Wheat 

2543 

175 



867. .977, 871. .1017, 1024. .1116, 1062. .1118, 1814. .1882, 
2441. .2539, 2442. .2543 



54648 

114598 

1 

OJ000322_17.0419.C15.o2.tc 

925 

none 



Seq. ID OJ000322_17.0419.C15 

Strand + 

End 2564 

Method TBLASTX : Cress 

End 2534 

Score 191 



925. .1110, 1814. .1882, 2420. .2527, 2433. .2534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



=^ Seq. No. 
f Gene No. 
3 Start 
J Name 

Start 

GI 

Exons 



54-648 
114598 
1 

OJ000322_17.0419.C15.ol.gp 
982 

LIB3433-022-P1-K1-C11 
982. .1302 

'576771/gb|U16256|OSU16256 O.Oe+00 Ory^a sativa cone SRI 
sucrose-regulated mRNA, 3 ' ' -end sequence* 



Seq. ID OJ000322_17.0419.C15 
Strand + 

2564 
AAT/GAP 
1302 
604 



End 

Method 

End 

Score 



Seq. ID OJ000322_17.0419.C16 

Strand + 

End 7 61 

Method AAT/NAP 

End 737 

Score 563 



54649 
114599 
1 

OJ000322_17.0419.C16.ol.np 
1 

7487873 
1. .737 

hypothetical protein T9I4.14 - Arabidopsis thaliana 

gi|34 6184 6|gb|AAC33232.1| (AC005315) putative SCARECROW gene 

regulator [Arabidopsis thaliana] 



54*64 9 

114599 

1 

OJ000322__17 .0419.C16.ol.gs 
75 ., 
none 
75. .761 



Seq. ID ,OJ0p0322_17.0419.C16 

Strand 4- 

End 7 61 

Method GENSCAN 

End 761 

Score .94 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



54649 

114600 

414 

OJ000322_17.0419.C16.ol.tm 
45 

none 



Seq. ID OJ000322_17.0419.C16 
Strand 

End 744 

Method TBLASTX : Maize 

End 731 

Score 230 



45. .275, 48. .275, 276. .368, 278. .370, 282. .371, 360. .647, 
366. .731, 380. .730 



54649 

114600 

414 



Seq. ID OJ000322_17.0419.C16 

Strand 

End 744 



55263 



Name 

Start 

GI 

,Exons 



OJ000322_17 . 04 1 9 . CI 6 . ol . ts Method TBLASTX : Soybean 

54 End 734 

none Score 80 

54. .149, 150, .275, 267. ,368, 27-8 .. 370 , 362 .. 733, 366. .734 



Seq. No. 54649 

Gene No. 114600 

Start 414 

Name ' OJ000322_17 . 04 19 . C16 . ol . tc 

Start 276 

GI none 

Exons 276.. 368, 366.. 734, 386.. 595 



Seq, ID OJ000322_17.0419.C16 

Strand 

End 744 

Method TBLASTX: Cress 

End 734 

Score 81 



Seq. No. 


54649 


Seq. ID 


OJ000322__17.0419.< 


Gene No, 


114600 


Strand 




Start 


414 


End 


744 


Name 


OJ000322 17.0419.C16.ol.gp 


Method 


AAT/GAP 


Start 


414 


End 


744 


GI 


uC-osflM202039c07bl 


Score 


586 


Exons 


414. .744 






GI Descrip. 


»3461846 2.0e-26 (AC005315) 


putative 


zinc-finger protein 




[Arabidopsis thaliana] * 






Seq. No. 


54650 


Seq. ID 


• OJ000322_17. 0419.1 


Gene No. 


114601 


Strand 


+ 


Start 


1 


End ' . 


- 254 


Name 


OJ000322 17.0419.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


254 


GI 


4580531 


Score 


90 


Exons 


1. .254 






GI Descrip. 


{AF036309) scarecrow-like 14 


[Arabidopsis thaliana] 



Seq. No. 54650 Seq, ID 

Gene No. 114602 Strand 

Start. 652 End 

Name ' OJ000322_17 . 04 19 . C17 . ol . gs Method 

Start 652 End 

GI none ' Score 

Exons 652. . 1210 



OJ000322_17.0419,C17 
+ 

1210 
GENSCAN 
1210 • 
.95 . 



Seq. No. 54651 Seq. ID 

Gene No. 114603 . . Strand 

Start 1 

Name OJ000322_17 . 04 19 , C18 , ol . np Method 

Start 1 End 

GI 7487873 Score 

Exons . 1. . 1047 • 

GI Descrip. hypothetical protein T9I4.14 - Arabidopsis thaliana 

gi I 34 6184 6|gb|AAC33232. 1 I {AC005315) putative SCARECROW gene 
regulator [Arabidopsis thaliana] 



OJ000322__17.0419.C18 
+ 

2095 
AAT/NAP 
1047 
689 



Seq, No, 54651 Seq, ID OJ000322_17 , 04 19 . CI ? 

Gene No," 114603 , Strand + 

Start 1 ■■ End 2095 

Name OJ000322_17 . 04 19 . C18 . ol . gs Method*- GENSCAN 

Start 124 End 2095 

GI none Score .76 



55264 



Exons 



124. .1038, 1995. .2095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54651 

114604 

724 

OJ000322_17.0419.C18.ol.tc 

121 

none 



Seq. ID OJ000322_17. 0419. CIS 

Strand - - 

End 1054 

Method TBLASTX : Cress 

End 84 9 

Score 142 



121. .324, 162. .287, 298. .417, 310. .462, 463. .585", 586. .678, 
676. .849 



54651 

114604 

724 

OJ000322__17 .0419.C18.ol.tm 

136 

none 



Seq. ID OJ000322_17.0419.C18 
Strand 

End 1054 

Method TBLASTX: Maize 

End 1038 

Score 275 



136. .465, 151. .456, 462. .599, 463. .594, 586. .678, 592..681, • 

670. .876, 672.. 1037, 676.. 1038 

54651 Seq. ID OJ000322_17 . 04 19 . C18 

114604 Strand 

724 End 1054 

OJ000322_17 .0419. C18 . ol . ts Method TBLASTX : Soybean 

364 End 1038 

none Score 84 

364.V.462, 463. .585, 577. .711, 588. .680, 672. .1034, 676. . 1038 



54651 
114604 
724 

OJ000322_17.0419.C18.ol.gp 
724 

uC-osflM202039c07bl 
724.. 1054 

'3461846 2.0e-26 (AC005315) putative zinc-finger protein 
[Arabidopsis thaliana] * 



Seq. ID OJ000322_17.0419.C18 
Strand 

End 1054 

Method AAT/GAP 

End 1054 

Score 634 



54652 
114605 
194 

OJ000322_17.0419.C19.ol.np 
194 ■ 
-.6478923 
194. .237, 328. .393, 498. .638 

(AC011436) putative alpha-hemolysin [Arabidopsis thaliana] 



Seq. ID OJ000322_17.0419.C19 
Strand 

End 68 63 

Method AAT/NAP 

End 638 ' 

Score 242 



54652 

114 605 • 
194 

OJ000322_17.0419.C19.ol.gp 
324 

553_2.R1084 
324. .393, 498. .553 

*576771/gb|U16256|OSU16256 O.Oe+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 ' ' -end sequence' 



Seq. ID OJ000322_17.0419.C19 
Strand 

End 6863 

Method AAT/GAP 

End 553 

Score 174 



55265 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq, No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54652 

114605 

194 

OJ000322_17 , 04 19 . C19 . ol , gs 

361 

none 



Seq. ID OJ000322_17.0419.C19 
Strand 

End 68 63 

Method GENSCAN 

End 5364 

Score ,56 



361. .393, 543. .712, 1377. .1447, 2272 2372, 3233 .. 3438 , 
4146. ,4278, 4409, .4560, 4715. .4983, 5224. .5364 



54652 

114605 

194 

.OJ000322_17.0419,C19.ol.tm 
362 
none 



Seq. ID OJ000322_17.0419.C19 
Strand 

End 6863 

Method TBLASTX : Maize 

End 8 66 

Score 43 



362, .394, 363. ,395, 491. .637, 495. .641, 496, .636, 734, ,814, 
753. .866, 757. .816 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

GI Descrip, 



54652 ■ 
114605 
194 

OJ000322_17,0419,C19.o2.np 
2221 

81286 ... ^ 



Seq. ID OJ000322_17. 041*9.019 
Strand 

End 6863 

Method AAT/NAP 

End 68 63 

Score . 118 



2221, ,2319, 3117. .3222, 3628. .3673, 4197. .4339, 4409. .4648, 
6810, , 6863 

extensin - Volvox carter! (fragment) gi I 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No, '54653 

Gene No. 114606 

Start 69 

Name OJ000322_17 . 04 19 , C20 . ol . gs 

Start 69 

GI none 

Exons 69.. 209 



Seq. ID OJ000322_17. 0419. 020 
Strand 

End 209 

Method GENSCAN 

End 209 

Score ,87 



.Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 
Seq. No, 



54653 
114607 
579 

OJ000322_17.0419,020,ol.np 
579 

7106528 
579. .711, 922. .970 

(AP001278) EST D4077 4 ( S2920 ) corresponds to a region of the 
predicted gene,; hypothetical protein [Oryza sativa] 



Seq. ID OJ000322_17. 0419. 020 
Strand 

970 

AAT/NAP 
970 
70 



End 

Method 

End 

Score 



54654 
114 608 
2728 

OJ000322_17,0419.O24 .ol.np 
2585 
7340688 
2585. .3416, 3925. .3973 - 

(AL162508) thaumatin-like protein [Arabidopsis thaliana] 



Seq, ID OJ000322_17, 0419. 024 
Strand 

End 3973 

Method AAT/NAP 

End 3973 

Score 810 



54654 



Seq. ID OJ000322_17. 0419. 024 



55266 




Gene No. 


114608 








Strand 




Start 


2728 








End 


3973 


Name 




. U4 1 y 


. Cz4 . Ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2608 








End 


3399 


GI 


none 








Score 


64 


Exons 


2608 . . 2664 , 


2743 


o ri c 

. . 2952 , 


274 4 . 


.2950, 2950. .3120, 3053. .3100, 






3122 


o o T n 








Seq. No, 


54654 








o _ T n 
beq. lu 


UJUUUjZZ 1 / .Ufiiy.L/Z^ 


Gene No. 


114608 








Strand 




Start 










End 


3973 


Name 


OJ000322_17 


.0419 


. C24 . o2 


.gs 


Method 


GENSCAN 


Start 


2728 








bna 


"5 T t; 


GI 


none 








Score 


Q 1 
. O / 


Exons 


2/^o..o4ol, 




. . JbJo 








Seq. :No, 


54654 








beq. lu 


UJUUUjZZ l/,Ufliy.UZ4 


Gene -No.. 


114608 








Strand 




Start 


272o 








. End . 


3973 


Name 


OJ000322_17 


.0419 


. C24 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2731 








End 


2956 


GI 


none 








Score . 


71 


Exons 


2 /il . . ZouZ, 


2 / / D 


o c c 

. .2900, 


o T n o 

z / yz . 


.2956 




Seq. No. 


54654 








Seq. ID 


OJ000322__17.0419.C24 


Gene No. 


114608 








Strand 




Start 


2728 








End 


3973 


Name 


OJ00U322 17 


. U4iy 


. C2 4 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2734 








End 


3399 


GI 


none 








Score 


73 


Exons 


2734 , . 2952 , 


2735 


. . 2 950 , 


o n c A 

2950 . 


.3120, 3053. .3100, 3119. .3370, 




3121 . .3399 












Seq. No. 


54654 








Seq. ^ID 


OJ000322_17.0419.C24 


Gene No. 


114608 








Strand 




Start' 


2728 








End 


3973 


Name 


OJ0u03z2 17 


.0419 


. C2 4 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2770 








End 


3304 


GI 


none 








Score 


95 


Exons 


2770 . . 2868 , 


2878 


. .294 0, 


3055 . 


.3105, 3166. .3264, 3167. .3259, 




3251 . . 3304 












Seq. No. 


54654 








Seq. ID 


OJ000322_17.0419.C24 


Gene No. 


114608 








Strand 




Start 


2728 








End 


3973 


Name 


OJ000322_17 


.0419 


. C24 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2968 








End 


3276 


GI 


none 








Score 


43 


Exons 


2968 . . 3003, 


3055 


. .3165, 


3062 . 


.3100, 3119. .3187, 3172. .3276, 




317 9 . .3262 












Seq. No. 


54655 








Seq. ID 


OJ000322_17.0419.C25 


Gene No. 


114609 








Strand 




St^rt 


259 








End 


456 


Name 


OJ000322 17 


.0419 


.C25.01 


.gs 


Method 


GENSCAN 


Start 


259 








End 


456 


GI 


none 








Score 


.79 



55267 



m 



Exons 



259. .456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54656 Seq. ID 

114610. " Strand 
1 End 
OJ000322__17 .0419. C27 . ol . np Method 
1 End 
7485429 Score 
1..102, 5818. .6596 

hypothetical protein F13M22.15 - Arabidopsis thaliana 
gi|3236247|gb|AAC23635.1| (AC004684) putative SCARECROW gene 
regulator [Arabidopsis thaliana] 



OJ000322__17.0419.C27 
+ 

6596 
AAT/NAP 
6596 
627 



54656 Seq. ID 

114610 Strand 

1 " End 
OJ000322_17 . 0419. C27 . ol . gs Method 

853 End 

none Score 

853.. 927, 2338.. 2596, 3395.-3454, 3527 
5002. .6575 



OJ000322_i7.0419.C27 
+ 

6596 
GENSCAN 
6575 
.42 

,.3829, 3957. .4105, 



Seq. No. 54656 
Gene No. ■ 114610 

Start 1 

Name OJ000322_17 .0419. C27 . ol . ts 

Start 5839 

GI none 

Exons , 5839.-6429, 6168.. 6281 

Seq. No- 54656 

Gene No. 114610 

Start 1 

Name OJ000322_17 . 04 19 . C27 . ol . tm 

Start 5925 

GI none 

Exons 5925.. 6134, 5926.. 6153, 5931, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_17.0419.C27 
+ 

6596 

TBLASTX : Soybean 

6429 

279 



OJ000322_17-0419.C27 
+ 

6596 

TBLASTX: Maize 
6366 • 
92 



,6152, 6154.. 6255, 6157.. 6258, 
6159.. 6266, 6186.. 6287, 6237'.. 6365, 6240.. 6365, 6241.. 6366, 
6259.. 6366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54656 

114610 

1 

OJ000322 

5995 

none 



Seq. ID OJ000322_17.0419.C27 



17.0419.C27.ol.tc 



Strand 
End 

Method 

End 

Score 



6596 

TBLASTX: Cress 

6423 

220 



5995.. 6246, 6219.. 632,9, 6232.. 6423, 6244.. 6414 



54657 

114611 

1 

OJ000322_17 -0419-C30.ol.np 
1 

6434201 

1..21, 370. .480, 627. .728, 



829 



Seq. ID 

Strand 

End 

Method 
End 
Score 
891, 



OJ000322_17.0419.C30 

1672 
AAT/NAP 
1672 
95 

1621. .1672 



(AJ002590) CycD3;3 [Lycopersicon esculentum] 



55268 



Seq. No. 54657 Seq. ID 

Gene No. 114611 Strand 

Start 1 End 
Name . OJ000322_17 . 0419 , C30 . ol . gs Metho.d 

Start 193 • End 

GI none Score 

Exons 193. .486, 630. .728, 1136. .1435 

Seq. No. 54658. : Seq. ID 

Gene No. 114612 Strand 

Start 5494 End 

Name OJ000322_17 .0419. C32 . o2 . gs Method 

Start 5494 End 

GI none Score 

Exons 5494.. 5670 



OJ000322_17.0419.C30 

1672 
GENSCAN 
14 35 
.95 



OJ000322_17.0419.C32 
+ 

5670 
GENSCAN 
5670 
.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54658 

114613 

1024 

OJ000322_17. 0419.C32.ol.np 

1024 

6907086 



Seq. ID OJ000322_17.0419.C32 
Strand 

End 4261 

Method AAT/NAP 

End 3572 

Score 1020 



1024 .M394, 1434 . .1552, 1768. .1929, 1990. .2616, 3442. .3572 
(AP001129) -hypothetical protein [Oryza sativa] 



54658 Seq. ID 

114613 Strand 

1024 End 

OJ000322_17. 0419.C32.o2.np Method 

3240 End 

4680186 Score 
3240. .3658, 4190. .4261 

{AF111709) unknown [Oryza sativa subsp. 



OJ000322_17.0419.C32 

4261 
AAT/NAP 
4261 
177 

indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322 17.0419.C32 



9490 
AAT/GAP 
9234 
3328 



54658 
114614 
6296 

OJ000322_17.0419.C32.ol.gp ' 
6124 

1027_1.R1084 

6124. .6414, 7019. .7103, 7449, 
8686. .8984, 9084. .9234 

'3914603/sp|P93431|RCA_ORYSA O.Oe+00 RIBULOSE BISPHOSPHATE 
CARBOXYLASE/OXYGENASE ACTIVASE, CHLOROPLAST PRECURSOR (RUBISCO 
ACTIVASE) >gi_1778414 (U74321) ribulose-1 , 5-bisphosphate 
carboxylase/oxygenase activase [Oryza sativa] * 



,7730, 7823. .8295, 8381. .8572, 



Seq. No. 


54658 








Seq, ID 


OJ000322_17.0419.C32 


Gene No. 


114614 








Strand 




Start 


6296 








End 


9490 


Name 


OJ000322 17 


.0419 


C32.03 


.gs 


Method 


GENSCAN 


Start 


6296 








End 


9490 


GI 


none 








• Score 


.73 


Exons 


6296. . 6414, 
9272. . 9395, 


7449 
9465 


.7730, 
. 9490 


7823. 


.8295, a 


381. .8572,. 8686. .8984, 



Seq. No, 



54658 



Seq. ID OJ000322_17.0419.C32 



55269 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



114614 Strand 

6296 End 9490 

OJ000322_17.0419.C32.o3.np Method AAT/NAP . 

7427 r End 9119 

3914603 ■'. Score 2085 

7427. .7730, 7823. .8295, 8381. .8572, 8686. .8984, 9084. .9119 

RIBULOSE BISPHOSPHATE CARBOXYLASE /OXYGENASE ACTIVASE, 

CHLOROPLAST PRECURSOR (RUBISCO ACTIVASE) gi 11778414 (U74321) 

ribulose-1, 5-bisphosphate carboxylase/oxygenase activase [Oryza 

sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322 17.0419.C32 



Seq. No. 54658 
Gene No. 114615 
Start 11178 

Name OJ000322__17 . 0419 . C32 . o2 . tw 

Start 6169 
GI none 

Exons 6169.. 6234, 6273.. 6386, 6275 

7442. .7690, 7444. .7731, 7445 
11179. .11292, 11184. .11291, 11304 .. 11399, 11334 .. 114 02 , 
11404 . .11454, 11405. .11446, 114 60 .. 11540, 11461. .11541 



11542 

TBLASTX: Wheat 
11541 
53 

6394, 6294. .6401, 6399. 
7732, 7824. .7847, 7824. 



6422, 
7847, 



Seq. No. 54658 
Gene No. 114615 
Start 11178 

Name OJ000322_17 . 04 19 . C32 . ol . tc 

Start 6293 
GI none 
Exons 6293 

7825 

8383 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322 17.0419.C32 



6391, 6300.. 6389, 7447 
8298, 8376.-8468, 8380 
8574, 8673.. 8864, 8683 
11181. .11291, 11304. .11399, 11322 .. 11399, 11404 .. 11445, 
11405. .11452, 11460. .11540, 11461. .11541 



11542 

TBLASTX: Cress 
11541 
118 

7731, 7448. .7732, 7824. .8297, 
8571, 8381. .8572, 8381. .8530, 
8838, 8747. .8860, 11179 .. 11292 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54658 

114615 

11178 

OJ000322_17 . 0419 . C32 . ol . ts 
6302 



Seq. ID OJ000322__17. 0419.C32 
Strand 

End 11542 
Method TBLASTX: Soybean 
End 11541 
none Score 106 

6302. .6391, 6309. .6386, 7447. .7731, 7448. .7732, 7824. .7877, 
7825. .7881, 7875. .7979, 7876. .7980, 7900. .7980, 7980. .8297, 
7981. .8298, 8133. .8303, 8381. .8575, 8381. .8530, 8383. .8565, 
8676. .8786, 8683 .. 8787, 8746 .. 8838, 8775. .8876, 11184 .. 11303, 
11191. .11304, 11304. .11399, 11374 .. 11397, 11404 .. 11445, 
11460. .11540, 11461.. 11541 



Seq. No. 54658 
Gene No. 114615 
Start 11178 

Name OJ000322_17 . 04 19 . C32 . ol . tm 

Start 7442 
GI none 
Exons 7442. 

8381. 

8682. 

9066. 



690, 7450.. 7731, 7454, 
566, 8383.. 8571, 8383, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7732, 7824 
.8571, 8668 



OJ000322 17.0419.C32 



li 

8.1 

8909, 8695. .8838, 8738. .8869, 8844. .8978, 8929. .8973, 
9107, 9083.. 9106, 11304 .. 11399, 11334 .. 11399, 



11542 

TBLASTX: Maize 
11541 
331 

8297, 7825.. 8298, 
8838, 8682. .8789, 



55270 



11374, ,11400, 11404. .11445, 11405 .. 114 4 9, 114 06 ,. 114 59, 
11460.-11540, 11461, .11541 



Seq. No. 54658 
Gene No. . 114615 

Start 11178 

Name OJ000322_17 . 0419 . C32 . ol . tw 

Start 7848 

GI none 

Exons 7848. .8177, 7849. .8181 

Seq. No. 54658 

Gene No. 114615 

Start 11178 

Name OJ000322_17 . 0419 . C32 . o4 . gs 

Start 11178 

GI none 

Exons . 11178. .11396 



Seq. ID OJ000322_17.0419.C32 
Strand 

End 11542 

Method TBLASTX : Wheat 

End 8181 

Score 453 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_17.0419.C32 

11542 
GENSCAN 
11396 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322 17.0419.C32 



54658 
114615 
11178 

OJ000322_17 .0419. C32 . o4 . np 
11178 
100614 
11178. .11542 

ribulose-bisphosphate carboxylase activase (EC 6.3.4.-) A long 
form precursor - barley (fragment) gi | 167089 | gb | AAA62701 . 1 | 
(M55446) ribulose 1 , 5-bisphosphate carboxylase activase [Hordeum 
vulgare] 



11542 
AAT/NAP 
11542 
391 



54659 

114616 

1 

OJ000322_17 . 0419 . C33 . ol . np 



OJ000322 17.0419.C33 



Seq. ID _ 
Strand 

End 1241 
Method AAT/NAP 
,1 End 1241 

3914603 . , Score 412 

1..119, 191.. 294, 341.. 671, il83.'.l241 

RIBULOSE BISPHOSPHATE CARBOXYLASE /OXYGENASE ACTIVASE, 
CHLOROPLAST PRECURSOR (RUBISCO ACTIVASE) gi| 1778414 (U74321) 
ribulose-1, 5-bisphosphate carboxylase/oxygenase activase [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



54659 

114616 

1 

OJ000322_17 . 04 19 . C33 . ol . tc 

2 

none 



Seq. ID OJ000322_17.0419.C33 
Strand 

End 1241 

Method ■ ^- TBLASTX: Cress ■ 

End 559 

Score 116 



2. .139, 3. .104, 191. .238, 193. .240, 220. .279, 238. .276, 
276. .302, 278. .301, 385 . . 4 17 , 386 , . 4 15 , 416. .559, 426. .527 



54659 

114616 . ■ " 

1 

OJ000322_17.0419.C33.ol.tm 
2 



Seq. ID OJ000'322_17.0419.C33 
Strand 

End 1241 

Method TBLASTX: Maize 

End 571 



55271 



• 



GI 

Exons 



none Score _ 100 

2. .139, 5. .103, 191. .247, 193. .240, 238. .276, 238.-276, 

39.0. .527, 416. .571, 417. .527, 421. .546 



Seq. No. 54659 Seq. ID 

Gene No. 114616 ' Strand 

Start 1 End 

Name OJ000322_17 .0419. C33 . ol . gs Method 

Start 33 End 

GI none • Score 

Exons 33.. 119, 191.. 300, 389.. 589 



OJ000322_17.0419.C33 

1241 
GENSCAN 
589 
.79 



Seq. No. 54659 Seq. ID 

Gene No. 114616 Strand 

Start 1 End 

Name OJ000322_17 . 04 19 . C33 . ol , ts Method 

Start 220 End ' 

GI none Score 
Exons 



OJ000322_17.0419.C33 
1241 

TBLASTX : Soybean 

565 

60 



220. .276, 237. .275, ■ 238. .279, 278. .298, 382. .417, 410. .466, 
416. .565, 426. .527 



Seq. No. 54660 Seq. ID OJ000322_17 . 04 1 9 . C34 

Gene No. 114617 Strand + 

Start 9702 , End 10987 

Name ■ OJ000322_17 . 04 19 . C34 . o3 . gp Method AAT/GAP 

Start 9227 End 9418 

GI 5667165 Score 368 

Exons 9227.. 9418 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54660 

114617 

9702 

OJ000322_17. 0419.C34 .o2.np 

9502 

6907086 



Seq. ID OJ000322_17.0419.C34 

Strand + 

End 10987 

Method AAT/NAP 

End 10987 

Score 1278 



9502. .10283, 10343 .. 10590 , 108 13 .. 10987 
(AP00il29) hypothetical protein [Oryza sativa] 



Seq. No. 


54660 




Seq. ID 


OJ000322_17.0419.C34 


Gene No. 


114617 




Strand 


+ 


Start 


9702 




End 


10987 


Name 


OJ000322 17.0419.C34.o2 


.gs 


Method 


GENSCAN 


Start 


9702 




End 


10289. 


GI 


none 




Score 


1 


Exons 


9702. .10289 








Seq. No. 


54660 




Seq. ID 


OJ000322_17 .0419.C34 


Gene No. 


114618 




Strand 




Start 


483 




End 


7142 


Name 


OJ000322 17.0419.C34.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


482 




End 


2124 


GI 


none 




Score 


154 


Exons 


482. .613, 816. .980, 817 


. .981, 


822. .995, 


1833. .1934, 1842. .1901, 




1843. .1944, 2007. .2048, 


2089. 


.2124 





55272 



Seq. No. 54660 Seq, ID 

Gene No. 114 618 Strand 

Start 483 End 

Name OJ000322_17 . 0419. C34 . ol . gs Method 

Start 483 ' End 

GI none Score 

Exons 483. .604, 696. .786, 817. .925, 1855 
4307. .4470, 4915. .5078, 6500. .6786 



OJ000322_17 .0419.C34 

7-142 
GENSCAN 
6786 
.7 

1932, 3705.. 3756, 



Seq. No. 54660 Seq. ID 

Gene No. 114618 Strand 

Start 483 End 

Name OJ000322_17 . 0419 . C34 . ol . gp Method 

Start 897 End 

GI LIB3477-011-P1-K1-C6 Score 

Exons 897.. 981, 1855.. 1932, 2008 
GI Descrip. 



OJ000322_17,0419.C34 

7142 
AAT/GAP 
2417 
673 



2160, 2356. .2417 
'5670155/gb|AF161269. 1 IAF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence' 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



54660 

114618 

483 

OJ000322 
3714 
none 
3714 
4045 
4916 
6581 



17.0419.C34.ol.ts 



3827, 3727. .3861, 3930, 

4191, 4287. .4472, 4295, 

5083, 4917. .5087, 6499. 
6673 



OJ000322_17. 0419. 034 
7142 

TBLASTX : Soybean 

6.675 

102 



Seq. ID 
Strand 
End 

Method 

End ., 
Score 

.3977, 3931. .3981, 4017 .". 4196, 
.4471, 4907. .5086, 4911. .5072, 
.6582, 6500.. 6583, 6580.. 6675, 



Seq. No. 54660 

Gene No. 114618 

Start 483 

Name OJ000322_17 .0419. C34 . ol . np 

Start 3720 

GI- 7546703 

Exons. 3720.. 3831, 3934.. 4193, 4307. 
7058.. 7142 

GI Descrip. {AL163652) membrane protein [Arabidopsis thaliana] 



OJ000322_17.0419.C34 

7142 
AAT/NAP 
7142 
881 

,4470, 4915. .5078, 6500. .6746, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 54660 
Gene No. 114618 
Start ■ 483 

Name OJ000322_17 . 0419 . 034 . ol . tm 

Start 3723 
GI none 

Exons 3723.. 3830, 3727.. 3846, 3927, 

4292.. 4435, 4307.. 4396, 4326". 
4916. .5068, 4917. .5081, 6499. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4196, 3928 
.4397, 4397 



OJ000322 17.0419.034 



7142 

TBLASTX: Maize 
6681 
9.6 

3993, 4042, 
4471, 4907. 



,6582, 6500.. 6583, 6583. 



,4191, 
.5086, 
.6681 



Seq. No. 54660 

Gene No. 114618 

Start 483 

Name ' OJ000322_17 . 04 19 . 034 . ol . tw 

Start 3931 

GI none 
Exons 



Seq. ID OJ000322_17 . 0419.034 
Strand 
End 

Method 
End 
Score 



7142 

TBLASTX: Wheat 

4397 

55 



3931. .3993', 3933. .3992, 3996. .4196, 4044. .4169, 4051. .4194, 



55273 






49Q9 A'?.Qf, 




4 -3UO . 


. 4 J y / 








beg • iNO . 








Seq. ID 


OJ000322 


_17.0419 


.034 


Gene No . 


1 T /I 1 Q 
i 14 Dio 






Strand 








Start 


483 






End 


7142' 






Name 


OJ000322_17. 


0419. 034. ol. 


tc 


Method 


TBLASTX : 


Oress 




o tar r 


4 U 4 






End 


6675 








none 






Score 


55 






Exons 


/in^/l A CiT^ 


A D^i A^ ^ 0 


4 1 UZ . 


.4191, 4110. .4196, 


4271. .4444, 






AOQO A AT\ 


4 y ui . 


.5086, 4911. .5081, 


6499. .6579, 




DOUU . . ODOV f 


bOOU. . bb ID 












Seq. No. 


54660 






beq . xu 




17 n 4 1 Q 
X / . U 4 X ^ 




Gene No. 


114618 






b urana 








o uar L. 


4 ft 
*± O J 






iiina 


/ X 4 Z 






Name 




U4 1 y . Uo4 . oz . 




4- Vi *H 




TaTH o a 4- 




otar L 








ttXlCi 


R 1 
b bo 1 






n T 
bX 


n.one 






Score 


1 n 

1 U D 






Exons 


d4 y D . . booZ / 


boUU. .booJ, 


boo J . 


.6681 








Seq. No. 


54660 






Seq. ID 


OJ000322 


_17.0419 


034 


Gene No. 


114618 






Strand 








o uarti 


4 o J 






End 


714 9 
/ X 4 Z 






Name 




U4 1 y . U J4 . OZ . 


gp 


Method 


7\ 7\ m /PZ\ D 






b tart: 


bbb4 






End 


*^ft QP 
D o y 0 














Score 


4 9 Q 

4 Z ^ 






Exons 


bbb4 , . bo yo 














beq . NO . 


54661 






Seq. ID 


OJ000322 


_17.0419 


035 


Gene No. 


114619 






Strand 








Start 


817 






End 


2905 






Name 


OJ000322 17. 


0419. 035. Ol. 


np 


Method 


AAT/NAP 






btiar t 


817 






End 


2905 








7339707 






Score 


61 






Exons 


817. .834, 2364. .2469, 28 


85, .2905 








bi uescxip. 


{AP001539) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


54662 






Seq. ID 


OJ000322 


_17.0419, 


036 


Gene No. 


114620 






Strand 


+ 






b Larc 


20 






End 


2201 






Name 


OJ000322 17. 


0419. 036.01. 


gs 


Method 


GENSOAN 






C -1- ■= >~ 4- 

btiar L 


20 






End 


2201 








none 






Score 


.66 






Exons 


20. .161, 178 


..326, 1606. 


.1779 


, 2184. .2201 






beq. NO. 


54662 






Seq. ID 


OJ000322 


_17.0419. 


036 




114621 






Strand 


+ 






Start 


4182 






End 


7370 






Name 


OJ000322 17. 


0419. 036. Ol. 


np 


Method 


AAT/NAP 






Start 


4182 






End 


7355 






GI 


7485429 






Score 


1075 






Exons 


4182. .4203, 


6109. .7355 












GI Descrip. 


hypothetical 


protein F13M22.15 - Arabidopsis thaliana 





gi|3236247|gb|AA023635.1| (AO004 684) putative SOARECROW gene 
regulator [Arabidopsis thaliana'] 



Seq. No. 54662 Seq. ID OJ000322_17 . 04 19 . 036 



55274 



Gene No. 114621 Strand + 

Start 4182 End 7370 

Name OJ000322_17 . 0419 . C36 . o2 . gs Method GENSCAN 

Start 5292 . End 7370 

GI none Score' .'96 

Exons 5292.. 7370 



Seq. No. 54662 Seq. ID 

Gene No. 114621 Strand 

Start 4182 End 

Name OJ000322_17 . 04 1 9 . C36 . o2 . tm Method 

Start 6189 End 

GI none Score 

Exons 6189.. 6407, 6203.. 6403 



OJ000322_17.0419.C36 
+ 

7370 

TBLASTX: Maize 

6407 

260 



Seq. No. 54662 Seq. ID 
Gene No. 114621 Strand 
Start 4182 Erid 
Name OJ000322_17 . 04 19 . C36 . o2 . ts Method- 
Start 6195 End 
GI none Score 
Exons 6195.. 6632 



OJ000322_17.0419.C36 
+ 

7370 

TBLASTX: Soybean 

6632 

233 





Seq. No. 


54662 






Seq. ID 


OJ000322_17..0419.C3 




Gene No. 


114621 






Strand 


+ 


^ i 5 


Start 


4182 






End 


7370 


r : § 


Name 


OJ000322 17 


0419.C36.ol 


tc 


Method 


TBLASTX: Cress 




Start 


6351 • 






End 


7151 




GI 


none 






Score 


212 




Exons 


6351. .6587, 


6590. .6685, 


6591. 


.6779, 6882.. 7151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



54662 

114621 

4182 

OJ000322_17.0419.C36.ol.tm 

6413 

none 

6413, .6748,. 6414. .6785, 6414. 
7097. .7204, 7289. .7336 

54662 
114621 
4182 

OJ000322 17.0419..C36.ol.ts 



6642 
none 

6642. . 6785, 
7097. .7210, 



Seq. ID OJ000322_17.0419.C36 

Strand + 

End 7370 

Method TBLASTX : Maize 

End 7337 

Scorgf". -.381 ■ 
.6758, 6813. .6890, 6882. .7337, 



6644. .6748, 
7283. .7345 



Seq. ID OJ000322_17.0419.C36 

Strand + 

End 7370 ' 

Method TBLASTX : Soybean 

End 7345 

Score 163 
6867. .6971, 6870. .7337, 6932. .7021, 



Seq. No. 


54662 






Seq. ID 


OJ000322_17.0419 


Gene No. 


114621 






Strand 


+ 


Start 


4182 






End 


7370 


Name 


OJ000322 17 


0419. 


C36.o2.tc 


Method 


TBLASTX: Cress 


Start 


6819 






End 


7337 


GI 


none 






Score 


62 


Exons 


6819. .6881, 


7152. 


.7337 







55275 



Seq. No. 54662 Seq, ID 

Gene No. 114621 Strand 

Start 4182 End 

Name OJ000322_17 . 0419 . C36 . ol . tw Method" 

Start 7097 End 

GI none Score 
Exons 



OJ000322_17.0419.C36 
+ 

7370 

TBLASTX: Wheat 

7346 

170 



7097. .7204, 7098. .7244, 7119. .7223, 7245. .7346, 7289. .7342, 
7296. .7346 



Seq. No. 54663 

Gene No. 114622 

Start 446 

Name 0 J000322_17 .0419. C37 . ol . gs 

Start 446 

GI none 
Exons 



Seq.- ID OJ000322_17. 0419.C37 

Strand + ' \ 

End 2560 

Method GENSCAN 

End 2289 

Score . 52 



446. .603, 779. .970, 1776. .1988, 2002. .2289 





Seq. No. 


54 663 




Gene No . 


114 622 




otarr 


fl 4 D 




Name 


OJ000322 17.0419.C37.ol 




Start 


1553 




GI 


6907086 




Exons 


1553. .2306, 2365. .2560 


\ _| 


GI Descrip. 


(AP001129) hypothetical 


i_ 1 H 


Seq. No. 


54664 




Gene No. 


114623 




Start 


684 




Name 


OJ000322 17.0419.C38.ol 




Start 


684 




GI 


none 




Exons 


684. .812 


?^ 


Seq. No. 


54664 ' 




Gene No. 


114624 




Start 


245 


s. ~^ 


Name 


•OJ000322 17.0419.C38.ol 




Start 


245 




GI 


576771 


[3 


Exons 


245. .346, 373. .585 




GI Descrip. 


57 6771/gb|U16256|OSU162 






sucrose-regulated mRNA, 



Seq. ID OJ000322_17. 0419.C37 

Strand + 

End ' 2560 

np Method ' AAT/NAP 

End 2560 

Score 1096 

protein [Oryza sativa] • 

Seq. ID OJ000322_17.0419.C38 

Strand + 

End 812 

gs Method GENSCAN 

End 812 

Score .77 



Seq. ID OJ000322_17.0419.C38''. 
Strand 

End 585 

gp Method AAT/GAP 

End 585 

Score 535 

6 O.Oe+00 Oryza sativa cone SRI 
3 * -end sequence 



Seq. No. 54664 Seq. ID 

Gene No. 114625 Strand 

Start 938 End 

Name OJ000322_17 .0419. C38,. o2 : gs Method 

Start 938 End 

GI none Score 

Exons 938.. 1020, 1261.. 1455 



OJ000322_17.0419.C38 

1455 
GENSCAN 
1455 
.71 



Seq. No. 54665 Seq. ID 

Gene No. 114626 Strand 

Start 564 End 

Name OJ000322_17 . 04 19 . C4 1 . ol . gp Method 

Start 564 End 



OJ000322_17.0419,C41 
+ 

863 

AAT/GAP 
863 



55276 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
%J Gene No. 
tn start 
fll Name 
LS start 
H GI 

Exons 

fll Seq. No. 

Gene No. 
l-^ Start 
= =: Name 
'J Start 
U GI ■ 
1.3 Exons 
p ~^ 

;z Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



21240_1.R1084 Score 495 

564. .863 

»2398829/emb|CAA72107| l.Oe-117 (Y11220) mitochondrial 
uncoupling protein [Solanum tuberosum]^ 



54665 Seq. ID 

114627 Strand 

327 End 
OJ000322_17 . 04 19 . C4 1 . ol . gs Method 

327 End 

none Score 

327. .396, 631. .808 



OJ000322_17.0419.C41 
808 

GENSCAN 

808 

.5 



OJ000322 17. 0419. 042 



54666 Seq. ID 

114628 Strand 

1 End 132 

OJ000322_17 . 04 19 . 04 2 . ol . gp Method AAT/GAP 

1 . End 132 

50421_1.R1084 Score 264 
1..132 

'2398829/emb|CAA72107 I 9.0e-21 (Y11220) mitochondrial uncoupling 
protein [Solanum tuberosum]' 



54666. Seq. ID 

-114629 Strand 

808 End 

OJ000322_17 . 04 19 . 042 . ol . gs Method 

808 End 

none . Score 
808. .931, 956. .1147 

54667 Seq. ID 

114630 Strand 

24 End 

OJ000322_17. 0419.04 3.ol.gs Method 

24 End 

none Score 
24. .402, 790. .867, 1351. .1366 

54667 Seq. ID 

114630 Strand 

24 End 

OJ000322_17.0419.043.ol.gp Method' 

695 End 

none Score 
695. , 1185 



OJ000322_17. 0419. 042 

1147 
GENSOAN 
1147 
.63 



OJ000322_17. 0419.043 

1366 
GENSOAN 
1366 
.87 



OJ000322_17. 0419. 043 

.1366 
AAT/GAP 
1185 
970 



Seq. No. 54668 

Gene No. 114631 

Start 1 

Name OJ000322_17 . 04 19 . 04 4 . ol . gs 

Start 1 

GI none 

Exons 1..96, 126.. 276, 2193.. 2197 

Seq. No. 54669 

Gene No. 114632 



Seq. ID 

Strand 

End 

Method 

End 

■Score 



Seq. ID 
Strand 



OJ000322_17 .0419.044 

2197 
GENSOAN 
2197 
. 94 



OJ000322_17. 0419. 045 
+ 



55277 



start 
Name 
Start 
GI 

Exons 



# 



OJ000322_17.0419.C4 5.ol.gp 
1 

none 
1..527 



End 

Method 

End 

Score 



1725 
AAT/GAP 
527 
1043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name , 
Start'" 
GI 

Exons 

GI Descrip. 



54669 

114632 

1 

OJ000322_17 .0419.C4 5.ol.gs 

380 

none 



Seq. ID OJ000322_17.0419.C45 

Strand + 

End 1725 

Method GENSCAN 

End 1536 

Score .96 



380. .487, 631. .782, 1229. .1320, 1405. .1536 



54669 

114632 

1 

OJ000322_17 .0419, C4 5.01. np 
404 

7432990 



Seq. ID OJ000322_17. 0419. 045 

Strand -f 

End 1725 

Method AAT/NAP 

End 1725 

Score 734 



404. .487, 631. .782, 1076. .1320, 1405. .1530, 1662. .1725 
laccase (EC 1.10.3.2) F16M14.1 - Arabidopsis thaliana 
gi I 3335357 I gb I AAC27158.il (AC003028) putative diphenol oxidase 
[Arabidopsis thaliana] 



Seq. No. 


54669 




Seq. ID 


OJ000322_17. 0-419. C45 


Gene No. 


114632 




Strand 


+ 


Start 


1 




End 


1725 


Name 


OJ000322 17.0419.C45.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


630 




End 


1448 


GI 


none 




Score 


182 


Exons 


630. .782, 631. .777, 1023 


1..1322, 1076.. 


1321, 1129. .1323, 




1389. .1448, 1403. .1429 








Seq. No. 


54669 




Seq. ID 


OJ000322_17.0419.C45 


Gene No. 


114632 




Strand 


•f 


Start 


1 




End 


1725 


Name 


OJ000322 17.0419.C45.o2. 


tc 


Method ' 


TBLASTX: Cress 


Start 


630 




End 


786 " " 


GI 


none 




Score 


196 


Exons 


630. .782, 631. .777, 637. 


.786 






Seq. No. 


54669 




Seq. ID 


OJ000322_17.0419.C45 


Gene No. 


114632 




Strand 


+ 


Start 


1 




End 


1725 


Name 


OJ000322 17.0419.C45.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1038 




End 


'1-4 4 8 


GI. 


none 




Score 


344 


Exons 


1038. . 1322, 1076.,. 1321, 


1116. . 


1346, 1403. .1447, 1404. .1448 


Seq. No. 


54669 




Seq. ID 


OJ000322_17.0419.C45 


Gene No. 


114632 




Strand 


+ 


Start 


1 




End 


1725 


Name 


OJ000322 .17.0419.C45.ol. 


tm 


Method 


TBLASTX: Maize 


Start * 


1044 




End 


1319 


GI 


none 




Score 


342 



Exons 



1044. .1319, 1076. .1306 



55278 



Seq. No. 54669 

Gene No. 114632 

Start 1 

Name OJ000322_17 . 04 19 . C45 . 61 . tw 

Start 1077 

GI none 
Exons 



Seq. ID OJ000322_17.0419.C45 
Strand 
End 

Method 
End 
Score 



+ 

1725 

TBLASTX: Wheat 

1322 

258 



1077. .1322, 1079. .1147, 1131. .1316, 1178. .1321 



Seq. No. 


54 670 


Seq. ID 


OJ000322 17.0419.C47 


Gene No. 


114633 - 


Strand 


+ 


Start 


1 


End 


0 4 4 


Name * 


OJ000322 17.0419.C47.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


844 


GI 


11944 1.R1084 


Score 


1119 


Exons 


1..115, 202. .282, 365.. 844 






GI Descrip. 


'3980396 3.0e-25 (AC004561) 


putative C 


-4 sterol methyl oxidase 




[Arabidopsis thaliana] ' 






Seq. No. 


54670 


Seq. ID 


OJ000322_17 . 04 19 . C47 


Gene No, 


114633 


Strand 


+ 


Start 


1 


End 


844 


Name 


OJ000322 17.0419.C47.ol.np 


Method 


AAT/NAP 


Start • 


1 


End 


416 


GI 


3980396 


Score 


333 


Exons 


1..115, 202. .282, 365. .416 






GI Descrip. 


(AC004561) putative C-4 sterol methyl 


oxidase [Arabidopsis 




thaliana] 






Seq. No.' 


54670 


Seq. ID 


OJ000322_17.0419.C47 . 


Gene No . 


114633 


Strand 


+ 


Start 


1 


End 


844 


Name 


OJ000322 17.0419.C47.ol.gs 


Method 


GENSCAN 


Start 


202 


End 


434 


GI 


none 


Score 


.72 


Exons 


202. .282, 365. .434- 






Seq. No. 


54670 


Seq. ID 


OJ000322_17.0419.C47 


Gene No. 


114634 


Strand 


+ 


Start 


1471 


End 


2050 


Name 


OJ000322 17.0419.C47.o2.np 


Method 


AAT/NAP 


Start 


1471 


End 


2050 


GI 


6063531 


Score 


350 


Exons 


1471. .1842, 1938. .2050 






GI Descrip. 


(AP000615) ESTs AU078251 ( R0889) , D24027 (R0889 ) correspond to a- 




region of the predicted gene 


. ; hypothetical protein^ [Oryza 



sativa] 



Seq. No. 54670 Seq. ID 

Gene No. 114635 Strand 

Start 1 End 

Name OJ000322_17 . 04 19 . C47 . o3 . np Method 

Start 1 - ■ End 

GI 4680199 ' Score 

Exons 1..44, 1827.. 1947, 2020.. 2258 

GI Descrip. {AF114171) hypothetical protein [Sorghum bicolor] 



OJ000322_17.0419.C47 

2258 
AAT/NAP 
2258 
85 



55279 




Seq. No. 


54670 


Seq. ID 


OJ000322_17.0419 


.C4 


Gene No. 


114635 


Strand 






o tar L 


± 




9 0 R Q 




Na.ine 


ujuuujzz 1 / . u fi J. y . bfi / . oi . t c 


Method 


i oLAb i A : bress 






o 


bna 


4 1 0 






none 


Score 


1 QQ 

1 y 0 




Exons 


o lie Q^; 11 lie; I'^c: 
0..1XD, J. .Ob/ 11. .110/ lOZ).. 




00*5 "3^;^ /II"^ 

ZOO/ obU . . 4 lo 




beq. INO . 


54670 


Seq. ID 


OJ000322_17.0419 


. b4 


Gene No. 


114635 


Strand 






Stai?-t 


1 


End 


2258 




Naitie 


OJ000322 17.0419.C47.ol.tm 


Method 


TBLASTX: Maize 




c -1- r3 •^-■+- 


3 


End 


518 




n T 


none 


Score 


220 




HjXons 


3. .116, 3. .113/ 5. .115/ 8. .118/ 19. .120, 185. .283, 201. 


0 Q 
. Zo 




OnO OQT On^ OQ'S 

zUz..zy// zUo..zoJ, JJd..44d, 


"2 £^ n c T 0 
JoU . . ol 0 , 


368. .460 




beq. NO. 


c yi tf: 7 n 
D 4 D / U 


beq. lu 


OJ000322_17.0419 


.C4 


Gene No. 


114DOO 


Strand 






Start 


1 


End 


2258 




Naitie 


OJ000322_17.0419.C47.ol.ts 


Method 


TBLASTX: Soybean 




C +- -I 

bcart: 


O 


hna 


410 






none 


Score 


199 




Exons 


0..11D, J..lio, b..llO/ ^UU.. 


Zoo, z Do . . 


280/ 213. .284, 213. 




oob . . 4 lU 








Seq. No. 


C /I it T 1 

04 b / 1 


Seq. ID 


OJ000302 10.0418 


. C6 


Gene No. 


1 1 4 boo 


btrand 






buar L. 


794 


End 


1804 




Name 


OJ000302 10.0418 .C6.ol.gp 


Method 


AAT/GAP 




b uar L 


353 


End 


809 






2280620 


Score 


574 




Exons 


353.-575/ 732. .809 








Seq. No. 


54671 


Seq. ID 


OJ000302_10.0418 


.C6 


Gene No. 


114636 


Strand 






btaru. 


794 ■ . 


End 


1804 




Name 


OJ000302 10.0418.C6.ol.gs ' 


Method 


GENS CAN 




b tart 


794 


End 


1768 




P T 
bX 


none 


Score 


. 99 




Exons 


794. .1357, 1446. .1517, 1622.. 


1768 






beq . NO . 


54 671 


Seq. ID 


OJ000302_10.0418 


.C6 


Gene No. 


114636 


Strand 






Start 


794 


End 


1804 




Name 


OJ000302 10.0418.C6.ol.np 


Method 


AAT/NAP 




p tar L 


123.9,^ 


End 


1795 




bl 


6553890 


Score 


206 




Exons 


1239.. 1357/ 1446. .1517, 1622. 


.1795' . 






GI Descrip , 


(AC012563) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


54671 


Seq. ID 


OJ000302_10.0418 


.C6 


Gene No. 


114636 


Strand 






Start 


794 


End 


1804 




Name 


OJ000302 10.0418.-C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


1425 


End 


1804 




GI 


none 


Score 


52 





55280 



Exons 



1425. .1517, 1444. .1518, 1608. .1697, 1622. .1804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54671 

114636 

794. 

OJ000302_10.0418.C6.ol. ts 

1438 

none 



Seq. ,ID OJ000302_10.0418.C6 
Strand 

End 1804 

Method TBLASTX : Soybean 

End 1774 

Score 4 6 



1438. .1518, 1449. .1517, 1608. .1697, 1622. .1774 



Seq. No. 

Gene No. 

Start 

Name 

■Start 

GI 

Exons 



54671 

114636 

794 

OJ000302_10 . 04 18 . C6 . ol . tm 

1449 

none 



Seq. ID OJ000302_10.0418.C6 
Strand 

End 1804 

Method TBLASTX: Maize 

End 1774 

Score 48 



1449. .1517, 1456. .1518, 1608. .1697, 1622. .1774 



Seq. No. 54672 

Gene No. 114 637 

Start 2338 

Name OJ000302_10 . 0418 . C7 . ol . gs 

Start 2338 

GI none 

Exons 2338.. 2457, 3216.. 3373 



Seq. ID OJ000302_10.0418.C7 

Strand • - 

End 3373 

Method GENSCAN 

End 3373 

Score .42 



Seq. No. 54673 

Gene No. 114638 

Start 140 

Name- OJ000302_10 . 04 18 . 09 . ol . gs 

Start 140 

GI none 

Exons 140.. 210 



Seq. ID OJ000302_10.0418.C9 

Strand + 

End 210 

Method GENSCAN 

End 210 

Score .48 



Seq. No. 54674 

Gene No. 114639 

Start 202 

Name • OJ000302_10 . 0418 . CIO . ol . tm 

Start 25 

GI none 

Exons 25.. 399, 26.. 85 



Seq. ID OJ000302_10. 0418. CIO 
Strand 

End 914 - • 

Method TBLASTX: Maize 

End 399 

Score 56 



Seq. No. 54674 

Gene No. 11-4 639 

Start 202 

Name OJ000302_10 . 04 18 . CIO . o2 . np 

Start 202 

GI .4680209' 

Exons 202. .282, _ 506. .914 

GI Descrip. (AF114171) unknown [Sorghum bicolor] 



Seq. ID OJ000302_10. 0418. CIO 
Strand 

914 

AAT/NAP 
914 
293 



End 

Method 
End 
Score 



Seq. No. 54674 

Gene No. 114639 

Start 202 

Name OJ000302_10 . 04 18 . CIO . ol . gs 

Start 228 

GI none 



Seq. ID OJ000302_10. 0418. CIO 
Strand 

End 914 

Method GENSCAN 

End 839 

Score .86 



55281 




Exons 


OOQ AOr\ c;nQ ©"^Q 






Seq. No. 


54675 


Seq. ID 


OJ000302_10.0418.C11 


Gene No. 


114640 


Strand 






109 ■ 


End 


4266 


Name 


OJ000302 l6.0418.Cll.Dl.gs 


Method 


GENSCAN 


btari: 


109 


End 


4266 




none 


Score 


.72 


Exons 


109. .295, 533. .675, 845. .1009, 1172. .1240, 4143. .4266 


beq. NO. 


54676 


Seq. ID 


OJ000302_10.0418.C12 


Gene No . 


114641 


Strand 


+ 




309 


End 


9657 


Name 


ujuuujuz i u . u.^ 1 0 . LIZ . oi . gp 


Method 


AAT/GAP 


Start 


309 


End 


8779 




542 1.R1084 


Score 


2130 


Exons 


309. .563, 6094. .6166, 6937.. 


6998, 7119 


..7218, 7426. .7467, 




7558.-7599, 7818. .7972, 8351 


..8779 




GI Descnp . 


'2914703 6.0e-09 (AC003974) 


unknown protein [Arabidopsis 




thaliana] * 






beq . NO . 


54676 


Seq. ID 


OJ000302_10.0418.C12 


Gene No. 


114641 


Strand 


+ 


Start 


n Q 


End 


9657 


Name 


OJ000302 10.0418.C12.ol.gs 


'Method 


GENSCAN 


Start 


379 


End 


9657 




none 


Score 


.44 


Exons 


379. .563, 1668. .1750, 2177.. 


2202, 4315 


..4480, 6094. .6166, 




7119. .7218, 7426. .7467, 7558 


..7758, 8924. .8977, 9001. .9657 


beq. NO. 


54676 


Seq. ID 


OJ000302_10.0418.C12 


Gene No . 


114641 


Strand 


+ 


Start 


309 


End 


9657 


Name 


OJ000302 10.0418.C12.ol.np 


Method 


AAT/NAP 


b uar c 


379 


End 


8462 




1076739 


Score 


1145 


Exons 


.379. .563, 6094. .6166, 6937.. 


6998, 7119 


..7218, 7426. .746.7,,. 




7558. .7599, 7818. .7972, 8351 


..8462 




GI Descrip, 


box protein - rice gi 1508577 


(L34271) 


box protein [Oryza sat 


Seq. No. 


54676 


Seq. ID 


OJ000302_10.0418.C12 


Gene No. 


114641 


Strand 


+ 


o uar t 


309 ' ' 


End 


9657 


Name 


OJ000302 10.0418.C12.ol.tc 


Method 


TBLASTX: Cress 


b Tzar c 


400 


' End 


7158 




none 


Score 


238 


Exons 


400. .561, 408. .554, 6086. .6166, 6946.. 


6999, 7129.. 7158 


Seq. No. 


54676 


Seq. ID 


OJ000302_10.0418.C12 


Gene No. 


114641 


Strand 


+ 


Start 


309 


End 


9657 


Name 


OJ000302 10.0418.C12.ol. tm 


Method 


TBLASTX: Maize 


Start 


400 


End 


7281 


GI 


. none 


Score 


236 


Exons 


400. .558, 405. .554, 6949. .6999, 7117.. 


7281 


Seq. No. 


54676 


Seq. ID 


OJ000302_10.0418.C12 



55282 



Gene No. 


114641 




Strand 








J U 




End 






Name 


UJUUUjUZ lU 


.0,418. C12.ol.ts . 


Method 


TRT ZiQTY • Q(^\7"Ko3n 




Start 


4 uu 




End 


DX J J 






none 




Score 






Exons 


fiUU,,ODJ./ 41 


08. .554, 6086. .6133 






C M 

beq. NO, 


54676 




Seq. ID 


07000*^09 1 0 041P 


PI 9 


Gene No. 


114641 




Strand 






Start 


309 




End 


9657 




Name 


OJ000302 10 


.0418, 012, ol,tw 


Method 


TRT a QTY • Whoa -H 




bt ar L 


■- 4 00 




End 








none 




Score 


9 "^0 ■ 
Z J u 




Exons 


400, .558, 405. ,554, 6086. ,6166, 6949.. 


^;qqq 7117 71flft 






9157. .9300 










Seq. No. 


54677 




Seq. ID 


OJ000302_10.0418 


.013 


Gene No. 


114642 




Strand 


+ 




C 4- -fc" 4- 

btar L 


794 




End . 


194 9 
XZ 4 Z 




Name 


OJ000302 10 


.0418. 013. ol.gs 


Method 






C 4- -1 v4- 

otarr 


794 




End 


194 9 
XZ 4 z 






none 




Score 






Exons 


794. .1028, 


1120. . 1242 








beq . NO . 


54 677 




Seq. ID 


07000*^09 1 0 041fi 

VJUUUUOUZ XU.U4XO 




oene lno . 


114643 




Strand 






Start 


. 8448 




End 


8968 




Name 


OJ000302 10 


.0418. 013. o2.gp 


Method 


AAT/GAP 




buarr 


8448 




End 


8968 






uC-osroM202025cllal 


Score 


1018 




Exons 


8448. .8968 










GI Descrip. 


'2258469 0. 


Oe+OO' (AF009179) 


replication protein Al [Oryza 




sativa] ' 










beq. No. 


54677 




Seq. ID 


OJ000302_10.0418 


.013 


Gene No . 


114644 




Strand 






Start 


1141 




End 


10700 




Name 


OJ000302 10 


.0418. 013. ol.np 


Method 


AAT/NAP 




C 4 !>-■♦- 

b uar L 


1141 




End 


10700 






4836698 




Score 


273 




Exons 


1141. .1173, 


2803.. 2856, 3057 


..3132, 6961. .7009, 7308. .7341, 




. 8256... 8357, 


8435.. 8527, 9414 


..9466, 10652.. 10700 




GI Descrxp. 


(AF132606) 


transcription factor ORO [Arabidopsis thaliana] 


Seq. No, 


54677 




Seq. ID 


OJ000302_10.0418 


.013 


Gene No, 


114644 




Strand 






b L a r- L 


1141 




End 


10700 




Name 


OJ000302 10 


.0418. 013. o2,gs 


Method 


GENSOAN 




C 4- -4 ^-4- 

bt ar L 


2268 




End 


2899 






none 




Score 


.89 




Exons 


2268. .2536, 


2764. .2899 








Seq. No, 


54677 




Seq.. ID 


OJ000302_10.0418 


.013 


Gene No, 


114644 




Strand 






Start 


1141 




End 


10700 




Name 


OJ000302 10 


.0418. 013. ol.tm 


Method 


TBLASTX: Maize 




Start 


2483 




End 


9482 





55283 



GI 

Exons 



none Score 7 6 

2483.-2539, 2484. .2537, 2794. .2874, 3021. .3134, 3036. .3113, 

3058., 3135, 3059.. 3151, 6952 .. 7008, v6954 .. 7007 , 6960. .7010, 

6961. .7011, 7309. .7407, 7313. .7408, 7317. .7421, 7317. .7421, 

8'390..8527, B390..8533, 8394.. 8534, 9411.. 9482, 9412.. 9465 



Seq. No. 54677 Seq. ID 

Gene No. 114644 Strand 

Start 1141 End 

Name OJ000302_10 . 04 18 . C13 . o3 . gs Method 

Start 6957 End 

GI none Score 
Exons 



OJ000302_10.0418.C13 

10700 
GENSCAN 
9531 
.77 



6957. .7009, 7308. .7401, 8390. .8533, 9414. .9531 



Seq. No. 54677 

Gene No. 114644 

Start ■ 1141 

Name . OJ000302_10 . 04 18 . C13 . ol . gp 

Start 7578 

GI 5003295 

Exons 7578.. 7664 

GI Descrip. 2914703 6.0e-09 (AC003974) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_10.0418.C13 

10700 
AAT/GAP 
7664 
127 



unknown protein [Arabidopsis 



Seq. No. 54678 Seq. ID 

Gene No. 114645 Strand 

Start 1167 End 

Name OJ000302_10 . 04 18 . C14 . ol . gp Method 

Start 1167 End 

GI 53415_1.R1084 Score 

Exons 1167.. 1216 

GI Descrip. ' 1308 97 /sp | P20664 | PRI1_M0USE 
(DNA PRIMASE 4 9 KD SUBUNIT) I 



OJ000302_10.0418.C14 
+ 

1216 
AAT/GAP 
1216 
58 



9.0e-18 DNA PRIMASE SMALL SUBUNIT 

;P49) >gi_423418_pir D46642 DNA 

primase (EC 2.7.7.-) 4 6K chain - mouse 

>gi_303661_dbj_BAA0274 4 . 1_ (D13544) primase small subunit [Mus 
musculus] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54678 

114646 

1293 

OJ000302_10.0418.C14.o2.gs 

1293 

none 



Seq. ID OJ000302_10.0418.C14 



Strand 
End 

Method 

End 

Score 



4334 
GENSCAN 
4 33.4 
.41 



1293.. 1552, 2428.. 2590, 3816.. 3877, 4122.. ,4334 



Seq. No. 54679 Seq. ID OJ000302_ 

Gene No. 114647 Strand + 

■Start 820' End 1050- 

Name ' OJ000302_10 . 04 18 . C15 . ol . gs Method GENSCAN 

Start 820 End 1050 

GI • none Score .94 

Exons 820. . 1050 



10.0418.C15 



Seq. No. 54679 Seq. ID 

Gene No. 114648 Strand 

Start 161 End 

Name OJ000302__10 . 04 18 . C15 . ol . np Method 



OJ000302_10.0418.C15 

2823 
AAT/NAP 



55284 



start 161 End 2823 

GI 7432559 Score 55 

Exons 161. .409, 1472. . 1535, 1940. .2006, 28.04. .2823 

GI' Descrip. NADH dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 6 - maize 

mitochondrion gi 1 184 34 54 | emb | CAA66370'. 1 1 (X97769) mitochondrial 
complex I subunit 6 [Zea mays] 



Seq. No. 54679 Seq. ID 

Gene .No. 114 64 9 Strand 

Start 3421 End 

Name OJ000302_10 . 0418. C15 . o2 . gs Method 

Start 3421 ■ End 

GI none Score 

Exons 3421., 3575, 4266.. 4305 



OJ000302_10.0418.C15 

4305 
GENSCAN 
4305 
.56 



Seq. No. 54680 Seq. ID OJ000302_10 . 04 18 . CI 6 

Gene No. 114650 , Strand 

Start 3131 "'End 3726 - • ... ' 

Name , OJ000302_iO . 04 18 . C16 . ol . gp - Method AAT/GAP 

Start 2126 End 2202 

GI LIB3477-003-P1-K1-E9 Score 119 

Exons 2126.. 2202 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 54680 - Seq. ID 

Gene No. 114650 Strand 

Start 3131 End 

Name OJ000302_10 . 04 18 . C16 . ol . gs Method 

Start 3131 End 

GI none Score 

Exons 3131.. 3246, 3549.-3726 



.OJ000302_10. 0418.C16 

3726 
GENSCAN 
3726 
.48 



Seq. No. 54681 

Gene No. 114651 

Start 710 

Name OJ000302_10 . 04 18 . C17 . ol . gs 

Start 710 

GI none 

Exons 710.. 754, 1098.. 1269, 2590 

5687. .5766, 5927. ,6071, 6325 



Seq. ID OJ000302_10. 0418.0,17 
Strand + 
End , 13189' 

Method GENSCAN 
End 13189 
Score .66 
2764, 2807. .3884, 4460. .4638, 
6988, 7376. .7931, 8082. .8495, 



8943.. 9807, 1 1627 ., 11964, 12631, 
13058. .13189 



12753, 12755. .12926, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10.0418.C17.ol.tm 



Seq. ID OJ000302_10. 0418. 017 
Strand 
End 

Method 
End 
Score 

1530. .1586, 1657. .1689, 2741. .3019, 2799. .3389, 2804. .3796, 
2806. ,3816, 2865. .3824, 3441. .3836, 3843. .3920 



54681 

114651 

710 

OJ000302 

1530 

none 



+ 

13189 

TBLASTX: Maize 

3920 

61 



Seq. No. 
Gene No, 
Start 



54681 

114651 

710 



Seq. ID OJ000302_10. 0418.017 
Strand + 
End 13189 



55285 



Name OJ000302_10 , 0418 . C17 . ol . gp Method AAT/GAP 

Start 1564 End 3235 

GI 11111_1.R1084 Score 1048 

Exons 1564.. 1688, 2807.. 3235 

•GI Descrip. ' 131251/sp | P12094 | PSBA_ORYSA '8 . Oe-56 PHOTOSYSTEM Q.(B)' PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice' 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406 prf 15' 



Seq. No. 54681 Seq. ID 

Gene No. 114651 Strand 

Start 710 End 

Name OJ000302_10 . 0418 . C17 . ol . np Method 

Start 2816 End 

GI 6554485 Score 
Exons 2816. .3932 

GI Descrip. (AC012394) unknown protein [Arabidopsis thaliana] 

gil 6573714|gb|AAF17634.1|AC009978_10 {AC009978) T23E18.26 
[Arabidopsis thaliana] 



OJ000302_10.0418.C17 
+ 

13189 
AAT/NAP 
3932 
1364, 



Seq. ID OJ000302_10.0418.C17 

Strand + 

End 13189 

Method ■ TBLASTX : Soybean 

End 37 99 

Score • 581 

2873. .3514, 2926. .3489, 3580. .3798, 3589. .3729, 3635. .3799 



Seq. No. 54681 
Gene No. . 114651 

Start 710 

Name OJ000302_10 . 04 18 . C17 . ol . ts 

Start 2873 

GI none 
Exons 



Seq. No. 54681 Seq. ID 

Gene No. 114651 Strand 

Start 710 End 

Name OJ000302_10 . 0418 .C17 . ol . tc Method 

Start 3023 End 

GI none Score 

Exons 3023.. 3484, 3028.. 3480 " 



OJ000302_10.0418 .C17 
+ 

13189 

TBLASTX: Cress 

3484 " 

455 



Seq. No. 54681 Seq. ID 

Gene No. 114 651 Strand 

Start . 710 End 

Name OJ000302_10 . 04 18 . C17 . o2 . gp Method 

Start 3395 End 

GI none Score 

Exons 3395.. 4093 



OJ000302_10.0418.C17 
+ 

13189 
AAT/GAP* ■ 
4093 
1139 



Seq. No. 54681 

Gene No. 114651 

Start 710 

Name OJ000302_10 . 04 18 . C17 . o2 . tc 

Start 3485 

GI none 

Exons. 3485.. 3796, 3544.. 3798, 3610.. 3801 



Seq. TD OJ000302 10.0418.C17 



Strand 
End 

Method 
End 
Score 



+ 

13189 

TBLASTX: Cress 

3801 

313 



Seq. No. 
Gene No. 



54681 
114651 



Seq. ID OJ000302_10.0418.C17 
Strand + 



55286 



start 710 End 13189 

Name OJ000302_10 . 04 18 . C17 . o2 . np Method AAT/NAP 

Start 4377 End .9088 

GI 6323370 Score 118 

Exons, 4377.. 4423, 5691 6079, 6377 6854 , 8943.. 9088 

GI Descrip, Proline-rich protein ' verprolin; Vrplp 

gi|2507155|sp|P37370|VRPl_YEAST VERPROLIN gi | 1078464 |pir| IS51342 
verprolin - yeast (Saccharomyces cerevisiae) 
gi|609392|gb|AAB67263.1| (U19028) Vrplp [Saccharomyces 
cerevisiae] gi | 1585760 | prf M 2201477A MDP2 gene [Saccharomyces 
cerevisiae] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

Exons 



54681 

114651 

710 

OJ000302_10.0418.C17.o3.tm 

8839 

none 



Seq. ID OJ000302_10.0418.C17 



Strand 
End 

Method 
End 
Score ' 



13189 

TBLASTX: Maize 

9096 

196 



8839..-. 8922, 8920.. 9096, 8921.. 9091, 8922.. 9092 



54681 
114651 
710 

OJ000302_10 . 0418 . C17 . o2 . tm 
9238 
none 

9238,. 9348, 9241, 
9369. .9812 



Seq. ID OJ000302_10.0418.C17 

Strand + 

End 13189 

Method TBLASTX : Mai ze 

End 9812 

Score 119 
,9348, 9337. .9807, 9339. .9812, 9352. .9744, 



Seq. No. 54681 Seq. ID 

Gene No. 114651 Strand 

Start 710 End 

Name OJ000302_10 .0418. C17 . o2 . ts Method 

Start 9259 End 

GI none Score 

Exons 9259.. 9351, 9531.. 9704, 9532.. 9807 

Seq. No. 54681 Seq. ID 

Gene No. 114651 Strand 

Start 710 End 

Name OJ000302_10 . 0418. C17 . o3 . gp Method 

Start 9429. End 

GI none Score 

Exons 9429.. 9816 



OJ000302_10.0418.C17 
+ 

13189 

TBLASTX : Soybean 

9807 

80 



OJ000302_10.0418.C17 
+ 

13189 
AAT/GAP 
9816 
712 



Seq. No. 54682 

Gene No. 114652 

Start ' 5448 

Name OJ000302_10 . 04 18 . C18 . o2 . gs 

Start 5448 

GI none 

Exons 5448.. 5521, 5557.. 5723, 6018, 
7697. .7963, 8250. .8599, 8937, 



Seq. ID OJ000302_10. 0418 .C18 

Strand + 

End 9256 

Method GENSCAN 

End 9154 

Score . 67 

.6102, 6202.. 6551, 7006.. 7229, 
.9154 



Seq. No. 
Gene No. 
Start 



54682 
114652 
5448 . 



Seq. ID OJ000302_10.0418.C18 
Strand + 
End 9256 



55287 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ000302_10.0418.C18.o2.np 

6959 

5354158 

6959. .7229, 7697. .7963, 8250, 



Method AAT/NAP 
End 9256 
Score 1217 
.8599, . 8937. .9256 



(AF14 9841) digalactosyldiacylglycerol synthase [Arabidopsis 
thaliana] gi | 5354160 | gb IAAD4237 9. 1 IAF14 984 2_1 {AF14 98 42) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
gi I 6041825 |gb|AAF0214 0'. 1 1 AC009918_12 (AC009918) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 



54682 
114653 
113 

OJ000302_10.0418.C18 .ol.gp 
113 

18962_2.R1084 
113. .702, 1435. .1541 
'3746882 2.0e-16 (AF086708) 
sapiens] ' 

54682 

114653 

113 

OJ000302_10.0418.C18.ol.tm 

256 

none 

256. .309, 263. .310, 314. .358, 
417. .449, 474. .704, 476. .703, 
1433. .1540, 1434. .1538, 1619. 
1631. .1825, 1632. .1844, 2526. 
2724.. 3176, 2726.. 3175, 2730. 
3721.. 3786, 3841.. 3882 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_10.0418.C18 

4367 
AAT/GAP 
1541 
1296 



2 6S proteasome subunit 11 [Homo 



Seq. ID 
Strand 
End 

Method 
End"^^' 
Score 
344 
517 



OJ000302 10.0418.C18 



4367 

TBLASTX: Maize 
3882 
53 

406, 354. .407, 360. .413, 
708, 1430.. 1522, 1432.. 1533, 



.1819, 1630. 
.2570, 2527. 
.3176, 2737, 



.1842, 1630. 
.2613, 2533. 
.3177, 3720. 



.1824, 
.2607, 
.3881, 



Seq. No. 54682 

Gene No. 114653 

Start .113 

Name OJ000302_10 . 0418 , C18 . o3 . tc 

Start 499 

GI none 

Exons 499.. 708, 521. .664, 529.. 702 

Seq. No. 54682 

Gene No, 114653 

Start 113 

Name ' • OJ000302_10 . 04 18 . C18 . ol . gs 

Start 517 

GI none 

Exons 517.. 702, 1435.. 1534, 1630, 
3720.. 3902, 4332.. 4367 ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_10.0418.C18 
4367 

TBLASTX: Cress 

708 

149 



OJ000302_10.0418.C18 

4367 
GENSCAN 
4367 
.87 



1826, 2532. .2612, 2726. .3172, 



Seq. No. 54682 

Gene No. 114653 

Start 113 

Name OJ000;302_10 . 0418 . C18 . ol . ts 
Start ■ 517 

GI none 

Exons 517.. 708, 530.. 664, 532.. 702, 



Seq. ID OJ000302_10.0418.C18 
Strand 

End ' A 3 61 

Method TBLASTX : Soybean 

End 3864 

Score 120 

1432. .1533, 1433. .1537, 



55288 



1630. .1836, 1632, .1844, 1641. .1841, 2511. .2570, 2527. .2613, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2555.. 2611, 2724.. 3170, '2724, 
3720. .3863, 3748.. 3864 

54682 

114653 

113 

OJ000302_10.0418.C18.ol.np 
520 

6434960 



.2930, 2726.. 3175, 2726.. 3190, 



Seq. ID OJ000302_10.0418.C18 
Strand 

End 4367 

Method AAT/NAP 

End 3887 

Score 397 



520:. 702, 1435. .1534, 1630. .1826, 2532. .2612, 2729. .3172, 
3720. .3887 

(AF145311) 26S proteasome regulatory complex subunit p39A 
[Drosophila melanogaster ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54682 
114653 
113 • 

OJ00030'2_10 . 0418 . C18 . o2 . tw 

631 

none 



Seq. ID OJ000302_10. 0418 .C18 
Strand 

End 4 367 

Method TBLASTX : Wheat 

End 1767 

Score 66 



631. .708, 632. .703, 1430. .1528, 1432. .1533, 1433. .1540, 
1434. .1535, 1630. .1767, 1632. .1766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54682 

114653 

113 

OJ000302_10.0418.C18.o2. tc 

1432 

none 



Seq. ID OJ000302_10.0418.C18 
Strand 
End 

Method 
End 
Score 



4367 

TBLASTX: Cress 

1844 

114 



1432.. 1533, 1433.. 1540, 1630.. 1842, 1632.. 1844 



OJ000302 10.0418.C18 



54682 
114653 
113 

OJ000302_10.0418.C18.o2.gp 
1632 

22207_1.R1084 

1632.. 1826, 2532.. 2612, 2726. 
'5106785/gb|AAD39843.1| 5.0e-13 (AF083245) HSPC027 [Homo 
sapiens] * 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3037 



■4 367 
AAT/GAP 
3037 
1095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



54682 ■ 

114653 

113 

OJ000302_10.0418.C18.ol.tw 

1767 

none 



Seq. ID OJ000302 10.0418. C18 



Strand 
End 

Method 

End 

Score 



4367 ■ 

TBLASTX: Wheat 

3116 

88 



17 67. .1835, 1767. .1844, 17 68. .184 2, .252 6. .2570, 2527. .2 613, 
2531. .2608, 2536. .2616, 2721 .. 2918 , 2724 .. 2 942 , 2726. .2944, 
2726. .2944, 2945. .3115, 2949. .3116, 2955. .3116 



Seq. No. 
Gene No. 
Start 
Name 
■ Start 



54682 

114653 

113 

OJ000302 
2742 



10.0418.C18.ol.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ000302_10.0418.C18 
4367 

TBLASTX: Cress 
3875 



55289 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none 

2742. .3170, 

54682 

114653 

113 

OJ000302_10. 

3117 

none 

3117. .3176, 

54682 

114654 

6948 

OJ000302_10, 

6948 

none 

6948. .7229, 
7682. .7966, 
8928. .9197, 

54682 
114654 
694 8^. 

OJ000302_10. 

6960 

none 

6960. .7169, 

54682 

114654 

6948 

OJ000302_10. 

7169 

none 

7169. .7246, 

54682 

114654 

6948 

OJ000302_10. 

7831 

none 

7831. .7968, 

54682 

114654 

6948 

OJ000302_10. 

8240 

none 

8240. .8401, 

54682 

114654 

6948 

OJ000302 10. 



2744.. 3190, 2750. 



0418.C18.o3.tw 



3119. .3175, 3124, 



0418.C18.o2.ts 



6968. .7228, 7658. 
7696. .7965, 7786. 
8938.. 9231, 9000. 



0418. 018. o4.tm 



6963. .7163, 6968. 



0418. 018. o3.tm 



Score 337 
.3175, 3720.. 3875 

Seq. ID OJ000302_10. 0418. 018 
Strand 

End 4 367 

Method TBLASTX : Wheat 

End • 3870 

Score 85 

.3177, 3720.;3869, '3721.. 3870 

Seq. ID OJ000302_10. 0418.018 
Strand 

End 9231 

Method TBLASTX : Soybean 

End 9231 

Score 330 

.7963, 7677. .7964, 7678. .7749, • 
.7968-, 8261.. 8584, 8262.. 8597, 
.9209 ' 



Seq. ID OJ000302_10. 0418. 018 
Strand . 

9231 

TBLASTX: Maize 
7169 
282 



End 

Method' 
End 
Score 
.7168 



Seq. ID OJ000302_10. 0418. 018 
Strand 

End 9231 

Method TBLASTX : Mai ze 

End 7915 

Score 100 



7170. .7229, 7655. .7915, 7696.. 7914 



0418. 018. 04. tc 
7832. .7966, 8252. 

0418. 018. 05. tm 
8262. .8402 

0418. 018. o2.tm 



Seq. ID OJ000302_10. 0418. 018 
Strand 

End 9231 

Method TBLASTX : Oress 

End 84 98 

Score 161 

.8497, 8255.;8443, 8262. .8498 

Seq. ID OJ000302_10. 0418. 018 
Strand 

End .9231 

Method TBLASTX: Maize 

End 84 02 

Score 184 



Seq. ID OJ000302_10. 0418. 018 
Strand 

End 9231 

Method TBLASTX : Mai ze 



55290 



start 
GI 

Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



8403 
none 

8403. .8600, 
8997. . 9212 



8403. .8600, 



End 
Score 
8416. .8601, 



9213 
275 
8922. .9194, 



8932. .9213, 
10.0418.C19 



10.0418.C21 



J M U O J 








0 C . J.LJ 




114655 








Strand 




402 
1 *j ^ 










ri -3 U 


OJ000302 10. 


. 0418 


.CI9.0I, 


. as 


Method 


GEN SCAN 


402 








End ■ 


496 


none 








Score 


.47 


402. .496 












546S3 








Seq. ID 


OJ000302 


114 65 6 








Strand 




1951 








End 


2266 


OJ000302 10, 


.0418 


.C19.02. 


.gs 


Method 


GENSCAN 


195.1 








End 


2266 


none 








Score 


.55 


1951. .2040, 


2150 


. .2266 









54684 




Seq. ID 


OJ000302_ 


114657 




Strand 


+ 


419 




End 


1080 


OJOO6302 10.0418.C20.o2, 


.np 


Method 


AAT/NAP 


419 




End 


1080 


6006359 




Score 


66 


419. .519, 1045, .1080 








(AP000559) hypothetical 


protein [Oryza 


sativa] 


54684 




Seq. ID 


OJ000302_ 


114658 




Strand 




1 




End 


1080 


OJ000302 10.0418.C20.ol. 


■ np 


Method 


AAT/NAP 


1 




End 


1080 


7340920 




Score 


112 


1..92, 1061. .1080 








(AP001550) hypothetical 


protein [Oryza 


sativa] 


54685 




Seq. ID 


OJ000302 


114659 




Strand 


+ 


594 




End 


5811 


OJ000302 10.0418.C21.ol. 


.np' 


Method 


AAT/NAP ■ 


5.94 




End 


5811 


6730641 




Score 


304 


594. .727, 1160. .1354, 4427. 


.4630, 5296. 


, .5811 



(AC008262) F4N2.22 [Araloidopsis thaliana] 



54685 

114659 

594 

OJ000302_10.0418.C21.ol.gs 

1064 

none 



Seq. ID OJ000302 : 



Strand 
End 

Method 

End 

Score 



5811 
GENSCAN 
5811 
.98 



1064. .1-478, 2063. .2119, 4410. .4784, 5396. .5811 



54685 



Seq. ID OJ000302 10.0418.C21 



114 65 6 
1951 

OJ000302_10.0418.C19.o2.gs 

195.1 

none 

1951.. 2040, 2150. .2266 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_10.0418,C19 

2266 
GENSCAN 

2266 n 
.55 



54684 Seq. ID 

114657 Strand 

,419 End 
'OJ006302_10.0418.C20.o2.np Method 

419 End 

6006359 Score 
419. .519, 1045, .1080 

(AP000559) hypothetical protein [Oryza sativa] 



OJ000302_10.0a8,C20 
+ 

1080 
AAT/NAP 
1080 
66 



54684 Seq. ID 

114658 Strand 

1 End 

OJ000302_10 . 04 18 . C20 . ol . np Method 

1 End 

7340920 Score 
1..92, 1061. ,1080 

(AP001550) hypothetical protein [Oryza sativa] 



OJ000302_10.0418.C20 

1080 
AAT/NAP 
1080 
112 



54685 
114659 
594 

OJ000302_10.0418.C21.ol.np' 

5.94 

6730641 

594. .727, 1160. .1354, 4427. .4630, 5296. .5811 
(AC008262) F4N2.22 [Araloidopsis thaliana] 



Seq. ID OJ000302_10.0418.C21 
Strand + 
End 5811 
Method ■ AAT/NAP ' 
End 5811 
Score 304 



55291 



Gene No. 114660 
Start 6117 

Name OJ000302_10 . 0418 . C21 . o2 . gs 

Start 6117 
GI ' none 

Exons 6117. 

8226, 

9690, 



Strand 

End 9889 
Method GENSCAN 
End 9835 
Score .98 

6235, 6745.. 6931, 7142.. 7262, 7352.. 7512, 7618.. 7762, 
8328, 8417. .8684, 8799. .8976, 9081. .9305, 9405. .9551, 
9835 



OJ000302 10.0418.C21 



Seq. No. 54685 
Gene No. 114660 
Start 6117 

Name OJ000302_10 . 04 18 . C21 . ol . gp 

Start 6410 
GI 2258468 

Exons 6410.. 6931, 7142.. 7262, 7352. 

8006.. 8130, 8226.. 8328, 8417. 

9405^. .9551, 9690. .9889 
GI Descrip. 2258469 O.Oe+00 (AF009179) replication protein Al [Oryza sativa] 



Seq. PD 
Strand 
End 

Method 
End 
Score 



9889 
AAT/GAP 
9889 
4280 

7512, 7618. .7762, 7843. .7921, 
8684, 8799..;.8976, 9081.. 9305, 



1 =r 

L3 



Seq. No. 
Gene No. 
Start 4^-. 
Name 
Start 
GI 

Exons 



GI Descrip. 



54685 Seq. ID 

114660 Strand 

6117 End 

OJ0.00302_10 ."0418 . C21 .'o2 . np Method 

6740 End 

7440032 Score 



OJ000302_10.0418.C21 

9889 
AAT/NAP 
9835 
2889 



6740. .6931, 7142. .7262, 7352. .7512, 7618. .7762, 7843. .7921, 
8006. .8130, 8226. .8328, 8417. .8684, 8799. .8976, 9081. .9305, 
9405. .9551, 9690. .9835 

probable replication protein Al - rice gi | 2258469 | gb | AAB71836 . 1 | 
(AF009179) replication protein Al [Oryza sativa] 



Seq. No. 54685 

Gene No. 114661 

Start 10556 

Name OJ000302_10 . 04 18 . C21 . o2 . gp 

Start 10436 

GI 37874_1.R1084 

Exons 10436. . 10861, 11679. .11949 

GI Descrip. ' 4455232/emb | CAB36731 . 1 | 3. 

[Arabidopsis thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_10.0418.C21 

15548 ■ 
AAT/GAP 
11949 . 
1177 - 



Oe-37 (AL035523) putative protein 



Seq. No. 54685 

Gene No. 114661 

Start 10556 

Name OJ000302_10 . 04 18 . C21 . o3 . gs 

Start . 10556 

GI none 

Exons 10556. .10861, 11679 .. 11988, 
14228. .14 320, 15274. .154 53 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_10.0418.C21 

15548 
GENSCAN 
15453 
.97 



1234 9. .1247 4, 12561. .127 66, 



Seq. No. 54685 Seq. ID 

Gene No. 114661 Strand 

Start 10556 End 

Name OJ000302_10 . 04 18 . C2 1 . o3 . np Method 

Start 10559 End 

GI 7485455 Score 



OJ000302_10.0418.C21 

15548 
AAT/NAP 
15453 
1551 



55292 



12474, 12561. . 12766, 
14320, 14490. .14666, 



Exons 10559. .10861, 11679 11988 , 12349. 

13198. .13330, 13739. .13863, 14228. 
15274. .15453 

GI Descrip. hypothetical protein F13M23.3,^.- Arabidopsis thaliana 
gi|4455232|emb|CAB36731.1| (Ai635523) putative protein 
[Arabidopsis thaliana] gi | 7269339 | emb | CAB79398 . 1 | (AL161562) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



54685 . Seq. ID 

114661 Strand 

10556 End 

OJ000302_10 . 04 18 . C21 . o3 . gp Method 

11887 End 

31542 1.R1084 Score 



OJ000302_10.0418.C21 

15548 
AAT/GAP 
13223 
821 



11887. .11988, 12349. . 12474, 12561 .. 127 66, 13198. .13223 
M455232/emb|CAB36731.1| l.Oe-69 {AL035523) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54685 Seq. ID 

114661 Strand 

10556 End 
OJ000302_10 . 04 18 . 021 . o4 . gp Method 

14 588 w^. - End 

35881_1.R1084 Score 

14588. .14613, 14717. .14781 



OJ000302_10. 0418. 021 

15548 
AAT/GAP 
15548 
■842 



14895. .14986, 15274.'. 15548 
'2258469 O.Oe+00 (AF009179) replication protein Al [Oryza 
sativa] ' ' 



Seq. No. 54685 

Gene No. 114662 

Start 15817 

Name OJ000302_10 . 04 18 . 021 . o7 . tm 

Start 1059 

GI none 

Exons 1059.. 1106, 1064.. 1360, 1178, 



Seq. ID OJ000302_10. 0418.021 
Strand 

End 16328 

Method TBLASTX : Mai ze 

End 1377 

Score 266 
.1234, 1234. .1377 



Seq. No. 54685 

Gene No. ■114 662 
Start 15817 

Name OJ000302_10 .0418. 021 . o8 . tm 

Start 4423 
GI none 

Exons 4423..4458, 4424. .4462, 4445, 

4631. .4744, 4671. .4721 



Seq. ID OJ.000302_10. 0418. 021 
Strand 

End 16328 

Method TBLASTX : Mai ze 

End 4744 

Score • 53 

.4672, 4464.. 4628, 4505.'. 4672, 



Seq. No. 54685 

Gene No. 114662 

Start 15817 

Name OJ000302_10 . 04 18 . 021 . o4 . tm 

Start 5396 

GI none 

Exons 5396.. 5461, 5524.. 5619, 5584. 



Seq. ID OJ000302_10. 0418. 021 
Strand 

End 16328 

Method TBLASTX: Maize 

End 5801 

Score 39 

5619, 5625. .5801, 5626.. 5796 



Seq. No. 54685 . 

Gene No. 114662 

Start 15817 

Name OJ000302 10 . 04 18 . 021 . o2 . ts 



Seq. ID OJ000302_10. 0418. 021 
Strand 

End 16328 

Method TBLASTX : Soybean 



55293 



start 
GI 

Exons 



5587 End 5792 

none Score 4 8 

5587.. 5622, 5625.-5744, 5625.-5792, 5626.-5790 



Seq. No. 54685 Seq. ID 

Gene No. 114662 Strand 

Start . 15817 End 

Name * OJ000302_10 . 04 18 - 021 . ol . tc Method 

Start 5625 End 

GI none Score 

Exons 5625.-5795, 5626.. 5796 



OJ000302_10.0418.C21 
16328 

TBLASTX: Cress 

5796 

284 



Seq. No. 


D 4 DO D 








Seq. ID 


OJ000302 


10.0418.021 


Gene No. 


114662 








Strand 








Start 


15817 








End 


16328 






Name 


OJ000302 10. 


.0418. 


021.01. 


.tm 


Method 


TBLASTX: Maize 




Start 


6737 








End 


8146 






GI 


none 








Score 


189 






Exons 


6737. .6934,,. 


6737. 


.6934, 


7140. 


.7271,. 7141. .7239, 


7142. 


.7264, 




7349. .7513, 


7351. 


.7515, 


7353. 


.7514, 7353. .7574, 


7354 . 


.7515, 




7601. .7762, 


7618. 


.7773, 


7620. 


.7763, 7821. .7916, 


7839. 


.7922, 




7840. .7923, 


7 987. 


.8127, 


8001. 


.8141, 8005. .8127, 


8060. 


.8146 


Seq. No. 


54685 








Seq. ID 


OJ000302 


10.0418.C21 


Gene No. 


114662 








Strand 








Start 


15817 








End 


16328 






Name 


OJ000302 10. 


.0418. 


021. o5. 


.tm 


Method 


TBLASTX: 


Maize 




Start 


8225 








End 


8603 






GI 


none 








Score 


148 






Exons 


8225. .8335, 


8226. 


.8336, 


8401. 


.8571, 8416. . 8526, 


8418. 


. 8576, 




8418. .8573, 


8551. 


.8601, 


8574. 


.8603 









Seq. No. 54685 

Gene No. 114662 

Start 15817 

Name * OJ000302_10 . 04 18 . 021 . o3 . ts 

Start 8418 

GI none 
Exons 



Seq. ID OJ000302_10. 0418.021 
Strand 
End 

Method 
End 
Score 



16328 

TBLASTX: Soybean 

8700 

51 



8418. .8495, 8419. .8499, 8496. .8684, 8497. .8700 



Seq. No. 


54685 




Seq. ID 


OJ000302__10.0418, 


.021 


Gene No. 


114662 




■ Strand 






Start 


15817 




End 


16328 




Name 


OJ000302 10.0418.021. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10545 




End 


10730 




GI 


none 




Score 


135 




Exons 


10545. .10730, 10562.. 


.10729 








Seq. No. 


54685 




Seq. ID 


OJ000302_10.0418. 


.021 


Gene No. 


114662 




Strand 






Start 


15817 




End 


16328 




Name 


OJ000302 10.0418.021. 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10557 




. End 


15369 




GI 


none 




Score 


113 




Exons 


10557. .10730, 10562. , 


.10834, 


11673. .117? 


36, 11679. .11987, 






11689. .11988, 12345. . 


.12494, 


12348, .1241 


38, 12561. .12755, 






12566. .12769, 12566. . 


.12757, 


13198. .13338, 13198. .13335, 





55294 








. I J J jy , I J4 4 Z . , 


. I JD Jl , 


13447. .13530, 13450 


1 "3 C C T 








. 1 Jo oo , 1 J / JU . , 


1 O C A 

. I Jod4 , 


14219. .14326, 14229 


. . 14327 , 






14490. . 


,14615, 14494., 


, 14 d(J4 , 


14710. .14751, 14715 


1 /I T C "3 

. . 14753, 






14895. . 


,14987, 14897., 


. 14 yo y , 


15292. .15369 






Seq. No. 


54685 






Seq. ID 


OJ000302 


_10.0418 


.C21 


Gene No. 


114662 






Strand 








otart 


15817 






End 


16328- 






Name 


OJ000302 10.0418.C21. 


. oo . tm 


Method 


TBLASTX: 


Maize 




Start 


10557 






End 


108.49 






GI 


none 






Score 


242 






Exons 


10557. . 


10745, 10562.. 


, lUo 4 y , 


10670. . 10753 






Seq. No. 


54685 






Seq. ID 


OJ000302 


_10.0418 


.C21 


Gene No, 


114662 






Strand 








ot ar L 


15817 






End 


16328 






Name 


OJ000302 10.0418.C21. 


, o6 . tm 


Method 


TBLASTX:: 


Maize 




Start 


11679 






End 


11880 






GI 


none 






Score 


162 






Exons 


11679. . 


11879, 11679.. 


, iio /y , 


11683. .11880 






Seq. No. 


54685 






Seq. ID 


OJ000302 


10 .0418 


;C21 


Gene No. 


114662 






Strand 








Start 


15817 






End 


16328 






Name 


OJ000302 10.0418.C21. 


,o2. tm 


Method 


TBLASTX:! 


Maize 




Start 


11884 






End 


13494 






GI 


none 






Score 


118 






Exons 


11884 . . 


11988, 11886.. 


iiyy / , 


11893. .11988, 12340 


. . 12402 , 






12345. . 


12482, 12346.. 


lz4 DO , 


12348. .12476, 12451 


. . 12507 , 






12561. . 


12755, 12563.. 


1 o T ^ n 

iz /by. 


12563. .12757, 12565 


. .1278 6, 






13198. . 


13332, 13199.. 


1 O "D "3 n 

I J J JU , 


13453. .13494 






Seq. No. 


54685 






Seq. ID 


OJ000302 


10 .0418, 


. C21 


Gene No. 


114662 






Strand 








Star.t 


15817 






End 


16328 






Name 


OJ000302 10.0418.C21. 


o9. tm 


Method 


TBLASTX:] 


^daize 




Start 


13495 






End 


14607 . 






bl 


none 






Score .. 


136 






Exons 


13495. . 


13542, 13732. . 


1 "3 O "3 

lODO J, 


13732. .13863, 13733 


. . 13864 , 






13736. . 


13864, 13737.. 


1 O O o 
loo DO , 


13746. .13868, 14219 


. . 14326, 






14225. . 


14317, 14229.. 


14 Jzl, 


14490. .14606, 14491 


. . 14 607, 






14491. . 


14607 












Seq. No. 


54685 






Seq. ID 


OJ000302_ 


_10.0418. 


,C21 


Gene No. 


114662 






Strand 








Start 


15817 






End 


16328 






Name 


OJ000302 10.0418.C21. 


o5 . gp 


Method 


AAT/GAP 






Start 


15817 






End 


16328 






GI 


none 






Score 


994 






Exons 


15817. . 


16328 












Seq. No. 


54686 






Seq. ID 


OJ000302_ 


_10.0418. 


,C22 


Gene No. 


114663 






Strand 








Start 


674 






End 


4323 






Name 


OJ000302 10.0418.C22. 


ol . np 


Method 


AAT/NAP 






Start 


674 






End 


4323 






GI 


4091008 






Score 


102 







55295 



Exons 674. .736, 2518. .2711, 3081. .3173, 4232. .4323 

GI Descrip. (AF040700) xnethionyl-tRNA synthetase [Oryza sativa] 



oeq . INO . 


Oft DO 0 








beq . 1 u 


vJJ UUU OUZ 


yfi M 

vaene ino. 


1 X 4i D D J 








C-h Y-\r^ 

o izrana 




o t a J- u 


O f H 








cjHo. 




Naitie 


vJJUUUoU^ iU. 


U 4 1 o . 




. gs 


K/l ^ ^ \~\ 




o ram 


1 J y 1 








CjLICI 


9 Q 1 

oz y i 
















Exons 


1391. .1488, 


2306. 


.2380, 


3051 


. .3291 




Seq. No. 


54687 








Seq. ID 


OJ000302 


Gene No. 


114664 








Strand 




Start 


1 








End 


907 


Name 


OJ000302 10. 


0418. 


C25.01 


.np 


Method 


AAT/NAP 


Start 


1 








End 


907 


GI 


7488136 








Score 


334 


Exons 


1..100, 200. 


.370, 


482. . 


652, 


874. .907 





GI Descrip. probable myosin II heavy chain - Arabidopsis thaliana 

gi|2245081|emb|CAB10503.1| (Z97343) myosin II heavy chain like 
protein [Arabidopsis thaliana] 





■ Seq. No'. 


54687 


Seq. ID 


OJUUUoUz lU.U41b 


. CZo 




Gene No. 


114664 


Strand 








otart: 


1 


End 


Q n T 








OJ000302 10.0418.C25.ol.tm 


Method 


i D J-irlO 1 A. . tud J_ ^ tr 




I i § 


Start 


2 


End 


662 






GI 


none 


Score 


200 




iJ 


Exons 


2. .70, 200. .373, 447. .662, 479. .658 








Seq. No. 


54687 


Seq. ID 


OJ000302_10.0418 


.C25 




Gene No. 


114664 


Strand 








Start 


1 


End 


907 






Name 


PJ000302 10.0418.C25.ol.gs 


Method 


GENSCAN 




. » 

•3 


Start 


is 


End 


652 






GI 


none 


Score 


.74 






Exons 


15. .100, 200. .652 • 










Seq. No. 


54687 


Seq. ID 


OJ000302_10.0418 


.C25 


fl 


Gene No. 


114664 


Strand ■ 








Start 


1 


End 


907 






Name 


OJ000302 10.0418.C25.ol.ts 


Method 


TBLASTX: Soybean 






Start 


198 ■■ ' ■ ' 


End 


634 






GI 


none 


Score 


56 






Exons 


198. .245, 206. .373, 447. .599, 


479. .634 








Seq. No. 


54688 


Seq.' ID 


OJ000302_19.0417 


.CI 




Gene No. 


■ 114665 


Strand 


+ 






Start 


1 


End 


1129 






Name 


OJ000302 19.0417.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1129 






GI 


7489501 


Score 


406 






Exons 


1..1129 










GI Descrip. 


NBS-LRR type resistance protein - rice 


( fragment ) 





gi I 2792220 |gb|AAB96985. 1 1 (AF032688) NBS-LRR type resistance 
protein [Oryza sativa] 



55296 



Seq. No. 54688 

Gene No. 114 6,65 

Start 1 

Name OJ000302_19 . 04 17 . CI . ol . ts 

Start 144 

GI none 
Exons 



Seq. ID OJ000302_19.0417.C1 

Strand + 

End 1129 

Method TBLASTX : Soybean 

End 1001 

Score 204 



144 . .422, 804. .1001, 813. . 947, 840. .932 



Seq. No. 54688 Seq. ID 

Gene. No. 114665 Strand 

Start 1 ' End 

Name OJ000302_19 . 04 17 . CI . ol . gs Method 

Start 219 End 

GI none Score 

Exons 219.. 1084 



OJ000302_19.0417.C1 
+ 

1129 
GENSCAN 
1084 
.49 



Seq. No. . 54689 Seq. ID 

Gene No, / 114666 Strand 

Star-fe - 64-5 - End 

Name OJ000302_19 . 0417 . C2 . ol . gs Method 

Start 645 End 

GI none Score 

■Exons 645.. 701, 818.. 941 



OJ000302_19.0417.C2 
941 

GENSCAN 

941 

.63 



Seq. No. 54690 Seq. ID 

Gene No. 114667 Strand 

Start 5683 End 

Name ' OJ000302_19 . 04 17 . C3 . o2 . gp Method 

Start 5532 End 

GI none Score 

Exons 5532.. 6004 



OJ000302_19.0417.C3 
+ 

11710 
AAT/GAP 
6004 
938 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54690 

114667 

5683 

OJ000302_19 . 0417 . C3 . o2 . gs 
5683 ... - 

none 

5683. .6297, 6922. .7069, 7745. 
8754. .8828, 8901 .. 9019, 9099 , 
10663. .10801, 10929. .11042 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_ 
+ 

11710 
GENSCAN 
11042 
.75 



19. 0417. C3 



.7857, 8299. .8461, 
.9260, 9411. .9654, 



8568. 
9786. 



.8741, 
.9922, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



54690 

114667 

5683 

OJ000302_19 . 0417 . C3 . o2 . np 



OJ000302_19.0417.C3 

+ , 



Seq.. ID 
Strand 
End 

Method 

5854 End 
7486691 Score 
,5854. .6297, 6922. .7069, 7229. 
8299. .8461, 8568. .8828, 8901. 
9546. .9667, 9793. .9924, 10665 .. 10801 , 10929 .. 11129, 11217. .11710 
hypothetical protein F8K4 . 6 - Arabidopsis thaliana 
gil 3367519|gb|AAC28504 .1 1 (AC004392) Contains similarity to 
gb|U518 98 Ca2+-independent phospholipase A2 from Rattus 
norvegicus. [Arabidopsis thaliana] 



11710 
AAT/NAP 
11710 
2846 

.7318, 7643. .7857, 
.9019, 9099. .9260, 



7967. 
9411. 



.8212, 
.9501, 



Seq. No. 



54690 



Seq. ID OJ000302 19. 0417. C3 



55297 



Gene No. 114668 Strand 

Start 1 " End 158 

Name OJ000302_19 . 04 17 . C3 . ol . np Method AAT/NAP 

Start 1 • End 158 

GI' r ' 543911 - Score 91 

Exons 1 . . 158 

GI Descrip. SUCCINATE DEHYDROGENASE CYTOCHROME B5 60 SUBUNIT (SUCCINATE 

DEHYDROGENASE, SUBUNIT III) gi | 282760 | pir | | S25968 hypothetical 
protein 137 - liverwort (Marchantia polymorpha) mitochondrion 
gi 1 786193 (M68929) ORF137 [Marchantia polymorpha] 



Seq. No, 54690 

Gene No. 114669 

Start 117 

Name OJ000302_19 . 04 17 . C3 . ol , gp 

Start 117 

GI none 

Exons ■ 117. .574 



Seq. ID OJ000302_19.0417.C3 
Strand 

End 574 

Method AAT/GAP 

End 574 

Score 916 



Seq. No. 54690 

Gene No. 114670 

Start 692 

Name ' OJ000302_1 9 . 04 17 . C3 . o3 . tm 
Start .1 ■ 

GI none 
Exons 



Seq. ID OJ000302_19.0417.C3 
Strand 

End 3210 

Method TBLASTXrMaize 

End ' 772 

Score 279 



1..198, 1..198, 3. .200, 205. .270, 206. .262, 207. .272, 304. .327, 
698. .763, 698. .772, 699. .764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54690 

114670 

692 

OJ000302_19.0417.C3.ol.tw 
69 

none 



Seq. ID OJ000302_19.0417.C3 
Strand 

End 3210 

Method TBLASTX : Wheat 

End 7 67 

Score 383 



69. .290, 70. .327, 128. .325, 698. .766, 698. .766, 699. .767, 
702.. 767 



Seq. No. 54690 

Gene No. 114670 

Start 692 

Name OJ000302_1 9 . 04 17 . C3 . ol . gs 

Start 692 

GI none 
Exons 



Seq. ID OJ000302_19.0417.C3 
Strand 

End 3210 

Method GENSCAN 

End 3210 

Score .67 



692. .765, 1501. .1583, 2146. .2234, 3139. .3210 



Seq. No. 54690 

Gene No. 114 671 

Start 6250 

Name 0 J000302_l 9 . 04 17 . C3 . o3 . t's 

Start 6250 

GI none 
Exons 



Seq. ID OJ000302_19.0417.C3 
Strand 

End 7 4 90 

Method TBLASTX : Soybean 

End 74 90 

Score 74 



6250. .6306, 6922. .7068, 6924. .7067, 6950. .7069, 7227. .7307, 
7228.. 7308, 7397.. 7489, 7398.. 7490 . 



Seq. No. 
Gene No. 
Start 



54690 

114672 

7792 



Seq. ID OJ000302_19.0417.C3 
Strand 

End 9013 



55298 



Name 

Start 

GI 

Exons 



OJ000302_19.0417.C3.ol.ts 

7792 

none 

7792.. 7860, 7797. .7859, 7966. 
8297. .8458, 8298 .. 8459, 8301 . 
8563. .8604 



Method TBLASTX : Soybean 
End 8605 
Score 93 

.8055, 7967. .8218, 8099. .8215, 
.8462, 8302.. 8463, 8561-. .8605, 



Seq..No. 54690 

Gene No. 114672 

Start ' 7792 

Name OJ000302_19 . 0417 . C3 . ol . tm 

Start M32 

GI none 

Exons 8432. .8479, 8433. .8462, 8434, 
8570. .8845, 8571. .8855, 8882, 



Seq. ID OJ000302_19.0417.C3 
Strand 

End 9013 

Method TBLASTX : Mai ze 

End 9013 

Score 55 

.8463, 8561. .8833, 8563. .8829, 
.9013, 8899. .9012 



Seq. No. 54690 
Gene- No. 114673 
Start 9096 

Name OJ000302_19 . 04 17 . C3 . o2 . tw 

Start 9096 
GI none 

Exons 9096. .9260, 9097. .9249, 9098, 

9409.. 9492, 9410.. 9508, 9521. 
9574.. 9657 



Seq. ID OJ000302_19.0417.C3 
Strand 

End "9663 
Method TBLASTX : Wheat 
End 9663 
Score 260 

.9256, 9405. .9509, 9409. .9510, 
.9661, 9522. .9653; 9523. .9663, 



Seq. No. -'r-. 54690 

Gene No. 114674 

Start 10702 

Name OJ000302_19 . 04 17 . C3 . o2 . tm 

Start 10702 

GI none 

Exons 10702. .10800, 10702 .. 10806, 
10928.. 11065, 10966. .11139, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 19. 0417. 03 



11311 

TBLASTX: Maize . 
11311 
166 

10902. .11114, 10928. .11143, 
11204. .11311, 11211. .11309 



Seq. No. 54690 

Gene No. 114675 

Start 11233 " 

Name OJ000302_19 . 04 17 . C3 . o2 . ts 

Start 11233 

GI none 

Exons 11233. .11316, 11234 .. 11317, 
11393. .11527, 11395. . 11526 " 



Seq. ID 
Strand ■ 
End 

Method • 

End 

Score 



OJ000302_19.0417.C3 
11527 

TBLASTX: Soybean 

11527 

102 



11238. .11342, 11321. .11413, 



Seq. No. 

Gene No. 

-Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



54690 

114676 

11466 

OJ000302_19.0417.C3.o4.tm 

11466 

none 



Seq. iD OJ000302_19.0417.C3 
Strand 
End 

Method 
End 
Score 



11644 

TBLASTX: Maize 

11644 

176 



11466. .11642, 11467. . 11643, 11468. .11644 



54691 ' Seq. ID 

114677 Strand 

1 End 

OJ000302_19 . 0417 . C4 . ol . np Method 

1 End 



OJ0p0302_19.0417.C4 
+ 

1404 

AAT/NAP 

1291 



55299 




GI 7486691 Score 520 

Exons 1..175, 247. .336, 857. .1291 

GI Descrip. hypothetical protein F8K4.6 - Arabidopsis thaliana 

gi I 3367519 I gb I AAC28504.il (AC004392) Contains similarity to 
gb|U51898 Ca2+-independent phospholipase A2 from Rattus 







norvegicus . [Arabidopsis 


thaliana] 






Seq. No. 


54691 




Seq. ID 


OJUU0i02 19. 0417. C4 




Gene No. 


114677 




Strand- 


+ 




Start 


1 




End 






Name 


OJ000302 19.0417.C4 .o2.tm 




Method 


TBLASTX : Mai ze 




Start 


1 




End 


276 




GI 


none 




Score 


143 




Exons 


1..108, 2. .109, 3. .'113, 64.. 


132, 65,. 


l/o, 11(J..178, 138, .17 






241 .. 276, 244 .. 273 










Seq. No. 


b 4 oy 1 




Seq. ID 


OJOUU0O2 19. 0417. C4 




Gene No . 


114677 




Strand . 


+ - ' 




Start 


1 




End 


1404 . 




Name 


OJ000302 19.0417.C4 .ol.gs 




Method 


GENSCAN 




Start 


247 




End 


1297 




GI 


none 




Score 


.94 


tl 


Exons 


247. .336, 857. .1297 










Seq. No. 


54691 




Seq. ID 


OJ000'302_19,0417,C4 




Gene No. 


114 677 




Strand 


+ 




Start 


1 




End 


1404 


: a? 


Name 


OJ000302 19.0417.C4.ol.tm 




Method 


TBLASTX: Maize 


R 


Start 


277 




End 


1404 




GI 


none 




Score 


72 


- 


Exons 


277, .315, 298. .345, 298.. 


336 


, 857. .1156, 857. .1120, 1145. .1 


ry 




1162. .1302, 1321. .1404 








s 

[1 


Seq . No . . 


54691 




Seq. ID 


OJ000302_19,0417,C4 


'-■ ■J ' 


Gene No. 


114 677 




Strand 


+ 




Start 


1 




End 


1404 




Name. 


OJ000302 19.0417.C4 .ol. ts 




- Method 


TBLASTX : Soybean ' 




Start 


857 




End 


1126 


S J 


GI 


none 




Score 


184 


f 1 


Exons 


857. .1048, 857. .991, 859. 


.1047, 1082^. 


.1126 




Seq. No. 


54692 




Seq, ID 


OJ000302_19.0417.C5 




Gene No. 


114678 




Strand 


■ -f ■ " ' 




Start 


263 




End 


1135 




Name 


OJ000302 19. 0417. C5. ol.gs 




Method 


GENSCAN 




Start 


263 




End 


1135 




GI 


- none 




Score 


.66 




Exons , 


263. .313, 340.. 397, 1038. 


.1135 






Seq. No. 


54692 




Seq. ID 


OJ000302_19.0417.C5 




Gene No. 


114679 




Strand 






Start 


2121 




End 


6780 




Name 


OJ000302..19. 0417.C5.o2.gs 




Method 


GENSCAN 




Start 


2121 




End 


6780 




GI 


none . 




Score 


.72 




Exons 


2121. ,2727, 2771. .2818, 3145 


..3380, 3830., 3916, 4252.. 4569, 



6736. .6780 



55300 



Seq. No. 54693 Seq. ID 

Gene No. 114680 Strand 

Start 44 3 End 

Name OJ000302_19 . 04 17 . C6 . ol . gs Method 

Start 443 End 

GI none Score 

Exons 443.. 619 



OJ000302_19.0417.C6 
+ 

619 

GENSCAN 

619 

.48 



Seq. No. 54694 Seq. ID OJ000302_19 . 04 17 . C7 

Gene No. 114681 Strand 

Start 1 End 1-038 

Name OJ000302_19 . 04 17 . C7 . ol . np Method AAT/NAP 

Start 1 End 633 

GI 7489396 Score 158 

Exons 1..170, 459.-633 

GI Descrip. NBS-LRR type resistance protein - barley (fragment) 

gi|2792208|gb|AAB96979.1| (AF032682) NBS-LRR type resistance 
protein [Hordeum vulgare] 



Seq. No. 54694 Seq. ID 

Gene No. 114681 Strand 

Start 1 End 

Name^ . OJ000302__19 . 04 17 . G7 . ol . gs ^ Method 

Start 67 End ' 

GI none Score 

Exons 67.. 1038 



OJ000302_19.0417.C7 

1038 
GENSCAN 
1038 
.94 



Seq. No. 54695 

Gene No. 114682 

Start 510 

Name OJ000302_19 . 0417 . C8 . ol . gs 

Start 510 

GI none 

Exons 510.. 1605, 1785.. 2714, 2848.. 

4162. .4287, 4444. .4569, 4662, 



Seq. ID OJ000302_19. 0417 .08 

Strand + 

End 6912 

Method GENSCAN 

End 6912 

Score .57 
3045, 3485. .3635, 3741. .3987, 
.4960, 5037. .5295, 5389. .5571, 



5729. .5784 > 5885. .6016, 6080. .6127, 6132. .6334, -6752. .6912 



Seq. No. 54695 Seq. ID 

Gene No. 114682 Strand 

Start 510 End 

Name 0 J000302_19 . 04 17 . C8 . ol . np Method 

Start 597 End ' 

GI 7228438 Score 

Exons 597." .'2557, 3979.. 4077, 4162.. 4569, 4662 

5389.. 5571, 5729.. 5799 
GI Descrip. (AP001366) EST C28 952 (C62945 ) corresponds to 
predicted gene.; Similar to maize transposon 
isolog (AC003981) [Oryza sativa] 



OJ000302 
+ 

6912 
AAT/NAP 
5799 ■ • 
5476 
4960, 



19. 0417. C8 



5037. .5295, 



a region of the 
MuDR mudrA protein 



Seq. No. 54695 Seq. ID 

Gene No. 114682 Strand 

Start 510 End 

Name " OJ000302_19 . 04 17 . C8 . o2 . gp Method 

Start 1567 End 

GI 5701669 Score 

Exons 1567.. 1997 



OJ000302_19.0417.C8 
+ 

6912 
AAT/GAP 
1997 
836 



55301 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



54695 Seq. ID 

114682 Strand 
510 - End 

OJ000302_19 . 04 17 . C8 . o3 . gp Method 
4788 End 
LIB3475-007-P1-K1-G8 Score 
4788. .4960, 5037. .5287 

•5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ000302_19.0417.C8 
+ 

6912 
AAT/GAP 
5287 
801 



Seq. No. 


54695 




Seq. ID 


OJ000302_19 


0417. C8 


Gene No. 


114683 




Strand 






Start 


1 




End 


71 




Name 


OJ000302 19.0417.C8.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


71 




GI 


7406 1.R1084 




Score 


93 




Exons 


1. .71 










GI Descrip. 


' 1122315/emb|CAA63901| 
[Pennisetum glaucum] * 


7.0e- 


10 (X94191) 


heat shock 


protein 17.0 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54695 

114684 

6070 

OJ000302_19 . 0417 . C8 . o2 . np 

6070 

6721543 



Seq. ID OJ000302_19.0417.C8 
Strand 

End 6935 

Method AAT/NAP 

End 6935 

Score 69 



6070. .6110, 6429. .6504, 6808. .6935 

(AP001073) hypothetical protein [Oryza sativa] 



1 Seq. No. 54695 

Gene No. 114685 

" Start 9752 

3 Name • OJ000302_1 9 . 04 17 . C8 . ol . 

1 Start 1524 

5, GI none 

" Exons 1524. .1652, 1538.. 1630, 

' Seq. No; ' 54 695 ' 

Gene No. 114685 

Start 9752 

Name OJ000302_1 9 . 04 17 . C8 . ol . 
Start - 1817 

GI none 

Exons 1817...2011, 1826.. 2014, 



Seq. . ID OJ000302_19.0417.C8 
Strand 

End 104 4 9 

tm Method TBLAS'tX: Maize 

End 2119 

Score 8 9 
1685. .1984, 1702. .1923, 2048. .2119 

Seq. ID OJ000302_19'. 0417.C8 
Strand 

End 10449 

tw Method TBLASTX : Wheat 

End 2197 ■ 

Score 204 
2030. .2197, 2044. .2136 



Seq. No. 54695 Seq. ID 

Gene No. 114685 Strand 

Start 9752 ^ ' End 

Name OJ000302_19 . 04 17 . C8 . o2 . gs ' Method 

Start , 9752 End 

GI none Score 

Exons 9752.. 9800, 10349.. 10449 



OJ000302_19.0417.C8 

10449 
GENSCAN 
10449 
.49 



55302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54696 
114686 
1 

OJ000302_19.0417.C9.ol.np 
1 

6721547 
1. . 104, 1267 .■,1354 

(AP001073) Similar to Oryza sativa gene for Pib, (AB013448) 



Seq, ID OJ000302_19.0417.C9 
Strand 

End 1354 

Method AAT/NAP 

End 1354 

Score 85 



Seq. ID OJ000302_19.0417.C11 
Strand 

End 1986 

Method AAT/GAP 

End 359 

Score 718 



54697 
114687 
1 

OJ000302_19.0417.Cll.ol,gp 
1 

LIB3475-006-P1-K1-F11 
1,.359 

'2258317 7,0e-15 (AF004879) resistance complex proteiriM2C-2 
[Lycopersicon esculentum] * 



Seq. ID OJ000302_19.0417.C11 
Strand 

End 1986 

Method AAT/NAP 

End 198 6 

Score 689 



54697 
114687 
1 

OJ000302 19.0417.Cll.ol,np 

1 

7489065 
1..1986 

resistance complex protein I2C-1 - tomato 

gi|2258315|gb|AAB63274.1| (AF004878) resistance complex ptotein 
I2C-1 [Lycopersicon esculentum] 



54697 

114687 

1 

OJ000302_19.0417.Cll.ol.tm 

226 

none 

.226'. .561 



Seq. ID OJ000302_19,0417.C11 
Strand 

End 1986 

Method TBLASTXiMaize 

End 561 

Score 183 



Seq. No. 54697 

Gene No. 114687 

Start 1 

Name ' OJ000302_19, 0417 ,C11 ,ol . ts 

Start 340 

GI none 
Exons 



Seq, ID OJ000302_19.0417.C11 
Strand 

1986 

TBLASTX: Soybean 
1464 
41 



End 

Method 
End 
Score • 

340. .570, 634. .747, 649. .732, 998. .1069, 1180. .1296, 1184. .1264, 
1324. .1464, 1340. .1462 



Seq. No. 54698 Seq. ID OJ000302_19 . 04 17 . C12 

Gene No. 114688 Strand + 

Start 3203 End 4931 

Name OJ000302_19 . 04 17 . C12 . ol . np Method AAT/NAP 

Start 3203 -vvEnd 4 931 

GI 7489501* Score 546 

Exons 3203.. 4931 

GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi|2792220|gb|AAB96985.1| (AF032688) NBS-LRR type resistance 



55303 



protein [Oryza sativa] 



Seq. No. 54698 Seq. ID 

Gene No. -114689 Strand 

Start 7801 End 

Name OJ000302_19 . 04 17 . C12 , o3 . np Method 

Start 7801 End 

GI 6539571 Score 

Exons 7801 . .8003 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



OJ000302_19.0417. 
+ 

8003 
AAT/NAP 
8003 
73 



C12 



beq. NO. 


54698 






Seq. ID 


UJ UUU J Uz 


Gene No . 


114690 






Strand 




o L.ar L 


50 






End 




Name 


OJ000302 


19.0417.C12.ol. 


gs 


Method 




bt ar u 


50 






End 


O J 0 


GI 


none 






Score 


.89 


Exons 


50. .536 










beq. NO. 


54698 






Seq. ID 




Gene No. 


114691 






Strand 




b rar t 


3597 






End 


/ o / 1 


Name 


OJ000302 


19.0417.C12.ol. 


gp 


Method 


A 7\ rn //^ A D 


Start 


3597 






End 


n en 1 
f D / i 




none 






Score 


/ o / 


Exons 


3597. .3662, 7155. .7285, 


7357. .7571 




Seq. No. 


54699 






Seq. ID 


OJ000302 


Gene No. 


114692 






Strand 




b rarL 


113 






End 


1713 


Name 


OJ000302 


19.0417.C14.ol. 


gs 


Method 


GENSCAN 


ot art 


113 






End 


1538 




none 






Score 


.53 


Exons 


113. .370, 


416. . 1538 








Seq. No. 


54699 






Seq. ID 


OJ000302 


Gene No . 


114692 






Strand 




b rar L 


113 






-End 


1713 


Name 


OJ000302 


19.0417.C14.ol. 


np 


Method 


AAT/NAP 


Start 


309 






End 


1713 


GI 


7489454 






Score 


144 


Exons 


309.. 613, 


965. .1213, 1658.. 


1713 




GI Descrip. 


bacterial 


blight-resistance protein Xal - rice 




gil 294 3742 Idbj IBAA25068. 


11 


{AB002266) 


XAl [Oryz 


Seq. No. 


5470.0 






Seq. ID 


OJ000302 


Gene No. 


' 114693 






Strand 




Start. 


107 






End 


1834 


Name 


OJ000302 


19.0417.C15.ol. 


gs 


Method 


GENSCAN 


Start 


107 






End 


1834 


GI 


none 






Score 


.45 


Exons 


107. .368, 


516. .1834 








Seq. No." 


54700 






Seq. ID 


OJ000302 


Gene No. 


114693 






Strand 




Start 


107 






End 


1834 


Name 


OJ000302 


19.0417.C15.ol. 


np 


Method 


AAT/NAP 



.C12 



.C12 



.C14 



.C14 



.C15 



.C15 



55304 






Q-h :a r--|- 
O L. d-L L 


X o o 




End 


1072 








O O *1 _7 U O J 




Score 


384 






Exons 


XOO. .XU/Z 














V.rt.rx4DZD^^ xcoXoLa.n(_c qene 


analog PIC22 [Oryz^, sativa] 






Seq. No, 


54700 




Seq. ID 


OJ000302_19.0417 


.C15 




Gene '*No . 


114693 • 




Strand 


- 








107 




End 


1834 






N3irie 


OJ0Q0302 19.0417.C15.ol.ts 




Method 


TBLASTX: Soybean 






O Ldx L 


530 




tna 










none 




Score 


49 








530..619> 561.. 620, 638.. 910, 


723. .857, 


974 . . 1063 






Seq. No. 


54701 




Seq. ID 


OJ000302_19.0417 


.016 




Gene No. 


114694 




Strand 


+ 






O L dX L 


3396 




End 


4765 






Nsme 


OJ000302 19.0417.C16.ol.gs 




Method 


GENSCAN 






O Ud.x U 


3396 




End 


4736 








none 




Score 


.66 . 






U" V c? 


3396. .4736 












o e q . LN (J . 


54701 




Seq. ID 


OJ000302_19.0417, 






OCllC IN (J. 


114694 




Strand 


+ 




^ J 


O U Ct X u 


3396 




•End 


4 7 65 ■ 






Name 


OJ000302 19.0417.C16.ol.np 




Method 


AAT/NAP 




— ; z 


Start 


4047 




End 


4765 




[y 




7489501 




Score 


244 






Exons 


4047. .4765 










L -i 


P T c /~< V 1 
Kjl. UcoCxXp. 


NBS-LRR type resistance-protein - rice 


( fragment) 




I il 




gi 1 2792220 i gb | AAB96985 . 1 1 


(AF032688) NBS-LRR type resistanc< 


i. 3 




protein [Oryza sativa] 










ry 


o e q . ln o . 


54702 




Seq. ID 


OJ000302__19.0417. 


.C17 


= 


Gene No. 


114695 




Strand 


+ 






Start 


1 




End 


28 98 






Name 


OJ000302 19.0417.C17.ol.np 




'Method 


AAT/NAP 






Q +• a v -1- 

o can. 


1 






1236 ■ 




\J 


ox 


6606266 




Score 


395 






Exons 


1. . 1236 










E ^ 


OX Ut5ov_XXp. 


(AF158634) Vrgal [Triticum 


ventricosum] 








Seq. No. 


54702 




Seq. ID 


.OJ000302_19.0417. 


.017 




' Gene No 


114695 




Strand 


+ ' ■• 






O L d X L 


1 




End 


2898 . . 






Name 


OJ000302 19.0417.C17.ol.gs 




Method 


GENSCAN 






o car L 


69 




End 


28 98 








none 




Score 


.83 






Exons 


69. .1554, 2722... 2898 












O C ^ • LN • 


54702 




Seq. ID 


OJ000302_19.0417. 


.017 




Gene No. 


114695 




Strand 


+ 






Start 


1 




End 


2898 






Name 


OJ000302 19.0417.C17.ol.ts 




Method 


TBLASTX: Soybean 






Start 


333 




End 


787 






GI 


none 




Score 


102 






Exons 


333. .485, 365. .487, 495. .539, 


569. .787, 


576. .782 





55305 




Seq. No. 


54702 


Seq. ID 


OJ000302_19.0417.C17 


Gene No. 


114695 


Strand 


+ 


.0 L. d i- L. 


1 


End 


^ 0 -7 0 


Nsiue , 


OJ0003b2 19.0417.C17.ol.tm 


. Method 


X O XjrlO X A. . Via. J. ^xi 


0 L, d i. <_ ' 


417 ■ 


End 


-7 J O 




none 


Score 


4 7 




417. .473, 540. .779, 822. .938 




Corr Mo 


54703 


.Seq. ID 


o.Tnnn^n^ iq ndi7 pir 




114696 


Strand 


-|- 


0 L. d i. u 


5671 


End 


8 Q7 S 


N3.ine 


OJ000302 19.0417.C18.ol.np 


Method 


AAT /NAP 


0 L. d X. u. 


5671 


End 


77 '^T 

/ / J X 


GI 


6069646 


Score 


989 


Exons 


5671. .6460, 6743.. 7731 








(AP000616) similar to putative reverse 


+- -ran Qo-r-i o-|-i3 cci ^ ZXPO 0 ^ 1 1 
LxdXlot^XX^Ld&t; \ t\\j\J \j 'J O 1. 'J ) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


. X 1 \ t\c\j U X X Z ^ ) O XlllX X d X L o 




Arabidopsis thaliana chromosome II BAG 


r -/wxo geiiomic SGquciioc, 




putative non-LTR retroelement reverse 


LxdIlov_xx^Ldocr. \t\\^\j\j\jc^^O ) 




[Oryza sativa] 






Q 0 rt Mo 


54703 


Seq. ID 


_WUUUUjU^ X _? . U *J X / .k^XO 


Gene No. 


114696 


Strand 




Start • 


5671 


. End 


8975 


Nsme 


OJ000302 19.0417.C18.o2.np 


Method 


AAT /MAP 




7441 


End 


P Q7 R 

O / Z> 




4680186 


Score 


1 Do 


Exons 


7441. .7548, 8824. .8975 








(AF111709) unknown [Oryza sativa subsp 


xricixodj 


Corr Mo 


54703 


Seq. ID 


OJ000302_19.0417.C18 


0 n £s Mo 


114697 


Strand 




Start 


26384 


• End 


32788 


Name 


OJ000302 19.0417.C18.o3.np 


Method 


AAT /NAP 


0 L d J- l_ 


26361 


End 


32788 




4581139 


Score 


1759 


Exons 


26361. .26772, 27112. . 27232, 


29437. .29519, 30342 .. 3042 6, 




30510. .30800, 31078. .31168, 


31903.. 32788 




(AC006919) putative ABC transporter [Arabidopsis thaliana] 


Corr Mo 
0 c q . In 0 . 


54703 


Seq. ID 


OJ000302_19.0417.C18 


Gene No. 


114697 


Strand 


+ 


Start 


" 26384 \ ■ 


End 


32788' 


Name 


OJ000302- 19.0417.C18.o6.gs 


Method 


GENSCAN 


0 Lax. L 


26384 ^' 


End 


.32723 




none 


Score 


.8 


Exons 


26384. .26772, 27112 .. 27232, 


28774. .28956,. 29437 .. 2 9519, 




29758. .29794, 30510 .. 30800, 


31078. . 31168, 31903.. 32723 


Qprj Mn 


54703 


Seq. ID 


OJ000302_19. 0417 .C18 


Gene No. 


114698 


Strand 




Start 


15245 


End 


17605 


Name 


OJ000302 19.0417.C18.o8.tm 


Method 


TBLASTX: Maize 


Start 


4587 


End 


4832 


GI 


none 


Score 


137 


Exons 


4587. .4724, 4728. .4832 







55306 



Seq. No. 54703 

Gene No. 114698 

Start 15245 

Name OJ000302_19. 0417 .C18 . o4 . tm 

Start 5043 • 

GI none 
Exons 



Seq. ID OJ000302 19.0417.C18 



Strand 
End 

Method 

End 

Score 



17605 

TBLASTX: Maize 

5475 

251 



5043.. 5327, 5085. .5213, 5201.. 5323, 5326.-.5475 



S.eq. No. 


54703 








Seq. ID 


OJ000302 


_19.0417 


Gene No. 


114698 








Strand 








1 ^ O A t; 








iLina 


1 / DUO 




Name 


Pi Tnnn "^n o i o 
UJUUUJUZ ly. 


c\A 1 n 


L/1 o . 04 




Method 


TDT A CTV . 


wnea L. 


O -1 » -1-4- 

b uar L 


C C C yl 








tjna 


1 /I Q y1 D 
1 4 y fi C5 






none 








Score 


y D 




Exons 




O DO J . 


. o o o y , 




^ A CkAQ 

. . X '1 y 4 o 






Seq. No. 


54703 








Seq. ID 


OJ000302 


__19.0417 


Gene No. 


■ 114698 








'■'Strand 






o uar L 










End 


17605 




Name 


ptTPinmno i q 
ujuuujuz ly. 




o . OZ 


. tm 


Method 


TBLASTX: 


Mai ze 


btart 


R "3 c; 








End 


6000 






none 








Score 


385 




Exons 


D D J3 . . bUUU, 




. o y / u / 




.5993 






O e q . IN O . 


S 4 7 n 








Seq. ID 


OJ000302 


1 Q 0 417 


Gene No. 


114698 








Strand 






Start 


15245 








End 


17605 




Name 


OJ000302 19. 


0417. 


C18.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6001 








End 


6675 




GI 


none 








Score 


468 




Exons 


6001. .6675, 


6039. 


.6143, 


6222. 


.6326, 6402. .6560 




Seq. No. 


54703 








Seq. ID 


OJ000302 


__19.0417 


Gene No. 


114698 








Strand 






Start 


15245 








End 


17605 




Name 


OJ000302 19. 


0417. 


C18.03 


. ts 


Method 


TBLASTX: 


Soybean 


S.tart 


6295 








End 


6834 




GI ' ' 


none 








Score 


178 




Exons 


6295. . 6645, 


6652. 


. 6675, 


6706. 


.6834 , 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54703 

114698 

15245 

OJ000302_19.0417.C18.ol.tw 

6316 

none 



Seq. ID OJ000302_19. 0417. 018 
Strand 
End 

Method 
End 
Score 



17605 

TBLASTX: Wheat 

6756 

252 



6316. .6618, 6318. .6608, 6598. .6756, 6670. .6726 



Seq. No. 54703 Seq. ID 

Gene No. 114698 Strand 

Start 15245 End 

Name OJ000302_19 . 0417. C18 . o7 . tm Method 

Start 6687 End 

GI none Score 

Exons 6687.. 6911, 6688.. 6912 



OJ000302_19. 0417.C18 
17605 

TBLASTX: Maize ^ 

6912 

228 



Seq. No. 



54703 



Seq. ID OJ000302_19.0417.C18 

55307 



Gene No. 


114698 




Strand 












tna 


1 / bUo 




Name 




U4 1 / . bio . OZ . lW 


Metnoa 


i BjjAb 1 A : wneat 




bt.ar u 


by i b 




hnd 


T T n R 




C T 


none 




Score 


Q R 

yo 




Exons 


oyib. . /uyo/ 


Tl/I*? TOQ^; Tl/I/I 
/i40../Zob, /i44 


T "3 n R 






Seq. No, 


54703 




Seq. ID 


OJ000302_19.0417 


.C18 


Gene No. 


114698 




Strand 






btiar L 






h^nci 


1 T n R 
1 / bUD 




Name 


UJUUUJUZ ly. 


U4i / ,bio .Oo. tm 


/-^ 4- l-i ^ 

Metnod 


1 BLAb T A : Ma JL z e 




C 4- -1 v-t- 

otar t 






hno 


T R O /I 
/ OZ 4 






none 




Score 


a Q 

DO 




Exons 


/ Z4 4 . . /Joy/ 


TOyiR "7/1/10 TO/IQ 


T R O / 
. . / OZ 4 






Seq. No. 


54703 




Seq. ID 


OJ000302_19.0417 


.C18 


Gene No. 


114698 




Strand 






btart 


i a z 4 D 




Lna 


1 T n R 




Name 


UJUUUjUz iy. 


U41 /.blo.Oo.tW 


Metnoa 


TOT 7\OT'V.T«7Wrt-^4- 

i BLAb 1 A : Wnea u 




b tar L 


/ Jlz 




End 


/ / lo 






none 




Score 


1 1 Q 
lib 




Exons 


/Olz. . /4d1, 


/04U. . / 1 Lo 








Seq. No. 


54703 




Seq. ID 


. OJ000302_19.0417 


.C18 


Gene No.' 


114698 




Strand 






O 4 , -w-4- 

btar u 


15245 




End 


17605 




Name 


OJ000302 19. 


0417.C18.o4.gs 


Method ' 


GENS CAN 




btart 


15245 




End 


17605 






none 




Score 


.44 




Exons 


15245. .16140, 16305. . 16415, 


16686. .16993, 17298. .17605 




Seq. No. 


54703 




Seq. ID 


OJ000302_19.0417 


CIS 


Gene No. 


114699 




Strand 






brar u 


31080 




End 


32498 , 




Name 


OJ000302 19. 


0417.C18.o5. tm 


Method 


TBLASTX: Maize 




C ■) , -*-4- 

btart 


31080 




End 


32123 




bl 


' none 




Score 


128 




Exons 


■ 31080. .31169., 31081. .31170, 


31901. .32122, 31902. .32123 




Seq. No. 


54703 




Seq. ID 


OJ000302_19.0417 


C18 


Gene No. 


114699 




Strand 






b rare 


31080 




End 


32498 




Name 


OJ000302 19. 


0417.C18.ol.tc 


Method 


TBLASTX: Cress 




bt art 


32021 




End 


32330 




bl 


none 




Score 


388 • 




Exons 


32021. .32311 


, 32022. .32330, 


32028. .32318 




Seq. No. 


54703 




Seq. • ID 


OJ000302_19.0417, 


C18 


Gene No. 


114699 




Strand 






O 4- -1 -»^4- 

brart 


31080 




End 


32498 




Name 


OJ000302 19. 


0417.C18.ol.ts 


Method 


TBLASTX: Soybean 




Start 


32054 




End 


32498 




GI 


none 




Score 


495 




Exons 


32054. .32236 


, 32055. .32498, 


32073. .32390, 32270.. 32476 




Seq. No. 


54703 




Seq. ID 


OJ000302_19.0417. 


C18 


Gene No. 


114700 




Strand 







55308 




start 


o o /( 0 Q 


Cina 


O O T Q Q 
OZ 1 




Name 


UJUUUoU^ J. y . U4 1 / . Lio . Oz . tc 


Method 


1 dJjAo i A : cress 




Start 




bna 


non CQ 
oZ 1 bo 




GI 


none 


Score 


noo 
oZZ 




Exons 










Seq. No. 


54703 


Seq. ID 


OJ000302_19.0417. 


C18 


Gene No. 


114700 


Strand 






Start 


no A O Q 


bna 


non QQ 
oZ 1 oo 




Name 


OJUUUJUZ i y . U4 1 / . Cio . oz . ts 


Metnoa 


i hsitAb i A : boyoean 




Start 




bna 


n on o a 
6Z loo 




GI 


none 


Score 


1 y o 




Exons 


'50Q1'5 "^Oi^QQ TOCII/I TO^^QQ 


non nn 'ion 

oZ ( KJO , . oZ 1 


O O 




Seq. No. 


5470.3 


Seq. ID 


OJ000302_19.0417. 


C18 


Gene No. 


114700 


Strand 






Start 


oZ4 z y 


bna 


o O T Q Q 

oZ loo 




Name 


OJUUUJU^ ly . U4 1 / . Cio . Ob . tm 


Metnoa 


1 bLAb i A : Mai ze . 




Start 


no £ZO 


bna 


Q O T Q O 

6Z loo 




GI 


none 


Score 


o A a 
Z 4 b 




Exons 


no£^o'\ noiQQ nocoo nonac 
oZk>Z I , * oZ 1 oo f oZK)ZZ , . oZ 1 oKi 








Seq. .No. 


54704 


Seq. ID 


OJ000302^i9.0417. 


CI 9 


Gene No. 


114701 


Strand 


+ 




Start 


303 


End 


2440 




Name 


OJ000302 19.0417.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


276 


End 


2083 




GI 


none 


Score 


60 




Exons 


276. .383, 276. .389, 277. .38 


4, 1025. .1345, 1026. .1367, 






1027. .1368, 1950. .2081, 1975. .2082, 1978. .2073, 1979. .2083, 




2010. .2081, 2036. .2083 








Seq. No. 


54704 


Seq. ID 


OJ000302_19.0417. 


C19 


Gene No. 


114701 


Strand 


+ 




Start 


303 


End 


2440 




Name 


OJ000302 19.0417.C19.ol.np 


Method 


AAT/NAP 




Start 


303 ■ 


En<4. 


2440 




GI 


4581139 


Score 


952 ' 




Exons 


303. .384, 1027. .1359, 1977. 


.2267, 2358 


. .2440 




GI Descrip. 


(AC006919) putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


54704 


Seq. ID 


OJ000302_19.0417. 


C19 


Gene No. 


114701 


Strand 


+ 




Start 


303 


End 


2440 




Name 


OJ000302 19.0417.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


304 


End 


2176 




GI 


none 


. Score 


92 




Exons 


304.. 381, 996. .1367,,, 1026.. 


1340, 1027. 


.1368, 1977. .2171, 






2010. .2144, 2036,. 21176 








o e q . IN o . 


54704 


Seq. ID 


OJ000302_19.0417. 


C19 


Gene No. 


114701 


Strand 


+ 




Start' 


303 


End 


2440 




Name 


OJ000302 19.0417.C19.ol.ts 


Method 


TBLASTX : Soybean 




Start 


307 


End 


2408 ■ 




GI 


none 


Score 


80 




Exons 


307. .381, 996. .1358, 1025.. 


1360, 1027. 


.1368, 1977. .2267, 





,55309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2010. .2141, 2036. .2278, 2349. .2408 



54704 

114701 

303 

OJ000302_19. 0417 .C19.ol.gs 

376 

none 



Seq. ID OJ000302_19.0417.C19 

Strand + 

End 2440 

Method GENSCAN 

End 2324 

Score . 9 



376. ,384, 1027. .1359, 1977. .2324 



54704 
114701 
303 

OJ000302_19. 0417.C19.ol. tw 
2138 
none 



End 

Method 
End 
Score 

2138. .2266, 2139. .2267, 2199. .2267, 2349. .2408, 2363. .2413, 
2413, .2439 



Seq. ID OJ000302_19.0417.C19 
Strand + 

2440 

TBLASTX: Wheat 
2439 
107 



lii! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54705 

114702 

1 

OJ000302_19. 0417 .C20.ol.np 
1 

4581139 



Seq. ID OJ000302_19.0417.C20 

Strand + 

End 3274 

Method AAT/NAP 

End 1390 

Score 638 



1..190, 779. .1029, 1121. .1390 

(AC006919) putative ABC transporter [Arabidopsis thaliana] 



54705 

114702 

1 

OJ000302_19.0417.C20.ol.gs 
7 

none 



Seq, ID OJ000302_19.0417.C20 

Strand + 

End 3274 

Method GENSCAN 

End 3274 

Score .44 



7. .186, 1121. .1389, 2881. .3039, 3106. .3274 



Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54705 ' 

114703 

3997 

OJ000302_19. 0417 ,C20.o2.np 

3997 

2388577 

3997.. 4130, 4751,. 4935,' 5434', 



Seq. ID OJ000302_19.0417.C20 
Strand + 

6591 
AAT/NAP 
6591 
1295 



End 

Method 
End 
Score 
.6591 



{AC000098) Similar to Arabidopsis putative ion-channel 
PID:g2262157 (gb | AC002329) . [Arabidopsis thaliana] 



54705 

114703 

3997 

OJ000302_19.0417,C20,o3,gs 

4653 

none 

4653. .4935, 5434. .6516 



Seq. ID OJ000302_19. 0417,020- 

Strand + - . 

End 6591 

Method GENSCAN 

End 6516 

Score . 67 



Seq, No. 
Gene No. 
Start 



54705 

114703 

3997 



Seq. ID OJ000302_19.0417.C20 
Strand + 
End 6591 



55310 




LN CtillC 


WlJVJVJVJJW^ x^. 


0417.C20.o2.gp 








O L. di. u 


S71 7 ~ 

■J / X / 






PnH 


SQ1 4 




Ox 


none 






qoor*<a 
o ov^x c 


328 
^ o 




p. vr»n s 


5717 5914 












Seq. No. 


54705 






Seq. ID 


OJ000302_19.0417 


.C20 


Gene No. 


..; 114704 






Strand 






U Cl J. L. 


1224 






End 


1 569 

X U _7 








U 1 X / 


P90 o1 no 


M*a "h Vi oH 

Lie L- i 






qi- a rt 


X ^ ^ 'i 






PnH 


X J U -7 






n on o 






q oo 


fi9Q 
o ^ ^ 




ill Wl X o 


1224 1569 












Seq. No. 


54705 






Seq. ID 


OJ000302_19.0417 


.C20 


Gene No. 


114705 






Strand 






Start 


3981 






End 


4556 




LN dlllO 


OJOOO^O? 1 9 

\J^\J\J\J-^\J4L. XJ. 


04 17 

\J H J. f 


.020.04 .tm 


Method 


TBLASTX: Maize 




qf ort 
o L d i. L 


1 2 ~ 

X 






End 


855 






n on 






Score 


161 






12 182 16 

X4^. .XU£^/ xu. 


• ^ X ^ 


, 18. .212, 41. .223, 714. .854, 765. .854, 


781 8SS 
/ox. .o^^ 


Seq. No. 


54705 






Seq. ID 


OJ000302_19.0417 


.C20 


Gene No. 


114705 






Strand 






O L di. L 


^98 1 






End 


4556' 




LNdlllC 


WUUUUOU^ XJ. 


U f± X / 


.C20.o2.tc 


Method 


TBLASTX: Cress 




qt a rt 

O L dl. L 


1 ^ ~ 

X J 






End 


1459 




O J. 


none 






Score 


195 




P von ^ 


1^ 228 27 


. ^ u o 


, 772.. 936, 


784. .1029, 


1124. .1393, 1133 


1 4 S Q 


O C . LNU . 


S4 7 n s 






Seq. ID 


OJ000302_19.0417 


.C20 


Gene No. 


114705 






Strand 






Start 


3981 






End 


4556 




Naine 


ojnnn^02 i 9 


04 17 


.C20.o2.ts 


Method 


TBLASTX: Soybean 




qt a -r-h 

O L d i. L 


1 ^ ~ 
X J 






End 


1434 




O J. 


n on o 






Score 


198 




P von Q 
£j Awl io 




203 


, 769. .1029, 


1123.. 1209, 1124.. 1207, 1133.. 1201, 




1243 1434 


1 9 so 

X ^ J 


: .1393. 








O C Lj^ . IN \,J . 


54705 






Seq. ID 


OJ000302_19.0417 


.C20 


Gene No. 


114705 






Strand 






Start 


3981 






End 


4556 




Name 


OJ000302 19. 


0417 


.C2p.ol.tw 


Method 


TBLASTX: Wheat 




o u d i. u 


154 






' ■ End 


1216. 




ox 


none 






Score 


61 ■■' 




P V o n Q ' ' 


154. .213, 769. .1032, 772. .1014, 924. .1061, 1120. .1209, 






1121. . 1210, 


1121 


..1216, 1123 


. . 1212 






q*=kO KIo 


54705 






Seq. ID 


OJ000302_19.0417 


.C20 


Gene No. 


114705 






Strand 






Start 


3981 






End 


4556 




Name 


OJ000302 19. 


0417 


.C20.O1. tm 


Method 


TBLASTX: Maize 




Start 


857 






End 


1398 




GI 


none 






Score 


135 




Exons 


857..1024, 859.. 


1029, 862. .1026, 927. . 


1028, 1121. . 1396, 






1124 . . 1396, 


1128 


..1397, 1288 


. .1398 






Seq. No. 


54705 






Seq. ID 


OJ000302_19.0417 


.C20 



55311 



Gene No. 


114705 








Strand 








Start 


"3 n o 1 








End 


4 556 






Name . 


(JJUUUoUZ iy 


, 1 / . 


CzU , OZ 


. tw ' 


Metnoa 


TiTDT 7\ C"T>V . 

1 bLAb iX : 


Wheat 




Start 


iz4y 








End 


1396 






GI 


none 








Score 


1 92 






Exons 










1 0 A 0 

. 1393 








Seq. No. 


54705 








Seq. ID 


OJ000302 


_19.0417 


.C20 


Gene No. 


114705 








Strand 








Start 


•D n o 1 








End 


A C C C 

4 55 6 






Name 


ojooojo^ ly 


A >1 T T 
.041/. 


C20 . o2 


.gs 


Method 


GENSCAN 






Start 


3981 








End 


A C C ^ 

4556 






GI 


none 








Score 


A A 

. 99 






Exons 


TOOT XOAO 

3981 . . 4Z0Zf 


4 3z4 , 


.4 4 70, 


>l C 15 A 

4 530 . 


.4 556 








Seq. No. 


54705 








Seq. ID 


OJ000302 


_19.0417 


.020 


Gene No. 


114706 








Strand 








Start 


4737 








End 


6587 






Name 


UJUUUoU^ ly 


n /1 1 "7 
. U4 i. / . 


U . Ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


4 737 








End 


6587 






GI 


none 








Score 


127 






Exons 


^1 51 . .4 931 , 


5421 . 


C T n 

. 572 6, 


5432 . 


.5650, 5436. .5726, 


5784 . .5981, 




com ^CkCO 


C O A O 


. 5963, 


C A 0 T 

5991 . 


.6587, 6401. .6586 






Seq. No. 


54705 








Seq. ID 


OJ000302 


_19.0417 


020 


Gene No. 


114706 








Strand 








Start 


4737 








End 


6587 






Name 


OJ000302 19 


.0417. 


C20 . o5 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4 /o4 








End 


5533 






GI 


none 








Score 


205 






Exons 


4 /o4 . . 4 933, 


/lice 

4 /55 . 


. 4 934 , 


/I T C 0 

4 /5o . 


.4934, 5429. .5533, 


5433. .5531 


Seq. No. 


54705 








Seq. ID 


OJ000302 


_19.0417 


020 


Gene No. 


114706 








Strand 








Start 


4 /3 / 








End 


6587 






Name 


0J(J(JU3UZ 19 


A /I T T 
.041/. 


C2U , Ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


54 3d 








End 


.5993 






GI 


none 








Score 


467 






Exons 


5436 . . 5993 , 


54 47. 


C /" c o 

.5653/ 


C /I A "D 

54 93 . 


.5726, 5714. .5959 






Seq. No. 


54705 








Seq. ID 


OJ000302 


_19.0417 


020 


Gene No. 


114706 








Strand 








Start 


4737 








End 


6587 






Name 


OJ000302 19 


.0417. 


A A « O 

020 . o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


5631 








End 


5921 






GI 


none 








Score 


122 






Exons 


5631 . . 5723, 


5769'. 


5921 












Seq. No. 


54705 








Seq. -ID 


OJ000302 


_19.0417 


020 


Gene No. 


114706 








Strand 








o L ar c 


fi / J / 








End 


6587 






Name 


OJ000302 19 


.0417. 


C20.O3 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


6000 








End^ ' . 


6398 






GI ■ 


none 








Score 


68 






Exons 


6000. .6083, 


6002. 


. 6073, 


6090, 


.6398, 6125. .6391 






Seq. No. 


54705 








Seq. ID 


OJ000302 


_19.0417 


020 



55312 




Gene No. 


114706 


Strand 






Start 


4 / J / 


End 


6587 




Name 


(jJuuuoUii i y . U4 X / . Lzu . oz . tm 


Method 


TBLASTX: Maize 




Start 


oOlZ 


End 


6347 




GI 


none 


Score 


67 




Exons 


^mo itnoi^ cnQti ^^t/I'? ^rioo 


. .6182, 6125. .6340 




Seq. No. . 


54705 


Seq. ID . 


OJ000302_19.0417 


C20 


Gene No. 


114706 


Strand 






Start 


/ T "3 T 


End 


6587 




Name 


OJUUUiUz ly . U4 1 / , CzU . 04 , ts 


Method 


TBLASTX: Soybean 




Start 




End 


6587 




GI 


none 


Score 


195 




Exons 


£1 A rsn ^2 con a a r\ a cco a 








Seq. No. 


c A n r\ c 
04 / U D 


Seq. ID 


OJ000302_19.0417 


1 


bene no .-. 


114707 


Strand 


+ 




Start 


1 


End 


1774.. ■ 




Name 


OJ000302 19.0417.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1477 




GI 


2388577 


Score 


980 




Exons 


1..301, 413. .444, 531, .931, 


1054. .1477 






GI Descrip. 


{AC000098) Similar to Arabidopsis putative ion-channel 






PID:g2262157 (gb | AC002329 ) ,. . 


[Arabidopsis thaliana] 




beq. NO. 


54706 


Seq. ID 


OJ000302_19.0417 


r9 1 


Gene No. 


114707 


Strand 


+ 




Start 


1 


End 


1774 




Name 


OJ000302 19.d417.C21.o3.tm 


Method 


TBLASTX: Maize 




Start 


5 


End 


667 




GI 


none 


Score 


201 




Exons 


5. .352, 6. .188, 240. .302, 413. .445, 414 


.,476, 465, ,494, 





493. .639, 515. ,667, 518, .649,- 532. .666 



Seq. No, 


54706 






Seq. ID 


OJ000302_19,0417.C21 


Gene No, 


114707 






Strand 


+ 


Start 


1 . . 






End 


1774 


Name 


OJ000302.-i9 


0417.C21.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


15 






End 


324 


GI 


none 






Score 


156 


Exons 


15. .164, 26 


.163, 132.. 


188, 


143. .322, 


145. .324, 240. .302 


Seq. No. 


54706 






Seq. ID 


0 JOO 0 3 0 2_1 9 . 0 4 1 7 . C 2 1 


Gene No. 


114707 






Strand 


+ 


Start 


1 






End 


1774 


Name 


OJ000302 19 


0417.C21.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


26 






End 


1416 


GI- 


none 






Score 


292 


Exons 


26. .352, 27 


.302, 408.. 


452, 


414 . .443, 


515. .838, 530. .772, 




532. .807, 823. .939, 823 


. .936 


, 824. .976, 824, .937, 1023, .112 




1024. .1143, 


1173. .1253, 


1321 


. .1416 




Seq. No. 


54706 






Seq. ID 


OJ000302_19.0417.C21 


Gene No. 


114707 






Strand 


+ 


Start 


1 






End 


1774 


Name 


OJ000302 19 


0417.C21.ol 


. gs 


Method 


GENSCAN 


Start 


429 






End 


1470 



55313 



GI 


none 




Score 


. 91 


Exons 


429. .444, 531. .937, 1024. .1470 




Seq. No. 


54706 




Seq. ID 


OJ000302_19.0417.C21 


Gene No. 


114707 




' Strand 


+ 


Start 


1 




End 


1774 


Name 


OJ000302 19.0417.C21.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


631 




End 


1284 


GI 


none 




Score 


292 


Exons 


631. .735, 638. .937, 784. 


.936, 


1023. .1145, 1024. .1146, 1165. 


Seq. No. 


54706 




Seq. ID 


OJ000302_19.0417.C21 


Gene No. 


114707 




Strand 


+ 


Start 


1 




End 


1774 


Name 


OJ000302 19.0417.C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


668 




End 


1083 


GI 


none 




Score 


90 


Exons 


668, .754, . 670. .753, 757. 


.936, 


758. .937 


, 867. .'938, 868.. 939, 




1023. .1082, 1024. ,1083, 


1024 . 


.1083 




Seq. No. 


54706 




Seq. ID 


OJ000302_19. 0417 .C21 


Gene No. 


114707 




Strand 


+ 


Start 


1 




End 


1774 


Name 


OJ00b302 19.0417.C21.o2. 


tm" . ■ 


Method 


TBLASTX: Maize 


Start 


1128 




End 


1469 


GI 


none 




Score 


113 


Exons 


1128. .1358, 1128. .1418, 


1129. 


.1464, 1422. .1469 


Seq. No. 


54706 




Seq. ID 


OJ000302_19.0417.C21 


Gene No. 


114707 




Strand 


+ 


Start 


1 




End 


1774 


Name 


OJ000302 19.0417.C21.ol. 


gp 


Method 


AAT/GAP 


Start 


1224 




End 


1774 


GI 


none 




Score 


1071 


Exons 


1224. .1774 








Seq. No. 


54707 




Seq. ID 


OJ000322_18.0419.C1 


Gene No. 


114708 




Strand 


+ 


Start 


1 




End 


548 


Name 


OJ000322 18.0419.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


548 


GI 


6815099 




Score 




Exons 


1..51, 437..548 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


54707 




Seq. ID 


OJ000322_18.0419.C1 


Gene No. 


114709 




Strand 


+ 


Start 


782 




End 


1304 


Name 


OJ000322 18.0419.Cl.o2.np 


Method 


AAT/NAP 


Start 


782 




End 


1304 


GI 


7488320 




Score 


149 


Exons 


782. .1304 









GI Descrip. RNA-directed DNA polymerase homolog T14P8.10 - Arabidopsis 

thaliana gi | 3193294 | gb | AAC19278 . 1 | (AF069298) similar to reverse 
transcriptases (Pfam: rvt.hmm, score: 53.76) [Arabidopsis 
thaliana] gi | 7269009 | emb | CAB80742 . 1 | (AL161494) similarity to 
similar to reverse transcriptases (Pfam: rvt.hmm, score: 53.76) 



55314 



[Arabidopsis thaliana] 



Seq. No. 54707 

Gene No. 114709 

Start 782 

Name OJ000322_18 . 04 1 9 . CI . ol . tm 

Start 975 

GI none 

Exons 975.. 1133, 1014. .1121, 1145. 



Seq. ID OJ000322_18.0419.C1 

Strand + 

End 1304 

Method TBLASTX: Maize 

End 1290 

Score 188 
,1180, 1177. .1290 



Seq. No. 54708 ^ Seq. ID 

Gene No. 114710 Strand 

Start 100 End 

Name 0 JO 0032 2_1 8.0419.C2.ol.gs Me t hod 

Start 100 End 

GI none Score 

Exons 100.. 320 



OJ000322_18.0419.C2 
+ 

320 

GENSCAN 

320 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54708 

114711 

3570 

OJ000322_18. 0419.C2.o2.np 
3570 

6063554 - 



Seq. ID OJ000322_18.0419.C2 
Strand + 
End 7383 
Method .AAT/NAP 
End 7383 
Score' 4 94 

3570. .3605, 5609. .5887, 6004 .. 6226, 654 9 .. 657 6, 7209. .7383 
(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 {E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

54708 Seq. ID OJ000322_18 . 04 1 9 . C2 

114711 Strand + 

3570 End 7383 

OJ000322_18 .04 19.02. ol.gp Method AAT/GAP 

6043 ' End 6779 

101153_1.R1084 Score 696 

6043.. 6226, 6549. .6779 

'5852170/emb|AL117265.1|OST17804 ,1.0e-115 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 



54708 Seq. ID 

114711 Strand 
3570 End 
OJ000322_18.0419.C2.o2.gp' Method 
67 95 End 
2428185 Score 
6795.. 7223 

5852170/emb|ALI17265.1|OST17804 l.Oe-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone: t 17804 



OJ000322_18.0419.C2 
+ 

7383 

AAT/GAP ' 
7223 
636 



54708 Seq. ID 

114712 Strand 

8373 End 

OJ000322_18 . 04 19 . C2 . o3 . np Method 

8179 End 

6063554 Score 



OJ000322_18.0419.C2 
+ 

9487 
AAT./NAP 
9291 
248 



8179. .8463, 8576. .8791, 9264. .9291 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 {E04 64 ) , C98 611 {E04 64 ) 



55315 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 54708 Seq. ID 

Gene No. 114712 Strand 

Start 8373 End 

Name OJ000322_18 . 04 1 9 . C2 . o4 . gs Method 

Start 8373 End 

GI none Score 

Exons 8373.. 8458, 8653.. 8791, 8955.;8981 

Seq. No. 54708 Seq. ID 

Gene No. 114712 Strand 

Start 8373 End 

Name OJ000322_18 . 0419 . C2 . o5 . gp Method 

Start 8531 End 

GI none Score 

Exons 8531 . . 8755 



OJ00032'2_18.0419.C2 

+ ■ 

9487 

GENSCAN 

8981 

.65 



OJ000322_18.0419.C2 
+ 

9487 
AAT/GAP 
8755 
395 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI Descrip. 



54708 Seq. ID 

114712 Strand 
8373 End 
OJ00p322_18 . 0419 .C2 . o6 . gp Method 
87 58 . End 

101153_1/R1084 Score 
8758,. 8783, 9259.. .9487 

»5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17 804 * 



OJ000322_18.0419.C2 
+ 

9487 
AAT/GAP 
9487 
420 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54708 Seq. ID 

114713 Strand 

10469 End 

OJ000322_18 . 0419 . C2 . o7 . gp Method 

10469 End 

61605_3.R1084 Score 
10469. .10726 

'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



OJ000322_18.0419.C2 
+ 

10726 
AAT/GAP 
10726 
396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54708 

114714 

10732 

OJ000322_18 . 0419 .02 . o8 . gp 
10732 

101153_1.R1084 
10732. .10905 
'5852170/emb|AL1172 65 
indica(GLA4) genomic 



Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



OJ000322_ 
+ 

10905 
AAT/GAP 
10905 
283 



18. 0419. 02 



.1IOST17804 l.Oe-115 Oryza sativa 
DNA, chromosome 4, BAG clone :t 17804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54708 

114715 

12817 

OJ000322_18 . 0419.C2 .o6.np 

12817 

5852093 

12817. . 128 66, 14190. .14352, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_ 
+ 

15707 
AAT/NAP • 
15707 
71 



18. 0419. 02 



15686. . 15707 



(AL117264) zwhie.l [Oryza sativa] 



55316 




Seq. No. 


54708 




Seq. ID 


OJ000322_ 


_18 


.0419 


C2 


Gene No. 


114716 




Strand 












1 














Nsme ' 


OJ000322 18 


. 0419.C2.o5.np ' 


K/I^ "t" ^> 

LYie unou. 










O L-air L. 


1 




Hjnu 


1 90 Q9 










5852175 




Score 


X u ^ 










1..54, 10909. .11016, 11870.. 


1 9nQ9 

± Z U "Z 














7hHnnn'^ i rn-rwTA 

iu u u u -J . X |_wj.y^ct 


sat X va ] 










Seq. No. 


54708 




Seq. ID 


OJ000322_ 


_18 


.0419. 


C2 




114716 




C -1- -K- 3 TO *H 

oc rana 










O L a J- U 








X Q / U / 










WJUUUOZZ xo 


n^lQ P9 r\9 rrG 

. u'ixis.v^z .oz 


rie t nou 










Ol,cl J- U 


Z U X o 






R ft 










none 




Score 


Q7 








XP o 


ZUXO. .OOOZ/ 


OOUX. .OOoj 












Seq. No. 






Seq. ID. 


' OJ000322_ 


_18 


.0419. 


C2 


laene ino . 


114716 




C ■(- V 3 W 

o L rana 












1 




Hjna 


XD 1 \J f 








Na.iTie 




.0419.C2.o3.gs 


Method 


P IT M C P Z\ M 








o ta J- I, 


C Q '3 O ~ 
3 -3 ^Z 




ill rid 


7 1 ft R 
/ X 0 0 










none 




Score 










Exons 


c; Q 9 c^"^ \-n 


7110". ^7188 ^" 












Seq. No. 


0 f± / u o 




Seq. ID 


OJ000322_ 


_18 


.0419. 


C2 


Gene No. 


X X / X D 




Strand • 










Dt-cLX t. 


1 




End 


X O / u / 








N3.itie 


OJ000322 18 


.0419.C2.o4.np 


Method 












8571 




End 


xD f V f 








r* T 


5852180 




Score 


9 R ft 

Zoo 








XT' V r\ o 


8571. ,8944, 


10113. .10265, 15664. .15707 










Lji uescnp. 


{AL117265) 


zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


54708 




Seq. ID 


OJ000322_ 


_18 


.0419. 


C2 


Gene No. 


114716 




Strand 












1 




End 


15707 








Name 


OJ000322 18 


.0419.C2.o5.gs 


Method 


GENSCAN 










9235 




End 


12936 








oX 


none 




Score 


.5 










9235. .9360, 


9806. .9918, 10161. .10265, 


10988. .11017 








11551. .1158 9, 11910. .12114, ■ 


12358. .12504, 12880. 


.12936 




Seq. No. 


54709 




Seq. ID 


OJ000322_ 


_18 


.0419. 


C3 


kJCiie iNO . 


114717 




■ Strand 


+ 










189 




End 


847 








Name 


OJ000322 18 


.0419.C3.ol.gs 


Method 


GENSCAN 








o tar u 


189 




End 


847 








C T 


none 




Score 


.49 








Exons 


189. .246, 732. .847 












Seq. No. 


54710 




Seq. ID 


OJ000322_ 


18 


.0419. 


C4 


Gene No. 


114718 




Strand 


+ 








Start 


195' 




End 


787 








Name 


OJ000322 18 


.0419.C4.ol.gs 


Method 


GENSCAN 








Start 


195 




End 


787 









55317 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

195. .374, 415. .485, 725. .787 

54710 Seq. ID 

114719 Strand 

5041 End 

OJ000322_18 . 04 19 . C4 . o3 . gs Method 

5041 End 

none Score 
5041. . 6228 



.65 



OJ000322_18.0419.G4 
+ 

6228 
GENSCAN 
6228 
.98 



Seq. No. 54710 Seq. ID 

Gene No. 114720 Strand 

Start 8037 End 

Name OJ000322_18 . 04 1 9 . C4 . o4 . gs Method 

Start 8037 End 

GI none Score 

Exons 8037.. 8043, 8835.. 8857, 9067.. 9196, 9216.. .9629, 9674.. 9807, 

10123. . 10656 . ^ • 



OJ000322_18.0419.C4 
+ 

11373 
GENSCAN 
10656 
. 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54710 Seq. ID OJ000322_18 . 04 19 . C4 

114720 Strand + 

8037 End 11373 

OJ000322_18. 0419.C4 .ol .gp Method AAT/GAP 

10250 End .10640 

uC-osrocyp033e03bl Score 743 

10250.. 10640 

' ll72042/sp|Q09687 I PCM1_SCHP0 3.0e-17 PUTATIVE 
PHOSPHOACETYLGLUCOSAMINE MUTASE ( ACETYLGLUCOSAMINE 
PHOS PHOMUTASE ) ( N-ACET YLGLUCOSAMINE- PROS PHATE MUTASE ) 

>gi_2130266_pir S59642 hypothetical protein SPAC13C5.05c - 

fission yeast (Schizosaccharomyces pombe) 
>gi_908894_emb_CAA904 56_ (Z50112) phosphomannomutase 
phosphoserine [Schizosaccharomyces pombe] * 

54710 Seq. ID OJ000322__18 . 04 19 . C4 

114720 Strand + 

8037 . End 11573 

OJ000322_18.0419.C4 .ol.np Method AAT/NAP 

10381 End 11373 

1172042 Score 220 

10381. .10652, 11340.. 11373 

PUTATIVE PHOSPHOACETYLGLUCOSAMINE MUTASE (ACETYLGLUCOSAMINE 
PHOS PHOMUTASE) (N-ACETYLGLUCOSAMINE-PHOSPHATE MUTASE) 
gi|2130266|pirMS59642 hypothetical protein SPAC13C5.05c - 
fission yeast (Schizosaccharomyces pombe) gi | 74 92220 | pir | | T37 618 
n-acetylglucosamine-phosphate mutase - fission yeast 
(Schizosaccharomyces pombe) gi | 9088 94 1 emb | CAA904 56 . 1 1 (Z5"0112) 
n-acetylgluco 



54710 .Seq. ID 

114721 Strand 

1197 End 

OJ000322_18.0419.C4 .o2 .gs Method 

1197 End 

none Score 
1197. .3191 



OJ000322_18.0419.C4 

3191 . 
GENSCAN 
3191 
.97 



55318 



Seq. No. 


54710 




Seq. ID 


OJ000322_18.0419 


.C4 


bene jno . 


1 1 An 00 




C-l- r-=s 

o urana 








i U s3 / / 




iijna 


1 U D 1 1 




Name 




, Ol . LC 


Method 


i bLAb i A : bress 










hina 


1 n 1 1 

lUOl 1 






none 




Score 


Z JZ 




Exons 


10*577 iriCiQO in'5Qri 


1 n 1 1 
, . 1 u ol 1 








Seq. No. 


54710 




Seq. ID 


OJ000322_18.0419 


.C4 


Gene No. 






b Tirana 








1 n Q 7 7 
1 Uo / / 




hina 


1 n CI 1 
1 U b 1 1 




Name 




. ol . tw 


Method 


1 DiiAb i A . wneau 




otiai u 


1 n "57 7 

1 u ^ / / 




ijna 


1 n Q "5 
1 u D y ^ 




bl 


none 




Score 


-3 U J 




Exons 


in'577 IHRQO 10*^07 


1 n R Q Q 
. . lUD y o 








Seq. No. 


54711 




Seq. ID 


OJ000322_18.0419 


.C5 


Gene No. 


114723 




Strand ■ 






b nar L 


9 Q c; 
z y D 




End 


0 0 9 c: 
Z Z Z D 




Name 


UJUUUoZZ lo.U4iy.bO 


ol . gs 


Method 


bhjNbbAN 




btaru 


O Q R 

zyD 




End 


9 9 1 Q 
ZZ lo 




bl 


none 




Score 






Exons 


OQc: 7c;n QQC, 


1066. .1457, 1592. . 


17i^7 1Q71 1Q£;7 

1/D/, io/i..iyD/, 






ZU / 1 . . ZZ 1 J 










O C V-j^ • iN tj • 


54711 




Seq. ID 


OJ000322_18.0419 




Gene No. 


114723 




Strand 


+ 




Start 


295 




End 


2225 




Name 


OJ000322 18. 0419. C5 


ol . np 


Method 


AAT/NAP 




Start 


342 




End 


2225 




GI 


3851711 




Score 


554 




Exons 


342. .414, 509. .651, 


737. .963, 


1047. .1223, 1251. .1481, 






1607. .1767, 1871. .1967, 2071. 


.2225 







GI Descrip.. (AF102265) N-acetylglucosamine-phosphate mutase [Homo sapiens] 
gi I 5881254 | gb 1 7VAD55097 . 1 1 (AF180371) 

• N-acetylglucdsamine-phosphate mutase, [Homo sapiens] 



Seq. No. 54711 . Seq. ID OJ000322_ 

Gene No. 114723 Strand + 

Start 295 End 2225 

Name OJ000322_18 . 04 19 . C5 . ol . gp Method AAT/GAP 

Start 572 End 1140 

GI none Score 858 

Exons 572.. 985, 1066.. 1140 



18. 0419. C5 



Seq. No. 54711 Seq. ID 

Gene No. 114723 Strand 

Start 295 End 

Name OJ000322_1 8 . 04 1 9 . C5 . ol . tc Method 

Start 734 End 

GI none Score 
Exons 



OJ000322_18.0419.C5 
+ 

2225 

TBLASTX: Cress 

2210 

236 



734. .835, 735. .965, 884. .973, 1124. .1225, 1138. .1194, 
1268. .1420, 1269. .1409, 1270. .1461, 1271. .1483, 1590. .1778, 
1591. .1779, 1591. .1782, 1868. .1972, 1870. .1998, 2073. .2210, 
2076. .2210 



55319 



Seq. No. 54711 Seq, ID 

Gene No. 114723 Strand 

Start 295 End 

Name OJ000322_18 . 04 19 . C5 . ol . ts Method 

Start 896 End 

GI none Score 
Exons 



OJ000322_18.0419.C5 
+ 

2225 

TBLASTX: Soybean 

1710 

105 

.1230, 1249. .1470, 



896. .1021, 897. .995, 1043. .1231, 1063. 
1252. .1287, 1253. .1468, 1318. .1473, 1569. .1709, 1590. .1709, 
1591. .1710 



Seq. No. 54711 Seq. ID 

Gene No. 114723 Strand 

Start 295 End 

Name OJ000322_18 . 04 19 . C5 . o2 . gp Method 

Start 1662 End 

GI LIB3475-011-P1-K1-A5 Score 

Exons 1662.. 1767, 1871.. 1967, 2071.. 2225 

GI Descrip. ' 1169198/sp | Q05211 | D101_ARATH 5.0e-32 

DNA- DAMAGE-REPAIR/TOLERATION PROTEIN DRTlOl PRECURSOR 
>gi_479738_pir S35270 hypothetical protein - Arabidopsis 



OJ000322_18.0419.C5 
+ 

2225 

AAT/GAP ' 
2225 
651 



thaliana >gi_166926 {L11367) 
mRNA sequence, complete cds . 
thaliana] ' 



[Arabidopsis thaliana unidentified 
, gene product [Arabidopsis 



;Z Seq. No. 

::: Gene No. 

[y Start 

EJ Name 

LJ Start 

Ja GI 

l7z Exons 



54711 

114723 

295 

OJ000322_18.0419.C5.o2. ts 

1732 

none 

1732. .1770, 1865. .1957, 1868. 
2084. .2209, 2085. .2210 



Seq. ID OJ000322_18.0419.C5 

Strand + 

End 2225 

Method TBLASTX : Soybean 

End 2210 

Score 52 

.1972, 1870. .1971, 2070. .2198, 



Seq. No. 54711 

Gene No. 114723 

Start 295 

Name OJ000322_18 . 04 19 . C5 . ol . tm 

Start 1895 

GI none 

Exons 1895.. 1963, 1895.. 1963, 1897. 

2084. .2212, 2086. .2214 



Seq. ID OJ000322_18.0419.C5 

Strand + 

End 2225 

Method TBLASTX: Maize 

End 2214 

Score 81 

.1965, 2070. .2213, 2077. .2214, 



Seq. No. 54712 

Gene No. 114724 

Start 107.9 

Name OJ000322_18 . 04 19 . 06 . ol . gs 

Start 1079 

GI none 

Exons 1079.. 1177 



Seq. ID OJ000322_18.0419.C6 
Strand 

End 1177 
Method GENSCAN 
End -1177 



Score 



,89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54713 

114725 

2135 

OJ000322_18. 04 19.07. o2.gs 

2135 

none 



Seq. ID OJ000322 18. 0419. 07 



Strand 
End 

Method 

End 

Score 



10786 
GENSOAN 
10620 
.81 



2135. .2139, 3327. .3448, 3622. .3723, 3906. .4052, 4436. .4583, 



55320 







7059 . . 7895, 


*^/>r~T (^1y^f~ r»<-tjti 

8057 . . 8105, 8741 . 


.9016, 9121. .9408, 9487. .9615, 






9740 . . 9913, 


i/^r~i'^ 

10513 . . 10620 








Seq. No. 


54713 




Seq. ID • 


OJ000322_18.0419.C7 




Gene No. 


114725 




Strand 


+ 




Start 


2135 




End 


10786 




Name 


OJ000322 18 


.0419.C7.ol.np 


Method 


AAT/NAP 




Start • 


7408 




End 


10786 




GI 


5882743 




Score 


144 9 




Exons 


7408 . .7644, 


7672. .7895, 8784. 


.9016, 9121. .9408, 9487. .9^615, 






9740 . . 9913, 


10513. .10620, 10702'. .10786 






GI Descrip. 


{AC0082 63) 


ESTs gb|H36134 and 


gb|H36132 come from this gene 






[Arabidopsi 


s thaliana] 








Seq. No. 


54713 




Seq. ID 


OJ000322 18 . 0419. 07 




Gene No. 


114726 




Strand 






Start 


376 




End 


638 




Name 


OJ000322 18 


.0419.C7.ol.gs 


Method 


GENSCAN 




Start 


376 




End 


638 




GI 


none 




Score ■ 


.56 




Exons 


376. .412, 472. .638 








Seq. No. 


54713 




Seq. ID 


OJ000322_18 . 0419. 07 




Genie No. 


114727 




Strand 






Start 


7531 




End 


10779 




Name 


OJ000322 18 


.0419.C7.ol.ts 


Method 


TBLASTX : Soybean 


ry 


Start 


7531 




End 


9203 


L J 


GI 


none 




Score ' 


380 




Exons 


7531. .7899, 


7580. .7894, 8780. 


.9016, 87E 


32. .9015, 8882. .9031, 






8904. .9032-, 


9114.. 9203, 9121. 


.9201 




fU 


Seq. No. 


54713 




Seq. ID 


OJ000322_18.0419.C7 





Gene No. 


114727 




Strand 






Start 


7531 




End 


10779 




Name 


OJ000322 18 


.0419.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


7708 




End 


7927 




GI 


none 




Score 


277 . . 


r ~| 


Exons* ' 


7708. .7881, 


7709.. 7882, 7865^ 


.7927 






Seq. No. 


54713 




Seq. ID 


OJ000322_18.0419.C7 




Gene No. 


114727 




Strand 






Start 


7531 




End 


10779 




Name 


OJ000322 18 


.0419.C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


8796 




End 


9159 




GI 


none 




Score 


36 




Exons 


8796. .8819, 


8798. .9016, 8798. 


.8818, 8799. .8834, 8863. .9015, 






8904. .9017, 


8922. . 9017, 9133. 


.9159 






Seq. No. 


54713 




Seq. ID 


OJ000322_18.0419.C7 




Gene No. 


114727 




Strand 






Start 


7531 




End 


10779 




Name 


OJ000322 18 


.0419.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8849 




End 


9273 




GI 


none 




Score 


41 




Exons 


8849. .8902, 


8'8-82. . 9016, 8908. 


.9015," 9114. .9272, 9121. .9273 




Seq. No. 


54713 




Seq. ID 


OJ000322_18. 0419.07 



55321 



Gene No . 


1 1 A 1 on 
114 f Z f 






Strand 




Start 


"7 c; T 1 
/ Ool 






End 


10779 


Name 


OJ000322 18. 


0419 


C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


8858 






■ End 


10727 




none 






Score 


195 


Exons 


8858. .9013, 


8863. 


.9012, 9114 


..9356, 9121. .9357, 9127. .9357, 




9366. .9404, 


9370. 


.9408, 9483 


..9617, 9487. .9627, 9499. .9615, 




9534. .9617, 


9740. 


.9913, 9754 


..9807, 9761. .9913, 9835. .9915, 




10510. .10623, 10512. .10613, 


i-0704. .10727, 10706.. 10726 


Seq. No. 


04 / lo 






Seq. ID 


OJ000322_18.0419.C7 


Gene No. 


114727 






Strand 




o uar L 


7531 






End 


10779 


Name 


OJ000322 18. 


0419. 


C7.o3.ts 


Method 


TBLASTX : Soybean 


btart 


9204 






End 


9363 




none 






Score 


202 


Exons 


9204 . . 9356, 


9205. 


.9363 






beq. No. 


04 /IJ 






Seq. ID 


OJb00322_18.0419.C7 


Gene No. 


114727 






Strand 




Start 


7531 






End 


10779 


Name 


OJ000322 18. 


0419. 


C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


9370 






End 


10605 


GI 


none 






Score 


47 


Exons 


9370V-. 9408, 


9372. 


.9428, 9482 


..9616, 9487. .9621, 9523.. 9.618, 




9739. . 9915, 


9740. 


.9913, 9740 


..9916, 10507. .10605 


Seq. No. 


54713 






Seq. ID 


OJ000322_18.0419.C7 


Gene No. 


114727 






Strand 




btart 


7531 






End 


10779 


Name 


OJ000322 18. 


0419. 


C7.o2.ts 


Method 


TBLASTX: Soybean 


btar c 


9370 






End 


9808 




none 






Score 


44 


Exons 


9370. .9408, 


9487. 


.9618, 9496 


..9618, 9740. .9808 


beq. NO. 


54713 






Seq. ID 


OJ000322_18.0419.C7 


Gene No. 


1147,27* . 






Strand 




Start 


7531 "^^ 






End 


10779 


Name 


OJ000322 18. 


0419. 


C7.o4.ts 


Method 


TBLASTX : Soybean 


Start 


9809 






End 


10779 




none 






Score 


110 


Exons 


9809. .9913, 


10506 


. .10595, 10507. .10623, 


10699. .107.79, , 




10701.. 10769 








Seq. No. 


54714 






Seq. ID 


OJ000322_18.0419.C8 


Gene No. 


114728 






Strand 


+ 


Start 


10029 






End 


12871 


-N'^me 


OJ000322 18. 


0419. 


G8.o5.gs 


Method 


GENSCAN ■ ' 


Start 


10029 






End 


12871 


GI 


none 






Score 


.68 


F. X o n s 


10029. .10262, 10286. .10453, 


10998. .11121, 11575. .11750, 




11995. .12258, 12791. .12871 






Seq. No. 


54714 






Seq. ID 


OJ000322_18.0419.C8 


Gene No. 


114728 






Strand 


+ 


Start 


10029 






End 


12871 


Name 


OJ000322 18. 


0419. 


C8 .ol .gp 


Method 


AAT/GAP 



55322 



ot am 


1 nmQ 


End 


11657 


GI 


T TTi'^A'^A nOC m TVT /^O 

LIB^4 J4 - U^lD-Pl-Kl-Cz 


Score 


845 


Exons 


inrvoo ino/TO irto/ift TAyico 

lUUoy . ..lU^^.D^,. 10349. . 104oj, 


11413. .11470, 11575. .11657 


GI Descrip. 


z4jooxi 4.ue-^;y (afliz4oU4) 


contains 


similarity to prolyl 




4 -hydroxylase alpha subunit 


[Arabidopsis thaliana] ' 


Seq. No. 


54714 


Seq. ID 


OJ000322_18.0419.C8 


Gene No. 


114 / z o 


Strand 


+ 


Start 


10029 


End 


12871 


Name 


OJ000322_18.0419.C8.o2.np 


Method 


AAT/NAP 


o 4- ■v-+- 


1 n n o 
1 UU o^: 


End 


12309 


GI 


d4 o /odd 


Score 


701 


Exons 


innco ir»'3/iQ in/iciQ 
lUUb^. .lUzDZ, lUJ^y. .1U40O, 


11413. .11470, 11575. .11757, 




izui 1 . . iz juy 






GI Descrip. 


\al/U1xd^:jJ unKnown prouein 


[Arabidopsis thaliana] 


Seq. No. 


54714 


Seq. ID 


OJ000322_18.0419.C8 


Gene No. 


114729 


Strand 


+ 


Start 


ijoy 1 


End 


13859 


Name 


OJUUUJZZ lo . (J4 19 . Co . OD . gs 


Method 


GENSCAN 


Start 


1 Joy 1 


End 


13859 


GI 


none 


Score 


.8 


Exons 


lob 91 . . loo 59 






Seq. No. 


54714 


Seq. ID 


OJ000322_18.0419.C8 


Gene No. 


114730 


Strand 




Start 


2316 


End 


14625 


Name 


OJ000322 18.0419.C8.o2':gs 


Method 


GENSCAN 


Start 


2316 


End 


3349 


GI 


none 


Score 


-.67 


Exons 


2316. .2362, 2492. .2590, 2766. .2855, 2906. .2990, 3182. .3223 




3272. .3349 






Seq. No. 


54714 


Seq. ID 


OJ000322_18.0419.C8 


Gene No . 


114730 


Strand 




b tar c 


2316 


End 


14625 


Name 


OJ000322 18.0419.C8.ol.np 


Method 


AAT/NAP 


Start' 


3028 


End 


14625 


GI 


7486314 


Score 


50 


Exons 


3028. .3258, 8094. .8172, 14574. .14625 




GI Descrip. 


hypothetical protein F28M11 


.70 - Arabidopsis thaliana 




gil 4538979 |emb|CAB39767.1 1 


(AL049487) 


putative protein 




[Arabidopsis thaliana] gi | 7267711 | emb 


ICAB78138.il (AL16151I 




putative protein [Arabidopsis thaliana] 


Seq. No. 


54714 


Seq. ID 


OJ000322_18.0419.C8 


Gene No, 


114730 


Strand 




Start 


2316 


End 


14625 


Name 


OJ000322 18.0419.C8.o3.gs 


Method 


GENSCAN 


Start 


4995 


End 


5593 


GI 


none 


Score 


.49 


Exons 


4995. .5062, 5213. .5370, 5505. .5593 




Seq. No. 


54714 


Seq. ID 


OJ000322_18.0419.C8 


Gene No. 


114 730 


Strand 




Start 


2316 


End 


14625 


Name 


OJ000322 18.0419.C8.o4.gs 


Method 


GENSCAN 



55323 



start 
GI 

Exons 



7268 End 8470 

none Score ,63 

7268. .7383, 7841. .7988, 8183. .8470 



Seq. No. 54714 

Gene No. 114730 

Start 2316 

Name OJ000322_18 . 0419 . C8 . o2 . tin 

Start 10164 

GI none 

Exons 10164. .10262, 10164 102 62 , 
10369. .10443, 10384 .. 104 55 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10172 

10391 



OJ000322 18. '0419. C8 



14625 

TBLASTX: Maize 
10455 
118 

10267, 10352. .10453, 
10453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54714 
114730 
2316 

OJ000322_18 . 04 19 . C8 . ol . tc 
10166 
none 

10166. .10246, 10167. .10262, 10352 .. 10447, 10366. 
11410. .11487, 11557. .11652, 11562 .. 11750, 11573. 
11997. .12137, 12007. .12156, 12187 .. 12309, 12192. 



Seq. ID OJ000322_18.0419.C8 
Strand 

End 14625 
Method TBLASTX: Cress 
End 12309 
Score 106 

.10500, 
.11749, 
.12308 



54714 

114730 

2316 

OJ000322_18.0419.C8.ol.ts 
10166 
none 
10166. 
11410. 
11867. 
12187. 



10252, 10167. 

11487, 11561. 

11896, 11870. 

12309, 12207. 



10271, 
11752, 
11896, 
12299 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10352 

11562 



OJ000322 18. 0419. C8 



14625 

TBLASTX : Soybean 
12309 
125 

10453, 10366. . 10446, 
11750, 11573. . 11752, 



12003. . 12137, 12004. .12156, 



Seq. No. 54714 

Gene No. 114730 

"■Start 2316 

Name OJ000322_18 . 0419 . C8 . ol . tm 

Start 11422 

GI none 

Exons 11422. .11487, 11555 .. 1174 9, 
11849. .11896, 11854. .11895, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322 18. 0419. 08 



14 625 - 

TBLASTX: Maize 
12327 
84 

11562. .11750, 11603. .11755, 
12004 . .12327, 12006. .12311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



54715 Seq. ID 

114731 Strand 

-1359 End 

OJ000322_18 . 0419 . 09 . ol . gs Method 

1359 End 

none Score 

1359. .1390, 1427. .1476, 1691. .1758 



OJ000322_18.0419.C9 
+ 

1758 
GENSOAN 
1758 
.47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



54716 

114732 

683 

OJ000322 
683 

2429054 



18.0419.C10.ol.gp 



Seq. ID OJ000322_18. 0419. 010 

Strand + 

End - 1176 

Method AAT/GAP 

End 1140 

Score 771 



55324 



Exons 



683. .1140 



Seq. No. 54716 Seq. ID 

Gene No. 114732 - Strand-. 

Start 683 End 

Name OJ000322__18 .0419. CIO . ol . gs Method 

Start 859 End - 

GI none Score 

Exons 859.. 1176 



OJ000322_18. 0419. CIO 
+ 

1176 
GENSCAN 
1176 
,74 



Seq. No. 54716 Seq. ID 

Gene No. 114733 Strand 

Start 1839 End 

Name OJ000322_18 .0419. CIO . o2 . gs Method 

Start 1839 End 

GI none Score 

Exons 1839.. 2330, 4036.. 4362 



OJ000322_18. 0419. CIO 

4362 
GENSCAN 
4362 
.98 



Seq, No. 
Gene No. 
Start 
Name 
Start 
□ GI 

Exons 



54717 

114734' 

1 

OJ000322_18 .0419.Cll.ol.np 
1 

4107001 



.GJ000322 •18.0419.C11 



Seq. ID 
Strand 

End 3589 
Method AAT/NAP 
End 3541 
Score 641 

1..23, 588.-692, 1052.. 1141, 1250... 1435, 2132.. 2263, 252-4 . . 2706, 
3017. .3205, 3338. .3541 



GI Descrip. (D82035) 0SK4 [Oryza sativa] 



Seq. No. 54717 

iy Gene No. 114734 

Q start 1 

f ij Name OJ000322_18 . 0419 . Cll . ol . gs 

["^ Start 588 

^~ GI none 

-~ Exons 



Seq. ID OJ000322_i8. 0419. Cll 
Strand 

End 3589 

Method GENSCAN 

End 3564 

S.core .57 



588. .692, 1052. .1141, 1334. .1435, 2132. .2263, 2524. .2706, 
3017.. 3210, 3277.. 3403, 3466.. 3564 



Seq. No. 54717 

Gene No. 114734 

Start 1 

Name OJ000322_18 . 04 19 . Cll . ol . tc 

Start 1052 

GI none 

Exons 1052. .1141, 1259.. 1390, 1277. 

2521.. 2715, 2603.. 2710, 3014. 



Seq. ID 
Strand 
End 

Method 
End 
Score ■ 



'OJ000322 .18. 0419. Cll 



3589 

TBLASTX: Cress 
3492 . 
69 ■ 

1441, 2126. .2257, 2169. .2255, 
3118, 3143.. 3211', 3382.. 3492 



Seq. No. 54717 ^ . 

Gene No. 114734 
Start 1 

Name OJ000322_18 . 04 19 . Cll . ol . tm 

Start 1052 
GI none 

Exons * 1052.. 1141, 1250.. 1441, 1256. 

2521. .2715, 2603. .2710, 3014. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322 18.0419.C11 



3589 

TBLASTX: Maize 
3489 
72 

1411, 2126.. 2257, 2169. 
3133, 3143.. 3211, 3382. 



,2255, 
,3489 



Seq. No, 
Gene No, 



54717 
114734 



Seq. ID 
Strand 



OJ000322 18. 0419. Cll 



55325 



start 
Name 
Start 
GI ■■ 
Exons 



OJ000322_18,0419.Cll.ol.ts 

1052 

none 



End 3589 

Method TBLASTX : Soybean 

End 3489 

Score ' 98 



1052. .1141, 1259. .1441, 2126. .2257, 2169. .2255, 2521. .2715, 
2603. .2710, 3014. .3118, 3143. .3211, 3382. .3489 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

-J 

3 Seq. No. 

Gene No. 
[I' . Start 

Name 

3 Start 

4 GI 

1 Exons 

Seq. No. 

Gene No. 
3 Start 
y Name 
1 .Start ' 
=1 GI 
Z Exons 
J 

3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start; . 
Name " 
Start 
GI 

Exons 



54717 

114734 

1 

OJ000322_18.0419.Cll.ol.gp 

3139 

1631692 

3139. .3210, 3342. .3589 



Seq. ID OJ000322_18. 0419. Gil 
Strand 

End 3589 
Method AAT/GAP 
End 3589 
Score ' 558 



54718 
114735 
1 

OJ000322_18.0419.C14 .ol.np 
1 

2213594 
1. . 108 

(AC000348) T7N9.14 [Arabidopsis thaliana] 



Seq. ID OJ000322_18.0419.C14 
Strand + 
End .108 
Method AAT/NAP 
End 108 
Score 158 



54718 

114736 • . . 

717 : \ ■ • " * 

OJ000322_18.0419.C14.-ol.tm 

1 

none 

1..126, 1..126, 3. .137 

54718 

11473.6 

717 

OJ000322_18.0419.C14.ol.gs 

717 

none 

717. .800 

54719 

114737 

2336 

OJ000322_18. 0419.C15.ol .gp 

2336 

7179 1.R1084 



Seq. ID OJ000322_18.0419.C14 
Strand 

End 800 ■ ■ 

Method TBLASTX : Mai ze 

End 137 

Score 194 



Seq. ID OJ000322_18.0419.C14 
Strand 

End 800 

Method GENSCAN 

End 800 

Score .75 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_ 
+ 

5042 ' 
AAT/GAP 
5042 
938 



18.0419.C15 



2336. .2536, 3981-. ..4053, 4143. .4243, 4811. .4876, 4952. .5042 
'2808.638/emb|CAAC)47bl| 2.0e-47 (AJ001367) small GTP-binding 
protein [Daucus carota] ' 



54719 

114737 

2336 

OJ000322_18".0419.C15.ol.np 

2464 

7378637 



Seq. ID OJ000322_18.0419.C15 

Strand + 

End 5042 ■ 

■Method AAT/NAP 

End 5042 

Score 516 



2464. .2536, 3981. .4053, 4143. .4243, 4811. .4876, 4952. .5042 



55326 



GI Descrip. (AL162751) GTP-binding protein-like [Arabidopsis thaliana] 



Seq. No. 54719 
Gene No. 114737 
Start 2336 

Name OJ000322_18 . 04 19 . C15 . ol . tm 

Start 2475 
GI none 

Exons 2475.. 2531, 2488.. 2532, 3976, 

4140. .4238, 4143. .4241, 4793, 
4810. .4881, 4941. .5009, 4951. 



Seq. ID OJ000322_18.0419.C15 

Strand + 

End 5042'-: 

Method TBLASTX : Maize 

End 5042 

Score 75 

.4053, 3977. .4009, 3981. .4079, 
.4876, 4801. .4887, 4809. .4880, 
.5037, 4951.. 5037, 4953.. 5042 



Seq. ID OJ000322_18.Q419.C15 
Strand + 
End 5042 
Method TBLASTX : Cress 
End 5041 
Score 73 

,'2538, 3979. .4053, 4142. .4231, 4143. .4241, 4144. . 4221, 
,4887, 4809. .4880, 4813. .4881, 4951. .5037, 4952. .5041, 
,5036 



Seq. No. 54719 
Gene No. 114737 
Start 2336 

Name OJ000322_18 . 0419 . C15 . ol . tc 

Start 2488 
GI none 
Exons 2488. 

4801. 

4953. 



Seq. No. 54719 

Gene No. 114737 

Start 2336 

Name OJ000322_18 . 04 19 . C15 . ol .^ts . 

Start ■ ' " .2488 

GI none 

Exons 2488.. 2538, 3979.. 4053, 4143. 

4801. .4887, 4809. .4880, 4951." 



Seq. ID OJ000322_18 . p4>19.C15 

Strand + 

End 5042 

Method TBLASTX:. Soybean 

End 5037 

Score 73 

4241, 4144. .4221, 4794 . .4880, 
5037, 4953.. 5036 



Seq. No. 54719 

Gene No. 114737 

Start 2336 

Name ■ OJ000322_18 . 0419 . C15 . ol . tw 

Start 4821 

GI none 

Exons 4821.. -4880, 4822.. 4887, 4950. 

4953. .5036, 4970. .5038 



Seq. ID OJ000322_18.0419,C15 

Strand + 

End 5042 

Method TBLASTX : Wheat 

End 5041 

Score 92 

.5012, 4951.. 5037, 4952.. 5041, 



Seq. No. 54720 

Gene No. 114738 .' 

Start 733 

Name OJ000322_18 . 04 19 . C17 . ol . tc 

Start '419 

GI none 

Exons 419. .595, 421. .594, 695. .799, 



Seq. ID OJ000322_18.0419.C17 
Strand 

End 2135 

Method TBLASTX : Cress 

End 943 

Score 127 

757. .825, 774. .836, 908. .943 



Seq. No. 54720 

Gene No. 114738 

Start 733 

Name OJ000322_18 . 04 19 . C17 . o3 . ts 

Start 419 

GI none 

Exons 419. .580, 421. .579 



Seq. ID OJ000322_18 . 0419.C17 
Strand 

End 2135 

Method TBLASTX : Soybean 

End 580 

Score 82 



Seq. No. 



54720 



Seq. ID OJ000322_18.0419.C17 



55327 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



114738 Strand 

733 End 

OJ000322_18 . 0419 . C17 . ol . tm Method 

419 End 

' none . Score 



2135 

TBLASTX: Maize 

1526 

48 



419. .484, 421. ,594, 533. .580, 695. .799, 696. .794, 757. .825, 
908. .931, 908. .943, 946. .1011, 953. .1033, 953. .1195, 954. .1202, 
1344. .1526, 1358. .1525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54720 

114738 

733 

OJ000322_18.0419.C17.ol.np 
421 

2213594 



Seq. ID OJ000322_18.0419.C17 
Strand 

End 2135 

Method AAT/NAP 

End 2135 

Score 1212 



421, .594, 698. .825, 908. .1195, 1358. .1587, 1666. .2135 
(AC000348) T7N9.14 [Arabidopsis thaliana] 



Seq.. -No. 54720 

Gene No. 114738 

Start 733 

Name OJ000322_18 . 04 19 . C17 . ol . gs 

Start 733 

GI none'- :." 
Exons 



Seq. ID OJ000322_18.0419.C17 
Strand 

End 2135 

Method GENSCAN 

End 2038 

Score .69 



733.. 825, 908.. 1195, 1358.. 1587, 1636.. 2038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54720 

114738 

733 

OJ000322_18.0419.C17.o2.ts 

908 

none 



Seq. ID OJ000322_18.0419.C17 
Strand 

End 2135 

Method TBLASTX : Soybean 

End . 1111 

Score 4 3 



908. .937, 912. .953, 953. .1111, 954. .1109 



■a ST 



Seq. No. 54720 

Gene No. 114738 

Start 733 ' 

Name OJ000322_-18 . 04 19 . C17 . ol . tw 

Start 1043 

GI none 

Exons 1043.. 1195, 1044.. 1202, 1361. 



Seq. ID OJ000322_18.0419.C17 
Strand 

End 2135 

Method • TBLASTX: Wheat 

-End 1486 

Score 134 
.1486, 1362. .1463 



Seq. No. 54720 

Gene No. 114738 

Start 733 

Name OJ000322_18 . 04 19 . C17 . ol . ts 

Start 1112 

GI none 
Exons 



Seq.' ID OJ000322_18.0419.C17 
Strand 

.End 2135 
Method TBLASTX : Soybean 
End 2038 
Score 94 

1112. .1195, 1113. .1202, 1361. .1522, 1362. .1523, 1514. .1588, 
1518. .1589, 1660. .1764, 1671. .2003, 1679. .2002, 1913. .2038, 
1918. .2013 



Seq. No. 54720 

Gene No. 114738 

Start 733 

Name OJ000322_18 . 04 19 . C17 . o2 . tc 

Start 1361 



Seq. ID OJ000322_18.0419.C17 
Strand 

End 2135 

Method TBLASTX : Cress 

End 1573 



55328 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons r 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 141 

1361. .1516, 1362. .1514, 1370. .1516, 1514. .1573, 1514. .1573 



54'720 

114738 

733 

OJ000322_18 . 0419 . C17 . o2 . tm 

1526 

none 



Seq. ID pJ000322_18.0419'.C17^ 

Strand ' 

End 2135 

Method TBLASTX: Maize 

End 1891 

Score 81 



1526. .1588, 1527. .1589, 1671. .1886, 1679. .1891 



54721 
114739 
1 

OJ000322_18.0419.C19.ol.np 
1 

6466937 
1..707 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000322_18. 0419. 019 

Strand + 

End 707 

Method AAT/NAP 

End 707 

Score 516 



54721 
114739 

1 " 

OJ000322_18.0419.C19.ol.tw 
6 

none 

6. .335, 62. .331 

54721 

114739 

1 

OJ000322_18.0419.C19.ol.tm 

171 

none 

171. .698, 257. .697 

54721 

114739 

1 

OJ000322_18.0419.C19.ol.ts 

192 

none 

192. .578, 221. .577 

54721 
114739 . 
1 

OJ000322__18.04i9.C19.o2. tw 

393 

none 

393. .665 



Seq. ID OJ000322_18.0419.C19 

Strand + 

End 7 0.7 

Method TBLASTX : Wheat 

End 335 

Score 290 



Seq. ID OJ000322_18.0419.C19 

Strand + 

End 707 

Method TBLASTX: Maize 

End 698 

Score 520 



Seq. ID OJ000322;_18.0419.C19 

Strand + 

End 707 

Method TBLASTX : Soybean 

End . 578 

Score 356 



Seq. ID OJ000322_18.0419.C19 

Strand + 

End 707 

Method TBLASTX: Wheat . 

End 665 

Score 217 



Seq. No.. 54722 

Gene No. 114740 

Start 737 

Name OJ000322 18 . 04 19 . C20 . o2 . tm 



Seq. ID OJ000322_18.0419.C20 
Strand 

End 2110 

Method TBLASTX : Maize 



55329 



hi 



Start 


"7 "3 /t 

/ j4I 




tna 


Q 0 

y oz 




none 




Score 


1 y 1 


Exons 










Seq. No. 


54722 




Seq. ID 


OJ000322_18.0419.C20 


Gene No. 


114740 




Strand 




bcart: 


/ 0 / 




t? « ^ 
hna 


0 1 1 A 
Z IIU 


Name 


UJUUUozz lo . U4 1 y . LzU . Oi 


.gs 


Me tnoa 


(aENSCAN 


btart 


T "3 T 




hnd 


0 A c; c 
zUO D 


\jl 


none 




Score 


Q 

. y 


Exons 


1 0 1 . . lUoO/ lODO. .^UDD 








Seq. No. 


54722 




Seq. ID 


OJ000322_18.0419.C20 


Gene No. 


114740 




Strand 




0 1 airr. 


T "5 "7 




End 


2110 


Name 


UJUUUJZ^ lo . U4 1 y . U^iU , Oi 


. ts 


Method 


TBLASTX: Soybean 


Start 


T 0 c: 




End 


1960 




none 




:a.Score 


63 


XT' V 0 

iijXons 


IQf^n' 


i 4 ^ U . 


.1958, 1805.. I960. 


beq. NO. 






Seq. ID 


OJ000322_18.0419.C20 


Gene No. 


114740 




Strand 




Start. 


737 




End 


2110 


Name 


/^Tnnn'500 iq n/iio r"~) c\ 
UJUUUoZz lo . U4 1 y . L,^: U . 01 


. t.C 


Method 


TBLASTX: Cress 


b tar L 






. End 


1969 




none 




Score 


77 


Exons 


IC^QO ITIQ ic/in 


T C T 1 
10 / 1 . 


.1696, 1572. .1697, 1697.. 1783, 




1'7Q'7 1Q^^Q 

1/0/. .lyoy 








Seq. No. 


54722 




Seq. ID 


OJ000322_18.0419.C20 


Gene No. 


114740 




Strand 




b tar u 


1 3 1 




End 


2110 


Name 


OJUUUozz lb . U4 1 y . C^:U . Ol 


. tm 


Method 


TBLASTX: Maize 


btart 


lol D 




End 


1978 




none 




Score 


64 


Exons 


TQi^r 1T7/I Tcicri 


1 T Q 
lo Jo . 


.1978, 1623. .1724, 1767. .1955 


beq. NO. 


0 4 / 




Seq. ID 


OJ000322_18. 0419.C20 




1 1 4 7 4 0 




Strand 




Start 


737 




End 


2110 


Name 


OJ000322_18.0419.C20.o2 


.np 


Method 


AAT/NAP 


btart 


1 Q '3 1 




End 


2110 




4z lyoo 




Score 


715' ■ 


Exons 










GI Descrip. 


hypothetical protein 4 


- potato transposon Tstl 




gi 1 z 1 4 J 4 1 emJo | CAAo b d i d | 


(X52387) 0RF4 


"Solanum tuberosum] 


Seq. No. 


54722 




Seq. ID 


OJ000322_18.0419.C20 


Gene No. 


114740 




Strand 




btar t 


"7 "5 "7 




End 


2iio 


Name 


OJUUUJzz lo . U4 1 y . CzU . Ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1724 




End 


2110 


GI 


none 




Score 


35 


Exons 


1724. .1981, 1735. . 1773v 


1851. 


.1982, 1991. .2110, 2019. .2090 


Seq. No. 


54723 




Seq. ID 


OJ000322_18.0419.C22 


Gene No. 


114741 




Strand 


+ 



55330 



# • 



start 


4095 




End 


6973 


Name 


OJ000322_18 . 0419.C22.o2. 


gs 


Method 


GENSCAN 


Start 


4095 




End 


6973 


GI 


none 




Score 


.42 


Exons 


409-5 ... 4238, 5044. .5122, 


5829. .5955, 6360. .6451, 6531. .6973 


Seq. No. 


54723 




Seq. ID 


OJ000322_18.0419.C22 


Gene No. 


1147 42 




Strand 


+ 


Start 


11847 




End 


12824 


Name 


OJ000322_18.0419.C22.o2. 




Method 


AAT/GAP 


Start 


11847 




End 


12824 


GI 


1319_1 . R1084 




Score 


1896 


Exons 


11847 . . 12824 








GI Descrip. 


'4 972093/emb|CAB4 388 9. 1 1 


4 


Oe-54 (AL07 


3468) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


54723 




Seq. ID 


OJ000322_18.0419.C22 


Gene No. 


114743 ^ 




Strand 




Start 


1 . " *" 




End 


4106 


Name 


OJ000322 18.0419.C22.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


4106 


GI 


6466937 




Score 


1370 


Exons 


1..2716, 4071. .4106 








GI Descrip. 


.(AC011621) putative retroelement pol polyprotein [Arabidopsi 




thaliana] 








Seq. No. 


54723 




Seq. ID 


OJ000322__18 .0419.C22 


Gene No. 


114744 




Strand 




Start 


8400 




End 


9355 


Name 


OJ000322 18.0419.C22.ol. 


gp 


Method 


AAT/GAP 


Start 


8400 




End 


9355 


GI 


3761065 




Score 


682 


Exons 


8400.. 8653, 9234.. 9355 








Seq. No. 


54723 




Seq. ID 


OJ000322_18.0419.C22 


Gene No. 


114745 




Strand 




Start 


12,071 




End 


12872 


Name 


OJ000322 18.0419.C22.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


400 


GI 


none 




Score 


51 


Exons 


1..60, 2. .61, 68. .400, 8 


1. . 


392 




Seq. No. 


54723 




Seq. ID 


OJ000322_18.0419'.C22 ' 


Gene No. 


114745 




Strand 




Start 


12071 




End 


12872 


Name 


OJ000322 18.0419.C22.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


62 




End 


427 


GI 


none 




, Score 


154 


Exons 


62.. 409, 84;<410, 92.. 427 






Seq. No. 


54723 




Seq. ID 


OJ000.322_18.0419.C22 


Gene No. 


114745 




Strand 




Start 


12071 




End 


12872 


Name 


OJ000322 18.0419.C22.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


164 




End 


523 


GI 


none 




Score 


84 


Exons 


164. .409, 183. .407, 479. 


.523 





55331 



Seq. No. 54723 Seq. ID 

Gene No. 114745 , Strand 

Start 12071 End 

Name . OJ000322_i8 . 0419 . C22 . ol . tw Method 

Start 500 End 

GI none Score 

Exons 500.. 982, 504.. 974 



OJ000322_18.0419.C22 
12872 

TBLASTX: Wheat 

982 

197 



Seq. No. 54723 Seq. ID 

Gene No. " 114745 Strand 

Start 12071 End 

Name OJ000322_18 .0419. C22 . ol . tm Method 

Start 605 End 

GI none Score 

Exons 605., 1060, 609.. 1088 



OJ000322_18.0419.C22 
12872 

TBLASTXrMaize 

1088 

266 



Seq. No. 

Gene No. 

Start 

Name 

Start 
C3 GI 
i,3 ' Exons 



Lfl 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54723 

114745 

12071 

OJ000322_18.0419.C22.o2.ts 

632 

none 



632. 



.94 6, 753.^.941 



54723 

114745 

12071 

OJ000322_18 .0419.C22 .o4 .tm 

1445 

none 

1445. .1729, 1733. .1810 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_18.0419.C22 
12872 

TBLASTX: Soybean 

946 

93 



OJ000322_18. 0.419. C22 
12872 

TBLASTX: Maize 

1810 

108 



%1 



Seq. No. 54723 Seq. ID 

Gene No. 114745 Strand 

Start 12071 End 

Name OJ000322_18 . 0419 . C22 . o4 . gs Method 

Start 12071 - End 

GI none Score 

Exons 12071, ,12808 



OJ000322_18.0419.C22 

12872 
GENSCAN 
12808 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No, 
Start 
Name 



54723 Seq. ID OJ000322_18 . 0419 . C22 

114745' Strand 

12071 End 12872 

OJ000322_18.0419,C22,o2.np Method AAT/NAP 

12131 End 12864 

7487592 Score "519 

12131. ,12864 • - 

hypothetical protein T32A16,60 - Arabidopsis ■ thaliana 
gi|4972093|emb|CAB43889,l| (AL078468) putative protein 
[Arabidopsis thaliana] gi I 72 69238 I emb | CAB81307 . 1 1 (AL161560) 
putative protein [Arabidopsis thaliana] 



54723 Seq. ID 

114745 Strand 

12071 End 

OJ000322 18.0419.C22.ol.tc Method 



OJ000322_18.0419.C22 
12872 

TBLASTX: Cress 



55332 




start 


lzlb4 




End 


12538 




GI 


none 




Score 


171 




Exons 


lOl^yi TOCOA loion 

iz1d4 . . izDzu, iziyy. 


1 0 /I 0 0 
. Iz4zz , 


12443. . 12538, 12483.. 12527 




Seq. No.* 


54723 




Seq. ID 


OJ000322_18.0419. 


C22 


Gene No. 


114745 




Strand 






Start 


IzU / 1 




End 


12872 




Name 


OJUUOo^^ lo.U4ly.Czz 


. oi . tm 


Method 


TBLASTX: Maize 




Start 


iz: I o4 




End 


12368 




GI 


none 




Score 


118 




Exons 


IZ I o4 . . Iz J 0 / , Izi/y. 


1 0 0 Q A 

, IZZoU, 


12186. . 12368 




Seq. No. 


54723 




Seq. ID 


OJ000322__18.0419. 


C22 


Gene No. 


114745 




Strand 






ot art 


1 0 n T 1 
iz U / 1 




End 


12872 




Name 


OJUUUJzz lo.U4iy. Czz 


. 0 J . t s 


Method 


TBLASTX: Soybean 




Start 


I Z I / (J, 




End 


12355 




GI 


none 




Score 


112 




Exons 


lOTTA TOOTT TOTTO 

Iz 1 / U . . Izz I / izi/y. 


1 0 0 c c 

. Iz Job , 


12186. . 12353 




Seq. No. 


54723 




Seq. ID 


OJ000322_18.0419. 


C22 


Gene No. 


114745 




Strand 






Start 


1 0 A T T 
I Z U / I 




End 


12872 




Name 


OJ0003z2 Io.0419.Cz2 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


Iz4oz , 




End 


12718 




GI 


none 




Score 


72 




Exons 


lOylCO TOC/i^ TOjIOO 

Iz4 oz . . 1zd4 4 , Iz4dj. 


1 0 C 0 

. IZDO b. 


12644. .12718 




Seq. No. 


o4 /z J 




Seq, ID 


OJ000322_18.0419. 


022 


Gene No. 


114745 




Strand 






Start 


12071 




End 


12872 




Name 


UJUUUJzz Io.U4iy.UzZ 


. Ob . tm 


Method 


TBLASTX: Maize 




Start 


lz4 /4 




End 


12872 




GI 


none 




Score 


106 




Exons 


lO/lT/l lO/IT/T 

I^4/4..1z5iy, 124 7.b. 


. 12553, 


12482. .12553, 12 633 12722 , 






lOtT/Iyi 10*701 100AA 

Izd44 . . Iz / zl/ IzoUL). 


1000^ 
. iZoZbf 


12801.. 12872 




Seq. No. 


54724" 




Seq. ID 


OJ000322_18.G419. 


C23 


Gene No. 


114746 




Strand 


+ 




o t.ar L 


11c 
lib 




End 


1234 




Name 


/^TAAAOOO 10 A^IA r^OO 

UJUUUJzz Ics.U^iy.Czo 


.01. gs 


Method 


GENSCAN 




Start 


11^ 

lib 




End 


1234 




bi 


none 




Score 


.99 ■ 




Exons 


11^ 1 0 0 » 
lib . . Iz J4 










Seq. No. 


04 /z4 




Seq. ID 


OJ000322_18.0419. 


C23 


Gene No. 


1 1 /I "7 y1 T 

114/4/ 




Strand ■ 


+ 




Start 


4207 




End 


4280 




Name 


OJ000322_18. 0419.C23 


. o2 . gp 


Method 


AAT/GAP 




0 uart 


/I 0 A T 

4 zU / 




End 


4280 




GI 


2428185 




Score 


140 




Exons 


4207. .4280 










GI Descrip. 


5852170/embl AL117265 


. 1 I0ST17 


804 l.Oe-177 Oryza sativa 






indica(GLA4) genomic 


DNA, chromosome 4 


, BAG clone: tl7804 




Seq. No. 


54724 




Seq. ID 


OJ000322_18.0419. 


023 


Gene No. 


114748 




Strand 







55333 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



4189 
AAT/NAP 
2060 
108 



OJ000322_18.0419.C23.ol.np 
1 

-.6523547 
1..321, 1912. .2060 

(AJ242540) hydroxyproline-rich glycoprotein D2-HRGP [Volvox 
carteri f. nagariensis] 



54724 Seq. ID 

114748 Strand 
1 End 
OJ000322_18 . 0419. C23 . o2 . np Method 
1598 - End 

5852179 Score 
1598. .1619, 3036. .3268, 3343. .3563 
(AL117265) zhb0009.1 [Oryza sativa] 



OJ000322_18.0419.C23 

4189 
AAT/NAP 
3563 
201 



54724 

114748 ^ '■■ 
1 

OJ000322_18.0419.C23.o2.gs 

2260 

none 



Seq. ID OJ000322_18,0419.C23 



Strand 
End 

Method 

End 

Score 



4189 
GENSCAN 
3521 
. 64 



2260.. 2273, 2720.. 2995, 3026.. 3209, 3229.. 3521 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322 18.0419.C23 



54724 
114748 
1 

OJ000322_18 .0419.C23.ol.gp 
3453 

101153_1.R1084 
3453. .3505, 3959. .4189 

•5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 * 



4189 
AAT/GAP 
4189 
398 



54725 Seq.- ID OJ000322 

114749 Strand + 

668 End 1261 

OJ000322_18 . 0419 .C24 . ol . gs Method GENSCAN 

668 End 1261 

none Score .54 

668. .743, 844. .982, 1168. .1261 



18.0419.C24 



Seq. No. 54725 Seq. ID 

Gene No. 114750 ' Strand 

Start 3236 End 

Name OJ000322_18 . 0419 . C24 . o2 . gs Method 

Start 3236 End 

GI none Score 
Exons * 3236.. 5356 



OJ000322_18.0419.C24 

5380 
GENSCAN 
5356 
1 



Seq. No. 54725 Seq. ID 

Gene No. 114750 Strand 

Start' 3236 , End 

Name OJ000322_18 . 0419 . C24 . ol . np Method 

Start 3511 End 

GI -4218535 Score 



OJ000322_18.0419.C24 

5380 
AAT/NAP 
5380 
90 



55334 




Exons 


3511. .3547, 4905. .5380 












iji uescnp. 


{AJ010829) GEIABI protein [Triticum sp. 


J 








Seq. No. 


54726 


Seq. ID 


OJ000222_ 


_11. 


0419 


.CI 


Gene No. 


114751 


strand. 


. + 








oiia J- L 


3424 


End 


O 1 








Name 


OJ000222 11.0419.Cl.o2.gs 


Method 


bENSCAN 








Start 


3424 


End 


4 z y D 










none 


Score 


.by 








Exons 


3424. .3466, 4175. .4296 












beq. iNo. 


54726 


Seq. ID 


r\ tn n n o o o 


i i . 


U4 iy , 


. bi 


Gene No. 


114751 


strand 


+ 








Start 


3424 


End 


6251 








Name 


OJ000222 11.0419.Cl.o3.np 


Method 


n TV T / M Z\ O 








Start 


4131 


End 












7523517 


Score 


Z i4 








Exons 


4131. .4442, 4587. .4641, 6189. 


.6251 










GI Descrip.. 


{AP001633)^ hypothetical protein [Oryza 


sativaj - 








Seq. No. 


54726 


Seq. ID 


OJ000222_ 


_11. 


0419, 


.CI 


Gene No. 


114752 


Strand 


+ 








C H 1 -w^-l- 

btarr 


7388 


End 


8862 








Name 


OJ000222 11.0419.Cl.o4.gs 


Method 


GENS CAN 


- 






Start 


7388 


End 


8862 










none 


Score 


.77 








Exons 


7388. .7462, 8075. .8268, 8619. 


.8690, 8754. .8862 








beq. NO. 


54726 


Seq. ID 


OJ000222_ 


i i . 


U4 i y . 


, bi 


Gene No . 


114753 


Strand 










Start 


1 


End 


2549 








Name 


OJ000222 11.0419.Cl.ol.np 


Method 


AAT/NAP 








btart 


1 


End 


2549 










6539570 


Score 


233 








Exons 


1..328, 2117..2187, 2347. .2549 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


54726 


■ Seq. ID 


OJ000222_ 


_11. 


0419, 


,C1 


Gene No. 


114753 


Strand 










b rar L 


1 


End 


2549 








Name 


OJ000222 11.0419.Cl.ol.gs 


Method 


GENSCAN 








btart 


1013 


End 


1507 








bi 


none 


Score 


.84' 








Exons 


1013. .1112, 1135. .1244, 1478. 


.1507 










beq. NO. 


54726 


Seq. ID 


OJ000222_ 


i i . 


U4 ly . 


bi 




114754 


Strand 










start 


2676 


End 


4020 








Name 


OJ000222 11.0419.Cl.o2.np 


Method 


AAT/NAP 








Start 


2676 


End 


4020 








GI 


6630699 


Score 


73 








Exons 


2676. .2759, 3995. .4020 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 









gi I 6721536 I dbj IBAA89566.il (AP.001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 54726 Seq. ID OJ000222__11 . 04 19 . CI 



55335 




Gene No. 


114755 








Strand 
















bna 


/ 1 Iz 




Name 


OOUUVZZZ 11 


.0419. 


CI . oo . 


gs 


Method 


GENSCAN 




otart 










End 


T 1 1 O 

iWZ 






none 








Score 


. y4 




Exons 


04 . . D JOl , 


d4 zo . 


T 1 1 O 

. / 1 IZ 










beq. INC. 


04 f Zo 








Seq. ID 


OJUUUzzz II.U4iy 


r* 1 

.CI 


Gene No. 


114755 








Strand 






Start 


5432 








End 


7112 ■ 




Name 


vjJUUUZzz 11 


.0419. 


Cl.o4. 


np 


Method 


AAT/NAP 




Start 


D4 OO 








End 


7112 






c; O O Q Q "3 








Score 


1499 




Exons 


34 Jo , , byy y , 


7020. 


.7112 










GI Descr ip . 


/ziT 1 'io on o \ 
\ PiLi LoZ^ lo) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


54726 








Seq. ID 


OJ000222_11.0419 


.CI 


Gene No. 


114756 








Strand 






9 uar L 


y 1 








End 


9757 




Name 


OJUUUzzz 11 


.0419. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


c o o o 

0 Jyy 








End 


5867 




GI 


none 








Score 


120 




Exons 


0 jyy . . o72o , 


5460. 


.'5717, 


5723 


..5809, 5808.. 5867, 583,6.. 5860 


Seq. No. 


54 72d 








Seq. ID 


OJ000222_ll':0419 


CI 


Gene No. 


114756 








Strand 






Start 


9122 








End 


9757 




Name 


OJuUUzzz 11 


.0419. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


C O O 'D 

00 b O 








End 


6292 




GI 


none 








Score 


40 




Exons 


Oooo . . oyUb, 


5912. 


. 6076, 


5913 


..6104, 6045. .6134, 6059. .6169 




Dl Dl . . DZO y , 


6203. 


.6292 










Seq. No. 


54726 








Seq. ID 


OJ000222_11.0419 


CI 


Gene No. 


114756 








Strand 






brar u 


Q 1 O O 








End 


9757 




Name 


OJUUUZzz II 


.0419. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 




brarr 


ol / o 








End 


6415 




bl 


none 








Score 


99 




Exons 


Dl / J . . Dz yb , 


6321. 


.6410, 


6335 


. .6415 






Seq. No. 


54726 








. Seq. . ID 


OJ000222_11.0419. 


CI 


Gene No. 


' 114756' ■ 








Strand 






bt ar L 


y izz 








End 


9757 




Name 


OJUUUzzz 11 


.0419. 


CI .o5. 


gs 


Method 


GENSCAN ■ 




Start 


yizz 








End 


9757 






none 








. Score 


-.83 




Exons 


y Izz . . y /o / 














o e q . LN o . 


04 / Z / 








Seq. ID 


OJ000222_11.0419. 


C2 


Gene No. 


114757 








Strand 






Start 


4311 








End 


5632 




Name 


OJ000222 11 


.0419. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4309 








End 


'4586 




GI 


none 








Score 


257 




Exons 


4309. .4374, 


4313. 


.4582, 


4326 


. .4586, 4329. .4586 





55336 



beq. NO. 


C >1 -7 O T 






beq, iu 




Gene No . 


± 1 4 / D / 






Strand 




Start 


4311 






End 


5632 


Name 


OJ000222_11.0419.C2. 


ol. 


np 


Method 


AAT/NAP 


o cart 


fl O J. 1 • 






End 






0 / o^: U 4 o 






Score 


Q 1 
O 1 D 


Exons 












GI Descrip. 


^AcX4/zdzj contains 


similarity to the 


riam ramiiy irrUUo^D 




F— box domain; score= 


=10. 


1 IT— 1 


.2, N=l 


[Arabidopsis thaliana] 


Seq. No. 


54727 






Seq. ID 


OJ000222_11.0419.C2 


Gene No. 


114757 






Strand 






4311- 






End 


5632 


Nan\e 


OJ000222 11. 0419. C2. 


ol. 


ts. 


Method 


TBLASTX : Soybean 


Start 


4471 






End 


5621 




none 






Score 


415 


Exons 


4471. .5247, 4551. .5246, 


4587. 


.4811, 5295. .5453, 5553. .5621 


Seq. No. 


54727 






Seq. ID 


'OJ000222_11.0419.C2 ' 


Gene No. 


114757 






Strand 




Start 


4311 






End 


5632 


Name 


OJ000222 11, 0419. C2. 


ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4587 






End 


5207 


GI 


none 






Score 


779 





Exons 


ytc^QT c:i/i 


/I R Q Q 

4 D 0 O . 


c; 1 CL /I 


4 041, 


..4760, 509,9. .:5148, 5142.. 5207, 


: n 




- 01'i!7..DZU0 














Seq. No. 


54727 








Seq. ID 


OJ000222_11.0419.C2 




Gene No. 


114757 








Strand 






Start 


4311 








End 


5632 




Name 


OJ000222 11. 


0419, 


.C2.ol . 


tc 


Method 


TBLASTX: Cress 


1 U 


Start 


4608 








End 


5025 




GI 


none 








Score 


297 




Exons 


4608. .5024, 


4612. 


. .5025 










Seq. No. 


54727 








Seq. ID 


OJ000222_11. 0419.02 


L Ji. 


Gene No. 


114757 








Strand 






Start 


4311 








End 


5632 


•a ::r 


Name 


OJ000222 11. 


0419. 


.02. o2. 


tm 


Method 


TBLASTX: Maize 


^ 


Start 


5208 








End 


5453 




GI 


none 








Score 


64 




Exons 


5208. .5453, 


5209, 


. .5253, 


5310, 


. .5435 






Seq. No. 


54728 








Seq. ID 


OJ000222_11.0419.C3 




Gene No. 


114758 








Strand 


+ 




Start 


67 








End 


1716 




Name 


OJ000222 11. 


0419. 


,C3.ol. 


gs 


Method 


GENSCAN 




Start 


67 






End 


1716 : 




GI 


■ none 








Score 


.65 




Exons 


67. .379, 439 


1. .57£ 


J, 760. 


.798, 


1147. . 12£ 


}8, 1359. .1577, 1694. .1716 




Seq. No. 


54728 








Seq. ID 


OJ000222_11.0419.C3 




Gene No. 


114759 








Strand 






Start 


6535. 








End 


6963 




Name 


OJ000222 11. 


0419. 


,C3.ol. 


gp 


Method 


AAT/GAP 




Start 


6535 








End 


6963 




GI 


none 








Score 


698 



55337 



Exons 



6535. ,6963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54728 

114760 

7731 

OJ000222 

5566 

none 



11.0419.C3.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_11.0419.C3 
10393 

TBLASTX: Maize 

6071 

152 



5566.-5844, 5679.-5843, 5925. .6071, 5940. .6065 



Seq. No. 


C A n O Q 








Seq. ID 


OJ000222 


11 n / 1 Q 


, Ci 


Gene No. 


1 T A n C f\ 

114 /dU 








Strand 








Start 


7731 








End 


10393 






Name 


OJ000222 11 


.0419 


. Ci . o J . 


tc 


Method 


TBLASTX: 


Cress 




Start 










End 


6227 






GI 


none 








Score 


158 






Exons 


5679. .5846, 


5695 


. .5847, 


5895. 


.6101, 6162. .6227 






'Seq. No. 


54728 








Seq. ID 


OJ000222 


11.0419 


. Ci 


Gene No. 


1147 60 








Strand 








Start 


7731 








End 


10393 






Name 


OJ000222 11 


.0419 


. Ci . o2 . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5680 








End 


6272 






GI . 


none 








Score 


159 






Exons 


5680. .5889, 


5682 


. .5888, 


5931. 


.6086, 6126.. 6272 






Seq. No. 


54728 








Seq. ID 


OJ000222 


11.0419 


. C3 


Gene No. 


1147 60 








Strand 








Start 


7731 








End 


10393 






Name 


OJ000222 11 


.0419 


. Ci . o2 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5680 








End 


5984 






GI 


none 








Score 


147 






Exons 




c; c Q 1 




R Q T 1 


.5984 








Seq. No. 


54728 








Seq. ID 


OJ000222 


_11.0419 


.C3 


Gene No. 


114760 








Strand 








Start 


7731 








End 


10393 






Name 


OJ000222 11 


.041.9 


C3.03. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


6369 








End 


6864 






GI 


none 








Score 


63 






Exons 


6369. . 6521, 


6525 


.6677, 


6681. 


.6833, 6763.-6864 






Seq. No. 


54728 








Seq. ID 


OJ000222 


_11.0419 


.C3 


Gene No . 


114760 








Strand 








Start 


7731 








End 


10393 






Name 


OJ000222 11 


.0419 


C3.01. 


np 


Method 


AAT/NAP 






Start 


7731 








End 


10393 






GI 


2924777 








Score 


2328 






Exons 


7731. .8107, 


8279 


.10393 













GI Descrip. (AC002334) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 54728 Seq. ID OJ000222_1 1 . 04 19 . C3 

Gene No. 114760 ' Strand 

Start 7731 End 10393 

Name OJ000222_11 . 0419 . C3 . ol . ts Method TBLASTX : Soybean 

Start 7800 End 10103 



55338 



• 



GI 

Exons 



none 

7800. 

8337. 

9175. 

9339. 

9495. 

9604 . 

9856. 



Score 



38 



.7889, 7806. 

.8633, 8341. 

.9429, .9270, 

.9548, 9348. 

.9908, 9496. 

.9825, 9609. 
.10086 



.7913, 7993. .8109, 8016. .8108, 8229.-8327, 
.8790, 8346. .8804, 9132. .9302, 9132. .9320, 
.9428, 9273. .10028, 9312. .9404, 9315. .9686, 
.9758, 9390. .10094, 9423. .9830, 9484. .9843, 
.9654, 9496. .9729, 9540. .10103, 9567. .9965, 
,10103, 9612. .9716, 9640. .9822, 9711. .10103, 



Seq. No. 54728 
Gene No. 114760 
Start 7731 

Name OJ000222_11 . 0419 . C3 . o2 . tc 

Start 7806 
GI none 

Exons 7806.. 7898, 7930.. 8109, 7938., 

9132. .9314, 9132. .9218, 9135., 
9187.. 9294, 9276.. 9314, 9324., 
9330.. 9665, 9342.. 10094, 9342, 
9477. .10103, 9477. .9785, 9567, 
9774. .10076, 9789. .9965, 9834. 
10002. . 10103, 10011.. 10103 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 11. 0419. 03 



10393 

TBLASTX: Cress 
10103 
68 

8108, 8667. .8792, 8704. .8796, 
9314, 9143. .9232, 9153. .9314, 
9626, 9324.. 9905, 9324.. 10046, 
.9779, 9402.. 9716, 9417.. 9473, 
.9860, 9618. .9935, -9714. .9833, 
.10094, 9846.. 10088, 9918.. 10103, 



Seq. No. 54728 

Gene No. 114760 

Start 7731 

Name OJ000222_11 . 04 19 . 03 . ol . tm 

Start 8034 

GI none 

Exons 8034.. 8108, 8205. .8339, 8340, 
8704. .8778 



Seq. ID OJ000222_11.,0419.C3 
Strand 

End 10393 

Method TBLASTX: Maize 

End 8789 

Score 197 

.8789, 8347.. 8661, 8499. .8675, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

S.tart 

GI 

Exons 



54728 
114760 
7731 

OJ000222_11. 04 19.03. ol.tc 
8283 
none 

8283. .8585, 8284. .8586, '8562. .8651 



Seq. ID OJ000222_11. 0419.03 



54728 
114760 
7731 ■ 

OJ000222_11 . 04 19 . 03 . ol . tw 

8373 

none 

8373. .8687, 8386. .8667 

54728 

114760 

7731 

OJ000222_11.0419.03.o3.tw 

9132 

none 

9132. .9314, 9135. .9272, 9318. 



Strand 
End 

Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10393 

TBLASTX: Cress 

8651 

284 



OJ000222_11.0419.C3 
10393 

TBLASTX: Wheat 

8687 

182 



.OJ000222_11.0419.O3 
10393 

TBLASTX: Wheat 

10103 

61 



.9620, 9438. .9749, 9516. .9830, 



9732.. 10052, 9745.-9963, 9798.. 10103, 9856,. 10041 



55339 



Seq. No. 54728 

Gene No. 114760 

Start 7731 

Name OJOO0222_11 . 0419 . C3 . o2 . tm 

Start 9324 ' " . 

GI none 
Exons 



Seq. ID OJ000222_11.0419.C3 
Strand 

End 10393 

Method TBLASTX : Maize . . , 

End 10103 

Score 221 



9324. .9557, 9325. .9531, 9396.-9626, 9468. .9689, 9530. .9637, 
9531. .9638, 9532. .9636, 9535.-9639, 9612. .9833, 9684.-9893, 
9828-. 10037, 9900.. 10103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 
£3 Start 
^3 GI 
fn Exohs 

GI Descrip. 



54729 
114761 
628 

OJ000322__19.0419.Cl.ol.np 
628 

6006359 
628. .782 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ000322_19.0419.C1 
Strand 

End 782 

Method AAT/NAP 

End 782 

Score 85 



54730 

114762 

1 

OJ000322_19.0419.C3.ol.np 
1 . ' 

6016874 



Seq. ID OJ000322_19.0419.C3 
Strand 

End 2304 

Method AAT/NAP 

End, 2304 

"Score 1810 



1..47, 108. .467, 585. .764, 1158. .1317, 1708. .1940, 2005. .2142, 
2226. .2304 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 





transposase. (P03010) 


[Oryza 


sativa] 




Seq. No. 


54730 






Seq. ID 


OJ000322_19. 0419.03 


Gene No. 


114762 






Strand 




Start 


1 






End 


2304 ■ 


Name 


OJ000322 


19,0419.03.01 


.gs 


Method 


GENSOAN 


Start 


124 






End 


2304 


GI 


none 






Score 


.63 


Exons 


124. .584, 


■ 1158. .1317, 


1852... 


1940, 2005. 


. .2142, 2226. -2304 


Seq. No. 


54730 






Seq. ID 


OJ000322_19. 0419.03 


Gene No, 


114762 






Strand 




Start 


1 






End 


2304 


Name 


OJ000322 


19. 0419. 03. o2 


.tm 


Method 


TBLASTX: Maize 


Start 


190 






End 


433 


GI 


none 






Score 


97 


Exons 


190. .423, 


275. .433 








Seq. No. 


54730 






Seq. ID 


OJ000322__19. 0419.03 


Gene No. 


114762 






Strand 




Start 


1 






End 


2304 


Name 


OJ000322 


19. 0419. 03. o4 


. tm 


Method 


TBLASTX: Maize 


Start 


545 






End 


897 


GI 


none 






Score 


133 


Exons 


545. .886, 


616. .897 








Seq. No. 


54730 






Seq. ID 


OJ000322_19. 0419.03 


Gene No. 


114762 






Strand 





55340 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene Nov 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 
OJ000322_1 9 . 04 1 9 . C3 . o3 . tm Method 
1102 End 
none Score 
1102". .1329, 1103..1321v 1342.. 1416 



2304 

TBLASTX: Maize 

1416 

108 



OJ000322 19. 0419. C3 



54730 Seq. ID 

114762 Strand 
1 End . 2304 

OJ000322_19 . 04 1 9 . C3 . ol . gp Method AAT/GAP 

1107 End' 1615 

uC-osflcypll0c07bl Score 970 

1107. .1615 

M680178/gb| AF111709. 1 IAF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



54730 Seq. ID 

114762 Strand 

1 ' End 

OJ000322_19 . 04 1 9 . C3 . ol . tm Method 

1510 End 

none Score 



'OJ000322_19.0419.C3 
2304 

TBLASTX: Maize 

1956 

110 



1510: .1548, 1543.. 1599, 1636.. 1884, 1676.. 1885, 1870.. 1956 



54731 Seq. ID 

114763 Strand 

655 End 

OJ000322_19 . 04 19 . C4 . ol . gp Method 

655 End 

none Score 

655. .816, 1376. .1698 



OJ000322_19.0419.C4 
+ 

4300 
AAT/GAP 
1698 
950 



54731 

114763 

655 

OJ000322_19 . 04 19 . 04 . ol . np 

1393 

2494034 



OJ000322_19.0419.C4 
+ 



Seq. ID 
Strand 

End 4300 
Method AAT/NAP 
End 4300 ' 

Score 1374 

1393. .2511, 2921. .3296, 3403. .3479, 3680. .3799, 3892. .4056, 
4216. .4300 

DIACYLGLYCEROL KINASE 1 (DIGLYCERIDE KINASE) ( DGK 1) (DAG KINASE 
1) gi|2129573|pir| IS71467 diacylglycerol kinase - Arabidopsis 
thaliana gi | 1374772 | dbj | BAA09856 | (D63787) diacylglycerol kinase 
[Arabidopsis thaliana] 



54731 Seq. ID 

114763 Strand 

655 End . 

OJ000322_19 . 04 19 . C4 . o3 . tm Method 

1410 End 

none Score 

1410. .1574, 1417. .1572 



OJ000322_19.0419.C4 
+ 

4300 

TBLASTX: Maize 

1574 

206 



Seq. No. 
Gene No. 
Start 



54731 

114763 

655 



Seq. ID OJ000322_19.0419.C4 
Strand + 
End 4300 



•55341 



Name 

Start 

GI 

Exons 



OJ000322_19.0419.C4 .ol.gs 

1447 

none 

1447.. 2511, 2921., 3128, 3153. 
3892. .4056 ' 



Method GENSCAN 
End 4056 
Score . 64 
.3296, 3403.. 3479, 3680, 



.3799, 



Seq. No. 5473 
Gene No. 1147 
Start 655 

Name OJ000322_19 . 0419 . C4 . ol . tc 

Start 1501 
GI none 
Exons 1501 

1902 

3399 

3891 



ii 

^63 



..1722, 1734. .1838, 1745, 

..2093, 2380.. 2532, 2918, 

..3479, 3401. .3478, 3677, 

. .4058, 4216. .4299 



Seq. ID OJ000322_19.0419.C4 

Strand + 

End 4300 

Method TBLASTX : Cress 

End 4299 

Score 85 

.2053, 1753. .2112, 1855. .2064, 
.3268, 2923.-3225, 3275. .3298, 
.3799, 3679. .3801, 3889. .4065, 



Seq. No. 54731 - Seq. ID 

Gene No. 114763 ... Strand 

Start 655 End 

Name OJ000322_19 . 0419 . C4 . o2 . tm Method 

Start 1750 End 

GI none Score 

□ Exons 1750.. 2097, 1750.. 20.46, 1905.. 2096 



OJ000322_19.0419.C4 
+ 

4300 

TBLASTX: Maize 

2097 

398 



Seq. No. 54731 Seq. ID 

Gene No. 114763 - Strand 

Start 655 End 

Name OJ000322_1 9 . 041 9 . C4 , o2 . ts Method 

Start 1861 End 

GI none Score 

Exons 1861.. 2097, 1908.. 2093 



OJ000322_19.0419.C4 
+ 

4300 

TBLASTX : Soybean 

2097 

264 



Seq. No. 5473 
Gene No. 1147 
Start 655 

Name OJ000322_19 . 0419 . G4 .ol. tm 

Start 2379 
GI none 
Exons 2379 

2944 

3679 

4186 



M 
'63 



..2474, 2383. .2526, 2385, 

..3252, 3275.-3298, 3401. 

..3795, 3889--4005, 3889, 

. .4299, 4216. -4299 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2525, 291 



OJ000322_19-0419.C4 
+ 

4300 

TBLASTX: Maize 

4299 

62 

3247, 291 



.3478, 3402--3479, 3677. 
.4002, 4002.-4058, 4003, 



3148, 
3799, 
4065, 



Seq. No- 54731 Seq. ID 

Gene No. 114763 Strand 

Start 655 End 

Name OJ000322_1 9 . 0419 . C4 . o3 . ts Method 

Start 3010 End 

GI none Score 

Exons 3010.. 3183, 3011.. 3199 



OJ000322_19-0419.C4 
+ 

4300 

TBLASTX: Soybean 

3199 

197 



Seq. No. 54731 Seq. ID 

Gene No. 114763 Strand 

Start 655 End 

Name OJ000322_19 . 0419 . C4 . ol . ts Method 

Start 3405 End 



OJ000322_19.0419.C4 
+ 

4300 

TBLASTX: Soybean 
4299 



55342 



GI 

Exons 



none Score 96 

3405. .3479, 3407. .3478, 3674.-3778, 3677. .3799, 3679. .3801, 

3887. .4057, 3889. .4065, 3890. .4057, 3891. .4058, 4215. .4298, 
4216.. 4299 



Seq. No. 54731 Seq. ID 

Gene No. 114763 Strand 

Start 655 End 

Name OJ000322_19 . 0419 . C4 . o2 . gp Method 

Start 3725 End 

GI 53991_1.R1084 Score 

Exons 3725.-3799, 3892.. 4056, 4216.. 4300 
GI Descrip. 



OJ000322_19.0419.C4 
+ 

4300 
AAT/GAP 
4300 
547 



*2494034/sp|Q39017|KDGl_ARATH 8.0e-52 DIACYLGLYCEROL KINASE 
(DIGLYCERIDE KINASE) (DGK 1) (DAG KINASE 1) 

>gi_2129573_pir S71467 diacylglycerol kinase - Arabidopsis 

thaliana >gi_1374772_dbj_BAA09856_ (D63787) diacylglycerol 
kinase [Arabidopsis thaliana] ' 



Seq. No. 


54732 








Seq. ID 


OJ000322_19. 0419, 


.05 


Gene No. 


114764 








Strand 


+ 




Start 


2527 








End 


4374 




Name 


OJ000322 19, 


.0419 


.C5,ol. 


gs 


Method 


GENSOAN 




Start 


2527 








End 


4374 




GI 


none. 








Score 


.99 - 




Exons 


2527. . 3179, 


4086 


. . 4374 










Seq. No. 


54732 








Seq. ID 


OJ000322_19.0419, 


.05 


Gene No. 


114765 








Strand 


— 




Start 


1 








End 


159 




Name 


OJ000322 19. 


.0419 


.05. ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


159 




GI 


none 








Score 


299 




Exons 


1. . 159 














Seq. No. 


54732 








Seq. ID 


OJ000322__19.0419. 


.05 


Gene No. 


114766 








Strand 






Start ■ - 


4962 








End 


6104 




Name 


OJ000322 19, 


.0419 


,C5.o2. 


gs 


Method 


GENSOAN 




Start 


4962 








End 


5749 




GI 


none 








Score 


.57 




Exons 


4962. .5441, 


5657 


. .5749 










Seq. No. 


54732 • 








Seq. ID 


OJ000322_19.0419, 


.05 


Gene No. 


114766 








Strand 






Start 


4962 








End 


6104 




Name 


OJ000322 19, 


,0419 


.05.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


•5196 








End 


5402 




GI 


none 








Score 


71 




Exons 


5196. .5402, 


5248 


. .5325 










Seq. No. 


54732 








Seq. ID 


OJ000322_19.0419, 


.05 


Gene No. 


114766 








Strand 






Start 


.4962 








End 


6104 




Name 


OJ000322 19, 


,0419 


.O5.ol! 


np 


Method 


AAT/NAP 




Start 


5244 








End 


6104 




GI 


6539555 








Score 


839 




Exons 


5244. .5553, 


5657 


. .6104 











55343 



GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

sativa] gi I 6539592 | dbj I BAA88208 . 1 1 (AP000837) Similar to mariner 





transposase (AF078934 ) 


[Oryza 


sativa] 




Seq. No. 


54733 




Seq. ID 


OJ000322 


Gene No. 


114767 




Strand 


+ 


Start 


505 




End 


968 


Name 


OJ000322_19.0419.C6.ol 


.gs 


Method 


GENSCAN 


Start 


505 




End 


968 


GI 


none 




Score 


. 75 


Exons 


d0d..o22, 95o..yoo 








Seq. No. 


54733 




Seq. ID 


OJ000322 


Gene No. 


114768 




Strand 




Start 


2219 




End 


3709 


Name 


OJ000322 19.0419.C6.o2 


.gs 


Method 


GENSCAN 


Start 


2219 




End 


3709 


GI 


none 




Score 


- .9 


Exons 


2219. .2679, 3694. .3709 









Seq. No. 


54734 


Seq. ID 


OJ000322_19, 


.0419. C7 


Gene No. 


114769 


Strand 


+ 




Start 


217 


End 


1480 




Name 


OJ000.322 19.0419.C7.ol.gs 


Method 


GENSCAN 




-Start 


217 ' 


End 


1480 




GI 


none 


Score 


.41 




Exons 


217, .264, 391. .670, 1164. .1227, 1384.. 


,1480 




Seq. No. 


54735 


Seq. ID 


OJ000322_19. 


.0419. C9 


Gene No. 


114770 


Strand 






Start 


225 


End 


367 




Name 


OJ000322 19.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


225 


End 


367 




GI 


none 


Score 


.46 




Exons 


225. .367 








Seq, No. 


54735 


Seq. ID 


OJ000322_;i9. 


.0419.C9 


Gene No. 


114771 


Strand 






Start 


1403 


End 


1616 




Name 


OJ000322 19.0419.C9.o2.gs 


Method 


GENSCAN 




Start 


1403 


End 


1616 




GI 


none 


Score 


.75 




Exons 


1403. .1616 








Seq. No. 


54736 


Seq, ID 


OJ000322_19. 


,0419. CIO 


Gene No. 


114772 


Strand 


+ 




Start 


1 


End 


.512 




Name 


OJ000322 19.0419. CIO. ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


512 




GI 


"21474 1.R1084 


Score 


238 




Exons 


1..27, 370. .512 








GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] ' 








Seq. No. 


54736 


Seq. ID 


OJ000322_19. 


,0419. CIO 


Gene No. 


114773 


Strand 






Start 


865 


End 


3943 





55344 



Name OJ000322_19 . 04 1 9 , CIO . ol . np Method AAT/NAP 

Start 561 End 811 

GI 862343 Score 120 

Exons 561.. 811 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi I 1092097 Iprf I I 2022314A granule cell marker protein [Mus 
musculus] gi 1 1092098 Iprf I I 2022315A granule cell marker protein 
[Mus musculus] 





Seq. No. 


54736 




Seq. ID 


OJ000322_19. 0419. CIO 




Gene No. 


114773 




Strand 






Start 


865 




End 


3943 




Name 


OJ000322 19 


.0419. CIO. o2.np 


Method 


AAT/NAP 




Start 


846 




End 


3943 




GI 


4680204 




Score 


804 




Exons 


846. .887, 922. .1017, 1367. .1586, 1683.. 


1855, 1965.. 3062, 






3137. .3943 










GI Descrip. 


{AF114171) 


hypothetical protein [Sorghum bicolor] 




Seq. No. 


54736 




Seq. ID 


OJ000322_19. 0419. CIO 




Gene No. 


114773 




Strand 






Start 


865 




End 


3943 




Name 


OJ000322 19 


.0419. CIO. ol.gs 


Method 


GENSCAN 


E J 


Start ^ 


865 




End 


3877 


; ^ 


GI 


none 




Score 


.5 


: p! 


Exons 


865. .1046, 


1122.'. 1224, 1319. 


1391, 147€ 


;..1586, 1709. .1855, 


rii 




1965. .2176, 


2305.. 2518, 2563 


.2648, 2650. .2744, 2921. .3062,. 






3137. .3877 










Seq. No. 


54736 




Seq. ID 


OJ000322_19. 0419. CIO 




Gene No. 


114773 




Strand 




ru 


Start 


865 




End 


3943 




Name 


OJ000322 19 


.0419. CIO. o2.gp 


Method 


AAT/GAP 




Start 


2065 




End 


2544 




GI 


uC-osflcypl7 6f lObl 


Score 


810 




Exons 


2065, .2544 










GI Descrip. 


'60'41757/gb|AC011806.1 IAC011806 O.Oe+OC 


Genomic Sequence For 






Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 


f 1 




complete sequence' 








Seq. No. 


54736 




Seq. ID 


OJ000322__19. 0419. CIO 




Gene No. 


114773 




Strand 






Start 


865 




• End 


3943 ■ 




Name 


OJ000322 19 


.0419. CIO. o2.tw 


Method 


TBLASTX: Wheat 




Start 


2850 




End 


3526 




GI 


none 




Score 


54 




Exons ■ 


2850. .3071, 


2995.. 3069, 3134. 


.3205, .3446. .3526 




Seq. No. 


54736 




Seq. ID 


OJ000322__19. 0419. CIO 




Gene No. 


114773 




Strand 






Start 


865 




End 


3943 




Name 


OJ000322 19 


.0419. CIO. ol.tw 


Method 


TBLASTX: Wheat 




Start 


3527 




End 


3930 




GI 


none 




Scor4 


50 




Exons 


3527. .3622, 


3527. .3697, 3687. 


.3827, 3692.-3928, 3779. .3928, 






3790. .3930, 


3814. .3930 







55345 



Seq. No, 54737 Seq. ID 

Gene No. 114774 Strand 

Start 1 End 

Name , OJ000322_19 . 04 1 9 . Cll . ol . gp ..Method 

Start 1 End 

GI 2310235 Score 

Exons 1. . 122 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



OJ000322_19. 0419. Cll 
+ 

122 

AAT/GAP 

122 

194 



I y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54737 
114775 
1 

OJ000322_19.0419.Cll.ol.np 
1 

4680204 

1..80, 1777. .2044, 2096. .2209, 3120. .3181 
(AF114171) hypothetical protein [Sorghum bicolor] 



Se.q. ID OJ000322_19. 0419. Cll 
Strand 

End 3181 

Method AAT/NAP 

End 3181 

Score 93 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322 19. 0419. Cll 



54737 
114775 
1 

OJ000322_19.0419.Cll.o2.gp 
2357 

342_1.R1084 
2357. .2875, 2985. .3082 

'4574406/gb|AAD24042,l| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



3181 
AAT/GAP 
3082 
1066 



Seq. No. 54738 Seq. ID 

Gene No. 114776 Strand 

Start 1428 End 

Name OJ000322_19 . 04 19 . C14 . ol . gs Method 

Start 1428 End 

GI none Score 

Exons 1428.. 1604 



OJ000322_19.0419.C14 

1604 
GENSCAN 
1604 
.99 



Seq. No. 54739 Seq. ID OJ000322 

Gene No. 114777 Strand + 

Start 907 End 1161 

Name OJ000322_19 . 0419 . C15 . ol . gs Method GENSCAN 

Start 907 . • . End 1161 

GI none Score ' .69 

Exons 907 . . 1161 



19.0419.C15 



Seq. No. 54739 Seq. ID OJ000322_19 . 04 19 . C15 

Gene No. 114778 • Strand 

Start 313 End 392 

Name OJ000322_19 . 04 19 . C15 . ol . gp Method AAT/GAP 

Start 313 End 392 

GI uC-osflcypl71a04al Score 120 

Exons 313. .392 

GI Descrip. M 680178/gb | AFll 1709 . 1 | AFll 1709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and •Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 



54739 



Seq. ID OJ000322_19.0419.C15 



55346 



Gene No. 

Start 

Name 

Start- 

GI • - 

Exons 



114779 Strand 

1644 End 2998 

OJ000322_19 . 04 19 . C15 , o2 . gs Method GENSCAN 

1644 End -2998 

none Score .82 

1644. .1769, 2534. .2600, 2922. .2998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54740 . 
114780 
2916 

OJ000322_19. 
2916 
6016874 
2916. .3145, 



0419.C16.o2.np 



4433. .4519 



Seq. ID OJ000322_19.0419.C16 

Strand + 

End 4519 

Method AAT/NAP 

End 4519 " 

Score 228 



{AP000570) ESTs C19143 {E10020 ) , D25076 {R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. {P03010) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54740 
114781 
10323 

OJ000322_19 . 04 1 9 . C16 . o3 . np 
10323 
6742729 
10323. .12076 

{AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000322_19.0419.C16 

Strand + 

End 12076 

Method AAT/NAP 

End 12076 

Score 19.15 



OJ000322 19.0419,016 



54740 * Seq. ID 

114782 Strand 
42 End 1970 

OJ000322_19. 0419.C16.ol.np Method AAT/NAP 
42 End 1970 

6850314 Score 80 

42.. 207, 1932.. 1970 

(AC009999) Contains similarity to a basic endochitinase from 
Arabidopis thaliana gb|AB023448, and contains a Chitinases class 
I PFI00182 domain. ESTs gb|AI995747, gb|AA728545, gb|Z26222, 
gb|Z25683, gb|T88386, gb|Tl... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54740 

114783 

5984 

OJ000322_19. 
37 

none 

37. .207, 41. 
1674. .1775 



0419.CI6.o2;tm 



.202, 134. .208, 



Seq. ID OJ000322_19. 0419.016 
Strand 

End 9920 

Method TBLASTX: Maize 

End 1775 

Score ■ 170 
1669. .1752, 1670. .1774, 1673. .1774, 



Seq. No. 54740 

Gene No. 114783 

Start 5984 

Name OJ000322_19 . 04 19 . CI 6 . o2 . gs 

Start 5984 

GI ■ none 

Exons 5984.. 6169, 6195.. 6248, 6381, 
8749. .9032, 9096. .9187, 9280. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6550, 



OJ000322 19.0419.016 



9920 
GENSCAN 
9920 
.53 

7514. .7605, 



8546. .8691, 



9393, 9814.. 9920 



55347 




Seq. No. 


54 740 


Seq. ID 


r\ T A /^/^'^oo "ir\ />jiTr\ ^t/~ 

OJ000322_19. 04 19. CI 6 


Gene No. 


114783 


Strand 




Start 


5984 


End 


9920 


Name 


ojuuoi^2 ly . 04 ly . cib . oi . tw 


Method 


TBLASTX ; Wheat 


Start 


d4 y5 


'End 


^ o c o 

6852 


GI 


none 


Score 


O A 

84 


Exons 


/"yinC /"/"OO zr/"T/~ /"TTT /"/"IT 

6495. .ooio, 6616. .6777, 6617. 


. 6784 , 6 / 


TC /"OCO /"TTfl /"ftyl/^ 

75. .6852, 6778. .6849, 




6 /oO . . 6851 






Seq. No. 


54740 


Seq. ID 


/^T/^/^/^'500 /^1/" 

OJ000322 19.0419.C16 




1 1 4 7fi 

X X 4 / O O 


Q V :a m r1 




Start 


5984 


End 


9920 


Name 


OJ000322 19.0419.C16.ol.gp 


Method 


AAT/GAP 


Start 


6939 


End 


7149 


GI 


1631463 


Score 


335 


Exons 


6939. .7149 






GI Descrip. 


4 680178/gb|AF111709.1 IAF11170 


9 5.0e-81 


Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


54740 




Seq. ID 


OJ000322_19.0419 


.C16 


Gene No. 


114784 




Strand 






Start 


10281 




End 


10728 




Name 


OJ000322_19. 0419.Ci6, 


.o2. tc- 


Method 


TBLASTX: Cress . 




Start 


10281 




End 


10643 




GI 


none 




Score 


255 




Exons 


10281. . 10643, 10301., 


. 10441, 


10505. . 10639 




Seq. No. 


54740 




Seq. ID 


OJ000322_19.0419 


.C16 


Gene No. 


114784 




Strand 






Start 


10281 




End 


10728 




Name 


OJ000322 19.0419.C16. 


. ol . tm 


Method' 


TBLASTX: Maize 




Start 


10302 




End 


10688 




GI 


none 




Score 


50 




Exons 


10302. . 10391, 10407. , 


.10688,_ 


10421. .10639 




Seq. No. 


54740 




Seq. ID 


OJ000322_19.0419 


.C16 


Gene No. 


" 114784 




Strand 






Start 


10281 




End 


10728 




Name 


OJ000322 19.0419.C16. 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


10431 




End 


10728 




GI 


none 




Score 


320 




Exons 


10431. .10718, 10431., 


,10703, 


10447. .107 


28 




Seq. No. 


54740 




Seq. ID 


OJ000322_19.0419 


.C16 


Gene No. 


114785 




Strand 






Start 


11027 




End 


11404 




Name 


OJ000322 19.0419.C16. 


. o4.. tw 


Method 


TBLASTX: Wheat 




Start 


11027 




End 


11404 




GI 


none 




Score 


72 




Exons 


11027. .11089, 11095.. 


11163, 


11099. . Ill 


88, 11155. . 11280, 






11156. .11314, 11165. . 


11314, 


11319. .113 


96, 11320. . 11403, 






11323. .11403, 11324. . 


11404 








Seq. No. 


54740 




Seq. ID 


OJ000322_19.0419 


.C16 


Gene No. 


114786 




Strand 






Start 


11407 




End 


12065 





55348 



Name 

Start 

GI 

Exons 



OJ000322_19 . 04 1 9 . CI 6 . ol . tw Method TBLASTX : Wheat 

11407 End 12065 

none Score 4 4 

11407. . 11439, 11444. .12064, 11445. .12065 



Seq. No. 54740 

Gene No. 114786 

Start 11407 

Name OJ000322_19 . 04 19 . C16 . ol . tc 

Start 11524 

GI none 
Exons 



Seq. ID OJ000322_19.0419.C16 
Strand 

End 12065 

Method . TBLASTX: Cress 

End 11976 

Score 318 



11524. .11706, 11528. .11941, 11532 .. 11951, 11538 .. 1 1 975, 
11722, .11976 



Seq. No. 54741 

Gene No. 114787 

•Start 402 

Name OJ000322_1 9 . 04 1 9 . C17 . ol ..gs 

Start -•402 

GI none 

Exons 402.. 489, 675.. 691 



Seq. ID OJ000322_19.0419.C17 

Strand + 

End 691 

Method GENSCAN 

End 691 

Score .72 



Seq. No. 54741 Seq. ID OJ000322_19 . 04 19 . C17 

Gene No. _ • 114788 Strand - - • 

Start ^ 306 End ^ 2914 ' 

Name OJ000322_19 . 04 19 . C17 . ol . np Method " AAT/NAP 

Start 306 End 2914 

GI 7106528 Score 71 

Exons 306.. 427, 2883.. 2914 

GIDescrip. (AP001278) EST D40774 {S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 54741 Seq. ID 

Gene No. 114 788 Strand 

Start 306 End 

Name OJ000322_19 . 04 19 . C17 . ol . gp Method 

Start 951 ' End 

GI none . Score 

Exons 951.. 1377 



OJ000322_19.0419.C17 

2914 
AAT/GAP 
1377. ■ 
801 



Seq. No. 54741 Seq. ID 

Gene No. 114788 Strand 

Start 306 ' End 

Name OJ000322_19 . 0419. C17 . o2 . gs Method 

Start 1048 End 

GI none Score 

Exons 1048.. 1311 



OJ000322_19.0419.C17 

2914 
GENSCAN 
1311 
.52 



Seq. No. 54741 Seq. ID 

Gene No. ■ 114789 Strand 

Start 3405 End 

Name OJ000322_19 . 0419. C17 . o3 . gs Method 

Start 3405 End 

GI none Score 

Exons 3405.. 3518 



OJ000322_19.0419.C17 

3518 
GENSCAN 
3518 
.99 



Seq. No. 



54742 



Seq. ID OJ000322_19.0419.C18 



55349 



Gene No. 

Start. 

Name 

Start 

GI 

Exons 



114790 
533 

OJ000322 
533 
none 
533. .714 



19.0419.C18.ol.gs 



Strand 
End 

Method 

End 

Score 



714 

GENSCAN 
714 
• .4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54742 Seq. ID 

114791 Strand 

1204 End 
OJ000322_19.0419.C18 .o2 .gs Method 

1204 End 

none Score 

1204. .1318, 1324. .1457 



OJ000322_19. 0419. CIS 

3947 
GENSCAN 
1457 
.83 



OJ000322 19, 0419. CIS 



54742 Seq. ID 

114791 Strand 
1204 End 3947 

OJ000322_19.0419.C18.ol.hp. Method AAT/NAP 
1207 End 2977 

5922620 Score 194 

1207. .1340, 2946. .2977 

(AP000492) ' EST D15357 (C0514 ). corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il {AP000570) EST ; D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



54742 

114791 

1204 

OJ000322_19.0419.C18.o2.np 

1844 

5295955 



OJ000322 19.0419.C18 



Seq. ID _ 
Strand 

End 3947 
Method AAT/NAP 
End 3947 
Score 727 

1844. .2454, 2544. .2833, 2897. .2941, 3028. .3154, 3833. .3947 
{AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



□ Seq. No. 


54742 








Seq. ID 


OJ000322 


Gene No. 


114791 








Strand 




Start 


1204 








End 


3947 


Name 


OJ000322 19 


0419. C18. 


o3 


.gs 


Method 


GENSCAN 


Start 


2481 








End 


2855' 


GI 


none 








Score 


.77 


Exons 


2481. .2855' 












Seq. No. 


54743 








Seq. ID 


OJ000322 


Gene No. 


114792 








Strand 




Start 


108 








End 


245 


Name 


OJ000322 19. 


0419. C19. 


ol 


gs 


Method 


GENSCAN 


Start 


108 








End 


245 


GI 


none 








Score 


.54 


Exons 


108. .245 












Seq. No. 


54744 








Seq. ID 


OJ000322 


Gene No. 


114793 








Strand 




Start 


601 








End 


4798 



55350 






UuUUUOZ^ J. ^ , U fl 1 ^ . Z . O ± . y S 


LYie 1,000. 






oX-a.ir c 


0 U X 


rjOa 








none 


Score 


7 ^ 




Exons 


^^ni "^(179 ^TQft 
DUX. , 0\J 1 4L f flfiOX. .4 / ^O 








Q o rr M r\ 
O C q . LM U . 




oet^ . X u 


n Tnnn'^9 9 


1Q n41Q P99 
Xy, UfiX^. k^-Z Z 


Gene No . 


114793 


strand 






Start 


601 


End 


4798 




Name 


OJ000322 19,0419.C22.ol.np 


Method 


AAT/NAP 




Start 


604 


End 


3700 




GI 


6682625 


Score 


892 




Exons 


604. .957, 1342. .2385, 2530.. 


.3700 






GI Descrip. 


(AC016163) putative disease 


resistance 


protein 


[Arabidopsis 



thaliana] 



Seq. No. 54744 Seq. ID 

Gene No. 114 7 93 Strand 

Start 601 * End 

Name OJ000322_19 . 0419. C22 . ol . gp Method 

Start 2398 End 

GI LIB3431-050-P1-K1-B7 Score 

Exons 2398.. 2741 

GI Descrip. '2924785 2.0e-ll (AC002334) 



OJ000322_19.0419.C22 
+ 

4798 ■ 
AAT/GAP 
2741 
648 



similar to disease resistance 



protein [Arabidopsis thaliana] * 



Seq. No. 54744 Seq. ID 

Gene No. 114794 Strand 

Start 7116 End 

Name OJ000322_19 . 0419. 022 . o2 . gs Method 

Start 7116 End 

GI none Score 

Exons 7116.. 7481 



OJ000322_19. 0419.022 
+ 

7481 
GENSCAN 
7481 
.84 



Seq. No. 54744 Seq. ID 

Gene No. 114795 * Strand 

Start 3572 End 

Name OJ000322_19 . 04 19 . 022 . o2 . gp ' 'Method 

Start 3572 End • 

GI none Score 

Exons 3572. .3868 



OJ000322_19. 0419.022 

3868 
AAT/GAP 
'3868 • 
578 



Seq. No. 


54744 










Seq. 


ID OJ000322 


19.0419.022 


Gene No. 


114796 








Strand ' - 








Start 


7083 










End 


9756 






Name 


OJ000322 19. 


.0419 


.C22.01, 


.tc 


Method TBLASTX: 


Oress 




Start 


904 










End 


3467 






GI 


none 










Score 


37 








Exons 


904. . 


966, 1000.. 


1116, 1315.. T509, 1318.. 1941, 1582.. 


1797, 




1588. 


.2016, 


1600 


. .2004, 


1606. 


.1887, 


1606. , 


.2010, 


1648 


. .1941, 




1720. 


.2004, 


1741 


. . 1929, 


1780. 


.1944, 


1809. , 


.1949, 


1810 


. .2067, 




2029. 


.2073, 


2035 


. .2073, 


2152. 


.2256, 


2152. , 


.2265, 


2338 


. .2418, 




2476. 


.2616, 


2503 


. .2814, 


2527. 


.2895, 


2527. , 


.2604, 


2548 


. .2610, 




2623. 


.2889, 


2626 


. .2889, 


2629. 


.2889, 


2629. , 


.2889, 


2629 


. .2757, 




2653. 


.2889, 


2773 


. .2883, 


2956. 


.3003, 


3140. , 


.3196, 


3189 


. .3416, 




3192, 


.3413, 


3213 


. .3413, 


3213. 


.3413, 


3213. , 


.3467, 


3213 


. .3350, 




3221. 


.3352, 


3222 


. .3386, 


3222. 


.3413, 


3231. , 


.3413, 


3236 


. .3403, 




3239. 


.3403, 


3243 


. .3413, 


3357. 


.3437, 


3441. , 


.3464 







55351 





Seq. No. 


54 74 4 








Seq. ID 


OJ000322 


19.0419. C22 




Gene No. 


114796 








Strand 








Start 


7083 








End 


.9756 






Name 


OJ000322 19 


1 A / T A 


. C22 . ol 


. tm 


Method 


■TBLASTX: 


Maize 




Start 


973 








End 


3413 






GI 


none 








Score 


69 






Exons 


9 /3 . . 11(J4 , 


1/41. 


. 18 /8 , 


1 O A T 

180 / . . 


1944, 2446. .2544, 


A A ^ ACA^ 

2446. . 2526, 






Zo4 / . . 2o 0 o , 


A C C T 

2b5 1 


A O O A 

. .288 9, 


A C ^ A 

2569 . 


.2898, 2896. .2982, 


AAT/* AAAI 

2916. . 2981 , 






3276 . .3413 
















Seq. No. 


54744 








Seq. ID 


OJ000322 


__19 . 0419 . C22 




Gene No. 


1147 96 








Strand 








Start 


7083 








End 


9756 






Name 


OJ000322 19 


,0419 


. C22 . ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


1003 








End 


3488 






GI 


none 








Score 


65 






Exons 


1003. .1104, 


1567 


. .1908, 


1621. 


.2010, 1708. .1938, 


1759. .2010, 






1816 . . 2028 , 


1818 


A A A 

. .2006, 


1 O A /I 

1894 i 


.2253, 2038. .2073, 


Al^/I AACA 

2164 . . 2250 , 






2164 . . 2244 , 


2332 


. . 2385, 


2338 . 


.2400, 2500. .2601, 


2527 . .2616, 






ociri o/~'iA 

2551 . . 2 610, 


2617 


. . 2871, 


2626 . 


.2889, 2626. .2859, 


2638 . .2676, 






2638 . .2883, 


27 88 


. .2892, 


2905 . 


.3039, 3074, .3184, 


3131 . . 3220 , 






3155 , .3196, 


318 6 


. . 3488 , 


3192 . 


.3329, 3213.. 3425, 


3213 . .3401, 






3213 . . 332 9, 


3218 


. .3478, 


3249 . 


.3422, 3279.. 3371, 


3291 . . 34 10 


f n 


Seq. No. 


54744 








Seq. ID 


OJ000322 


_19. 0419. 022 




Gene No. 


114796 








Strand 








Start 


T A O O 

7083 








End 


9756 




f 


Name 


OJ000322_19 


.0419 


.C22.02 


. np 


Method 


AAT/NAP 






Start 


7083 








End 


9756 






GI 


504 24 54 








Score 


108 




r i * 


Exons 


/Uo3 . . / ZbD f 


9239 


. . 9365, 


9691. 


.9756 






2 


GI Descrip. 


{AC00778 9 ) 


putative polyprote 


in [Oryza 


sativa] 






Seq, No. 


54745 








Seq. ID 


OJ000322 


_19. 0419.023 




Gene No. 


1 1 y1 "7 A "T 

114 7 97 








Strand 


+ 




b ids 


Start 


907 








End 


4129 






Name 


^tAAAOOO "1 A 

OJ000322 19 


.0419 


.C23.01 


. gs 


Method 


GENSCAN' 




L j 


Start 


907 ■ 








End 


4129 






GI 


none 








Score 


.88 






Exons 


907 . . 2168 , 


2261. 


.2738, : 


2867. . 


4129 








oeq . lno . 


c /I -7 4 c 








Seq. ID 


OJ000322 


1Q H/IIQ no"^ 




Gene No. 


114797 








Strand 


+ 






Start 


907 








End 


4129 






Name 


OJ000322 19 


.0419, 


.C23.01 


.np 


Method 


AAT/NAP 






Start 


907 








End 


4126 






GI 


5803259 








Score 


4208 






Exons 


907. .2168, 


2261. , 


.4126 












GI Descrip. 


(AP000399) : 


hypothetical 


protein [Oryza 


sativa] 





Seq. No. 54745 Seq. ID OJ000322 

Gene No. 114798 Strand + 

Start 10994 End"' - ■ 13438 

Name OJ000322_1 9 . 04 19 . 023 . o3 . np Method AAT/NAP 

Start 10994 End 13438 

GI 5922623 Score 346 



19.0419.023 



55352 



Exons 10994 11074, 11443 11589, 11757 11871, 13391.. 13438 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856|dbj IBAA85199. 1 1 (AP000570) hypothetical protein 

[Oryza sativa] * , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54745 

114799 

4763 

OJ000322__19.0419.C23.o2.np 



OJ000322 19. 0419. 023 



Seq. ID 
Strand 

End 10916 
Method AAT/NAP 
4763 End 10916 

7228457 Score 9223 

4763. .6313, 6380. .7531, 7654. .8489, 8553. .10488, 10550. .10916 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 54745 

Gene No. 114799 

Start 4763 

Name OJ000322_19 . 0419 . 023 . o6 . tw 

Start 5270 

GI none 

Exons 5270.. 5446, 5437 .. 5667, 5461 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_19.0419.C23 
10916 

TBLASTX: Wheat 

5667 

77 



,5619, 5576.. 5659 



Seq. No. 54745- 

Gene No. 114799 

Start 4763 

Name OJ000322_19 . 0419 . 023 . o2 . tm 

Start 5569 

GI none 

Exons 5569.. 5751, 5582.. 5728, 5729. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_19. 0419. 023 
10916 

TBLASTX: Maize 

5893 

110 



,5893, 5730. .5864 



Seq. No. 54745 Seq. ID 

Gene No. 114799 Strand 

Start ' 4763 End 

Name OJ000322_1 9.0419. 023 . o9 . tw Method 

"Start 5732 End 

GI none " Score 

Exons " 5732. .5995, 5733.. 5837 



OJ000322_1 9 . 04 1 9 . 023 
10916 

TBLASTX: Wheat 

5995 

78 ' 



Seq. No. 54745 Seq. ID 

Gene No. 114799 Strand 

Start 4763 End 

Name OJ000322_19 . .04 19 . 023 . o8 . tw Method 

Start 6086 End 

GI none Score 

Exons 6086.. 6346, 6087.. 6398 



OJ000322_19. 0419.023 
10916 

TBLASTX: Wheat 

6398 

75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54745 

114799 

4763 

OJ000322 

6146 

5666795 



19.0419.023.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_19.04X9.O23 
10916 

TBLASTX: Soybean 

6712 

68 



614 6. .634 6, 6401. .6538, 6614.-. 6712 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



55353 




Seq. No. 


54745 








Seq. ID 


OJ000322_19.0419 


.C23 


Gene No. 


114799 








Strand 








fl / DO 








End 


109I6 




Name 


• r\ic\r\c\'^oo iq 


n y1 1 Q 

. U41 xy 


r-o "3 /-^T 
. bz o . Oo 




Method 


TBLASTX: Wheat 




otarr 


04i U 1 








End 


6859 




C T 


none 








Score 


92 




Exons 




^A no 

D41 U^i 


. . Doo y , 


^ R Q7 

DO y •/ 


.6770, 6611. .6859, 6611.. 6835 


Seq. No. 


54745 








Seq. ID 


OJ000322_19.0419 


.C23 


Gene No. 


114799 








b urana 






o uart 










End 


10916 




Name 




n /1 1 Q 
. U41 X y 


r-o "5 /-s7 
. bz 0 . O / 


. rw 


Method 


TBLASTX: Wheat 




btart 


7 /I m 








End 


7696 






none 








Score 


79 




Exons 


I H\J 1 . . / ODD, 


7 /4 n Q 

/ 4± u y 


. , / Dy D / 


I DUz . 


.7691 






Seq. No. 


54745 








Seq. ID 


OJ000322_19.0419 


023 


Gene. No..' 


- 114799 








Strand ■ 






buart: 


41 / DO 








End 


10916 




Name 


TOO moo 1 Q 
UJUUUO^:^ xy 


Ayl 1 Q 

. U4i X y 


bii 0 . ox 


. L S 


Method 


TBLASTX: Soybean 




O -t- -4 


/ 41 dU 








End 


7832 






none 








Score 


83 




Exons 


/ 41 DU . . / Dy U f 


/ DcS D 


7 Q '3 0 
, / O OZ , 


/ oyu . 


.7815 






Seq. No. 


54745 








Seq, ID 


OJ000322_19.0419 


C23 


Gene No. 


114799 








Strand 






c 4- >-4- 
b t ar L 


/I 7 T 
ft / DO 








End 


10916 




Name 


ujuuuozz xy 


n /1 1 Q 

. U4i xy 


r'O T ^ T 
bzo . oo 


. tm 


Method 


TBLASTX: Maize 




brarp 


-7 C Q o ~ 

/ Oo o 








End 


7968 






none 








Score 


191 




Exons 


7^0*5 7777 
/DoO. . / / / If 


7 Q 

/ DO y 


7 Q f^7 

. / y D / / 


7 Q 0 


.7968 






Seq. No. 


54745 








Seq. ID 


OJ000322_19.0419, 


C23 


Gene No. 


114799 








Strand 






b tart 


An c^"^ 

41 / DO 








End 


10916 




Name 


UuUUUozZ xy 


n /I 1 Q 

X y . 


bzo . 04 


4- T T 

. tw . . 


Method 


TBLASTX: Wheat 




b L.arti 


7 7 0 7 








End 


8018 






none 








Score 


186 




Exons 


linn QoiQ 
/ / U/ . .oUXo, 


7 7 0 0 


Q O 1 O 










Seq. No. 


54745 








Seq. ID 


OJ000322_19.0419. 


C23 


Gene No. 


114799 








Strand 






bt ar L 


yi 7 '5 
41 / DO 








End 


10916 ■ 




Name 


ujuuuozz xy 


U4 X y . 


bzo . ox 


. tm 


Method 


TBLASTX: Maize 




b car L 


7 Q Q c; 

/ y y 0 








End 


8351 




bl 


none 








Score 


116 




Exons 


/ y y D . . o z o 0 , 


7 Q Q R 

/ y yo . 


Q "5 R 1 
. O Oo X , 


Q on R 
0 uuo . 


.8316 






Seq. No. 


54745 








Seq. ID 


OJ000322_19.0419. 


C23 


Gene No. 


114799 








Strand 






Start 


4763 








End 


10916 




Name 


OJ000322 19. 


0419. 


C23.01 


. tw 


Method 


TBLASTX: Wheat 




Start 


8019 








End 


8481 




GI 


none 








Score 


385 




Exons 


8019. .8480, 


8020. 


.8481- 










Seq. No. 


54745 








Seq. ID 


OJ000322_19.0419. 


C23 



55354 



# • 



Gene No. 


114799 


Strand 










bna 


luyi D 




Name 


ujuuuj^^ ly . 04 1 y . Czo . 00 . t s 


Method 


TBLASTX : Soybean 




Start 


Q n T 


End 


o4 4 1 






none 


Score 




- 


Exons 


Qm^; QOin QOIT Q/lyll 








Seq. No. 


54745 


Seq. ID 


OJ000322_19.0419 


.C23 


Gene No. 


114799 


Strand 






b rar L 


4763 


End 


1 n Q 1 c 

luyiD 




Name 


OJ000322 19.0419.C23.o2.tw 


Method 


i BLAbTX : wheat 




btart 


8646 


End 


y loz 






none 


Score 


1 CO 
1 DO 




Exons 


8646. .9131, 8650.. 8937, 8959.. 9132 






beq. NO. 


54745 


Seq. ID 


OJUUUozz 19.04iy 


. Cz J 


Gene No. 


114799 


Strand 






Start 


4763 


End 


10916 




Name 


OJD00322 19.0419.C23.o5.tw 


Method 


i bLiAb i A : wnea t 




Start 


■ 9870 


End- 


1 A 0 0 

lUZDZ 




GI 


none 


Score 


0 A 

0 9 




Exons 


9870. .10127, 9904. .10143, 10110. .10208 


, 10111 . . 10191, 






iUz lo . . lU^: DZ , 








Seq. No. 


5474 5 


Seq. ID 


'^OJ000322_19.0419 


.C23 


Gene No. 


1 1 >i T n 0 

ii4 /yy 


Strand 






btar u 


/I T ^ 'D 
4/00 


End 


luyiD 




Name 


OJ000322 19 . 04 19 . 023 . o4 . tm 


Method 


TBLASTX : Mai ze 




Start 


9972 


End 


1 A A C T 






none 


Score 


1 A 0 

lU J 




Exons 


9972.. 10220, 9973.. 10257 








Seq. No. 


54746 


Seq. ID 


OJ000322_19.0419 


.024 


Gene No. 


114800 


Strand 


+ 




bLarr 


888 


End 


1 / A ^ 

14u4 




Name 


OJ000322 19.0419.C24 .01. tm 


Method 


TBLASTX : Maize 




Start 


887 


End 






r* T 


none 


Score 


OAT 

zU / 




Exons 


887. .1060, 888. .1067, 888.. 


1055, 1061. 


TOOC TA/^^T 1TAO 

. izz5, 1061.. iiyy 




beq. No. 


54746 


Seq. ID 


OJ000322 19.0419 


. 024 


Gene No . 


114800 


Strand. 


+ 




Start 


888 


End 


1404 




Name 


OJ000322 19.0419.C24 .ol.gp 


Method 


AAT/GAP 




0 v--t- 

b Lar L 


888 


End 


1 yi A /I 

14U4 






85984 1.R1084 


Score 


915 




Exons 


888. .1404 








GI Descrip. 


M240122/dbj |BAA74840| 1 . Oe 


-09 {AB0078 


Uz ) cytochrome do 






[Arabidopsis thaliana] ' 








Seq. No. 


54746 


Seq. ID 


OJ000322_19.0419 


.024 


Gene No. 


114800 


Strand 


+ 




Start 


888 


End 


1404 




Name 


OJ000322 19.0419.C24.ol.gs 


Method 


GENSCAN 




Start 


889 


- End 


1172 




GI 


none 


Score 


.55 





Exons 889.. 1172 



55355 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



54746 Seq. ID 

114800 Strand 
.888 - End 

OJ000322_1 9 . 04 1 9 . C2 4 . ol . np Method 
889 End 
1345881 Score 
889. .1166 

CYTOCHROME B5 gi I 107 6743 | pir | | S4 6307 cytochrome b5 - rice 
gi|414705|emb|CAA53366| (X75670) cytochrome b5 [Oryza sativa] 



OJ000322_19.0419.C24 
+ 

1404 
AAT/NAP 
1166 
85 



54747 Seq. ID 

114801 Strand 
1 End 
OJ000322_19.0419.C25.ol.np Method 
1 End 
6539553 Score 
1..1089 

{AP000836) Similar to Oryza australiensis retrotransposon RIREl 
{D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



OJ000322_19.0419.C25 
+ 

1089 
AAT/NAP 
1089 
1814 



U Seq. No. . 54747 Seq. ID 

Gene No. 114801 . Strand 

Start 1 End 

:]l Name OJ000322_19 . 04 19 . C25 . ol . tw Method 

Start 13 End 

GI none Score 

Ly Exons 13.. 270, 26.. 271 



OJ000322_19.0419.C25 
+ 

1089 

TBLASTX: Wheat 

271 

239 



f7i Seq. No. 54747 Seq. ID 

Gene No. 114801 Strand 

Start 1 End 

□ Name OJ000322_19 . 04 1 9 . C25 . ol . tm Method 

^4 start 2 6 End . 

GI none Score 

1=^ Exons 26.. 331, 28.. 333 



OJ000322_19.0419.C25 
+ 

1089 . 

TBLASTX: Maize 

333 

362 



Seq. No. 54747 Seq. ID 

Gene No. 114801 Strand 

Start 1 End 

Name OJ000322_19 . 0419 .C25 . o2 . tm " Method 

Start 831 End 

GI none Score 
Exons _ 



OJ000322_19.0419.C25 
+ 

1089 

TBLASTX: Maize 

1089 

260 • 



831. .1088, 838. .1089, 839. .1087, 858. .1088 



Seq. No. 54748 

Gene No. 114802 

Start 1 

Name OJ000322_19 . 04 1 9 . C27 . ol . np 

Start 1 

GI 7489012 

Exons i . . 719 

GI Descrip. Hcr9-0 protein - tomato gi 1 2792190 | emb | CAA05279 . 1 | (AJ002237) 
Hcr9-0 [Lycopersicon esculentum] 



Seq. ID OJ000322_19.0419.C27-. 

Strand + 

End 719 

Method AAT/NAP 

End 719 

Score 474 



55356 






Seq. No. 


5474 8 




Seq. ID 


OJ000322_19.0419.C27 




Gene No. 


114802 




Strand 


+ 




-Start 


1 




End 


719 




Name . 


OJ000o2z 19 . 04 19 . C27 . ol . 


tm 


■■"Method 


TBLASTX: Maize 




Start ■ 


1 




End 


514 




GI 


none 




Score 


103 




Exons 


1..19Z, 0..194, J..lbo, 


4 . . 


192, 5. .199, 206. .292, 226. .291, 






A A r\ C 1 j1 

4 4 9. , d14 










Seq. No. 


54748 




Seq. ID 


/^tAAAOOO TA A>1TA /^OT 

OJUUUozz 19.U4ly.C2/ 




Gene No. 


114 802 




Strand 


+ 




Start 


• 1 




End 


T 1 A 

/ 1 9 




Name 


OJ000322__19.Q419.C27.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


Z 




End 


676 




GI 


none 




Score 


188 




Exons 


2. .199, 8. .181, 0..199, 


80. 


.199, 239.. 


349, 239. .349, 386. .580, 






415. .672, 443. .571, 44J. 


.547, 452. .505 


, 466. .642, 467. .568, 






(TOO £Z 










Seq. No, 


54748 




Seq. ID 


OJ000322_19.0419.C27 




Gene No. 


114802 




Strand 


+ 




Start 


1 




End 


719 




Name 


OJ000322 19.0419.C27.ol. 


to 


Method 


TBLASTX: Cress 




Start 


20 . . . 




End 


594 




GI 


none 




Score 


80 - 




Exons 


20. .148, 35. .208, 46. .207, 


65. .214, -224. .307, 241. .300, 


rli 




460. .594, 461. .571 








£3 


Seq. No. 


54748 




Seq. ID 


OJ000322_19.0419.C27 


iJ 


Gene No. 


114802 




Strand 


+ 


\J 


Start 


1 




End 


719 


fl'i 


Name 


OJ000322 19.0419.C27.ol. 


gs 


Method 


GENSCAN 




Start 


38 




End 


632 




GI 


none 




Score 


.46 




Exons 


38. .632 








~"4 

h is 


Seq. • No . 


54748 




Seq. ID 


OJ000322_19'.0419.C27 


s. ^ 


Gene No. 


114802 




Strand 


• + 




Start 


1 




End 


719 


1. ^ 


Name- 


OJ000322 19.0419.C27.ol. 


gp 


Method 


AAT/GAP 




Start 


279 




End 


719 




GI 


LIB3432-050-P1-K1-C9 




Score 


846 




Exons 


279. .719 










GI Descrip. 


'2792188/emb|CAA05276| 3 


.Oe 


-25 (AJ002236) Hcr9-9E [Lycopersicon 






pimpinellif olium] ' 










Seq. No. 


54749 




Seq. ID 


OJ000322_19.0419.C28 




■■ Gene No , 


114803 




Strand 






Start 


1 




End 


85 




Name 


OJ000322 19.0419.C28.dl. 


gp 


Method 


AAT/GAP 






1 




End 


85 




GI 


85984 1.R1084 




Score 


136^ 




Exons 


1. .85 










GI Descrip. 


M240122/dbj 1BAA74840 I- 1 


.Oe 


-09 (AB0078 


02) cytochrome b5 






[Arabidopsis thaliana] ' 










Seq. No. 


54750 




Seq. ID 


OJ000322_19.0419.C30 



55357 



Gene No. 114804 Strand + 

Start 1 End 2394 

Name OJ000322_19 . 0419 . C30 . ol . np Method AAT/NAP 

Start 1 End 2394 

GI 7248394 • Score 278 

Exons 1..105, 405. .738, 1122. .1434, 2323. .2394 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 {R0165)', D38985 (R0165 ) 
correspond to a region of the predicted gene . --Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


54750 


Seq. ID 


OJ000322 


Gene No. 


114804 


Strand 


+ 


Start 


1 


End 


2394 


Name 


OJ000322 19.0419.C30.ol.gs 


Method 


GENSCAN 


Start 


89 


End 


2015 


GI 


none 


Score 


..43 


Exons 


89. .326, 1178. .1434, 1618.. 


1760, 1927 


. .2015 


Seq. No. 


54750 


Seq. ID 


OJ000322 


Gene No. 


114805 


Strand 




Start 


2856 


End 


. 3114 . 


Name- 


OJ000322 19.0419.C30.ol.gp 


Method 


AAT/GAP 


Start 


2856 • 


End 


3114 


GI 


101595 1.R1084 


Score 


481 


Exons 


2856. .3114 






GI Descrip. 


'3047066 3.0e-15 {AF058825) 


contains 


similarity 



retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



Seq. No. 54750 Seq. ID 

Gene No. 114806 Strand 

Start 7988 End 

Name OJ000322_1 9 . 04 19 . C30 . o4 . gs Method 

Start 7988 End 

GI none Score 
Exons 



OJ000322_19.0419.C30 
+ 

9111 
GENSCAN 
9111 
.81 



7988. .8112, 8197. .8245, 8479. .8598, 8926. .9111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54750 * Seq. ID OJ000322_1 9 . 04 19 . C30 

114807 Strand 

1 End ' 3852 

OJ000322_1 9.0419. C30 . o3 . np Method AAT/NAP 

1 ' End 315 6 

6630696 . Score 487 

1. .31, 2851. .3156 

(AP000969) ESTs D22114 {C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. {P10978) [Oryza sativa] 



Seq. No. 54750 Seq. ID 

Gene No. 114807 Strand 

Start 1 End 

Name OJ000322_1 9.0419. C30 . o2 . gs Method 

Start .2794 End 

GI none Score 

Exons 2794,. 3504, 3550.. 3852 



OJ000322_19.0419.C30 

3852 
GENSCAN 
3852 
.91 



553.58 




Seq. No. 


54750 








Seq. ID 


OJ000322_19.0419.C30 


Gene No. 


114808 








Strand 




Start 


iUlU / 








hjno 


1 n 1 T Q 


Name 




n /1 1 Q 


L JU . Ol 


. um 


Method 


i oLiAb i A : Mai ze 


Start 


O O C T 

ZOO / 








End 


T 1 1 X 

J i 1 4 


GI 


none 








Score 




Exons 




O Q 0 
ZO DO . 




O Q "7 C 

Zo / b . 


. oU b / 




beq . ino . 


D fi / D U 








Seq. ID 


OJ000322_19.0419.C30 


Gene No. 


114808 








Strand 




Start 


10107 








End 


10178 


Name 


OJ000322 19 


.0419. 


CSO.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


2865 








End 


3262 


GI 


none 








Score 


149 


Exons 


2865. .3047, 


2866. 


.3150, 


2876. 


.3076/ 3127.. 3261, 3164.. 3262 



Seq. No. 54750 Seq. ID 

Gene No, 114808 Strand 

Start 10107 End 

Name OJ000322_19 . 04 19 . C30 . o5 . gs Method 

Start 10107 End 

GI none Score 

Exons 10107. .10178 . 



OJ000322_19.0419.C30 

10178 
GENSCAN 
10178 
.8 



Seq. No. '54751 Seq. ID 

Gene No. 114809 Strand 

Start 221 End 

Name OJ000322_19 . 0419 . C31 . ol . gs Method 

Start 221 End 

GI none Score 

Exons 221.. 354 



OJ000322_19.0419.C31 
+ 

354 

GENSCAN 

354 

.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54752 Seq. ID 0 J000322_19 . 04 1 9 . C32 

114810 Strand 

1223 End . 2008 

OJ000322_19.0419,C32.ol.np Method AAT/NAP ' 

381 . End - 2008 

6539553' Score 243 

381. .759, 1918. .2008 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl {D85597) 
[Oryza sativa] 



54752 Seq. ID 

114810 Strand 

1223 End 
OJ000322_1 9.0419. C32 . ol . gs Method 

1223 End 

none Score 
1223. .1393 



OJ000322_19.0419.C32 

2008 
GENSCAN 
1393 
.4 



Seq. No. 54753 . Seq. ID OJ000322 

Gene No. 114811 Strand + 

Start 87 End 484 

Name OJ000322_19 . 04 19 . C35 . ol . gs Method GENSCAN 

Start 87 End 484 



19.0419.C35 



55359 



GI none 

Exons 87.. 135, 456.. 484 

Seq..No. ' 54754 

Gene No. 114812'- 

Start 929 

Name OJ000322_19 . 04 19 . C36 . ol . gs 

Start 929 
GI - none 

Exons 929.. 1091 



Score .72 



Seq. ID .OJ000322_19.0419.C36 

Strand + 

End 1091 

Method GENSCAN 

End 1091 

Score \42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54755 Seq. ID 

114813 Strand 
1 End 
OJ000322_19 . 04 1 9 . C37 . ol . np Method 
1 End 
7340860 Score 
1..206, 1565. .1596 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000322_19.0419.C37 
+ 

1596 
AAT/NAP 
1596 
98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54755 Seq. 'ID 

114813 ' ' Strand 
1 End 
OJ000322_19 . 04 19 . C37 . ol . gs Method 
828 End 
none Score 
828. .914, 964. .1071 

54755 Seq. ID 

114814 Strand 
2143 End 
OJ000322_1 9.0419. C37 . o2 . gs Method 
2143 End 
none Score 
2143. .2313 



OJ000322_19.0419.C37 
+ 

1596 ..^ 

GENSCAN 

1071 

.88 



OJ000322_19.0419.C37 

2313 
GENSCAN 
2313 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54756 Seq, ID OJ000322_19 . 0419 . C39 

114815 Strand 

1 End 1436 

OJ000322_19. 0419.C39.ol.np Method AAT/NAP 

1 End 1436 

6539553 Score 1867 

1..1212, 1382. .1436 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
{D85597) [Oryza sativa] gi I 6539590 | dbj I BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54756 

114815 

1 

OJ000322_19.0419.C39.o2.tw 
12 

none 



Seq. ID OJ000322_19.0419.C39 
Strand 
End 

Method 
End 
Score 



1436 

TBLASTX: Wheat 

203 

110 



12. .131, 12. .131, 19. .132, 19. .132, 147. .203, 151. .201 



55360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
* Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start ■ > 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54756 

114815 

1 

■OJ000322_ 
78 

none 
78. .416, 

54756 

114815 

1 

OJ000322_ 

128 

none 

128. .398, 



19.0419.C39.ol, 
79. .417 

19.0419.C39.ol 
519. .841, 862 



tm 



. Seq. ID OJ000322_19.0419.C39 
Strand 

End 1436 

Method TBLASTX : Mai ze 

End . 417 

Score 206 



Seq. ID 
Strand 
End 

, gs Method 
End 
Score 

. .1246 



OJ000322_19.0419.C39 

1436 
GENSCAN 
1246 
.42 



54756 

114815 

1 

OJ000322_19.0419.C39.ol, 

204 

none 

204 . .275, 426. .'632, 436, 



Seq. ID OJ000322_19.0419.C39 
Strand 
End 

tw Method 

End 

Score 
.558,. 627. .854, 



1436 

TBLASTX: Wheat 

973 

48 

651. .818, 851. .973 



54756 Seq. ID 

114815 Strand 

1 End 
OJ000322_19 . 0419. C39 . o2 . ts Method 

228 End 

none Score 

228. .572, 373. .573 



OJ000322_19.0419.C39 
1436 

TBLASTX: Soybean 

573 

124 



54756 

114815 

1 

OJ000322_ 
507 

none ' • . 
507. .854, 

54756 

114815. 

1 

OJ000322_ 
642 

5509260 
642. . 854, 



19.0419,C39.o2. 
610. .816, 654. 

19.0419.C39.ol. 
787. .819, 827, 



Seq. ID OJ000322_19.0419.C39 
Strand 

End 1436 

.tm Method TBLASTX : Maize 

End 973 

Score 59 
..836, 845. .973, 898. .957 

Seq. ID OJ000322_19. 0419.C39 

Strand . - 

End 1436 

.ts Method TBLASTX : Soybean 

End 1105 

Score 4 3 
,.1105, 879. .1013 



54756 

114815 

1 

OJ000322_19.0419.C39.ol.tc 

753 

none 



Seq. ID OJ000322_19.0419.C39 
Strand 

End 1436 

Method TBLASTX : Cress 

End 1018 ' 

Score 101 



753. .854, 848. .1012, 867. .1013, 871. .1014, 881. .1018 



55361 



Seq. No. 54756 

Gene No. 114815 

Start 1 

Name OJ000322_19.0419.C39.o3. tw 

"Start 1025 

GI none 
Exons 



Seq. ID OJ000322_19.0419.C39 
Strand 

End 1436 

Method • TBLASTX : Wheat 

End ■ i212 

Score 139 



1025.. 1165, 1029.. 1202, 1030.. 1212 



Seq. No. 54756 

Gene No. 114815 

Start 1 

Name OJ000322_19 . 04 1 9 . C39 . ol . qp 

Start 1114 

GI 61605^3. R1084 

Exons 1114.. 1436 

GI Descrip. ' 1402920/emb I CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] * 



Seq. ID OJ000322_19.0419.C39 
Strand 

End 1436 

Method AAT/GAP 

End 1436 

Score 444 



Seq. No.^ 

Gene No. 

Start 

Name 

Start 

GI^. 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54757 * • 

114816 

4600 

OJ000322__19.0419.C4 0.o2.np 

4600 

5852179 



Seq. ID OJ000322_19.0419.C40 

Strand + ' 

End 6389 

Method AAT/NAP 

End '638 9 

Score 4 40 



4600. .4620, 5610. .5836, 5911. .6152, 6351. .6389 
(AL117265) zhb0009.1 [Oryza sativa] 



54757 
114817 
1 

OJ000322_19.0419.C4 0.ol.np 
1 

6630696 
1. .24, 1976. .3709 

(AP000969) ESTs D22 114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ000322_19.0419.C40 
Strand 

End 3709 

Method AAT/NAP 

End 3709 

Score 2828 



54757 

114817 

1 

OJ000322_19.0419.C4 0.ol.tw 

1958 

none 



Seq. ID OJ000322_19.0419.C40 
Strand 

End 3709 

Method TBLASTX : Wheat 

End 2602 

Score 58 * 



1958. .2029, 1974. .2036, 1976. .2602, 2097. .2594 



Seq. No. 54757 

Gene No. 114817 

Start 1 

Name OJ000322_19 . 0419.C4 0.ol.ts 

Start 2252 

GI none 

Exons 2252.. 2425, 2415.. 2648, 2420. 

Seq. No. 54757 

Gene No. 114817 

Start 1 



Seq. ID OJ000322_19.0419.C40 
Strand 

3709 

TBLASTX: Soybean 
2650 
109 



End 

Method 
End 
Score 
.2650 



Seq. ID OJ000322_19.0419.C40 
Strand 

End 3709 



55362 ^ 



Name 
Start 

Exons 



OJ000322_1 9 . 04 1 9 , C4 0 . o2 . tm Method 

2438 End 

none Score 
2438.. 2902, 2511....2663 



TBLASTX: Maize 

2902 

74 



Seq. No. 54757 Seq. ID 

Gene No. 114817 Strand 

Start 1 End 

Name OJ000322_1 9 . 04 19 . C40 . o2 . tw Method 

Start 2603 End 

GI none Score 

Exons 2603.. 2941, 2604.. 2831 



OJ000322_19.0419.C40 
3709 

TBLASTX: Wheat 

2941 

85 



Seq. No. 54757 Seq. ID 

Gene No. 114817 Strand 

Start 1 End 

Name OJ000322_19 . 0419. C40 . o2 . ts Method 

Start 2660 End 

GI none Score 

Exons 2660.. 2908/ 2891.. 3040 



OJ000322_19.0419.C40 
3709 

TBLASTX: Soybean 
3040 



Seq. No. 

Gene No, 
3 Start 
^ Name 
i start 

GI 

y Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54757 

114817 

1 

OJ000322_19.0419.C40.ol.tm 

3014 

none 



Seq. ID OJ000322_19. 0419.C40 



Strand 
End 

Method 

End 

Score 



3709 

TBLASTX: Maize 

3367 

37 



3014. .3055, 3021. .3050, 3084. .3275, 3085. .3213, 3086. .3244, 
3231.. 3359, 3237.. 3359, 3239.. 3361, 3250.. 3360, 3254.. 3367 



54758 
114818 



Seq. ID OJ000322_19.0419.C42 



Strand 
End 

Method 
End 
Score 



OJ000322_19.0419.C42.ol.np 
1 

7488988 
1..147, 232. .1271 

disease resistance protein Hcr2-5D - 
gi I 3894 393 |gb|AAC78596. 1 1 (AF053998) 
esculentum] 



1271 
AAT/NAP 
1271 
331 

tomato . . 

Hcr2-5D [Lycopersicon 



Seq. No. 54758 Seq. ID OJ000322_ 

Gene No. 114818 Strand + 

Start 1 End 1271 

Name OJ000322_19 . 04 19 . C42 .ol . gs Method GENSCAN 

Start 81 End 627 

GI none Score . 59 

Exons 81.. 444, 490.. 627 



19.0419.C42 



Seq. No. 54758 Seq. ID 

Gene No. 114818 Strand 

Start 1 End 

Name .OJ000322_19 . 04 19 . C42 . ol . tc Method 

Start 109 End 

GI none Score 
Exons 



OJ000322_19.0419.C42 
+ 

1271 

TBLASTX: Cress 

896 

39 



109. .159, 207. .452, 210. .638, 219. .830, 237. .791, 240. .338, 
477. .896, 492. .830, 495. .833, 498. .830, 507. .896, 527. .703, 



55363 



579. .830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54758 

114818 

1 

OJ000322_19.0419.C42.pl.ts 

207 \ 
none 



Seq. ID OJ000322_19.0419.C42 
Strand 

End 1271 

Method TBLASTX : Soybean 

End 1271 

Score 66 

207. .452, 237. .341, 273. .824, 477. .824, 495. .752, 1056. .1130, 
1071, .1166, 1167, .1271 



54758 

114818 

1 

OJ000322_19.0419,C42.ol.tm 

323 

none 



Seq. ID OJ000322_19.0419.C42 

Strand + 

End 1271 

Method TBLASTX : Mai ze 

End 707 

Score 197 



323. .580, 32,4. .596, 346... 633, 495. •/671, 612 . . 707 , - 614 . . 706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54759 
114819 
1 

OJ000322_1 9 . 04 1 9 . C4 3 . ol . np 

1- 

2792187 
1. .449, 1232. .1312 

{AJ002236) Hcr9-9D [Lycopersicon pimpinellif olium] 



Seq. ID OJ000322_19.0419.C43 
Strand + 
End 1312 
Method AAT/NAP 
End . . 1312 
Score *' 24 8 



54759 

114819 

1 

OJ000322_19.0419.C43.ol.ts 
5 

none 



Seq. ID OJ000322_19,0419.C43 

Strand + 

End 1312 

Method TBLASTX : Soybean 

End 418 

Score 242 



5. .313, 6. .341, 127. ,351, 147. .233, 237. .326, 386. .418 



Seq. No. 54760 

Gene -No. 114820 

Start 178 

Name OJ000322_1 9 . 04 19 . C4 4 . ol . gs 

Start 178 

GI none 

Exons 178. .309" 



Seq. ID OJ000322^19.0419.C44 

Strand + 

End 309 

Method GENSCAN 

End 30 9 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 
Name 



54760 
114821- 
790 

OJ000322_19.0419.C4 4.ol.np 
790 

4512705 
790. .840, 2110. .2402 

{AC006569) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ000322_19.0419.C44 

Strand + 

End 2402 

Method AAT/NAP 

End ■ 2402 ' 

Score 130 



54760 

114822 

1862 

OJ000322_19.0419.C4 4 .o2.gs 



Seq. ID OJ00p322_19.0419.C44 
Strand 

End 2856 

Method GENSCAN - 



55364 



start 
GI 

Exons 



1862 End 2856 

none Score .58 

1862. .1917, 1975. .2172, 2428. .2549, 2789. .2856 



Seq. No. 54760. 

Gene No. 114822 

Start 1862 

Name OJ000322_19.0419.C44 .ol. tm 

Start 1991 

GI none 
Exons 



Seq. ■ ID OJ000322_19.0419.C4 4 
Strand 

End 2856 

Method TBLASTX : Maize 

End 2435 

Score 108 



1991. .2071, 2002. .2070, 2113. .2226, 2116. .2226, 2168. .2233, 
2244. .2351, 2249. .2353, 2285. .2401, 2361. .2435 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54760 

114822 

1862 

OJ000322_19.0419.C4 4.ol.ts 

2113 

none 



Seq. ID OJ000322_19.0419.C44 
Strand 

End 2856 

Method TBLASTX : Soybean 

End 2353 

Score 101 



2113. .2226, 2249. .2353, 2250. .2351 



m 



I, J 



id 



L-5 

^.1 



Seq. No. 
Gene No. 
.S-tart 
Name ' 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
J ^ GI Descrip. 



54761 
114823 
32 . 

Oj6'603"22_19.0419.C4 5.ol.gs 
32 

none 

32. .117, 1307. .1427 



Seq. ID OJ000322_19.0419.C45 

Strand - 

End 1775 

Method GENSCAN 

End 1427 

Score .55 



OJ000322 19.0419.C45 



54761 Seq. ID 

114823 Strand 
32 End 1775 

OJ000322_19 . 04 19 . C4 5 . ol . np Method AAT/NAP 
915 End 1775 

6630696 Score 1427 

915. .1775 

{AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar "to retrovirus-related pol 



r ^ 


polyprotein 


from 


transposon 


Tnt 1-94. 


{P10978) 


[Oryza sativa 


12 Seq. No. 


54761 






Seq. ID 


OJ000322 


_19.0419.C45 


Gene No. 


114823 






Strand 






Start 


32 ■ 






End' 


1775 




Name 


OJ000322 19. 


0419. 


C45.01. tw 


Method 


TBLASTX: 


Wheat 


Start 


1051 






End 


1526 




GI 


none 






Score 


385 




Exons 


1051. .1437, 


1053. 


.1436, 1452 


. .1526, 1453. .1521, 


1466. . 1525 ^ 


Seq. No. 


54761 






Seq. ID 


OJ000322 


_19.0419.C45 


Gene No. 


114823 . 






Strand 






Start 


32 






End 


1775 




Name 


OJ000322 19. 


0419. 


C45.01. ts 


Method 


TBLASTX: 


Soybean 


Start 


1164 






End ■ 


1538 


GI 


none • 






Score 


59 




Exons 


1164 . . 1388, 


1258. 


.1389, 1407 


. .1532, 1407. .1538 




Seq. No. 


54761 






Seq. ID 


OJ000322 


_19.0419.C45 



55365 



Gene No, 


114823 




Strand 










ona 


± / f D 


Name 


vjjuuuozz 1 y , u 41 ± y , u4 0 . oi 


. tm 


Method 


i oXiAb ix : 




1 '5Q 0 




bna 


1 7 R yl 


r'T 


none 




Score 




Exons 




1 1QA 
XOo4 . 


1 "7 "3 1 
. X / O X 




becj . iNo . 






beq. xu 


UJ UUUOZ Z 


Gene No. 


114824 




Strand 


+ 


Start 


1 




End 


472 


Name 


uuuuujzz 1 y . 1 y . Cfi D . ox 


.np 


Method 


7\ A T /mad 


b uar t 


1 




End 


A 10 




o4 y 0 4 J 41 




Score 


n A 

1 4i 


1^ O 










Kji uescj-ip. 


^Hruuuoio; nypotnenxcax 


protein [Oryza 


sat X va J 


Seq. No. 


54762 




Seq. ID 


OJ000322 


Gene No. 


114824 




Strand 


+ 


o uax L 


X 




End 


^ 1 1. 


Name 


vjjuuujz^i X y . U4i X y . D . ox 


.gs 


Method 


t? \T C 7\ Tvl 


brar L 


Do 




End 


Xz o 




none 




Score 


. / O 


Exons 


oo . . Xzo 








Seq. No. 


54763 




Seq. ID- 


OJ0.00322 


Gene No. 


114825 




Strand 




b uari- 


J J 0 




End 


/ X y 


Name 


ujuuujzz X y . U4 X y . 0 . ox 


gs 


Method 




brar L 


O Jo 




End 


Tin 

/ X y 




none 




Score 




Exons 


ooo. .OO// Dox. , /xy 








beq . iNo . 






Seq. ID 


UJ UUUoz Z 


Gene No. 


114826 




Strand 




Start 


879 




End 


1003 


Name 


. vjjuuuozz X y . U4i X y , 0 . OX 


np 


Method 


7\ TV m / M 7\ D 


b L.ar L 


Q 7 Q 

o / y 




End 


1 A A "3 

lUUo 




/ o uy ^ u 




Score 


IRQ 

Xoo 


Exons 


o / y . . X uuo 








vai uescrip. 


^Hruuxoouj nypo une Lxcax 


protein [Oryza 


satxva J 


Seq. No. 


54764 




Seq. ID 


OJ000322 


Gene No. 


114827 




Strand 




btar L 


X X D 




End 


O A A 

z 4 4 


Name 


ujuuuo^:z X y . U4 X y . u4 y . OX . 


gs 


Method 


IT' "M C ^ 7\ "KT 


b uar L 


X X D 




End 


O /I /I 

z4 4 




none 




Score 


Q /I 

. y4 


Exons 


lie O /I /I 
X X D . . Z fl 41 










O *i / Oft 




Seq. ID 


Uu UUUoz Z 


Gene No. 


114828 




Strand 




Start 


496 




End 


982 ■ 


Name 


OJ000322 19.0419.C49.o2. 


gs 


Method 


GENSCAN 


Start 


496 




End 


982 


GI 


none 




Score 


.44 


Exons 


496. .554, 781. .982 









19..0419.C46 



55366 



Seq. No. 54765 

Gene No. 114829 

Start 564 

Name OJ000112_15 . 0426 . C4 . ol . gs 

Start 564 

GI none 

Exons 564.. 665, 9.86.. 1054, 1060, 
1986. .2144 



Seq. ID OJ000112_15.0426.C4 



Strand 
End 

Method 
End 
Score 
.1132, 1458. 



+ 

2144 
GENSCAN 
2144 
. 47 

.1653, 1693. 



.1918, 



Seq. No. 54765 Seq. ID OJ000112_15 . 0426 . C4 

Gene No. 114829 Strand + ' 

Start 564 End 2144 

Name OJ000112_15 . 0426 . C4 . ol . np Method AAT/NAP 

Start 572 End 1841 

GI 133799 Score 139 

Exons 572.. 665, 1729.. 1841 

GI Descrip. CHLOROPLAST 30S RIBOSOMAL PROTEIN S15 gi | 70994 | pir | | R3RZ15 

ribo'somal protein S15 - rice chloroplast gi 1 120451 emb | CAA33948 I 
{X15901) ribosomal protein Sr5 [Oryza sativa] 

gi I 12057 |emb|CAA33912 I {X15901) ribosomal protein S15 [Oryza 
sativa] gi | 226665 | prf | | 1603356CR ribosomal protein S15 [Oryza 
sativa] 



Seq. No. - 54765 

Gene No. 114830 

Start 118 

Name OJOOOl 12_15 . 0426 . C4 . ol . gp 

Start 118 

GI 5886_1.R1084 

Exons 118.. 145, 293.. 638 

GI Descrip. ' 11 957 /emb | X15901 | CHOSXX 0. 
genome ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



' OJ000112_15,0426.C4 
638 

AAT/GAP 

638 

661 



Oe+00 Rice complete chloroplast 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54765 
114830 . 
118 

OJOOOl 12_15. 0426. C4 .ol.tm 

256 

none 

256. .474, 267. .368, 270. .476, 
465. .524, 465. .524 

54766' - 

114831 

100 

OJ000112_15.042 6.C6.ol.gs 

100 

none 

100. .366 



Seq. ID OJ000112_15.0426.C4 
Strand 
End 

Method 
End 
Score 

293. .475, 373. .423, 373. .423, 



638 

TBLASTX: Maize 

524 

112 

373. .423, 373, 



Seq. ID OJ000112_15.0426.C6 

Strand + 

End 366 

Method GENSCAN 

End 366 

Score 1 



Seq. ID OJ000112_15.0426.C7 



54767 

114832 Strand + 

150 End 1430 

OJ000112_15 . 0426 . 07 . ol . gs Method GENSCAN 

150 End 1430 

none Score . 58 

150. .200, 774 . .865, 1084. .1270, 1404. .1430 



55367 



Seq. No. 


54767 






Seq. ID 


OJ000112_15.0426 


.C7 


Gene No. 


114833 






Strand 






Start 


I lo D 






End 


2348 




Name 


ujuuuiiz Id 


.0426 


. C7.ol.np 


Method 


AAT/NAP . 




Start 


I loD 






End 


2348 




GI 


J / 4 dUdU 






Score 


590 




Exons 


1 lo D . . y J, 


1812 


. .2348 








GI Descrip. 


(ACUOooIl ) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


54767 






Seq. ID 


OJ000112_15.0426 


.C7 


Gene no. 


1 14 J 






Strand 


— 




Start 


I lo b 






End 


2348 




Name 


OJ (JUUIIz lo 


.0426 


.C7 .o2 .gs 


Method 


GENSCAN 




Start 


I DOO 






End 


2223 




GI 


none 






Score 


.61 




Exons 


I ODD . .2.12.5 












Seq. No. 


54161 






Seq. ID 


OJ000112_15.0426 


.C7 


Gene No. 








Strand 






Start 


Ilo 6 






End 


2348 




Name 


OJOOOIIZ 15 


.0426 


.C7 .o2 .tm 


Method 


TBLASTX: Maize 




Start 


loll 






End 


1952 




GI 


none 






Score 


44 




Exons 


loll . . 1951, 


1821 


..1859, 1908. 


.1952 






Seq. No. 


54767 






Seq. ID 


OJ000112_15.0426 


.C7 


Gene No . 


114 ooo 






Strand 






Start 


lib o 






End 


2348 




Name 


OJUUUIIZ 15 


.0426 


C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


lo 14 






End 


2209 




GI 


none 






Score 


36 




Exons 


1814 . . 2209, 


1824 


.1859, 1911. 


.1991, 1964. .2107, 2049. .2201 


Seq. No. 


54767 






Seq. ID 


OJ000112_15.0426 


.C7 


Gene No . 


1 1 /I Q T Q 

114 o J o 






Strand 






Start 


llo D 






End 


2348 




Name 


OJOUUlIz 15 


.0426 


C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


T o o n 






End 


2213 






none 






Score 


88 




Exons 


1820 . . 2212 , 


1824 


.1991, 2046. 


.2213 






Seq. No. 


54767 






Seq. ID 


OJ000112_15.0426 


.C7 


Gene No. 


114 833 






Strand- 






Start 


118 6 






End 


2348 




Name 


T A A A 1 T A 1 C 

OJ000112 15 


.0426. 


C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


T A C A 

1952 






End 


2213 




GI 


- none 






Score 


64 • 




Exons 


1952 . . 2212 , 


1953, 


.2000, 1964. 


.2104, 2043. .2213 




Seq. No. 


54768 






Seq. ID 


OJ000112_15.0426 


.C8 


Gene No. 


114834 






Strand 


+ 




Start 


12 






End 


4333 




Name ' 


OJ000112 15 


.0426. 


C8 .ol .gs 


Method 


GENSCAN 




Start 


12 






End 


1832 




GI 


none 






Score 


.54 




Exons 


12. .126, 1651. .1689, 1741. .1832 







55J68 



Seq. No. 

Gene No,,_ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54768 
114834 
12 

OJ000112_15.0426.C8.ol.np 
1626 
7487683 

1626. .1689, 2909. .3484, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3761. .3845, 



OJ000112 
+ 

4333 
AAT/NAP 
4067 
680 
3939. .4067 



15. 0426. C8 



hypothetical protein T5F17..40 - Arabidopsis thaliana 
gi|7269714 |emb|CAB81447.1| (AL161573) hypothetical protein 
[Arabidopsis thaliana] 



54768 Seq. ID 

114834 Strand 

12 End 

OJ000112_15.0426.C8.-ol,gp Method 

2800 End 

2312218 Score - 
2800.. 3134 



OJ000112_15.0426.C8 
+ 

4333 
AAT/GAP 
3134 
370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



54768 

114834 

12 

OJ000112_15.0426.C8.o2.gs 

2832 

none 

2832, .3484, 3761. .3845, 3894, 

54768 

114835 

8828 

OJ000112_15.0426.C8.o4 .gs 

8828 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4050, 4230. .4333 



OJ000112_15.0426.C8 
+ 

4333 
.GENSCAN 
4333 
.96 



Seq. ID OJ000112_15.0426.C8 

Strand + 

End 11187 

Method GENSCAN 

End 11187 

Score .79 



8828. .8840, 9469..9789, 10831 .. 10868 , 11101. .11187 



54768 

114836 

5668 

OJ000112_15.0426.C8.o3,gs 

5668 

none 

5668.. 6132, 6715.. 7530 



Seq. ID OJ000112_15.0426.C8 
Strand 

End 8616 

Method GENSCAN 

End 7530 

Score .99 



OJ000112 15. 0426. C8 



54768 Seq, ID 

114836 Strand 
5668 End 8616 

OJ000112_15. 0426.C8,o2.np Method AAT/NAP 

5758 End 8616 

6808021 Score 173 

5758. .6152, 6697. ,6975, 8562. .8616 

(AL137448) hypothetical protein [Homo sapiens] 



54768 ^- Seq. ID 

114837 Strand 

14409 End 

OJ000112 15.0426.C8.ol.tm -Method 



OJ000112_15.0426,C8 
15724 

TBLASTX: Maize 



55369 



start 3266 End 4050 

GI none Score 390 

Exons 3266. .3484, 3267. .3485, 3758. .3844, 3759. .3845, 3760. .3870, 

3873. .4049, 3938. .4033, 3940. .4050 



Seq. No. 


547 bo 






Gene No . 








Start 


14409 






Name 


UJUUUilz ID. 




> Co . OZ . 


Start 


5672 






GI 


none 






Exons 


5672, .5818, 


5731. 


. .5889, 


Seq. No. 


54768 






Gene No. 


114837 






Start 


14409 






Name 


OJ000112 15. 


.0426. 


.C8.03. 


Start 


7231 






GI 


none 






Exons 


7231. .7383, 


7232. 


. .7384, 



Seq. ID OJ000112_15.0426.C8 
Strand 

End 15724 

tm Method TBLASTX : Maize 

End 5889 

Score 125 
5746. .5889, 5757. .5840 

Seq. ID OJ000112_15.0426.C8 
Strand 

End 15724 

tm Method TBLASTX : Maize 

End 7428 

Score 156 ' • 

7384. .7428 - 





Seq. No. 


54768 


Seq. ID 


OJ000112_15.0426, 


. C8 




Gene No. 


114837 


Strand 








Start 


14409 


End 


15724 






Name 


OJ000112 15 . 0426 . C8 . o5 . gs 


Method 


GENSCAN 






Start 


14409 


End 


15724 






GI 


none 


Score 


.48 




f =s. 


Exons 


14 409 .. 14 607 , 15535.. 15724 










Seq. No. 


54769 


Seq. ID 


OJ000112_15.0426, 


.09 




Gene No. 


114838 


Strand 


+ 






Start 


1 


End 


514 




i y 


Name 


OJ000112 15.0426.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


497 






GI 


3894191 


Score 


321 






Exons 


1. .497 










GI Descrip-.- 


(AC005662) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


54769 


Seq. ID^"' 


'OJ000112_15.0426. 


.09 




Gene No. 


114838 


Strand 


+ 






Start 


1 


End 


514 






Name 


OJ000112 15.0426.C9.ol.ts 


Method 


TBLASTX : Soybean 






Start 


3 


End 


491 






GI 


none 


Score 


171 






Exons 


3. .209, 225. .320, 351. .410, 


432. .491 








Seq. No. 


54769 


Seq. ID 


OJ000112_15.0426. 


X9 




Gene No. 


114838 


Strand 


+ 






Start 


1 


End 


514 






Name 


OJ000112 15.0426.C9.ol.tc 


Method 


TBLASTX: Cress 






Start 


66 


End 


514 






GI 


none 


Score 


118 






Exons 


66. .197, 213. .431, 233. .367 


, 435. .500, 


443. .514 






Seq. No. 


54769 


Seq. ID 


OJ000112_15.0426. 


,09 




Gene No. 


114838 


Strand 


+ 






Start 


1 


End 


514 





55370 





Nsine 


n.Tfinni 1 9 ^^ Od^f^ pq o1 

wuuuuxx^ J. o . u 4 ^ o . -/ . o X . y p 


rie unoa 


Zi Zi T / P 21 D 




Q-t- :3 r•^- 
0 La J- L. 


1 (^d ~ 

± O *i 




4 9 
*1 Z D 






O J 1 o U J 


Score 


4 '^4 

4 J 4 




XT' V /-\ 1^ d 


1 fi4 4 9 

X Ltrl . . *i ^ U 








Seq. No. 


•54769 


Seq. ID 


OJ000112_15.0426.C9 




Gene No. 


114838 


Strand 


+ 






1 

L 


tino. 


1 4 

0X4 




Nsine 


OTnnmi9 1 C\A0(^ pq r^^ rrQ 
\JOVKJ\JXX^ J. D . Ufi Z D . U , ox . gS 


we unou 










tLiLld 






PT 


none 


Score 






EjXons 


x/x. .ouy 








Qra/^ Mrs 
O G q . LN O . 


J *i / / U 


Oc^rr T n 
ocq . ±u 


o.Tnnni 1 9 is 049*^ pi n 

WUUUUXXZ XO.U4ZD.^^XU 






1 1 4 R 
X X T o ;? 


Strand 


+ ~ 




Start 


4559 


End 


6630 




Name 


OJ000112 15.0426.C10.ol.np 


Method 


AAT/NAP 




Start 


4559 . 


End 


6621 




PT 


7431178 


Score" 


1412 






4559. .4653, 5503. .6621 








oi uescnp. 


malate dehydrogenase (EC 1.1. 


1.37) precursor - alfalfa 






gi 1 2827084 1 gb|AAB99757 . 1 1 {AF020273) malate dehydrogenase 






precursor [Medicago sativa] 








Seq. No. 


54770 


Seq. ID 


OJ000112_15. 0426. CIO 


fn 


Gene No. 


114839 


Strand 


+ 




o uart 


4559 


End 


6630 




Name 


OJ000112 15.0426.C10.o3.gs 


Method 


GENSCAN 




otar u 


5441 


End 


6630 


ly 


PT 


none 


Score 


.42 




Exons 


5441. .5867, 6035. .6630 






fU 


oeq. JNO. 


54770 


Seq. ID 


OJ000112_15. 0426. CIO 




P Q n Q M 


114840 


Strand 


+ 




q-f- 3 

O L- Ct-L U 


7118 


End 


7433 




Name 


OJ000112 15.0426.C10.ol.gp 


Method 


AAT/GAP 




Start 


7118 


End 


7433 




GI • 


uC-osflM2020116gllal 


Score 


620 






7118. .7433 








*ax uescnp. 


'5803272/dbj IBAA83582. 1 | 3.0e 


-69 (AP000399) ESTs 






AU055950 {S20175) ,C73125 {E2952) , AU055 951 ( S20175 ) correspond to 






region of the predicted gene; 


similar 


to acyl-ACP thioesterase 






(U92878) [Oryza sativa]' 








o tr q . LN O . 


54770 


Seq. ID 


OJ000112_15. 0426. CIO 




P o in o K7 ^ 


114841 


Strand 


+ 




q-l- a -rh 
O d i. L 


10648 


End 


11108 




Name 


OJ000112 15.0426.C10.o2.gp 


Method 


AAT/GAP 




Start 


10648 


End 


11108 




PT 


LIB34 31-011-P1-N1-F11 


Score 


918 




Exons 


10648. .11108 








GI Descrip. 


M115931/gb|AAD03441.1| 2 . Oe- 


18 (AF118223) contains similarity 






to Guillardia theta ABC transporter (GB: AF04 14 68 ) [Arabidopsis 






thaliana] * 








Seq. No. 


54770 


Seq. ID 


OJ000112_15. 0426. CIO 




Gene No. 


114842 


Strand 


+ 



55371 



start 
Name 
Start 
GI 

Exons 



14175 End 17002 

OJ000112_15 . 0426 . CIO . o5 . gs Method GENSCAN 
14175 End .1.6431 

none Score "'.93 

14175. .14618, 15326. .15542, 15888 16048 , 16127, 
16339. .16431 



16192, 



Seq. No. 54770 Seq. ID OJ000112_15 . 042 6 . CIO 

Gene No. 114842 Strand + 

Start 14175 End 17002 

Name OJ000112_15 . 0426 . CIO . o4 . np Method AAT/NAP 

Start 14184 End 17002 

GI 5734585 Score 1042 

Exons 14184 . .14618, 1532 6 15542 , 15888 16048 , 16127 .. 1 6192 , 

16339. .16538, 16612.. 17002 
GI Descrip. (AJ245861) putative internal rotenone-insensitive NADH 

dehydrogenase [Solanum tuberosum] 



Seq. No. 


54770 




Seq. ID- 


OJ000112_ 


15 


.0426. CIO 


Gene No. 


114843 




Strand 








Start 


1090 




End 


1492 






Name 


OJ000112 15. 


0426.. CIO. ol.gs 


Method 


GENSCAN 






Start 


1090 




End 


1492 






GI 


none 




Score 


-.95 






Exons 


1090. . 1274, 


1363.. 1492 










Seq. No. 


54770 




Seq. ID 


OJ000112_ 


15 


.0426. CIO 


Gene No. 


114844 




Strand 








Start 


7292 




End 


13634 






Name 


OJ000112 15. 


0426. CIO. o4.gs 


Method 


GENSCAN 






Start 


7292 




End 


13599 






GI 


none 




Score 


.44 






Exons 


7292. ,8410, 


8515. .8704, 8853.. 


8987, 9073.. 9170, 


9272. .9823, 




9912. .10016, 


12184. .13599 










Seq. No. 


54770 




Seq. ID 


OJ000112_ 


15 


.0426. CIO 


Gene No. . 


114844 




Strand . 








Start 


7292 




End 


13634 






Name 


OJ000112 15. 


0426. CIO. o2.np 


Method 


AAT/NAP 






Start 


7304 




End 


9840 






GI 


5733874 




Score 


1429 






Exons 


7304. .8407, 


8515.. 8704, 8853.. 


8987, 9073.. 9170, 


9272. .9438, 




9550. .9840 












GI Descrip. 


(AC007932) F11A17.8 [Arabidopsis thaliana] 






Seq. No. 


54770 




Seq. ID 


OJ000112_ 


15 


.0426. CIO 


Gene No. 


114844 




Strand 








Start 


7292 




End 


13634 






Name 


OJ000112 15. 


0426. CIO. o3.np 


Method 


AAT/NAP 






Start 


10937 




End 


13634 






GI 


4115931 




Score 


1859 






Exons 


10937. .11152 


, 12184. .13634 










GI Descrip. 


■(AF1182.23) contains similarity to Guillardia theta 


ABC 




transporter 


( GB : AF04 14 68 ) [Arabidopsis 


thaliana] 






Seq. No. 


54770 




Seq. ID 


OJ000112_ 


15 


.0426. CIO 


Gene No. 


114844 




Strand 









55372 



start 7292 End 13634 

Name OJ000112_15 . 0426 . CIO . o3 . gp Method AAT/GAP 

Start 12723 End 13125 

GI uC-osflcyp044f01bl Score 702 

'Exons 12723.. 13125 



GI Descrip. M 115931/gb | AAD03441 . 1 | 6.0e-45 (AF118223) contains similarity 
to Guillardia theta ABC transporter (GB : AF04 14 68 ) [Arabidopsis 
thaliana] * 



Seq. No. 


54770 








Seq. ID 


OJ000112 


_15. 0426. CIO 


Gene No. 


114845 








Strand 






Start 


16337 








End 


16517 




Name 


OJ000112 15 


0426. 


C10.O2 


tm 


Method 


TBLASTX: 


Maize 


Start 


5435 








End 


6420 




GI 


none 








Score 


85 




Exons 


5435. .5536, 


5441 . 


.5536, 


5500. 


.5538, 5551.. 6093, 


5556. .6020, 




5576. . 6043, 


6014 . 


.6112, 


6018. 


.6137, 60 


19. . 6420, 


6034. .6420 


Seq. No. 


54770 








Seq. ID 


OJ000112 


_15.0426.C10 


Gene No. 


114845 








Strand 






Start 


16337 








End 


16517 




Name 


OJ000112 15 


0426. 


ClO.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5645 








End 


6621 




GI 


none 








■ Score 


542 




Exons 


5645. .-6019, 


5653, 


.6093, 


5654. 


.6043, 60 


18. . 6137, 


6019. . 6621, 




6198. .6620 















Seq. No. 


54770 








Seq. ID 


OJ000112_15. 0426. CIO 


Gene No. 


114845 








Strand 




Start 


16337 








End 


16517 


Name 


OJ000112 15 


.0426 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5659 








End 


6630 


GI 


none 








Score 


567 


Exons 


5659. .6084, 


5660 


. .6043, 


6018. 


.6128, 60 


19. .6630, 6040. .6531, 




6198. .6620 












Seq. No. 


54770 








Seq. ID 


OJ000112_15. 0426. CIO 


Gene No. 


114845 








Strand 




Start 


16337 








End 


16517 


Name 


OJ000112 15 


0426 


.ClO.ol 


, tw 


Method 


TBLASTX: Wheat 


Start 


5666 








End 


5965 


GI , 


none 








Score 


330. 


Exons 


5666. .5965, 


5668 


. .5955 








Seq. No. 


54770 








Seq. ID 


OJ000112_15. 0426. CIO 


Gene No. 


114845 








Strand 




Start 


16337 








End 


16517 


Name 


PJ000112 15 


0426 


.C10.O4 


. tw 


Method 


TBLASTX: Wheat 


Start 


6310 








End 


6603 


GI 


none 








Score 


202 


Exons 


6310. . 6501, 


6312 


. .6533, 


6520. 


.6603 




Seq. No. 


54770 








Seq. ID 


OJ000112_15.. 0426. CIO 


Gene No. 


114845 








Strand 




Start 


16337 








End 


16517 


Name 


OJ000112 15, 


0426 


.C10.O6 


.tm 


Method 


TBLASTX: Maize 


Start 


6421 








End 


6627 



55373 






GI 


none 








Score 


270 




Exons 


6421 . . 6627, 


6422 . 


. 6613, 


6423. 


. 6626 






Seq. No. 


54770 








•'Seq. ID 


OJ0.00112_15. 0426. CIO 




Gene No . 


114845 








Strand 






Start 


16337 








End 


16517 




Name 


OJ000112 15 


. 0426. 


CIO . o3 


ts 


Method 


TBLASTX: Soybean 




Start 


7310 








End 


8305 




GI 


none 








Score 


118 




Exons 


7310 . . 758.8, 


7338 . 


.7586, 


7700. 


.7756, 7787. .8077, 7791. .8075, 






8135 . . 8305 














Seq. No. 


54770 








Seq. ID 


OJ000112_15. 0426. CIO 




Gene No. 


114845 








Strand 






Start 


16337 








End 


16517 




Name 


OJ000112_15 


. 0426. 


C10.O3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7310 








End • 


7705 




GI 


none 








Score 


131 




Exons 


7310 . . 7588, 


7338 . 


. 7586, 


7619. 


.7705 






Seq. No. 


54770 








Seq. ID 


OJ000112_15. 0426. CIO 




Gene No. 


114845 








Strand 






Start 


16337 








End 


16517 




Name 


■ ■OJ000112_15 


. 0426. 


C10.o3. 


to 


Method 


TBLASTX: Cress 




Start 


7355 








End 


8.078 


f: ^ 
: ■ ' 


GI 


none 








Score 


113 


^ 1 B 

? i 5 


Exons 


7355. . 7588, 


7362. 


. 7586, 


7658 . 


.7705, 7700. .7771, 7790. .7978, 


f=c 




7800. . 7982, 


7961. 


. 8077, 


8037 . 


.8078 




i ; § 


Seq. No. 


54770 








Seq. ID 


OJ000112_15. 0426. CIO 


^ J 


Gene No. 


114845 








Strand 






Start 


16337 








End 


16517 




Name 


OJ000112_15 


. 0426. 


C10.O3. 


tm 


Method 


TBLASTX: Maize 




Start 


7418 








End 


8389 




GI 


none 








Score 


147 




Exons 


7418 . . 8275, 


7424 . 


.7726, 


7791 . 


.8057, 8145. .8279, 8324. .8389 




Seq. No. 


54770 








Seq. ID 


OJ000112_15. 0426. CIO 


f =1 


Gene No. 


114845 








Strand 






Start 


16337 








End 


16517 




Name 


OJ000112_15 


.0426. 


C10.O7. 


ts 


Method 


TBLASTX: Soybean 




Start 


8336 








End 


9856 . 




GI 


none 








Score 


42 




Exons 


8336. .8410, 


8337 . 


.8408, 


8482. 


.8718, 8510. .8692, 8861. .8911, 






8912 . .8941, 


9075. 


. 9167, 


9076. 


.9150, 9269.. 9358, 9393.. 9440, 






9548 . . 9733, 


9549. 


. 9821, 


9794 . 


. 9856 






Seq. No. 


.54770 








Seq. ID 


OJ000112_15. 0426. CIO 




Gene No. 


114845 








Strand 






Start 


16337 








End 


16517 




Name 


OJ000112 15 


0426. 


C10.O8. 


tm 


Method 


TBLASTX: Maize 




Start 


8482 








End 


8707 




GI 


none 








Score 


126 




Exons 


8482. .8703, 


8513. 


.8707, 


8513. 


.8707 






Seq. No. 


54770 








Seq. ID 


OJ000112_15. 0426. CIO 




Gene No. 


114845 








Strand 





55374 



start 
Name 
Start 
GI 

Exons 



16337 

OJ000112_15. 0426. CIO. o7.tm 

8885 

none 

8885. .8944, 8886. .8984, 9072. 
9273.. 9362, 9548.. 9850, 9549. 



End 



16517 



Method TBLASTX : Maize 
End 9911. 
Score 48 

.9167,- 9073.. 9180, 9269.. 9391, 
.9911 



Seq. No. ' 54770 Seq. ID 

Gene No. 114845 Strand 

Start 16337 End 

Name OJOOOl 12_15 .0426. CIO. o6. to Method 

Start 9569 End 

GI none Score 

Exons 9569.. 9733, 9570.. 9821 



OJ000112_15. 0426. CIO 
16517 

TBLASTX: Cress 

9821 

161 



Seq. No. 


54770 




Seq. ID 


OJ000112_15.0426 


.CIO 


Gene No. 


114845 




Strand 






Start 


16337 




End 


16517 




Name 


OJ000112 15. 0426. CIO 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10824 . 




End 


12243 




GI 


none 




Score 


51 




Exons 


10824. .10877, 10837. 


.10878, 


10887. .11153, 10888. .11154, 






10904. ..11155, 10926. 


.11156, 


10934. .11155, 12181. .12243, 






12182. .12241 










Seq. No. 


54770 




Seq. ID 


OJ000112_15.0426 


.CIO 


Gene No. 


114845 




Strand 






Start 


16337 




End 


16517 




Name 


OJ000112 15. 0426. CIO 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


10871 




End 


13078 




GI 


none 




Score 


72 




Exons 


10871. .10942, 10924. 


.11085, 


10934. .11155, 10935. . 11129, 






12173. .12622, 12181. 


.13077, 


12182. .12 622, 12541. .12969, 






12686. .13078 











Seq. No. 54770 

Gene No, 114845 

Start 16337 

Name OJ000L12_15 . 0426 . CIO . o2 

Start 10934 

GI none 

Exons 1Q934, .11155, 10935.. 11 
12181. .12630, 12194. .12 

Seq. No. 54770 
Gene No. 114845 ' 

Start 16337 
■ Name OJOOOl 12_15 . 0426 . CIO . ol 

Start 1.2256 
GI none 

Exons 12256. .12417, 12257.. 12 

12419. .13198, 13132. .13 
13393. .1-3467 



Seq. ID OJ000112_15. 0426. CIO 
Strand 

End 16517 
.tc Method TBLASTX : Cress 

End 12653 

Score 203 
132, .12180. .12515, 12181 12444 , 
622, 12561.. 12653 

Seq. ID OJ000112_15.0426.C10 
Strand 

End 16517 
.tm Method TBLASTX : Maize 

End 13477' 

Score 232 
418, 12414. .12890, 124 18 .. 13197 , 
410, 13181. .13435, 13388 .. 13477 , 



Seq. No. 54770 Seq. ID OJ000112_15 . 0426 . CIO 

Gene No. 114845 Strand 

Start 16337 End 16517 



55375 




Name 


OJ000112 15. 0426. CIO 


. o4 . ts 


Method 


TBLASTX : Soybean 


Start 


13078 




End 


13369 


GI 


none 




Score 


143 


Expns 


-lo/^'in TO"i>io 

13078 13362, 13148. 


. 13369 






Seq. No. 


54770 




Seq. ID 


OJ000112 15.0426 


Gene No. 


114845 




Strand 


- 


Start 


16337 




End 


16517 


Name 


OJ000112_15 . 0426 . CIO 


. o5 . tc 


Method 


TBLASTX : Cress 


Start 


13162 




End 


13377 


GI 


none 




Score 


116 


Exons 


I'^'^TT I'^'l/-'^ 

131 62 .. 13377 , 13163. 


. 13369 






Seq. No. 


54770 




Seq. ID 


OJ000112 15.0426 


Gene No. 


114845 




Strand 


- 


Start 


16337 




End 


16517 


Name 


OJ000112_15 . 0426 .CIO 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


14270 




End 


14545 


GI 


none 




Score 


365 


Exons 


14270 14545, 14271. 


. 14543 






Seq. No. 


54770 




Seq. ID 


-OJ000112_15.0426 


Gene No. 


114845 




Strand 




Start 


16337.. 




End, 


16517 


Name 


OJ000112 15. 0426. CIO 


. o6 . ts 


Method 


. TBLASTX: Soybean 


Start 


14324 




End 


14516 


GI 


none 




Score 


262 


Exons 


14324 14509, 14325. 


.14516, 


14427. .14516 


Seq. No. 


54770 




Seq. ID 


OJ000112_15.0426 


Gene No. 


114845 




Strand 




Start 


16337 




End 


16517 


Name 


OJ000112_15. 04 26. CIO 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


14444 




End 


14623 


GI 


none 




Score 


278 


Exons 


14444 14 523, 14445. 


. 14 621 






Seq. No. 


■ 54770 




Seq. ID 


OJ000112_15.0426 


Gene No. 


114845 




Strand 




Start 


16337 




End 


16517 


Name 


OJ000112 15. 0426. CIO 


. o5 . ts 


Method 


TBLASTX : Soybean 


Start 


15409 




End 


16473 


GI 


none 




Score 


193 


Exons 


15409.. 15546, 15410. 


. 15562, 


15416. .155 


62, 15841. .15996, 




15887. .16060, 15902. 


. 16048, 


15903. .160 


49, 16015. .16056, 




161 03.. 161 92, 16112. 


. 16183, 


16119. .161 


84, 16126. .16203, 




16330 .. 16473, 16334. 


. 16453, 


16338. . 164 


57 


Seq. No. 


54770 




Seq. ID 


OJ000112_15.0426 


Gene No. 


114 845 




Strand 




Start 


16337 




End 


16517 


Name 


OJ000112 15. 0426. CIO 


. o4 . tc 


Method 


TBLASTX: Cress 


Start 


15878 




End 


16517 


GI 


none 




Score 


261 


Exons 


15878. . 16060, 15886. 


.16056, 


I6II2; .161 


92, 16126. .16203, 




16330. .16503, 16338. 


.16517 - 







55376 






Seq. No. 


54770 




Seq. ID 


OJOOOl 12 


1 c 

15 


.0426 


. CIO 




Ger^e No. 


114845 




Strand 












Start 


16337 




End 


16517 










Name 


OJ000112 15. 0426. CIO. o4 


.gp 


Method 


AAT/GAP 










Start • 


16337 




End 


16508 










GI 


2352 1.R1084 




Score 


292 










Exons 


16337. .16508 
















GI Descrip. 


'3420052 2.0e-81 {AC004680) 


putative ubiqinone 


reductase 






[Arabidopsis thaliana] * 
















Seq. No. 


54771 




Seq. ID 


OJ000112 


_15 


.0426 


.Cll 




Gene No. 


114846 




Strand 


+ 










Start 






End 


4 51 










Name 


OJ000112 15 . 0426 . Cll . ol 


.gs 


Method 


T~i XI O TV XT 

GENSCAN 










Start 


252 




End 


451 










GI 


none 




Score 


. 84 










Exons 


ZdZ ..451 
















Seq. No. 


54771 :■ • 




Seq. ID 


OJ000L12 


__15 


.0426 


,C11 




Gene No. 


114847 




Strand 


- 










Start 


609 




End 


815 










Name 


OJ000112 15. 0426. Cll. o2 


.gs 


Method 


GENSCAN 










Start 


609 




End 


815 










GI 


none 




Score 


154 










Exons 


609. .815 • 
















Seq. No. 


54772 




Seq. ID 


OJ000112 


_15 


.0426 


. C13 




Gene No. 


114848 




Strand 










£l 


Start 


317 




End 


2873 










Name 


OJ000112 15.0426.C13.ol 


. gs 


Method 


nXT O /"^ TV lit 

GENSCAN 








i. J 


Start 


317 




End 


2873 








f LJ 


GI 


none 




Score 


. 42 








_ 


Exons 


317. .463, 1001. .1176, 2364. 


.2515, 2752 


, .2873 










Seq. No. 


54773 




Seq. ID 


OJ000112 


_15 


. 0426 


. C14 




Gene No. 


114849 




Strand 


+ 










Start 


9660 




■ End 


9797 ■ 










XT _ „ _ 

Name 


OJ000112 15.0426.C14.o3 


.np 


Method 


AAT/NAP 










Start 


9660 




End 


97 97' 










GI 


6907088 




Score 


204 










Exons 


9660. .9797 
















GI Descrip. 


. (AP001129) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


54773 




Seq. ID 


OJ000112_ 


_15 


.0426 


.C14 




Gene No. 


114850 




Strand 












Start 


2699 




End 


7415 










Name 


OJ000112 15.0426.C14 .ol 


. np 


Method 


AAT/NAP 










Start 


2670 




End 


7244 










GI 


4680179 




Score 


4592 










Exons 


2670. . 6086, 6189. .7244 
















GI Descrip. 


(AF111709) polyprotein 


[Oryza sativa subsp. indica 


1 






Seq. No. 


54773 




Seq. ID 


OJ000112_ 


_15 


.0426 


.C14 




Gene No. 


114850 




Strand 












Start 


•2699 




End 


7415 










Name 


OJ000112 15.0426.C14.o2 


.gs 


Method 


GENSCAN 










Start 


2699 


End 


5536 









55377 






C T 


none 








Score 


Q7 

. y / 






tiXons 


















Seq. No. 


54773 








Seq. ID 


OJ000112_15.0426. 


C14 




Gene No. 


114850 








■ Strand 










9 Q Q 
Z D ^ 








HjI lU. 


7 /1 1 R 
/ 4 1 0 






Name 


A inn n 1 1 0 1 


. U4 Z 0 . 


PI A <-%9 
Ul 4 . 0 J 


.gs 


"t* r\ /"I 


P T M C P 7\ K7 






C -1- V -1- 


dU 4 0 








iiina 


7 /I 1 c; 
/ 4 1 D 








none 








Score 


Q7 

. y / 






vr Y> 0 


OUflO. . / filO 
















Seq. No. 


54773 








Seq, ID 


OJ000112_15.0426. 


C14 




Gene No. 


114851 








Strand 


















I-jI ILl 


0 D 0 0 






N3.me 


Pi Tfifim 10 1 

L/uUUUXJ-Z ID 


. U 4 Z 0 . 


PI A r\A 
U 1 4 . 04 


• 9s 


ric t flOCl 








0 Lai L 










HiIlU 


R R R 
0 D J 0 






P T 


none 








Score 


QR 

. yo 






XT' 


/ IOC.* .ODjO 
















beq. jno. 


R /I 7 7 








beq . 1 u 


UJUUUllZ 1D.U4ZD. 


PI A 
U 1 4 




Gene No. 


114851 








Strand 








Start 


7732 








End 


8655 






Name 


UJ UU U 1 i Z ID 


.0426. 


C14.02 


.np 


Method 








b tar L 


7 7'^ c: 






End 


0 0 1 D 






C T 


bu / y 4 








Score 


1 9 QH 

1 z y U 




; ~3 

■=!=? 


Exons 


/ / JD. .oOXD 














f ri 

Lis 


Kji uescnp. 




unknown [Oryza sativa] 






fll 


Seq. No. 


54773 








Seq. ID 


OJ000112__15.0426. 


C14 




Gene No. . 


114852 








Strand 






[J 


b t ar L 


0 0 1 J 








End 


Q7 9 P 

y / z 0 






Name 


r\ TA n n 1 1 0 1 c: 
UJ UUUl 10 


.0426. 


C14.05 


.tw 


Method 


i DL/\b 1 A . wneac 




? : H 


0 Laru 


<S / 1 4 








End 


JU 4 0 






P T 


none 








Score 


1 R R 
1 0 D 






Exons 


Z/14..jU4D/ 


2735. 


.3040 












Seq: No. 


54773 








Seiq. ID 


OJ000112_15.0426. 


C14 


L -ii.' 


Gene No. ■ 


114852 








Strand 






\3 


b c aim. 


0 u 1 J 








End 


Q7 9R 

y / z 0 






Name 


A Tonni 19 It; 

UJ UUUllZ 10 


.0426. 


CI4.08 


. tm 


Method 


i hsiiAb 1 A : jxiai ze 






b uar L 


9 7 9 Q ~ 








End 


9 Q QH 

z 0 y u 








none 








Score 


inn 

lUU 






Exons 


979Q 9ftR7 

z/zy. .zoo/. 


2732. 


.2890 












beq . NO . 


R /I 7 7 9 

0 4 / / J 








Seq. ID 


OJ000112_15.0426. 


C14 




Gene No. 


114852 








Strand 








Start 


8813 








-End 


9728 






Name 


P TH n fl 1 1 9 1 c; 

UJ uuuiiz 10 


.0426. 


C14 .01 


. tm 


Method • 


TBLASTX: Maize 






b rare 


9 Q Q7 

z 0 y / 








End- 


3490 






r T 


none 








Score 


64 






Exons 


zo y / . . z y yz , 


2897. 


.3334, 


2907. 


.3116, 3065. .3214, 3192. .3335, 






3253. .3336, 


3332. 


.3490, 


3339. 


.3485, 3341. .3487 






Seq. No. 


54773 








Seq. ID 


OJ000112_15.0426. 


C14 




Gene No. 


114852 








Strand 








Start 


8813 








End 


9728 






Name 


OJ000112 15 


.0426. 


CI4.0I 


. tw 


Method 


TBLASTX: Wheat 





55378 




start 


3047 








End 


O ^ T o 

3d /3 




GI 


none 








Score 


OCT 

zbl 




Exons 


3047 . . 3673/ 


3171 


1 C T O 

. . 35 /o 










Seq. No. 


54773 








Seq. ID 


OJ000112_15.0426 


.014 


Gene No. 


114852 








Strand 






Start 


8813 








End 


9728 




Name 


OJ000112_15 


.0426 


. C14 , o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3542 








End 


3834 




GI 


none 








Score 


97 




Exons 


3o4z . . 3o3z , 


3o4o 


o T c n 


3 64-^. 


.3821, 3682. .3834 




Seq. No. 


54773 








Seq. ID 


OJ000112_15.0426 


.014 


Gene No. 


114852 








Strand 


- 




Start 


8813 








End 


9728 




Name 


OJ000112 15 


.042 6 


. C14 . 02 


. ts 


Method 


TBLASTX : Soybean 




Start 


3632 








End 


3887 




GI 


none 








Score 


82 




Exons 


3632 . . 37 60, 


3632 


O O O A 

. . 3880, 


3642 . 


.3887 






Seq. . No . 


54773 








Seq. ID 


OJ000112_15.0426 


.014 


Gene No. 


114852 








Strand 


- 




Start 


8813 








End 


9728 




Name 


OJ000112_15 


. 0426 


.,C14 . ol 


tc 


Method 


"TBLASTX: Cress 




Start 


3656 








End 


3973 




GI 


none 








Score 


1 A O 

102 




Exons 


3656 . . 3799, 


3672 


O T O T 

. . 3797 , 


O O A A 

3800 . 


.3973, 38 


54. .3952 




Seq. No. 


54773 








Seq. ID 


OJ000112_15.0426 


.014 


Gene No. 


114852 








Strand 


- 




Start 


8813 








End 


9728 




Name 


OJ000112 15 


. 0426 


. C14 . o3 


tw 


Method 


TBLASTX: Wheat 




Start 


3680 








End 


4207 




GI 


none 








Score 


280 




Exons 


3680 . . 4207 , 


3684 


. . 4130 










Seq. No. 


54773 ■ 








Seq. ID 


OJ000112_15..0426 


014 


Gene No. 


114852 








Strand 


- 




Start 


8813 








End 


9728 




Name 


OJ000112 15 


.04/^6 


. C14 . o2 


tm 


Method 


TBLASTX: Maize 




Start 


4242 








End 


4600 




GI 


none 








Score ■ 


75 




Exons 


4242 . . 4523, 


424 7 


. . 4 600, 


4252 . 


.4524, 42 


99.. 4598 




Seq. No. 


54773 








Seq. ID 


''bj000112_15.0426 


014 


Gene No. 


114852 








Strand 






Start 


8813 








End 


9728 




Name 


OJ000112_15 


.0426 


. C14 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


424 7 








End 


4673 




GI 


none 








Score 


95 




Exons 


4247 . . 4672, 


4249 


. . 4554 , 


4262 . 


.4615, 42 


84 . .4673 




Seq. No. 


54773 








Seq. ID 


OJ000112_15.0426, 


014 


Gene No. 


114852 








Strand 






Start 


8813 








End 


9728 




Name 


OJ000112 15 


0426 


.C14.03. 


ts 


Method 


TBLASTX: Soybean 




Start 


4421 








End 


4666 





55379 



• 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

4421. .4666 

54773 

114852 

8813 

OJ000112_15, 

4637 

none 

4637. ,4972, 

54773 

114852 

8813 

OJ000112_15, 

4679 

none 

4679. ,4975, 

54773 

114852 

8813 

OJ000112_15. 
4 688 - 
none 

4688. .5047, 
5051. .5083 

54773 

114852 

8813 

OJ000112_15. 

5024 

none 

5024. .5506, 

54773 

114852 

8813 

OJ000112_15, 

5207 

none 

5207, .5494, 

54773 

114852 

8813 

OJ000112_15. 

5653 

none 

5653. .5817, 

54773 

114852 

8813 

OJ000112_15. 
5734 



Score 



212 



0426.C14.o3.tm 



4659. ,4928, 4958, 



0426.C14.o6.tw 



4716. .4931, 4808, 



Seq. ID . OJ0'00112_15.0426,C14 
Strand 

9728 

TBLASTX: Maize 
5137 
70 



End 

Method 
End 
Score 
.5137 



Seq. ID OJ000112_15',0426.C14 
Strand 

9728 

TBLASTX: Wheat 
4975 
154 



End 

Method 
End 
Score 
.4975 



Seq. ID OJ000112_15.0426.C14 
Strand 

End 9728 

Method TBLASTX : Soybean 

End 5083 

Score 133 
4716, .4931, 4829. ,5047, 4971. .5066, 5051. .5083, 



0426.C14 .ol.ts 



0426.C14 .o4 .tw 
5033. .5479, 5052, 

0426. 014 .o5.tm 
5208.. 5393 ' 

0426. 014. o7,tw ' 
5702.. 5821, 5830. 

0426, 014. o7.tm 



Seq, ID OJ000112_15. 0426. 014 
Strand 

9728 

TBLASTX: Wheat 
5507 
159 



End 

Method 
End 
Score 
.5507 



Seq.. ID OJ000112_15. 0426. 014 

, Strand - ' • ' 

End 9728 

Method TBLASTX : Mai ze 

End 5494 

Score 180 



Seq. ID OJ000112_15. 0426, 014 
Strand 

End .9728 

Method TBLASTX : Wheat 

End 6052 

Score 84 
.6051, 5897.. 6052 

Seq. ID OJ000112_15. 0426. 014 
Strand 

End 9728 

Method TBLASTX : Mai ze 

End 6058 



55380 






none 




Score 


bU 


Exons 




D y 4 O , 






Seq. No. 


54773 •■ . . 




Seq. ID 


OJ000112_15,0426.C14 


Gene No. 


114852 




Strand 






OO U 




bna 




Name 


(JJUUUllZ Id . U4^D . Ci4 . Ob , 


tm 


Metnod 


TBLASTX : Maize 


C? -1- 

otar u 


bJbb 




End 


T c: 0 
b / b ^ 




none 




Score 


0 "3 Q 


Exons 


b Jbb . . b / dZ 








Seq. No. 


54773 




Seq. ID 


OJ000112_15.0426.C14 


Gene No. 


114852 




Strand 






0 O 1 O 




hjna 


Q "7 0 Q 


Name 


(JJUUUiXZ Id . U4zb . C14 , Oo • 


tw 


Metnod 


TBLASTX : Wheat 




^ ^ /I Q 

bb4 o 




End 


/ (J lo 




none 




Score 


bU 


Exons 


bb4o. . /UIJ, byU/. . /OUo 








Seq. No. 


C /I "7 -7 Q 

o4 / 16 




Seq. ID 


OJ000112 15-.0426.C14 


Gene No , 


1 1 /I Q c: 0 




Strand 




Start ' 


8813 




End 


9728 


Name 


OJ000112 15. 0426. 014 .01. 


gp 


Method 


AAT/GAP 




8813 . 




bnd 


n Q n Q 




38782 1.R1084 




Score 


"ITT* 

7 / / 


Exons 


8813. ,9308 








GI Descrip. 


' 606964 3/dbj |AP000616.1| 


APOOO 


dId U . Ue+ 


00 Oryza sativa genomic 




DNA, chromosome 6, clone :P051 


j1 1 0 1 
4bi^ 




Seq. No. 


54773 




Seq. ID 


OJ000112_15.0426.C14 


Gene No. 


114852 




Strand 




otarc 


8813 




End 


moo 
y /z 0 


Name 


OJ000112 15.0426.C14.o5. 


gs 


Method 


GENSCAN 


Start 


9099 




End 


moo 

9728 




none 




Score 




Exons 


9099. .9172, 9674. .9728 








Seq. No. 


54774 




Seq. ID 


OJ000112_15.*0426.C15 


Gene No. 


114853 • 




Strand 


+ 


C 4 1 ■»-4- 


109 




bnd 


io4 0 


Name 


OJ000112 15.0426.C15.ol. 


gs 


Method 


T"" XT 0 /~i 7\ XT 

GENSCAN 


C 4- v+- 

btart 


109 




End 


134 8 




none 




Score 


. 61 


Exons 


109. .241, 345. .463, 712. 


.868, 


l^z4 . . L6 




Seq. No. 


54774 




Seq. ID 


OJ000112_15.0426.C15 


Gene No. 


114854 




.Strand . 




Start 


1917 




End- 


-2245 


Name 


OJ000112 15.0426.C15.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1813 




End 


2144 


GI 


none 




Score 


42 


Exons 


1813. .1860, 1814. .1858, 


1898. 


.2116, 1899.. .-2117, 1900.. 2118, 




1905. .2144 







Seq. No. 54774 Seq. ID OJ000112_15 . 042 6 . C15 

Gene No. 114854 Strand 

Start 1917 End 2245 



55381 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



OJ000112_15.0426.C15.ol.np Method AAT/NAP 
1917 End 2245 

4588002 Score 162 

1917.. 2245 

(AF085279) hypothetical ankyrin-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ000112_15. 0426. 015 

Strand . 

End .224 5 

Method AAT/GAP 

End 2115 

Score 268 



54774 
114854 
1917 

OJ000112_15.042 6.C15.ol.gp 
1985 

LIB3475-011-P1-K1-E1 
1985. .2115 

'4586045/gb|AAD25663.1|AC00702Q_5 l.Oe-45 (AC007020) putative 
ankyrin protein [Arabidopsis thaliana] * 



Seq. ID OJ000112_15.0426.C16 
Strand 

End 1334 

Method AAT/GAP 

End 708 

Score 334 



54775 

114 8 55-'- ' ■ 
1 

OJ000112_15. 0426.C16.ol.gp 
1 

LIB34 75-011-P1-K1-E1 
1. .138, 666. .708 

M586045/gb|AAD25663: 1 |AC007d20_5 l.Oe-45 (AC007026) putative 
ankyrin protein [Arabidopsis thaliana] ' 



54775 
114855 
1 

OJ000112_15.0426.C16.ol.np 
1 

4588002 

1..138, 666. .911, 1157. .1332 

(AF085279) hypothetical ankyrin-like protein [Arabidopsis 
thalianal 



Seq. ID OJ000112_15.0426.C16 
Strand 

End 1334 

Method AAT/NAP 

End 1332 

Score 441 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 



54775 

114855 

1 

OJ000112_15.0426.C16.ol.tc 
3 

none 

3. .137, 4. .108, 15. .110, 665, 



Seq. ID OJ000112_15.0426.C16 
Strand 

1334 

TBLASTX: Cress 
730 
100 



End 

Method 
End 
Score 
.730 



54775 
114855 
1 

OJ000112_15. 0426.C16.o2.tm 

3 

none 



Seq. ID OJ000112_15.0426.C16 
Strand 

1334 

TBLASTX: Maize 
754 
160 



End 

Method 
End 
Score 

3. .137, 4. .138, 10. .144, 11. .145, 651. .746, 663. .'746, 664. .747, 
664. .747, 665. .754, 665. .751 



54775 

114855 

1 



Seq. ID OJ000112_15.0426.C16 
Strand 

End 1334 



55382 






Name 


OJUUUllz lo.U4zo.CIo.ol.gs 




Method 


GENSCAN 




Start 






End 


o o o 

^z^ 




GI 


none 




Score „ 


o 
. O 




Exons 












Seq. No. 


54775 




Seq. ID 


OJ000112_15.0426.C16 




Gene No. 


114855 




Strand 






b tart 


1 




bna 






Name 


OJ000112 15.0426.C16.ol.tm 




Method 


TBLASTX : Maize 




Start 


755 




End 


1334 






none 




Score 


0 3 




Exons 


755. .793, 773. .928, 776. .937, 


O A A O O O 

844.. yjj. 


lUoo..lo34, 1142. .133 




Seq. No. 


54776 




Seq. ID 


OJUU0112 15.0426.C17 




Gene No . 


114856 




Strand 






Start 


1 




End 


1388 




Name 


OJ000112 15.0426.C17.ol.np 




Method 


AAT/NAP 




btart 


1 




End 


1388 




GI 


" 4588002 




Score 


597 




Exons 


1..168, 439. .588, 1189. .1388 








GI Descrip. 


(AF085279) hypothetical ankyrin-like protein [Arabidopsis 






thaliana] 








:F ^ 


Seq . No . 


54776 




Seq. ip 


OJ000112_15.0426.C17" 


. ^ 


Gene No. 


114856 - 




Strand 






Start 


1 




End 


1388 




Name 


OJ000112 15.0426.C17.ol.tc 




Method 


TBLASTX: Cress 


I y 


Start 


2 




End 


1356 




GI 


none 




Score 


91 




Exons 


2. .88, 3. .83, 46. .162, 50. 


163, 433. .591, 455. .598, 470. .622, 






1177. .1257, 1270. .1356 








ru 


Seq. No. 


54776 




Seq. ID 


OJ000112_15.0426.C17 


I- 


Gene No. 


114856 




Strand 






Start 


1 




End 


1388 




Name 


OJ000112 15.0426.C17.ol.ts' 




Method 


TBLASTX : Soybean 


I 


Start 


2 




End 


1248 






none 




Score 


116 . , 




Exons 


2. .88, 3. .86, 46. .165, 75., 


149, 83. . 181, 439. .591, 439. .591, 






467. .598, 470. ..598, 1186. .1248 






Seq. No. 


54776 




Seq. ID 


OJ000112_15.0426.C17 




Gene No. 


114856 




Strand 






Start 


1 




End 


1388 




Name 


OJ000112 15.0426.C17.ol.tm 




Method 


TBLASTX: Maize 




Start 


2 




End 


675 




GI 


none 




Score 


118 . . * ' 




Exons 


2. .88, 3. .86, 46. .165, 47.. 


169, 83. .169, 84 . . 173,'- 436. . 675, " 






440. .589 










o e q . LN o . 


54776 




Seq. ID 


OJ000112_15.0426.C17 




Gene No. 


114856 




Strand 






Start 


1 




End 


1388 




Name 


,..OJ000112 15.0426.C17.ol.gs 




Method 


GENSCAN 




Start 


■•;439 




End 


1296 




GI 


none 




Score 


.8 




Exons 


439. .588, 981. .1073, 1189. . 


1296 





55383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54776 

114856 

1 

OJ000112_15.0426.C17.o2. tm 

1186 

none 



Seq. ID OJ000112 15.0426.C17 



Strand 
End 

Method 

End 

Score 



1388 

TBLASTX: Maize 

1362 

68 



1186. .1257, 1187. .1258, 1261. .1362, 1326. .1352 



54777 

114857 

1059 

OJ000112_15. 0426.C18.ol.np 
1059 
7486131 
1059. .1214, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_15.0426.C18 

2674 
AAT/NAP 
2674 
308 



1301. .1393, 1858. .1998, 2234. .2299, 2417. .2674 



hypothetical protein F25G13.50 - Arabidopsis thaliana 
gi|5123937|emb|CAB45495.1| (AL079349) putative protein 
[Arabidopsis thaliana] gi 1 7267998 | emb | CAB78338 . 1 | (AL161535) 
putative protein [Arabidopsis thaliana] 



Seq. No. 54777 

Gene No. 114858 

Start 3498 

Name OJ000112_15 . 0426 . C18 . o2'. gs 

Start 3498 

GI none 

Exons 3498.. 3593, 3833.. 3860, 3948. 

5007. .5257, 5365. .5494 



Seq. ID OJ000112__15.0426.C18 
Strand 

End 5509 

Method GENSCAN 

End 54 94 

Score .61 

.4134, 4212. .4374, 4768. .4953, 



Seq. No. 54777 

Gene No. 114858 

Start 3498 

Name OJ0,00112__15 . 0426 . C18 . ol . gp 

Start 3676 

GI 76740_1.R1084 

Exons 3676.. 3860, 3948.. 4134, 
GI Descrip. 



OJ000112 15.0426.C18 



Seq. ID _ 
Strand 

End 5509 
Method AAT/GAP 
End 4363 
Score 947 
4212. .4363 

'3894172- 8. Oe-29 (AC005312) putative cinnamoyl-CoA reductase 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54777 

114858, 

3498 

OJ000112_15.0426.C18.o2.np 

3722 

3894172 



Seq. ID OJ000112_15.0426.C18 
Strand 

End 5509 

Method AAT/NAP 

End 5476 

Score 584 



3722. .3860, 3948. .4112, 4190. .4374, 4768. .4953, 5085. .5255, 
5372. .5476 

(AC005312) putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



Seq. No. 54777 Seq. ID 

Gene No, 114858 Strand 

Start 3498 , End 

Name OJ000112_15 . 0426 . C18 . o2 . gp Method 

Start 4 903 End 

GI uC-osflM202082e08bl Score 



OJ000112_15.0426.C18 

5509 
AAT/GAP 
5509 
648 



55384 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4903.-4953, 5085. .5257, 5365. .5509 

'5042437/gb|AC007789.1|AC007789 6.0e-12 Oryza sativa BAG T49B20 
genomic sequence, complete sequence* 



■54777 

114859 

6387 

OJ000112_15.0426.C18.o3.gs 

6387 

none 



Seq. ID OJ000112__15. 045:6. C18 
Strand 

End 11804 

Method GENSCAN 

End 8877 

Score .52 



6387. .6554, 7828. .7976, 8396. .8568, 8729. .8877 



l Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54777 

114859 

6387 

OJ000112_15.042 6.C18.o3.np 

8270 

7340909 



Seq. ID OJ000112_15.0426.C18 
Strand 

End 11804 

Method AAT/NAP 

End 11804 

Score 192 



8270. .8424, 8761. .8819, 8909. .9200, 11508. .11804 
{APOOl-550) hypothetical protein [Oryza sativa] 



54777 

114860 

14815 

OJ000112_15.0426.C18.o4 .ts 

1161 

none 



Seq. ID OJ000112_15.0426.C18 
Strand 

End ' 15516 

Method TBLASTX: Soybean 

End 2633 

Score 81 



1161. .1208, 1284. .1397, 1307. .1381, 1855. .1995, 1859. ,1993, 
2240. .2302, 2241. .2312, 2417. .2617, 2418. .2633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54777 

114860 

14815 

OJ000112_15.0426.C18.o3.tc 

2222 

none 



Seq. ID OJ000112_15.0426.C18 
Strand 

End 15516 

Method TBLASTX : Cress 

End 2590 

Score 72 



2222. .2311, 2238. .2300, 2417. .2590, 2418. .2585 



Seq. No. . 54777 

Gene No. 114860 

Start 14815 

Name OJ000112_15 . 042 6 . C18 . o3 . tm 

Start 2237 ■ 

GI none 
Exons 



Seq. ID OJ000112_15.0426.C18 
Strand 

End 15516 

Method TBLASTX: Maize 

End 2 627 ■ 

Score 58 



2237. .2302, 2238. .2300, 2417. .2623, 2418. .2627 



Seq. No. 54777 

Gene No. 114860 

Start 14815. 

Name OJ000il2_15 . 0426 . C18 . ol . tm 

Start 3685 

GI none 
Exons 



Seq. ID OJ000112_15.0426.C18 
Strand 

End • 15516 

Method TBLASTX : Mai ze 

End 4126 

Score 97 



3685. .3855, 3690. .3854, 3707. .3862, 3707. .3859, 3708. .3863, 
3917. .4027, 4036. .4068, 4070. .4126 



Seq. No. 
Gene No. 



54777 
114860 



Seq. ID OJ000112_15.0426.C18 
Strand 



55385 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14815 

OJ000112_15, 

3699 

none 

3699. .3818, 

54777 

114860 

14815 

OJ00C)112_15. 

3747 

none 

3747. .3863, 
4774. .4896 



0426.C18.o4.tc 



3722.. 3862, 3729. 



0426.C18.ol.ts 



3749.. 3862, 3953. 



End 15516 
Method TBLASTX : Cress 
End 4117 
Score 80 
.3818, 3953. .4117. 

Seq. ID OJ000112_15. 0426. CIS 
Strand 

End 15516 

Method TBLASTX: Soybean 

End 4896 

Score 89 

.4117, 4023. .4136, 4210. .4371, 



Seq. No, 
Gene No, 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



54777 

114860 

14815 

OJ000il2_15. 

3953 

none 

3953. .4114, 

54777 

114860 

14815 

OJ000112_15. 

4204 

none 

4204. .4341, 
5369. .5527, 



0426.C18.o2.tw 



Seq. ID OJ000112_15.0426.C18 
Strand 

End 15516 

Method TBLASTX: Wheat 

End 4372 

Score 70 



4210. .4368, 4225. .4350, 4265. .4372 



0426.C18.o4,tm 



4774. .4887, 5079. 
5370. .5519 



Seq.. ID OJ000112_15.0426.C18 
Strand 

End 15516 

Method TBLASTX: Maize 

End 5527 

Score 100 • 

.5255, 5094. .5255, 5119. .5256, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54777 

114860 

14815 

OJ000112_15. 
4804 . 
none 

4804. .4974, 

54777 

114860 

14815 

OJ000112_15. 

4924 

none 

4924. .4956, 



0426.C18.o2.tc 



5085.. 5255, 5369. 



0426.C18.ol.tw 



5085.;5261, 5119, 



Seq. ID OJ000112_15.0426.C18 
Strand 

End 15516 

Method TBLASTX : Cress 

End 5521 ■ 

Score 76 
.5521, 5373. .5516 

Seq. ID OJ000112_15.0426.C18 
Strand 

End 15516 ' 

Method TBLASTX : Wheat 

End' 5489 

Score 229 

.5256, 5363. .5488, 5367. .5489 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



54777 

114860 

14815 

OJ000112_15. 

5085 

none 

5085. .5261, 



0426.C18 .o3. ts 



5119. .5256, 5366. 



Seq. ID OJ000112_15.0426.C18 
Strand 

End 15516 

Method TBLASTX : Soybean 

End 5477 

Score 129 
.5464, 5367. .5477 



Seq. No. 



54777 



Seq. ID OJ000112_15.0426.C18 



55386 



Gene No. 114860 Strand 

Start 14815 End 15516 

Name OJ000112_15 . 0426 . CIS . o4 . gs Method GENSCAN 

Start . 14815 End 15475 

GI none .Score .51 

Exons 14815.. 15475 

Seq. No. 54777 ' Seq. ID OJ000112_15 . 042 6 . C18 

Gene No. 114860 Strand 

Start 14815 End 15516 

Name OJ000112_15 . 0426 . C18 . o4 . np Method AAT/NAP 

Start 14830 End 15456 

GI 7487162 Score 522 

Exons 14830. .15456 

GI Descrip. hypothetical protein T19C21.20 - Arabidopsis thaliana 
gi I 3395441 Igbl AAC28773.il (AC004683) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 54777 

Gene No. 114860 

Start 14815 

Name OJ000112_15 . 0426 . 018 . o2 . tm 

Start 14845 

GI none 

Exons 14845. . 14952, 14 84 6 .. 14 953, 
15193. . 15339, 15194 .. 15301 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15007 

15382 



OJ000112 15.0426.C18 



15516 

TBLASTX: Maize 
15453 
56 

15129, 15008. .15058, 
15453 



Seq. No. 54777 Seq. ID 

Gene No. 114860 Strand 

Start 14815 End 

Name OJ000112_15 . 0426 . C18 . ol . tc Method 

Start 14863 End 

GI none Score 

Exons 14863. .14952, 14 864 .. 14 953 , 

15187. .15351, 15200. .15352 



OJ000112_15.04 26.C18 
15516 

TBLASTX: Cress 
15352 
95 

15007, .15129, 15025. . 15153, 



Seq. No. 54777 ' 

Gene No. 114860 

Start 14815 

Name OJ000112_15 . 0426 . 018 . o2 , ts 

Start 14866 

GI none 

Exons 14866. . 14952, 14867 . .14 953, 
15025. . 15159, 15187, ,15339, 



Seq. ID 
Strand 
End 

Method 

End 
. Score 
15007. .15129, 
15194. .15340, 



OJ000112 15,0426.018 



15516 

TBLASTX : Soybean 
15516 
82 

15008,. 15127, 
15448, . 15516 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq, No. 
Gene No, 
Start 



54778 Seq. ID 

114861 Strand 

2102 . End 
OJ000112_15 . 0426 , 019 ,ol . np Method 

2102 End 

6721105 Score 
2102. .2251 

{AO007396) T4012.13 [Arabidopsis thaliana] 



OJ000112_15. 0426. 019 
-I- 

2251 
AAT/NAP 
2251 
97 



54779 

114862 

1 



Seq. ID 

Strand 

End 



OJ000112_ 
+ 

1417 



15.0426.020 



55387 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



0 JO 00112_15.0426.C20.ol.np Me t hod AAT / NAP 
1 End 1334 

6573287 Score ■ 626 

1..467, 587. .842, 1140. .1334 

(AB008020) similar to anther specific prolin-rich protei-n 
[Arabidopsis thaliana] 



54779 

114862 

1 

OJ000112_15.0426.C20.ol.gs 
45 

none 

45. .467, 659. .842, 1398. .1417 



Seq. ID OJ000112_15.0426.C20 

Strand + 

End 1417 

Method GENSCAN 

End 1417 

Score .77 



Seq. No. 54779 

Gene No. 114863 

Start 652 

Name OJ000112_15 . 0426 . C20 . ol. gp 

Start 652 

GI LIB34 32-04 0-P1-K1-H9 

Exons 652.. 1079 

GI Descrip, ' 61 9085/emb | Z47172 | CSPAG13 3.0e-ll Calothrix D253 genomic DNA 
(clone AG13) ' 



Seq. ID OJ000112_15.0426.C20 
Strand 

1079 
AAT /GAP 
1079 
787 



End 

Method 

End 

Score 



y 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 

End 

Score 



,406, 55. .408 



End 

Method 

End 

Score 



54779 
114864 
2223 

OJ000112_15.0426.C20.ol.tm 
13 

none 

13. .72, 15. .71, 42. ,407, 44, 

54779 
114864 
2223 

OJ000112_15^.0426.C20.ol, tc 
62 

none 

62. .226, 63. .407 

54779 
114864 
2223 

OJ000112_15.0426.C20.ol.ts 
65 

none 

65. .229, 66. .395 

54779 
114864 
2223 

OJ000112__15.0426.C20.o2.ts 
581 
none 

581. .853, 586. .747, 1138. .1323, 1139. .1342 



Seq. ID OJ000112_15.0426.C20 
Strand 

2607 

TBLASTX: Maize 
408 
91 



Seq. ID OJ000112_15.0426.C20 
Strand 

2607 

TBLASTX: Cress 
407 
24 0 



Seq.. ID OJ000112_15.0426.C20 
Strand 

2607 

TBLASTX: Soybean 
395 
264 



End 

Method 

End 

Score 



Seq. ID OJ000112_15.0426.C20 
Strand 

End 2607 

Method TBLASTX : Soybean 

End 1342 

Score 191 



55388 





Seq. No. 


54779 




Seq. ID 


OJ000112_15.0426 




Gene No. 


114864 




Strand 






q+- a >-+- 

O L. di. L. 


2223 




End 


9fi07 

-c. \J\J f 




Name 




tm 


Method 


i D Jjrio i A . LYlo. X Z c 




O L dl. L 


\JD\J 




.End 


X Doz. 






none 




Score 








fii^fi Rd4 f^SR ft4? 11^^ 


..1332, 1139.. 


X O ^ 1 




Seq. No. 


54779 




Seq. ID 


OJ000112_15.0426 




Gene No. 


114864 




Strand . 






O L.Cti. \- 


^ ^ ^ 




End 


9 fi07 




Name 


o.Tnnm 1 9 is n49f% r9n n9 


gs 


Method 








999 ^ ~ 




End 


9 t^l ^ 

Z.D XO 






none 




Score 








999^ 9S1 ^ 










Seq. No. 


5A119 




Seq. ID 


OJ000112_15.0426 




Gene No. 


114864 




Strand 






o u d I. u 


2223 




End 


2607 ' 




Name 


01000119 1R 049*^ r90 n'^ 


tm"' 


Method 


TBLASTX: Maize 






99 Q9 ~ 




End 


2607 






none 




Score 


77 


3 




99Q9 94f^9 99Q^ 9 A f,Q 


2500, 


,2607, 2502.. 2606 




Sea No 


54780 




Seq. ID 


OJ000112_15.0426 




Gene No. 


■ 114865 




Strand 






Start 


1 




End 


1223 




Name 


OJ000112 15.0426.C21.ol. 


np 


Method 


AAT/NAP 


~s 


Start 


1 




End 


1223 




GI 


100226 




Score 


478 




Exons 


1..1006, 1205.. 1223 









GI Descrip. hypothetical protein - tomato gi | 19275 | emb | CAA78 112 | {Z12127) 
protein of unknown function [Lycopersicon esculentum] 
gi I 445619 I prf I 1 1909366A Leu zipper protein [Lycopersicon 
esculentum] 



Seq. No, "54780 

Gene No, 114865 

Start 1 

Name OJ000112_15 , 04 26 . C21 . ol , tm 

Start 24 

GI none 
Exons 



Seq. ID OJ000112_15. 0426,C21 
Strand 

1223 

TBLASTX:Maize 
410 
47 



End 

Method 
End 
Score 

24, ,71, 25. .69, 74 , . 208, '75 . . 212, 185 .. 325, 213 ,. 326, 338. .409, 
339. .410 



Seq. No. 54780 

Gene No. 114865 
Start " 1 

Name OJ000112_15 . 042 6 . C21 . ol . gs 

Start 112 

GI none 

Exons 112.. 1021 



Seq. ID OJ000112_15. 0426,C21 

Strand . - 

End- 1223 ■ 

Method GENSCAN 

End 1021 

Score .45 



Seq. No. 54780 

Gene No. 114865 

Start 1 . 

Name OJ000112 15 . 04 26 . C2 1 . ol . ts 



Seq. ID OJ000112_15.0426.C21 
Strand 

End 1223 

Method TBLASTX : Soybean 



55389 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



227 End 

none Score 

227. .319, 347. .601 

54781 Seq. ID 

114866 Strand 
7 90 • End 
OJ000112_15.0426.C22.ol.gs Method 
790 End 
none Score 
790. .861 

54781 Seq. ID 

114867 Strand 
534 End 
OJ000112_15. 0426.022 .ol . gp Method 
534 End 
2798238 Score 
534. .851 



601 
151 



OJ000112_15.0426.C22 
+ 

861 

GENSCAN 

861 

.81 



OJ000112 15.0426.C22 



2321 
AAT/GAP 
851 
542 



OJ000112 15.0426.C22 



54781 Seq. ID 

114867 Strand 

534 End 2321 

OJ000112_15.0426.C22 .ol.np Method AAT/NAP 

751 ■ End 2321 

100226 Score 1144 
751. .2321 

hypothetical protein - tomato gi | 19275 | emb | CAA78112 | (Z12127) 

protein of unknown function [Lycopersicon esculentum] 

gi I 445619 I prf I I 1909366A Leu zipper protein [Lycopersicon 

esculentum] 



Seq. No. 54781 

Gene No. 114867 

Start 534 

Name OJ000112_15 . 0426 . C22 . ol . tm 

Start IS.l 

GI ■ none 
Exons 



Seq. ID OJ000112_15.0426.C22 

Strand , - 

End ' 2321 

Method TBLASTX : Mai ze 

End , 1807 " ' 

Score -88 



787. .906, 788. .880, 906. .1031, 913. .1083, 1022. .1144, 
1026. .1160, 1030. .1146, 1146. .1322, 1146. .1310, 1147. .1803, 
1147. .1806, 1178. .1807 



Seq. No. 54781 

Gene No. 114.867 

Start 534 

Name OJ000112_15 . 0426 . C22 . ol . tw 

Start 906 

GI none 
Exons 



Seq. ID" OJ000112_15.0426.C22 
Strand 

End 2321 

Method TBLASTX : Wheat 

End 1242 

Score 83 



906. ,1013, 906. .1031, 913. .1083, 1022. .1144, 1029. .1142, 
1147. . 1242, 1167. .1217, 1178. .1240 



Seq. No. 54781 

Gene No. 114867 

Start 534 

Name OJ000112_15 . 0426 . C22 . ol . tc 

Start 918 

GI none 



Seq. ID OJ000112_15.0426.C22 
Strand 

End 2321 

Method TBLASTX : Cress 

End 1486 

Score 75 



55390 




Exons 


918. .1025, 1049.. 


1144 , 


1171 . 


.1317, 1379. .1486, 1390. .1485 


Seq. No. 


54781 








Seq. ID 


OJ000112_15.0426.C22 


Gene No. 


114867 








Strand 


- 


Start" 


534 








End 


2321 


Name 


OJ000112 15. 


,0426. 


022 . o2 


.gs 


Method 


GENSCAN 


Start 


■ 1138 








End 


2238 


GI 


none 








Score 


.86 


Exons 


1138. .2238 












Seq. No. 


54781 








Seq. ID 


OJ000112_15.0426.C22 


Gene No. 


114867 








Strand 




Start 


534 








End 


2321 


Name 


OJ000112 15. 


0426. 


C22 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1204 








End 


1755 


GI 


none 








Score 


53 


Exons 


1204. .1317, 


1375. 


, 1566, 


1421 


..1549, 1585. .1755, 1640. .1723 


Seq. No. 


54781 








Seq. ID 


OJ000112_15.0426.C22 


Gene No. 


114867 








Strand 




Start 


534 








End 


2321 


Name 


OJ000112 15. 


0426. 


C22 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1807 








End 


1973 


GI 


none 








Score 


133 ' . 


Exons 


1807. . 1950, 


1808. 


r95i. 


1809 


..1973, IE 


J10..1965 


Seq. No. 


54781 








Seq. ID 


OJ000112_15.0426.C22 


Gene No. 


114867 








Strand 




Start 


534 








End 


2321 


Name 


OJ000112 15. 


0426. 


C22.02 


.gp 


Method 


AAT/GAP 


Start 


1958 








End 


2321 


GI 


3760008 








Score 


585 


Exons 


1958. .2321 












GI Descrip. 


619085/embl Z47172 


:|CSPAG13 3.i 


Oe-11 Calothrix D253 genomic DN^ 




(clone AG13) 












Seq. No. 


54781 








Seq. ID 


OJ000112_15.0426.C22 


Gene No. 


114867 








Strand 




Start 


' 534 








End 


2321 


Name 


OJ000112 15. 


0426. 


C22.04 


. tm 


Method 


TBLASTX: Maize 


Start 


1975 








End 


2103 


GI 


none 








Score 


122 


Exons 


1975. .2103,' 


1976. 


.2086, 


1981 


. .2100 




Seq. No. 


54781 








Seq. ID 


OJ000112_15.0426.C22 


Gene No. 


114867 








Strand 




Start 


534 








End 


2321 


Name 


OJ000112 15. 


0426. 


C22.03 


. tm 


Method 


TBLASTX :'Maize 


Start 


2161 








End 


2319 


GI 


none 








Score 


165 


Exons 


2161. .2319, 


2161. 


.2319 








Seq. No. 


54782 








Seq. ID 


OJ000112_15.0426.C23 


Gene No. 


114868 








Strand 


+ 


Start 


708 








End 


1408 


Name 


OJ000112 15. 


0426. 


C23.01, 


.gs 


Method 


GENSCAN 


Start 


708 








End 


1375 



55:391 



GI none 

Exons 708.. 842, 938.. 1375 

Seq. No. 54782 

Gene No. 114868 

Start " 708 

Name OJ000112_15 . 0426 . C23 . ol . tm 

Start 710 

GI none 
Exons 



Score 



.85 



Seq. ID OJ000112_15.0426.C23 

Strand + 

End 1408 

Method TBLASTX : Mai ze 

End 1408 

Score 67 



710. .757, 711. .758, 722. .760, 804. .911, 833. .928, 858. .917, 
926. .1381, 1036. .1380, 1226. .1408 



Seq. No. 54782 

Gene No. 114868 

Start 708 

Name OJ000112_15 . 042 6 . C23 . ol . tc 

Start 717 

GI none 
Exons 



Seq. ID OJ000112_15.0426.C23 

Strand + 

End 1408 

Method TBLASTX : Cress 

End 1297 

Score 40 



717. .758, 813. .911, 926. .1297, 1039. .1119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54782 
114868 
708 

OJ000112_15.04 2 6.C23.ol.np 
723 

4586054 
723. .784, 812. .1387 

(AC007020) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000112_15.0426.C23 

Strand + 

End 1408 

Method AAT/NAP 

End 1387 

Score 523 



54782 

114868 

708 

OJ000112_15.0426.C23.ol.ts 

807 

none 



807. .911, 926. .1297, 1039. .1116, 1180 



Seq. ID OJ000112_15.0426.C23 

Strand + 

End 1408 

Method TBLASTX : Soybean 

End 1297 

Score 91 

1296 



54782 

114868 

708 

OJ000112_15 . 0426 . C23 . ol . tw 

1130 

none 

1130. .1300, 1174. . 1299 

54783 

114869 

4130 

OJ000112_15.042 6.C24.o2.gs 

4130 

none 



Seq. ID pJ000112_15.0426.C23 
Strand 

End 1408 

Method TBLASTX : Wheat 

End 1300 

Score ■ ■ 193 ' 



Seq. ID OJ000112_15.0426.C24 

Strand + 

End 8489 

Method GENSCAN 

End 8489 ' 

Score . 67 



4130. .5185, 5432. .5641, 5874. .5984, 6839. .6925, 7825. .7873, 
8249. .8341, 8395. .8489 



Seq. No. 
Gene No. 
Start 



54783 

114870 

12325 



Seq. ID OJ000112_15.0426.C24 
Strand + 
End 15297 



55392 



Name 


OJU0Q112 lb . 0426 . C^4 . o4 . gs 


Method 


GENSCAN 


Start 


1 o o o c 


End 


14899 


GI 


none 


Score 


.47 


Exons 


Toooc loooi loncn looon 


13852. .13981, 14369.. 14899 


Seq. No. 


04 /oJ 


Seq. ID 


OJ000112_15.0426. 


Gene No. 


114870 


•"Strand 




Start 


12325 


End 


15297 


Name 


OJUUU112 lo . U42d . C24 . o2 . np 


Method 


AAT/NAP 


Start 


12 / Id 


End 


15297 


GI 


yl C O n C 


Score 


1252 


Exons 


IQQTn IQOCO I'JQQI 

12/10. .loo/U, loo o2 . . 1 jyd 1 , 


14369. .14 8 99, 15202. .152 97 


GI Descrip. 


( ACUU / 020 ) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


o4 /bo 


Seq. ID 


OJ000112_15.0426, 


Gene No. 


' 1 1 /I Q T 1 
1 1 fi O / I 


Strand 




Start 


1 


End 


1442 


Name 


OJ000112_15. 042 6.C24 .ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1442 


GI 


458 6053 


Score 


1019 


Exons 


1 O'^O yion CC"*7 /"/"O OA"7 

1..332, 429. ,557, 663. .907, 


1052. .1203, 1341. .1442 


GI Descrip, 


(ACOO/020) putative laccase 


(diphenol 


oxidase) [Arabidop 




tnaiianaj 






Seq. No. 


54783 


Seq. ID 


OJ000112_15.0426. 


Gene No. 


114871 


Strand 




Start 


1 


End 


1442 


Name 


OJ000112 15.0426.C24.ol.gs 


Method 


GENSCAN 


Start 


38 


End 


1436 


GI 


none 


Score 


.8 


Exons 


38. .557, 663, ,907, 1052. .1203, 1341. .1436 


Seq. No. 


54783 


Seq. ID 


OJ000112_15.0426. 


Gene No. 


114872 


Strand 




Start 


8702 


End 


11776 


Name 


OJ000112 15.0426.C24.ol2.tm 


Method 


TBLASTX: Maize 


Start 


10 


. End 


151 


GI 


none 


• Score 


117 


Exons 


10, .150, 11. .151 






Seq. No. 


54783 


Seq. ID 


OJ000il2_15.0426. 


Gene No. 


114872 


Strand 




Start 


8702 


End ' 


11776 


Name 


OJ000112 15.0426,C24.o4.tc 


Method 


TBLASTX: Cress 


Start 


52 


End 


292 


GI 


none 


Score 


103 


Exons 


52.. 291, 88.. 282, 122.. 292 






Seq. No. 


54783 


Seq. ID 


OJ000112_15.0426, 


Gene No. 


114872 


Strand 




Start 


8702 


End 


11776 


Name 


OJ000112 15.0426.C24.o4.ts 


Method 


TBLASTX: Soybean 


Start • 


58 


End 


270 


GI 


none 


Score 


119 


Exons 


58. .270, 88. .270 






Seq. No. 


54783 


Seq. ID 


OJ000112_15.0426. 



55393 




Gene No. 


114872 




Strand 




Start 


8702 




End 


11776 * 


Name 


OJ000112_15.04 26.C24 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


151 




End 


807 


GI 


none 




Score 


131 . 


Exons 


151. .330, 151. .330, 185 


. . 334, 


409. . 558, 


425 . . 559, 437 . . 559, 




658.. 696, 677., 769-, 697 


. . 807, 


722 . . 802 




Seq. No. 


54783 




Seq. ID 


OJ000112 15.0426,C24 


Gene No. 


114872 




Strand 




Start 


8702 




End 


11776 


Name 


OJ000112_15. 04 26.C24 . o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


226 




End 


556 


GI 


none 




Score 


71 


Exons 


226. .333, 227. .334, 406 


. . 555, 


434 . .556 




Seq. No. 


54783 




Seq. ID 


OJ000112 15.0426.C24 


Gene No. 


114872 




Strand 




Start 


8702 . • 




End 


11776 


Name 


OJ000112 15. 0426.C24 .o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


466 




End 


1213 


GI 


none 




Score 


95 


Exons 


■ 466. .558, 467. .559, 658 


. . 906, 


662 . . 907, 


1048 . . 1203, 1052 . . i; 


Seq. No. 


54783 ' ^ 




Seq. ID 


OJ000112 15.0426.C24 


Gene No. 


114872 




Strand 




Start 


8702 




End 


11776 


Name 


OJ000112 15. 0426.C24 .o2 


.to 


Method 


TBLASTX: Cress 


Start 


658 




End 


1125 


GI 


none 




Score 


182 


Exons 


658,. 906, 662.. 907, 104 


8. .1125 




Seq. No. 


54783 




Seq. ID 


OJ000112_15.04 2 6.C24 


Gene No. 


114872 




• Strand 




Start 


8702 




End 


11776 


Name 


OJ000112 15.0426.C24 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


•658" - 




End 


907 


GI 


none 




Score 


235 


Exons 


658.. 906, 662. .904, 674 


. . 907 






Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426.C24 


Gene No. 


114872 




Strand 




Start 


8702 




End 


11776 


Name 


OJ000112 15. 0426.C24 .o7 


. tm 


Method 


TBLASTX: Maize 


Start 


4245 




End 


4888 


GI 


none 




Score 


67 


Exons 


4245. .4355, 4528. .4884, 


4529. 


.4660, -■4613. .4888, 4739. .4885 


Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426.C24 


Gene No. 


114872 




Strand 




o tar L 


QH no 
o /UZ 




End 


11776 


Name 


OJ000112 15.0426.C24.o5 


.ts 


Method 


TBLASTX : Soybean 


Start 


4613 




End ' 


4936 


GI 


none 




Score 


60 


Exons 


4613. .4660, 4664 . .4906, 


4739. 


.4936 




Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426.C24 



55394 




Gene No. 


114872 








Strand 






Start 


8702 








End 


11776 




Name 


OJ000112_15 


. 0426, 


024. oil, tm 


Method • 


TBLASTX: 


Maize . 


Start 


4991 








-End 


5491 




GI 


none 








Score 


204 




Exons 


4991 . . 5185, 


4995 . 


.5189, 


5020. 


.5190, 5021. .5185, 


5435 . . 5491 


Seq. No. 


54783 








Seq. ID 


OJ000112 


_15. 0426,024 


Gene No. 


114872 








Strand 






Start 


8702 








End 


11776 




Name 


OJ000112_15 


. 0426 . 


C24 .o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5020 








End 


7782 


GI 


none 








Score 


81 




Exons 


5020 . . 5145, 


5021 . 


. 5116, 


5108 . 


.5185, 5429. .5641, 


5435. . 5638, 




5731. .5874, 


5736 . 


. 5873, 


5880. 


.5984, 6833. .6925, 


7690 . .7782 


Seq. No. 


54783 








Seq. ID 


OJ000112 


_15. 0426. 024 


Gene No. 


114872 








Strand 






Start 


8702' 








End 


11776 




Name 


OJ000112_15 


.0426. 


C24 .o4 . 


tm 


Method 


TBLASTX : 


Maize 


Start 


54 92 








End 


7849 




GI 


none 








Score 


159 




Exons 


5492 . .5641, 


5494 . 


.5658, 


5495 . 


.5638, 5723. .5881, 


5725. .5889, 




5883. .5999, 


5885-. 


.6016, 


6830. 


.6925, 6832. .6915, 


6836. . 6925, 




6837 . . 6926, 


6838 . 


. 6933, 


7673. 


.7849,-.76'97?.7825 




Seq. No. 


54783 








Seq. ID 


OJ000112 


_15. 0426.024 


Gene No. 


114872 








Strand 






Start 


8702 








End 


11776 




Name 


OJ000112_15 


0426. 


024 .o3. 


gs 


Method 


GENSOAN 




Start 


8702 








End 


11776 




GI 


none 








Score 


.53 




Exons 


8702 . .9462, 


10137 


. .10301 


, 10492. .11776 






Seq. No. 


54783 








Seq.' ID 


OJ000112 


_15. 0426.02.4 


Gene No. 


114872 








Strand- 






Start 


8702 








End 


11776 




Name 


OJ000112 15 


0426. 


024 .o9. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8780 








End 


9307 




GI 


none 








Score 


92 




Exons 


8780 . .8905, 


8993 . 


. 9190, 


9008. 


.9307, 9096. .9191 




Seq. No. 


' 54783 








Seq. ID 


OJ000112 


15. 0426.024 


Gene No. 


114872 








Strand 






Start 


8702 








End 


11776 




Name 


OJ000112_15. 


0426. 


024 .06. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


9002 








End 


9196 




GI 


none 








Score 


176 




Exons 


9002 . . 9196 














Seq. No. 


54783 








Seq. ID 


OJ000112 


_15. 0426. 024 


Gene No. 


114872 








Strand 






Start 


8702 . 








End 


11776 




Name 


OJ000112 15. 


0426. 


024. olO 


.tm 


Method 


TBLASTX: 


Maize 


Start 


9413 








End 


9705 




GI 


none 








Score 


127 




Exons 


9413. . 9520, 


9515. 


.9697, 


9526. 


.9705 







55395 




Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426 


.024 


Gene No. 


114872 




Strand 






Start 


8702 




End 


11776 




Name 


OJ000112 15. 


0426.C24,o6.ts 


■ Method 


TBLASTX: Soybean 




Start 


9589 




End 


10143 




GI 


none 




Score 


74 




Exons 


9589. . 9732, 


9626. . 9766, 9793. 


.9954, 9985. .10143 




Seq. No. 


54783 




Seq. ID 


..,OJ000112_15. 0426 


.024 


Gene No. 


114872 




Strand 






Start ■ 


8702 




End 


11776 




Name 


OJ000112 15. 


0426. 024. ol.tw 


Method 


TBLASTX: Wheat 




Start 


9682 




End 


10119 




GI 


none 




Score 


143 




Exons 


9682. . 9807, 


9820.. 10119, 9833 


. , 10105 






Seq. No. 


54-783 




Seq. ID 


OJ000112_15.0426 


.024 


Gene No. 


114872 




Strand 






Start 


8702 




End' 


11776 




Name 


OJ000112 15. 


0426. C24 .o2, tm 


Method 


TBLASTX: Maize 




Start 


9763 




End 


10449 




GI 


none 




Score 


47 




Exons 


* 9763. . 10449, 


•9764.. 9820, 9856 


. . 10131, 


9923. . 10426 




Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426 


.024 


Gene No. 


114872 




Strand 






Start 


8702 




End 


11776 




Name 


OJ000112 15. 


0426,024 .o5.tw 


Method 


TBLASTX: Wheat 




Start 


10237 




End 


10524 




GI 


none 




Score 


77 




Exons 


10237, . 10524 


, 10256.. 10351 








Seq'. No. 


54783 




Seq. ID 


OJ000112_15.0426 


.024 


Gene No. 


114872 




Strand 






Start 


8702 




End 


11776 




Name 


OJ000112 15. 


0426. 024. o6.tm 


Method 


TBLASTX: Maize 




Start 


10450 - 




End 


10795 




GI 


none 




Score 


160 




Exons 


10450. .10752, 10451. .10750, 10748. .10795 




Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426 


.024 


Gene No. 


114872 




Strand 






Start 


8702 




End 


11776 




Name 


OJ000112 15. 


0426. 024. o5.tm 


Method 


TBLASTX: Maize 




Start 


10964 




End 


11404 




GI 


none 




Score 


172 




Exons 


10964 . . 1,1404 


, 11001. .11249 








Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426 


.024 


Gene No. 


114872 




Strand 






Start 


8702 




End 


11776 




Name 


OJ000112 15. 


0426.024 .o4.tw 


Method 


TBLASTX: Wheat 




Start 


11387 




End 


11776 




GI 


none 




Score 


203 




Exons 


11387. .11776 











55396 




Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426 


. C24 


Gene No. 


114873 




Strand 






Start 


12919 




End 


15296 




Name 


OJ000112_15 . 0426 ,C24 


. o8 . tm 


Method 


TBLASTX: Maize 




Start 


12919 




End 


13275 




GI 


none 




Score 


100 




Exons 


12 919.. 13017, 12924. 


. 13016, 


13099. .13275, 13101 .. 13208 , 






13180 . . 13275 










Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426 


. 024 


Gene No. 


114873 




Strand 






Start 


12919 




End 


15296 




Name 


OJ000112 15. 0426. 024 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


12987 




End 


15296 




GI 


none 




Score 


78 




Exons 


I'^/^/^—j i'^-ihji 

12987 .. 13154 , 13102. 


. 13155, 


13165. .13371, 13167. .13208, 






13850 .. 14011, 13852. 


. 13977, 


13874. .13981, 14 366 .. 14 4 85, 






14369 .. 144 97, 14374, 


. 14502, 


14 503. .14715, 14521. .14 8 95, 






14522 .. 14899, 147-64. 


. 14 910, 


15177. .15296, 15199. .15294 




Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426 


. 024 


Gene No. 


114873 




Strand 






Start 


12919 




End 


15296 




Name 


OJ000112 15.0426.C24 


. o3 . tc . 


Method 


TBLASTX: Or ess 




Start 


13126 




End 


14422 




GI 


none 




Score 


46' 




Exons 


13126 13164 , 13140. 


. 13169, 


13159. .13371, 13167. .13370, 






13849. . 13974, 13850. 


. 13981, 


14375. .14422 




Seq. No. 


54783 




Seq. ID 


OJ000112_15.0426 


.024 


Gene No. 


114873 




Strand 






Start 


12919 




End 


15296 




Name 


OJ000112 15. 0426. 02 4 


ol . tc 


Method 


TBLASTX: Cress 




Start 


14423 




End 


14821 




GI 


none 




Score 


355 




Exons 


ijijio'^ ijirtoi ijtji'^f" 

14423 .. 14821, 14425. 


14817 








Seq. No. 


54783 




Seq. ID 


OJ0001'12_1S.0426 


.024 


Gene No. 


114873 




Strand 






Start 


12919 




End 


15296 




Name 


OJ000112_15. 0426. 024 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14 4 31 




End 


14872 




GI 


none 




Score 


369 




Exons 


14431 .. 14715, 14440 . 


14754, 


14441. .147 


55, 14483. . 14755, 






14703 .. 14867, 14754. 


14867, 


14755. .148 


68, 14758. .14871,. 






14759 . .14872 










Seq. No. 


54784 




Seq. ID 


OJ00pll2_15.0426 


.028 


Gene No. 


114874 




Strand 


+ 




Start 


54 




End 


80 




Name 


OJ000112 15. 0426.028 


ol . gs 


Method 


GEN SCAN 




Start 


54 




End 


80 




GI 


, none 




Score 


.64 




Exons 


54. .80 










Seq. No. 


54784 




Seq. ID 


OJ000112_15.0426 


.028 


Gene No. 


11487.5 




Strand 







55397 




start 


663 


End 


913 




Name 


OJ000112 15 . 0426 . C28 . o2 , gs 


Method 


GENSCAN 




Start 


663 


End 


913 




GI 


none 


Score 


, 86 




Exons 


663. . 811, 883. . 913 








Seq. No. 


54784 


Seq. ID 


OJ000112_15 .0426 


. C28 


Gene No. 


114876 


Strand 






Start 


835 • 


End 


1144 




Name 


OJ000112_15 . 0426 . 028 . ol . gp 


Method 


AAT/GAP 




Start 


835 


End 


1144 




GI 


uC-osf Icypl7 6c02bl 


Score 


600 




Exons 


835 . .114 4 








GI Descrip. 


* 6 1 9 0 8 5 / emb |Z47172|CS PAG 1 3 


3.0e-ll Calothrix D253 genomic DNA 




(clone AG13) ' 








Seq. No. 


54785 


Seq, ID 


OJ000112_15,0426 


.C31 


Gene No. 


114877 


Strand 






Start 


1 • 


End 


.783 




Name 


OJ000112_15 .0426.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


773 




GI 


4406756 


Score 


388 




Exons 


1 , , 170, 539 . . 773 








GI Descrip, 


(AC006836) unknown protein 


[Arabidopsis thaliana] 




Seq, No. 


54785 


Seq. ID 


OJ000112__15.0426 


C31 


Gene' No . 


114877 


Strand 






Start 


1 


End 


783 




Name 


OJ000112_15 .0426.C31.ol.tc 


Method 


TBLASTX: Cress 




Start 


27 


End 


753 




GI 


none 


Score 


129 




Exons 


27. .173, 28. .171, 539. .565, 


585. .752, 


592. .753 




Seq. No. 


54785 


Seq. ID 


OJ000112_15.0426 


C31 


Gene No. 


114877 


. . Strand 






Start 


1 


End 


783 




Name ■ 


OJ000112 15 . 0426 . C31 . ol , ts 


Method 


TBLASTX : Soybean 




Start 


27 


End 


783 




GI 


none 


Score 


119 




Exons 


27. ,173, 28, ,171, 591. .782, 


592. .783 






Seq. No. 


54785 


Seq. ID 


OJ000112_15.0426 


C31 . 


Gene ^No. 


114877 


Strand 






Start 


1 


End 


783 




Name 


OJ000112_15 . 0426.C31 .ol . tm 


Method 


TBLASTX: Maize 




Start 


27 


End 


774 




GI 


none 


Score 


126 




Exons 


27. ,173, 28. .171, 54. .173, 


534, .569, 585,. 773, 592.. 774 




Seq. No. 


54785 


Seq. ID 


OJ000112_15.0426. 


C31 


Gene No. 


114877 


Strand 






Start 


1 


End 


783 




Name 


OJ000112 15.0426.C31.ol.gs 


Method 


GENSCAN 




Start 


32 


End 


773 




GI 


none 


Score 


.68 





Exons 32. .170, 426. .520, 539. .773 



55398 



Seq. No. 54786 

Gene No. 114878 

Start 52 

'Name pj600112_15 . 042 6 . C35 . ol . gs 

Start .52 

GI none 

Exons 52,. 1041 

Seq. No. 54787 

Gene No." 114879 

Start '^'3'60 

Name OJ000112_14 . 04 26 . CI . ol . gs 

Start 360 

GI none 

Exons 360.. 452 



Seq. ID OJ000112_15.0426.C35 

Strand + 

End 1041 

Method GENSCAN 

End 1041 

Score .56 



Seq. ID OJ000112_14 .04.26.C1 

Strand + 

End 4 52 

Method GENSCAN 

End 4 52 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54788 Seq. ID OJ000112_14 . 042 6 . C2 

114880 Strand + 

1 End 580*' 

OJ000112_14.0426.C2.ol.np Method AAT/NAP 

1 End 385 

3785974 Score 476 

1..385 

(AC005560') putative ATP-dependent DNA helicase RECG [Arabidopsis 
thaiiana] 



Seq. ID OJ000112_14 . 0426.C2 

Strand + 

End * • 580 

Method GENSCAN 

End 564 

Score . 63 



Seq;,;.. ID OJ000112_14 . 0426.C2 

Strand + 

End 580 

Method. TBLASTX:Maize 

End 580 

Score 132 



54788 
114880 
1 

OJ000112_14 .0426.C2.ol.gs 
169 
none 

169. .355, 472. .564 

54788 
114880 
1 

OJ000112_14.0426.C2.ol.tm . 
269 
none 

269. .355, 281. .358, 282. .359, 470, .568, 471. .572, 475. .570, 
479.. 5.80 



Seq. No. 54789 

Gene No. 114881 

Start 200 

Name OJ000112_14 . 042.6 . C3 . ol . gs 

Start 200 

GI none 

Exons 200.. 321 

Seq. No. 54790 

Gene No. 114882 

Start 1 

Name OJ000112_14 . 0426 . C6 . ol . np 

Start 1 

GI 836954 



Seq. ID OJ000112__14.0426.C3 

Strand 

End 321 

Method GENSCAN 

End 321 

Score . 8 



Seq. ID OJ000112_14 .0426.C6 

Strand + 

End 606 

Method • AAT/NAP 

End 603 

Score 309 



55399 



Exons l.,172, 277.. 603 

GI Descrip. (U20948). receptor protein kinase [Ipomoea trifida] 



Seq. No. 


54790 








Seq. ID 


OJ000112_14 .0426 


Gene No. 


114882 








Strand 


+ 


Start 


1 








End 


606 


Name 


OJ000112 


14 . 


0426.C6.ol 


.gs 


Method 


GENSCAN . 


Start 


29 








End 


606 


GI 


none 








Score 


. 98 


Exons 


29. . 172, 


277 


'..606 








Seq, No. 


54790 








Seq. ID 


OJ000112_14 . 0426 


Gene No. 


114883 








Strand 


*~ 


Start 


414 








End 


717 


Name 


OJ000112_ 


14 . 


0426. 06. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


22 








End 


605 


GI 


none ' 








Score 


214 


Exons 


22. . 189, 


23.: 


.181, 25.. 


189, 


277. .492, 


312. .455, 550. . 600, 




564. .605 












Seq. No. 


54790 








Seq. ID 


OJ000112_14 .0426 


Gene No. 


114883 








Strand 




Start • 


414 








End 


717 


Name 


OJ000112 


14 . 


0426.C6.ol 


. ts 


■ Method 


TBLASTX: Soybean 


Start 


22 








End 


600 


GI 


none 








Score 


160 


Exons 


22. .117, 


23. 


.187, 26.. 


151, 


277. .489, , 


312.. 446, 565.. 600 


Seq. No. 


54790 








Seq. ID 


OJ000112_14 . 0426 


Gene No. 


114883 








Strand 




Start 


414 








End 


717 


Name 


OJ000112_ 


14 . 


0426.C6.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


26 








End 


513 


GI 


none 








.Score 


141 


Exons 


26. .160, 


28. 


.117, 277. 


.513, 


363. .446 




Seq'. No. 


54790 








Seq. ID 


■ OJ00'0112_14 .0426 


Gene No. 


114883 








Strand 




Start 


414 








End 


717 


Name 


OJ000112 


14 . 


0426.C6.ol 


.gp 


Method 


AAT/GAP 


Start 


414 








End 


717 


GI 


none 








Score 


592 


Exons 


414. .717 












Seq. No. 


54791 








. Seq. ID 


OJ000112_14 .0426, 


Gene No. 


114884 








Strand 


+ 


Start 


587 








End 


1322 


Name ' 


OJ000112 


14 . 


0426.C7.ol 


-gs . 


Method 


GENSCAN 


Start 


587 ■ 








End 


1322 


GI 


none 








Score 


.43 


Exons 


587. .792, 


1202. .1322 








Seq. No. 


54792 








Seq. ID 


OJ000112_14.0426, 


Gene No. 


114885 








Strand 


+ 


Start 


2852 








End 


4321 


Name 


OJ000112 


14. 


0426.C8.o2 


.gs 


Method 


GENSCAN 


Start 


2852 








End 


4321 



55400 




GI 


none 


Score 


1 






Exons 


2852 . .4321 










Seq. No. 


54792 


Seq. ID 


OJ000112 14 


0426. 


C8 


Gene No. 


114886- 


Strand 


- 






Start 


565 


End 


2621 






Name ' 


OJ000il2 14 . 0426 . C8 . ol . gs 


Method 


GENSCAN 






Start 


565 


End 


2621 






GI 


none 


Score 


. 86 






Exons 


565. .696, 807. .1208, 1818. 


.1892, 2006. 


.2149, 2439. 


2621 




Seq. No. 


54792 


Seq. ID 


OJ000112_14 


0426. 


08 


Gene No. 


114886 


Strand 








o tar L 


565 


End 


2621 






Name 


OJ000112 14.0426.C8.ol.np 


Method 


AAT/NAP 






Start 


571 


End 


2510 






GI 


7470502 


Score 


128 






Exons 


571. .690, 807. .1192, 1257. 


.1380, 1503. 


.1739, 1821. 


1892, 






2006.. 2107, 2403.. 2510 










GI Descrip. 


hypothetical protein slrl794 - Synechocystis sp. (strain 


P 



6803) gil 1651887 I dbj IBAA16814.il (D90900) hypothetical protein 
[Synechocystis sp.] 



Seq. No. 54792 , Seq. ID 

Gene No.. 114886 Strand 

Start * 565 End 

Name OJ000112_14 . 0426 . C8 . o3 . tm Method 

Start 634 End 

GI none Score 

Exons 634. .699, 635. .697, 635. .700, 788. .997, 801. .1001, 802. .1002, 
807. .1004 



OJ000112_14.0426.C8 
2621 

TBLASTX: Maize 

1004 

85 



Seq. No. 


54792 








Seq. ID 


OJ000112 


_14 .0426.08 


Gene No. 


114886 








Strand 






Start 


565 








End 


2621 




Name 


OJ000112 14 


.0426. 


ca.oi. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1393 








End 


2511 




GI 


• none 








Score 


84 




Exons 


1393. .1467, 


1400. 


.1471, 


1400. 


.1468, 1549. .1737, 


1551. . 1739 




1552. .1737, 


1553. 


.1744, 


1815. 


.1892, 1820. .1906, 


1824 . . 1895 




2003. .2149, 


2007. 


.2153, 


2008. 


.2154, 2470. .2511 




Seq. No. 


54792 ■■ 








Seq. ID 


OJ000112 


_14 .0426.08 


Gene No. 


114886 








Strand 






Start 


565 








End 


2621 




Name 


OJ000112 14 


.0426. 


08. ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1824 








End 


2149 




GI 


none 








Score 


.121 




Exons 


1824 . .1892, 


2003. 


.2149, 


2007. 


.2147 






Seq. No. 


54792 








Seq. ID 


OJ000112 


_14. 0426.08 


Gene No. 


114887 








Strand 






Start 


3604 








End 


3775 




Name 


OJ000112 14 


0426. 


08.05. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3604 








End 


3775 




GI 


none 








Score 


198 




Exons^... 


3604. .3714, 


3605. 


.3760, 


3614 . 


.3775 







55401 




Seq. No. 


54792 




Seq. ID 


OJ000112_14.0426. 


C8 


Gene No. 


114888 




Strand 






Start 


3776 




End 


. 4048 




Name 


OJ000112_14 


,0426.C8 .o2. tm 


Method 


TBLASTX: Maize 




Start 


3776 




End 


4048 




GI 


none 




Score 


354 




Exons 


3776 . .4048, 


3776 . . 4033, 3778 


. . 4047 






Seq. No. 


54792 




Seq. ID 


OJ000112_14.0426. 


08 


Gene No. 


114889 




Strand 






Start 


4049 




End 


4344 




Name 


OJ000112_14 


. 0426. C8 .o4 . tm 


Method 


TBLASTX: Maize 




Start 


4049 




End 


4344 




GI 


none 




Score 


120 




Exons 


4049. . 4135, 


4049. . 4135, 4051 


..4164, 4149. .4319, 4151. .4321, 




4153. .4344 










Seq. No. 


54793 




Seq. ID 


OJ000112_14 .0426. 


C9 


Gene No. 


114890 




Strand 


+ 




Start 


509 




End 


3692 




Name 


OJ000112 14 


.0426.C9.ol.gs 


Method 


GENSCAN 




Start 


509 




End 


3692 




GI 


none 




Score • 


-.81 




Exons 


509. .571, 1160. .1210, 1460., 


1585, 1931 


..2117, 2273.-2562 


■ f 




2644 . .2787, 


2866.-2979, 3504 


. .3692 






Seq. No. 


54793 




Seq. ID 


OJ000112_14 .0426. 


C9 


Gene No. 


114890 




Strand 


+ 




Start 


509 




End 


3692 




Name 


OJ000112 14 


.0426.C9.o2.np 


Method 


AAT/NAP 




Start 


628 




End 


3685 




GI 


6056406 




Score 


91 




Exons 


628. .646, 3072. .3165, 3277.. 


3406, 3532 


..3685 




GI Descrip. 


(AC009525) 


Hypothetical protein [Arabidopsis thaliana] 




Seq. No; 


54793 




Seq. ID 


OJ000112_14 .0426. 


09 


Gene .No . 


. 114890 




Strand 


+ 




Start 


509 




End 


3692 




Name 


OJ000112 14 


.0426.C9.ol.gp 


Method 


AAT/GAP 




Start 


1155 




End 


1309 




GI 


. 177 2.R1084 




Score 


195 




Exons 


1155. .1309 










GI Descrip. 


M107001/dbj IBAA36299I 1 . Oe- 


170 (D82035) 0SK4 [Oryza sativa] 


Seq. No. 


54793 




Seq. ID 


OJ000112_14.0426. 


09 


Gene No.' 


114890 . 




Strand 


-f- 




Start 


509 




End 


3692 




Name 


OJ000112 14 


.0426.C9.o2.gp 


Method 


AAT/GAP 




bt ar u 


1428 




End 


2415 




GI 


none 




Score 


874 




Exons 


1428. .1585, 


1931.. 2117, 2273 


. .2415 






Seq. No. 


54793 




Seq. ID 


OJ000112_14.0426. 


09 


Gene No. 


114891 




Strand 






Start 


1083 




End" 


1392 




Name 


OJ000112 14 


.0426.C9.ol.np 


Method 


AAT/NAP 





55402 



start 
GI 

Exons 

GI Qs^rip- 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1083 End 1392 

6063539 Score 117 

1083. .1193, 1231. .1392 

(AP000615) hypothetical protein tOryza sativa] 



54793 

114892 

4392 

OJ000112_14 , 

2342 

none 

2342. .2557, 
2643. .2789, 
2875. .2967, 
3280. .3378, 
3526. .3642 



0426.C9.ol.tm 



2346. .2561, 
2647. .2790, 
3082. .3177, 
3284. .3379, 



2356. 
2864 . 
3082, 
3285. 



Seq. ID OJ000112_14 .0426.C9 
Strand 

End 4531 

Method TBLASTX: Maize 

End 3667 ~ 

Score 149 

.2562, 2361.. 2561, 2643.. 2705, 
.2962, 2866. .2964, 2870. .2968, 
.3183, 3084. .3182, 3086. .3184, 
.3380, 3503. .3667, 3507. .3641, 



Seq. No. 


54793. 


Seq. ID 


OJ000112_14 .0426.C9 


Gene No. 


1148 92 


Strand 




Start 


4392 


End ■■ 


4531 


Name 


OJ000112 14 .0426.C9.o3.gp 


Method 


AAT/GAP 


Start 


4392 


End 


4531 


GI 


none 


Score 


199 


Exons 


'4392. .4531 






Seq. No. 


54794 


Seql ID 


OJ000112_14 .0426. CIO 


Gene No. 


114893 


Strand 


- 


Start 


1 


End 


1923 


Name 


OJ000112 14 .0426.C10.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


70 


GI 


none 


Score 


104 


Exons 


1. .70 






Seq. No. 


54794 


Seq. ID 


OJ000112_14 .04 2 6. CIO 


Gene No. 


• 114893 


Strand 




Start 


1 


End 


.1923 


Name 


OJ000112 14 .0426.C10.ol.np 


Method 


AAT/NAP 


Start 


1 ' ' ... 


End 


1851 


GI 


5302797 


Score 


705 


Exons 


1..132, 218. .290, 377. .430, 521. .585, 


684. .753, 829. . 929, 




1004. .1071, 1347. .1512, 1588. 


.1851 




GI Descrip. 


(Z97341) HSP like protein [Arabidopsis 


thaliana] 


Seq. No. 


54794 


Seq. ID 


OJ000112_14 .0426. CIO 


Gene No. 


114893 


Strand 




Start 


1 


End 


1923 


Name ■ 


OJ000112 14 .0426.C10.o2. tm 


Method 


TBLASTX: Maize 


Start 


5 


End 


1079 


GI 


none 


Score - 


58 


Exons 


5. .88, 21. .68, 215. .289, 215. 


.292, 363 


..440, 369. .440, 379. 




526. .588, 527. .586, 681. .764, 


685. .756 


, 826. .930, 828. .932, 




829. .930, 830. .949, 831. .932, 


1001. .1078, 1002. .1079 


Seq. No. 


54794 


Seq. ID 


OJ000112_14 .0426. CIO 


Gene No. 


114893 


Strand 




Start 


1 


End 


1923 


Name 


OJ000112 14 .0426.C10.ol.gs 


Method 


GENSCAN 



55403 



start 


218 




End 


1837 


GI 


none 




Score 


. 97 


Exons 


218.. 290, 377.. 438, 529. 


. 585, 


684 . . 753, 


829. . 929, 1004 . . 1078, 




1351.. 15 12, 1588.. 18 37 








Seq. No. 


54794 




Seq. ID 


OJ000112_14 . 042 6. CIO 


Gene No. 


114893 




Strand 




Start 


1 




End 


1923 


Name 


OJ000112 14 .0426. CIO. o2. 


gp 


Method 


AAT/GAP 


Start 


221 




End 


1681 


GI 


12380 1.R1084 




Score 


1235 


Exons 


221. .290, 377. .438, 529. 


. 585, 


684. .753, 


829. .929, 1004 . . 1078, 




1351.. 15 12, 1588.. 1681 








GI Descrip. 


* 5302797 /embi CAB4 6039. 1 1 


8 . Oe 


-71 (Z97341) HSP like protein 




[Arabidopsis thaliana] * 








Seq*. No. 


54794 




Seq. ID 


OJ000112_14. 0426. CIO 


Gene No. 


114893 




Strand 




Start 


1 




End 


1923 


Name 


* 'OJ000112_14 . 0426 . CIO . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


520 




End 


1515 


GI 


none 




Score 


86 


Exons 


520. .588, 828. .932, 832. 


. 930, 


1333. . 1515 


Seq. No. 


54794 




Seq. ID 


OJ000112_14. 0426. CIO 


Gene No. 


114893 




Strand 




Start 


1 




End 


1923 


Name 


OJ000112_14 .0426.C10.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


828 




End 


1831 


GI 


none 




Score 


117 


Exons 


828. .932, 829. .930, 1001 


..1081, 1339.. 1524, 1501. .1773, 




158 9.. 1690, 1645.. 18 30, 


1691. 


.1831 




Seq. No. 


54794 




Seq. ID 


OJ000112_14. 0426. CIO 


Gene No . 


114 893 




Strand 




Start 


1 




End 


1923 


Name 


OJ000112 14. 0426. CIO. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1348 




End .■ 


1923 


GI 


none 




Score 


202 


Exons 


1348. .1524, 1353. .1520, 


1562. 


.1690, 1585. .1749, 1586. .1690, 




1626. .1907, 1669. .1923, 


1692. 


.1763, 1694. .1921 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54794 • 
114893 
1 

OJ000112_14 .0426. CIO. ol.tc 

1600 

none 



54795 

114894 

242 

OJ000112_14.0426.Cll.ol.tm 

236 

none 



Seq. ID OJ000112_14 .0426. CIO 
Strand 

End 1923 

Method TBLASTX : Cress 

End 1923 

Score 176 



1600. .1770, 1666. .1923, 1760. .1921 



Seq. ID OJ000112_14.0426.C11 
Strand 

End 10667 

Method TBLASTX : Mai ze 

End 1127 

Score 189 



236. .379, 240. .383, 240. .380, 241. .384, 473. .727, 480. .734, 



55404 





488. .724, 1009. .1119, 1014 


..1127, 1014. 


. 1112 


Seq. No. 


54795 


Seq. ID 


OJ000112_14 .0426.C11 


Gene No. 


114894 


Strand 




Start 


242 


End 


10667 


Name 


OJ000112 14.0426.Cll.ol.gs 


Method 


GENSCAN 


Start 


242 


End 


3295 


GI 


none 


Score 


.9 


Exons 


242. .378, 476. .721, 1014.. 


1173, 2064. .2296, 2519.. 3295 


Seq. No. 


54795 


Seq. ID 


OJ000112_14 ,0426.011 


Gene No. 


114894 


■ Strand 




Start 


242 


End 


10667 


Name 


OJ000112 14.0426.Cll.ol.np 


Method 


AAT/NAP 


Start 


425 


End 


6968 


GI 


7488118 


Score 


1562 


Exons 


425. .721, 1014. .1173, 2064 


..2296, 2519. 


.3281,- 6883. .6968 - 


GI Descrip. 


probable growth regulator 


- Arabidopsis 


thaiiana 




gil 224 5020 lemb ICAB104 4 0.il 


(Z97341) growth regulator like 




protein [Arabidopsis thaiiana] gi | 72 684 15 | emb | CAB78707 . 1 | 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AL161544) growth regulator like protein [Arabidopsis thaiiana] 



54795 Seq. ID 

114894 ' Strand 
242 ' End 
OJ000112_14 .0426.Cll.ol. ts Method 
488 End 
none Score 



PJ000112_14 .0426.C11 
10667 

TBLASTX: Soybean 

2557 

159 



488. .727, 489. .659, 494. .724, 1009. .1176, 1014. .1109, 

1081. .1179, 2047. .2307, 2051. .2314, 2064. .2297, 2152. .2298, 

2513. .2557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54795 

114894 

242 

OJ000112 

2516 

none 



14 .0426.Cll.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_14 .0426.C11 
10667 

TBLASTX: Maize 
2791 
■340 



2516. .2767, 2517. .2765, 2519. .2791, 2557. .2781 

OJ000112 14.0426.C11 



54795 
114894 
242 

OJ000112_14.0426.Cll.ol.tw 

2591 

none 

2591, .2680, 2591. .2641, 2642, 
2680,-2784, 2759. .2848, 2810. 
2970. .3038 • 



Seq, ID 
Strand 
End 

Method 
End 
Score 

.2767, 2643 
.2977, 2969 



10667 

TBLASTX: Wheat 
3038 
59 

2765, 2645.. 2785, 
3037, 2969.. 3037, 



Seq. No. 54795 Seq. ID 

Gene No. 114894 Strand 

Start 242 End 

Name OJ000112_14 , 0426 '. Cll . o2 . tm Method 

Start 2918 End 

GI none Score 

Exons 2918.. 3196, 2940.. 3197 



OJ000112_14 ,0426. Cll 
10667 

TBLASTX: Maize 

3197 

276 



55405 



Seq. No. 54795 Seq. ID 

Gene No. 114894 Strand 

Start • . 242 End ■ 

Name OJ000112_14 . 0426 . Cll . ol . tc .Method 

Start 2936 End 

GI none Score 

Exons 2936.. 3196, 2973.. 3197 



OJ000112_14. 0426. Cll 
10667 

TBLASTX: Cress 

3197 

127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

-Start 

GI 

Exons 



54795 
114894 
242 

OJ000112_14. 0426. Cll. o2.ts 
2993 
none 

2993.. 3196, 3002.. 3169, 3009.. 3197 



54795 

114894 

242 

OJ000112_14. 0426. Cll. o4.tm 

4169 

none 



Seq. ID OJ000112_14. 0426. Cll 
Strand 
End 

Method 
End 
Score 



10667 

TBLASTX: Soybean 

3197 

83 



Seq. ID OJ000112 14.042i.Cll 



Strand 
End 

Method 

End 

Score 



10667 

TBLASTX: Maize 

4480 

129 



4169. .4270, 4177. .4278,' 4179. .4274, 4391. .4468, 4394. .4480 



54795 

114894 

242 

OJ000112_14. 0426. Cll. o2.gs 

4185 

none 

4185. .4277, 4394. .4966, 5101. 
6870. .7013, 7452. .7523, 8012, 
9488. .9651, 9909. .10143 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5184, 5772 
.8245, 8704 



OJ000112 14. 0426. Cll 



10667 
GENSCAN 
10143 
.84 

5930, 
8793, 



6211. ..6297, 
8983. .9127, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



GI Descrip. 



OJ000112 14. 0426. Cll 



54795 
114894 
242 

OJ000112_14.0426.Cll.o2.np 
4364 
3785974 

4364. .4966, 5101. .5184, 5772, 
7452.. 7523, 8012. .8245, 8704, 
9909.. 10145, 10647.. 10667 • 

{AC005560) putative ATP-dependent DNA helicase RECG [Arabidopsis 
thaliana] 



Seq. ID 
Strand 
End 

Method 

End . 

Score 
.5930, 
.8793, 



10667 
AAT/NAP 
10667 
1774 
6870. .7010, 
9094 . .9174, 



7161. 
9488. 



.7244, 
.9651, 



Seq. No. 54795 

Gene No. 1148 94 

Start 242 

Name OJ000112_14 . 0426 . Cll . ol . gp 

Start 5857 

GI 3106617 

Exons 5857. .5930, ■ 6870. .7013,' 7092 
GI Descrip. 



OJ000112 14. 0426. Cll 



Seq. ID 
Strand 

End 10667 
Method AAT/GAP 
End 7149 
Score 484 
7149 

3785974 6.0e-09 (AC005560) putative DNA recombinase [Arabidopsis 
thaliana] 



55406 



Seq. No. 54795 

Gene No. 114894 

Start 242 

Name ' OJ000112_14 . 0426 . Cll , o3 . ts 

Start 6861 

GI none 

Exons - 6861.. 6902, 6870.. 6908, 6904, 
7095. .7181 



OJ000112_14. 0426. Cll 
10667 

TBLASTX: Soybean 

7181 

48 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7014, 6906. .7016, 7087. .7179,- 



Seq. No. 54795 

Gene No. 114894 

Start 242 

Name OJ000112_14 . 0426 . Cll . o5 . tm 

Start 6997 

GI none 

Exons 6997.. 7041, 6999. .7067, 7045, 
7087. .7161, 7087. .7155, 7158, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7083, 7071 
.7250, 7159 



OJ000112 14. 0426. Cll 



10667 

TBLASTX: Maize 
7250 
50 

7154, 
7248 



7086. .7154, 



Seq. No. 54796 

Gene No. 11-4 8 95 

Start 2465 

Name OJ000112_14 . 042 6 . C12 . ol . gs 

Start 2465 

GI none 

Exons 2465.. 2566, 2797.. 3009 



Seq. ID OJ000112_14.0426.C12 

Strand + 

End 3009 

Method GENSCAN 

End ■ 3009 

Score -• . 76 



Seq. No. 


54796 






Seq. ID 


OJ000112 


_14. 


0426. C12 


Gene No. 


114896 






Strand 








Start 


1 






End 


1606 






Name 


OJ000112 14 


.0426.C12.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1606 






GI 


3785974 






Score 


136 






Exons 


1..47, 919. 


.1043, 1129. 


.1606 










GI Descrip. 


(AC005560) 


putative ATP 


-dependent DNA 


helicase 


RECG 


[Arabidopsis 




thaliana] 














Seq. No. 


54796 






Seq. ID 


OJ000112 


_14. 


0426. C12 


Gene No. 


114897- - 






Strand 








Start 


2599 






End 


4338 






Name 


OJ000112 14 


.0426.C12.o2 


.np 


Method 


AAT/NAP 






Start 


2599 






End 


4173 






GI 


6523547 






Score 


.80 






Exons 


2599. .2670, 


2701. .3011, 


4000. 


.4173 









GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 


54796 


Seq. ID 


OJ000112_ 


14 


.0426. 


G12 


Gene No. 


114897 


Strand 










Start 


2599 


End 


4338 








Name 


OJ000112 14 .0426.C12.o2.gs 


Method 


GENSCAN 








Start 


3949 


End 


4338 








GI 


none 


Score 


.97 








Exons 


3949.-4338 












Seq. No. 


54797 


Seq. ID 


OJ000112_ 


14 


.0426. 


C13 


Gene No. 


114898 


Strand 










Start 


24 


End 


235 









55407 



Nartie 


OJ000112 14 


. 0426 .C13 . ol . gs 


Method 


GENSCAN 




Start 


24 




End 


235 




GI 


none 




Score 


. 83 




Exons 


. .24. .235 




- 






Seq. No. 


54797 




Seq. ID 


OJ000112 14.0426 


.C13 


Gene No. 


114899 




Strand 


- 




Start 


2331 




End 


2957 




Name 


OJ000112 14 


. 0426.C13.o2 .gs 


Method 


GENSCAN 




Start 


2331 




End 


2957 




GI 


none 




Score . 


. 65 




Exons 


2331 . . 2511, 


2527 . . 2688 , 2756 . 


. 2957 






Seq. No. 


54798 




Seq. ID 


OJ000112_14 .0426 


.C14 


Gene No. 


114900 




Strand 


+ 




Start 


602 




End 


1545 




Name 


OJ000112 14 


. 0426 . C14 . ol . gs 


Method 


GENSCAN 




Start 


602 




End 


1545 




GI 


none 




Score 


.83 




Exons 


602 . . 1182, 


1281 . . 1545 








Seq. No. 


54798 




Seq. ID 


OJ000112_14 .0426 


.C14 


Gene No. 


114901 




Strand 


+ 




StartJ. 


2020 




End 


2103 




Name 


OJ000112_14 


.0426. 014. o2.gs 


Method 


GENSCAN 




Start 


2020 




End 


2103 




GI 


none 




Score 


. 53 




Exons 


2020 . .2103 










Seq. No. 


54799 




Seq. ID 


OJ000112_14 .0426 


.C15 


Gene No. 


114 902 




Strand 






Start 


1 




End 


8964 




Name 


OJ000112 14 


.0426.C15.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3453 




GI 


7428021 




Score 


325 




Exons 


1. .235, 344 


..461, 3417. .3453 








GI Descrip. 


S-receptor 


kinase (EC 2.7.1.- 


) T6K22. 


120 precursor - Arabidopsis 




thaliana gi | 3402758 | emb | CAA20204 . 1 | {AL031187) serine/threonine 




kinase-like 


protein [Arabidopsis thaliana] 






gi|7268936| 


emb|CAB8124 6.1 1 {AL161555) 


serine /threonine 






kinase-like 


protein [Arabidopsis thaliana] 




Seq. No. 


54799 




Seq.' ID 


OJ000112_14 .0426 


.C15 


Gene No. 


114902 




Strand 






Start 


1 




End 


8964 




Name 


OJ000112 14 


.0426.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


18 




End 


410 




GI ' 


none 




Score 


157 




Exons 


18. .197, 47 


..244, 342. .410 








Seq. No. 


54799 




Seq. ID 


OJ000112_14.0426 


.C15 


Gene No. 


114902 




Strand 






Start 


1 




End 


8964 




Name 


OJ000112 14 


.0426.C15.ol. tc 


Method 


" TBLASTX: Cress 




Start 


24 




End 


484 




GI 


none 




Score 


153 




Exons 


24. .161, 27 


..203, 47, .238, 344. .484, 345. .482 





55408 V 






Seq. No. 


54799 




Seq. ID 


OJ000112_14.0426.C15 




Gene No . 


114902 




Strand 






Start 


•1 . 




End 


8964 




Name 


OJ000112 14. 04.26. C15.01 


.gs 


Method 


GENSCAN 




Start 


25 




End 


8912 




GI 


none 




Score 


.61 




Exons 


25. .235, 344. .489, 588. 


. 695, 


818. .927, 


.2737. .2764, 3265. .34 






3472. .3668, 3693. .3853, 


6128 


..6231, 6529. .6639, 7343. .7415, 






7464. .7680, 8429. .8560, 


8658 


.'.8912 






Seq. No. 


54799 




Seq. ID 


OJ000112_14.0426.C15 




Gene No. 


114902 




Strand 


— 




Start 


1 




End 


8964 




Name 


OJ000112 14.0426.C15.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


39 




End 


454 




GI 


none 




Score 


127 




Exons. 


39. .197, 50. .238, 333.. 


443, 


344. .454 






Seq. No. 


54799 




Seq. ID 


OJ000112_14.0426.C15 




Gene No. 


114902 




Strand 






Start 


1 




End 


8964 




Name 


OJ000112.14.0426.C15.ol 


.tm 


Method . 


•TBLASTX: Maize 


\3 


Start' - ■ 


144 




End . • 


690 ■;• . . 




GI 


none 




Score 


84 


L J ; 


Exons 


144. .203,' 146. .238, 344 


. .490 


, 345. .470, 


589. .687, 589. .690 


: C7 


Seq. No. 


54799 




Seq. ID 


OJ000112_14.0426.C15 




Gene No . 


114902 




Strand 






Start 


1 




End 


8964 




Name 


OJ000112 14.0426.C15.o3 


.np 


Method 


AAT/NAP 




Start 


5315 




End 


7616 




GI 


5001454 




Score 


115 




Exons 


5315, .5350, 7317. .7616 










GI Descrip. 


(AC007730) putative non 


-LTR 


retrolelement reverse transcripi 






[Arabidopsis thaliana] 








% 


Seq.' No. 


54799 




Seq. ID 


OJ000112_14..0426.C15 




Gene No. 


■ 114902 




Strand 






Start 


1 




End 


8964 




Name 


OJ000112 14.0426.C15.o2 


.np 


Method 


AAT/NAP 




Start 


6443 




End 


8964 




GI 


6069646 




Score 


448 




Exons 


6443. .7412, 8909. .8964 









GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54799 

114902 

1 

OJ000112_14 .0426.C15.o2.tm 

6471 

none 



Seq. ID OJ000112_14.0426.C15 



Strand 
End 

Method 

End 

Score 



8964 

TBLASTX: Maize 

6976 

55 



6471. .6656, 6540. .6662, 6678. .6908, 6718. .6909, 6932. .6976 



55409 



Seq. No. 54799 

Gene No. 114902 

Start 1 

Name 0 JO 0011 2_1 4 .0426.C15.o2.tw 

Start 6564 

GI none 
Exons 



Seq. ID OJ000112_14 .0426.C15 
Strand 

End 8964 

Method TBLASTX : Wheat 

End 6939 

Score 97 



6564.-6596, 6717. .6905, 6718. .6939, 6890. .6928 



Seq. No. 54799 

Gene No. 114902 

Start 1 

Name OJ000112_14 . 0426 . C15 . o3 . tm 

Start 7288 

GI none 
Exons 



Seq. ID OJ000112_14 .0426.C15 
Strand 

End 8964 

Method TBLASTX : Maize 

End 7617 

Score 128 



7288. .7614, 7307. .7588, 7327. .7617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54799 
114 902 

1 

OJ000112_14 .0426.C15.o4.np 

7762 

6693022 



Seq. ID OJ000112_14 .0426.C15 
Strand 

End 8964 

Method AAT/NAP 

End 8762 

Score 136 



7762.. 7893, 8407.. 8560, 8658.. 8762 
(AC012375) T22C5.19 [Arabidopsis thaliana] 



Seq. No. 54800 

Gene No. 114903 

Start 228 

Name OJ000112__14 . 0426 . C16 . ol . gs 

Start 228 

GI none 

Exons 228.. 383, 1106.. 1231 



Seq. • ID OJ000112_14 .042 6.C16 

Strand + 

End 1231 

Method GENSCAN 

End 1231 

Score .81 



Seq. No. . 54800 

Gene No. 114904 

Start 2357 

Name OJ000112_14 . 0426 . C16 . o2 . gs 

Start 2357 

GI none 

Exons 2357.. 2435, 2447.. 2614, 284£ 



Seq. ID OJ000112_14 ,0426.016 

Strand + 

End 2861 . 

Method GENSCAN 

End 2861 

Score .82 
.2861 



Seq. No. 54800 

Gene No. 114905 

Start 4572 

Name OJ000112_14 . 0426 . C16 . o3 . gs 

Start 4572 

GI none 

Exons 4572.. 4825 



Seq. ID OJ000112_14 .0426.C16 
Strand 

End 4825 

Method GENSCAN 

End 4825 

Score .52 



Seq. No. 
Gene No. 
Start 
Name " 
Start 
GI 

Exons 



54801 

114906 

458 

OJ000112_14 .0426.C18.ol.gs 

458 

none 



Seq. ID OJ000112_14 .0426.C18 
Strand 

End 4 64 6 

Method GENSCAN 

End 4 64 6 

Score . 62 



458. .610, 2959. .3038, 3234. .3360, 4544. .4646 



55410 



Seq. No. 


54801 








Seq. ID 


OJ000112 


Gene No. 


114907 








Strand 


~ 


Start 


5866'* 








End 


8572 


Name 


OJ000112 14 


.0426 


C18.02 


.gs 


Method 


GENSCAN 


Start 


5866 






End 


8572 


GI 


none 








Score 


. 51 


Exons 


5866. . 6061, 


6066 


. 6160, 


8555. 


. 8572 




Seq. No. 


54802 








Seq. ID 


OJ000112 


Gene No. 


114908 








Strand 




Start 


6812 








End 


7309 


Name 


OJQ00112 14 


.0426 


C21.02 


.gs 


Method 


GENSCAN 


Start 


6812 








End 


7309 


GI 


none 








Score 


.58 


Exons 


6812. ,6921, 


7219 


.7309 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000112_14 .0426.C22 
Strand + 
End 6117 
Method GENSCAN " 
End 6117 
none Score . 63 

269.. 415, 1050.. 1259, 1655.. 19,08, 1995.. 2265, 2369.. 2452, 
2911.. 4137, 4161.. 4903, 5014,. '5197, 5365., 5555, 5976.. 6117 



54803 

114909 

269 

OJ000112_14 .042 6.C22.ol.gs 
269 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54803 Seq. ID OJ000112_14 . 0426 . C22 

114909 Strand + 

269 End 6117 

OJ000112_14 . 0426 . C22 . ol . np Method AAT/NAP 

993 End 5571 

7488926 Score 1213 

993,. 1259, 1655., 1908, 1995,. 2265, 2369.. 2452, 2798.. 4223, 

4350. .5197, 5458, ,5571 - 

nuclear matrix constituent protein 1 - carrot 

gi|2190187|dbj |BAA20407,1| (D64087) nuclear matrix constituent 
protein 1 (NMCPl) [Daucus carotaT' 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54803 Seq. ID 

114909 Strand 
2 69 End 
OJ000112_14 .0426.C22,ol.gp Method 
'2221 End 
28205_1.R1084 Score 
2221. ,2265, 2369, .2452, 2798. ,4276 

'4850405/gb|AAD31075, 1 1 AC007357_24 l.Oe-57 (AC007357) Similar to 
gb_D64087 nuclear matrix constituent protein 1 (NMCPl) from 
Daucus carota. [Arabidopsis thaliana] ' ... 



OJ000112___14 .0426.022 
+ 

6117 
AAT/GAP 
4276 
3061 



Seq. No. 54803 Seq. ID 

Gene No. 114909 Strand 

Start 269 End 

Name OJ000112_14 . 0426 . C22 . o2 . gp Method 

Start 5014 End 

GI • none Score 

Exons 5014.. 5197, 5365.. 5863 



OJ000112_14 ,0426.C22 
+ 

6117 
AAT/GAP 
5863 ' - 
1270 



55411 



Seq. No. 


54803 








Seq. ID 


OJ000112 


_14.0426.C22 


Gene No. 


114910 








Strand 


+ 




Start 


7364 








End 


10161 




Name 


OJ000112 14 


.0426. 


C22.02 


. tm 


Method 


TBLASTX : 


Maize 


Start 


1703 








End 


2899 




GI 


none 








Score 


219 




Exons 


1703. .1909, 


1713. 


.1901, 


1996. 


.2265, 1996.. 2079, 


2025. .2291, 




2027. .2149, 


2085. 


.2267, 


2195. 


.2287, 2795. .2851, 


2796. .2870, 




2801. .2899 














Seq. No. 


54803 








Seq. ID 


OJ000112 


14.0426.C22 


Gene No. 


114910 








Strand 


+ 




Start 


7364 








End 


10161 




Name 


OJ000112 14 


.0426. 


C22.01 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


3070 








End 


3390 




GI 


none 








Score 


236 




Exons 


3070. .3390, 


3196. 


.3330 










Seq. No.' 


54803 








Seq: ID 


OJ000112 


_14.0426.C22 


Gene No. 


114910 








Strand 


+ 




Start 


7364 








End 


10161 




Name 


OJ000112 14 


.0426. 


022. o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3070 








End 


3453 




GI 


none 








Score 


63 




Exons 


3070. .3252, 


3109. 


.3300, 


3119':' 


.3301"; 3124\ .3303, 


3304. .3387, 




3306. .3344, 


3314 . 


.3451, 


3376. 


.3453 






Seq. No. 


54803 








Seq. ID 


OJ000112 


_14.0426.C22 


Gene No. 


114910 








Strand 


+ 




Start 


7364 








End 


10161 




Name 


OJ000112 14 


0426. 


C22.01 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3454 








End 


5540 




GI 


none 








Score 


103- 




Exons 


3454 . . 3630, 


3461 . 


. 3631, 


3493 . 


.3633, 3501.. 3635, 


3618 . . 3878, 




3620. .4087, 


3692. 


.4021, 


3826. 


.4089, 3835. .4104, 


4112. .4357, 




4113. .4337, 


4120. 


.4347, 


4361. 


.4663, 4362. .4571, 


4362. .4679, 




. 4364. ..4675, 


4558. 


.4680, 


4620. 


. 4703, 4692. .'.4850, 


4695. .4778, 




4737. ,4898, 


4743. 


.4889, 


4789. 


.4914, 5030. .5122, 


5031. .5123, 




5031. .5123, 


5078 . 


.5128, 


5121. 


.5150, 5121.. 5150, 


5123. . 5167, 




5168. .5200, 


5395. 


.5451, 


5439. 


.5540, 5455.. 5538 




Seq. No. 


54803 








Seq. ID 


OJ000112 


14 . 0426 .C22 


Gene No. 


114910 








Strand 


+ 




Start 


7364 








End 


10161 




Name 


OJ000112 14 


0426. 


C22.03 


.gp 


Method 


AAT/GAP 




Start 


7291 








End 


8527 




GI 


none 








Score 


767 




Exons 


7291. .7492, 


7894. 


.8052, 


8473. 


.8527 






Seq. No. 


54803 








Seq. ID 


OJ000112 


_14.0426.C22 


Gene No. 


114910 








Strand 


+ 




Start 


7364 








End 


10161 




Name- 


OJ000112 14, 


0426. 


C22.02 


.gs 


Method 


GENSCAN 




Start 


7364 








End 


10161 




GI 


none 








Score 


.64 




Exons 


7364. .7492, 


7894. 


.8052, 


9760. 


.10161 







55412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54803 
114910 
7364 
OJOOOl 
7893 
none 
7893. 
8465. 
8955. 
9457. 
9748. 
•10099 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7894. .8052, 7975. .8061, 8459. .8542, 8460. .8546, 
8473. .8547, 8606. .8746, 8637. ,8756, 8640. .8747, 
8957. .9046, 8957. .9046, 8958. .9047, 8962. .9054, 
9458. .9520, 9462. .9515, 9741. .10028, 9748. .10032, 
10034. .10084, 10036. .10083, 10084 10131, 



12 14.0426.C22.o3.tm 



8051, 

8542, 

9044, 

9519, 

10071, 

.10134 



OJ000112_14.0426.C22 

+ . 

10161 . 

TBLASTX: Maize 

10134 

217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



54803 

114910 

7364 

OJ000112_14 .0426.C22.o4 .gp 
8 642 

none ' 



Seq. ID OJ000112_14.0426.C22 

Strand + 

End 10161 

Method AAT/GAP 

End 9985 

Score 799 



8642. .8745, 8959. .9043, 9465. .9519, 9760. .9985 



54804 

114911 

1 

OJ000112_14.0426.C23.ol.np ;, 
1 

7296240 



Seq. ID OJ000112_14 .0426.C23 

Strand -h 

End 5659 

Method AAT/NAP 

End 5430 

Score 4 66 

1..89, 499. .600, 679. .789, 1182. .1253, 1389. .1505, 1840. .1989, 
2480. .2580, 3371. .3720, 5348. .5430 

(AE003590) CG11490 gene product [Drosophila melanogaster ] 



54804 

114911 

1 

OJ000112_14. 0426.C23.ol.gs 

465 

none 



Seq. ID OJ000112_14.0426.C23 

Strand + 

End 5659 

Method GENSCAN 

End 5659 

Score .79 



465. .6,00, 679. .789, 1182. .1253, 1389. .1505, 1840. .1989, 
2480. .2580, 2926. .3012, 3371. .3689, 5121. .5208, 5430. .5659 



5480-4 
114911 

1 . 

OJ000112_14 . 0426 . C23 . ol . gp 
476 

42246 1.R1084 



Seq. ID OJ000112_14.0426.C23 

Strand + 

End , 5659 

Method AAT/GAP 

End 2577 

Score 1103 



476. .600, 679. .789, 1182. .1253, 1389. .1505, 1840. .1989, 
2480.. 2577 

»5734466/emb|CAB52727.1| 9.0e-33 (AL109832) putative gtpase 
activating protein [Schizosaccharomyces pombe] ' 



54804 
114912 • 
3422 

OJOOOl 12_14 . 04 26.C23.o2.gp 

3422 

none 



Seq. ID OJ000112_14.0426.C23 
Strand 

End 4066 

Method AAT/GAP 

End 4066 

Score 1209 



55413 



Exons 



3422. .4066 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54804 

114913 

6906 

OJ000112_14 . 0426 . C23 . ol . tm 
493 



OJ000112 14.0426.C23 



Seq. ID 
Strand 
End" ': 
Method 
End 

none Score 
493. .603, 494. .604, 501. .608, SIS. ,111, 678. .788, 679. .789, 
1168. .1260, 1179. .1256, 1181. .1261, 1387. .1512, 1388. .1504, 
1388. .1528, 1389. .1529, 1396. .1530, 1803. .1988, 1820. .1987, 
1821. .1991, 1831. .1992, 1837. .2004, 2471. .2614, 2477. .2584, 
3368.. 3667, 3368.. 3706, 3369.. 3707 



8581 

TBLASTX: Maize 

3707 

163 



Li; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54804 
114913 
6906 

OJ0Q0112_14 .0426.C23.ol.ts 
■499 



none 



Seq. ID OJ000112_14 .0426.023 
Strand 

8581 

TBLASTX : Soybean 
3703 
142 



End 

Method 
End 
Score 

499. .648, 501. .689, 666. .785, 679. .789, 1178. .1255, 1179. .1256, 
1180. .1266, 1388. .1528, 1389. .1529, 1821. .1907, 1831. .1899, 
1984, 1899. .1985, 1903. .1992, 1906. .1998, 247.1. .2614, 
2584, 2478.. 2621, 3364. .3519, 3368.. 3649, 3368... 3703, 



1898 
2477 
3369.. 3689 

54804 

114913 

6906 

bJ000112_14 .0426.C23.ol. tc 

2549 

none 

2549. .2614, 3368. .3544, 3368. 



Seq. ID OJ000112_14.0426.C23 
Strand 

End 8581 

Method TBLASTX : Cress 

End 3656 

Score 70 

3655, 3369.. 3656 



Seq. No. 54804 

Gene No. 114913 

Start 6906 

Name OJ00011'2_14 . 0426. 023 . o2 . gs 

Start 6906 

GI none 

Exons 6906.. 7027, 7145.. 7343, 7544. 



Seq. ID OJ00*0112_14 .0426.023 
Strand 

End 8581 

Method GENSCAN 

End 8581 

Score .46 
.7653, 8416. .8581 



Seq. No. 54805 

Gene No. 114914 

Start 42' 

Name OJ000112_14 . 0426 . C24 . ol . gs 

Start 42 

GI none- 

Exons 42.. 628 



Seq. ID OJ000112_14 .0426.024 
Strand 

End 628 
Method GENSCAN 
End 628 
Score 'V . . 75 



Seq. No. 54805 

Gene No. 114915 

Start 630 

Name OJ000112_14 . 0426 . 024 . ol . np 

Start 630 ■ 

GI 4006833 

Exons 630.. 1212 



Seq. ID OJ000112_14 .0426.024 
Strand 

End 1212 

Method AAT/NAP 

End 1212 

Score 219 



55414 



GI Descrip. (AC005970) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. .No. 


54805 






Seq. ID 


OJ000112_14 .0426. 


C24 


Gene No. 


114916 






Strand 






Start 


1922 






End 


3309 




Name 


OJ000112 


14 . 0426. C24 


.o3 . tm 


Method 


TBLASTX: Maize 




Start 


12 






End 


265 




GI 


none 






Score 


85 




Exohs 


■ 12. .179, 


12. .179, 13 


..216, 176. .265, 207. .257 




Seq. No. 


54805 






Seq. ID 


OJ000112 14.0426. 


C24 


Gene No. 


114916 






Strand 






Start 


1922 






End 


3309 




Name 


OJ000112 


14 . 0426. C24 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


135 






End 


514 




GI 


none 






Score 


200 




Exons 


135. .179, 


161. .514 










Seq. No. 


54805 






Seq. ID 


OJ000112 14.0426. 


C24 


Gene No. 


114916 






Strand 






Start 


1922 






End 


3309 




Name 


OJ000112 


14 .0426.C24 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


4 07- 






End 


692 




GI 


none 






Score 


94 




Exons 


407. .514, 


521. . 613, 


606. .692 








Seq. No. 


54805 






Seq. ID 


. OJ000112_14 .0426. 


C24 


Gene No. 


114916 






Strand 






Start 


1922 






End 


3309 




Name 


OJ000112 


14.0426.C24 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


630 






End 


1139 




GI 


none 






Score 


154 




Exons 


630. .728, 


750. .782, 


789. .1139 








Seq. No. 


54805 






Seq. ID 


OJ000112_14 .0426. 


C24 


Gene No. 


114916. 






Strand 






Start 


1922 






End 


3309 




Name 


OJ000112 


14.0426.C24 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


678 






End 


1118 




GI 


none 






Score 


61 




Exons 


678. .836, 


679. .735, 


822. .1118, 


838. .1116 




Seq. No. 


54805 






Seq. ID 


OJ000112_14.0426. 


C24 


Gene No. 


114916 






Strand 






Start 


1922 






End 


3309 




Name 


OJ000112 


14.0426.C24 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


751 






End 


1214 




GI 


none 






•Score 


62 




Exons 


751. .1011, 759. .1214 


, 1051. .1212 • 






Seq. No. 


54805 






Seq. ID 


OJ000112_14 .0426. 


C24 


Gene No. 


114916 






Strand 






Start 


1922 






End 


3309 




Name 


OJ000112 


14.0426.C24 


.ol.gp 


Method 


AAT/GAP 




Start 


1632 






End 


1979 




GI 


none 






Score 


610 





55415 



Exons 



1632. .1979 



Seq. No. 54805 

Gene No. 114916 

Start 1922 

Name OJ000112_14 . 0426 . C24 . ol . ts 

Start 1901 

GI none 

Exoris 1901.. 2053, 1926.. 2051, 2081. 

Seq. No. 54805 

Gene No. 114916 

Start 1922 

Name OJ000112_14 . 0426 . C24 . ol . tm 

Start 1922 

GI none 

Exons 1922.. 2014, 1926.. 2015, 1952, 
2085. .2225 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_14.0426.C24 

3309 \ 
TBLASTX: Soybean 
2429 
143 



.2236, 2085. .2234, 2379. .2429 

Seq. ID OJ000112_14.0426.C24 
Strand 

End 3309 

Method TBLASTX : Maize 

End 2233 

Score 103 

.2053, 2007. .2051, 2081. .2233, 



Seq. No. 54805 ' Seq. ID 

Gene No. 114916 Strand 

Start 1922 End 

Name OJOOOl 12_14 . 0426 . C24 . o2 . gs Method 

Start 1922 End 

GI none Score 

Exons 1922.. 2313, 2363.. 2918 



OJ000112_14.0426.C24 

3309 
GENSCAN 
2918 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54805 Seq. ID OJ000112_14 . 0426 . C24 

114916 Strand 

1922 End 3309 

OJ000112_14 .0426.C24.o2.np Method AAT/NAP 

1925 End 3309 

7487599 Score 412 

1925.. 2238, 2376.. 2584, 3260.. 3309 

hypothetical protein T32G6.18 - Arabidopsis thaliana 
gi|2618701|gb|AAB84348.1| {AC002510) hypothetical protein 
[Arabidopsis thaliana] - . 



Seq. No. 54805 Seq. ID OJ000ll2_14 . 0426 . C24 

Gene No. 114916 Strand 

Start 1922 End 3309 

Name OJ000112__14 . 042 6 . C24 . o2 . gp Method AAT/GAP 

Start 1997' ■ - End 2473 

GI LIB3433-014-Q6-K1-H3 Score 638 

Exons 1997.. 2238, 2363.. 2473 

GI Descrip. '2618701 5.0e-26 {AC002510) hypothetical protein [Arabidopsis 
thaliana]* 



Seq. No. 54806 . 

Gene No. 114917 

Start 160 

Name OJ000112_14 . 0426 . C25 . ol . gs 

Start 160 

GI none 

Exons 160.. 258, 1553.. 1799, 2127, 



Seq. ID OJ000112_14 .0426.C25 

Strand + 

End 2236 

Method GENSCAN 

End 2236 

Score .47 
.2236 



Seq. No. 



54806 



55416 



Seq. ID OJ000112_14 .0426.C25 




Gene No. 


114918 








Strand 


+ 




Start 


2421 








End 


2688 




Name 


OJ000112 14 


.0426. 


C25.02 


.gs 


Method 


GENSCAN 




Start 


2421 








End 


•2688 




GI 


none 








Score 


'.95 




Exons 


2421. .2480, 


2485. 


.2688 










Sea No 


54807 








Seq. ID 


OJ000112 14 0426 


.C26 


Gene No. 


114919 








Strand 


+ ~ 




Start 


2394 








End 


2928 




Name 


OJ000112 14 


.0426. 


C26.01 


.gp 


Method 


AAT/GAP 




Start 


2394 








End 


2928 




GI 


none 








Score 


928 




Exons 


2394. .2928 














Seq, No. 


54807 








Seq. ID 


OJ000112 14 0426 


. C26 


Gene No. 


114920 








Strand 






Start 


2861 








End 


2920 




Name 


OJ000112 14 


.0426. 


C26.01 


. gs 


Method 


GENSCAN 




Start 


2861 








End 


2920 




GI 


none 








Score 


.41 




Exons 


2861. .2920 














Sea No 


54808 








Seq. ID 


OJ000112 14 0426 


. C27 


Gene No. 


114921 ' 








Strand 






Start 


1 








End 


9189 




Name 


OJ000112 14 


.0426.C27.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


397 




GI 


none 








Score 


594 




Exons 


1..201, 280 


. .397 












Seq. No. 


54808 








Seq. ID 


OJ000112_14 .0426 


.C27 


Gene No. 


114921 








Strand 






Start 


1 








End 


9189 




Name 


OJ000112 14 


.0426. 


C27.01 


.np 


Method 


AAT7NAP 




Start 


1 








End 


5450 




GI 


7294858 








. Score 


275 . . 




Exons 


1..108, 413 


. .516, 


854 . . 


958,. 1022. .1492, 


2705. .2820, 5418. .5450 


GI Descrip. 


{AE003550) 


CalpB 


gene product 


[Drosophila melanogaster ] 




Seq. No. 


54808 








Seq. ID 


OJ000112_14.0426 


.C27 


Gene No. 


114921 








Strand 






Start 


1 ■ 








End 


9189 ■ ' 




Name 


OJ000112 14 


.0426. 


C27.01 


. tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


1234 




GI 


none 








Score 


281 




Exons 


1..210, 2.. 


202, 2 


. .217, 


280. . 


513, 280.. 


519, 284. .520, 8 


60. . 943 




861. .959, 8 


61. .959, 945 


. . 998, 


949. .999, 


958. .1011, 959. 


.1012, 




1079. .1234, 


1080. 


.1226, 


1081. 


.1227 






Seq. No. 


54808 








Seq. ID 


OJ000112_14.0426 


.C27 


Gene No. 


114921 








Strand 






Start 


1 








End 


918 9'^-"- 




Name 


.OJ000112 14 


.0426. 


C27.01 


.'ts 


Method 


TBLASTX: Soybean 




Start 


4 ' 








End 


498 




GI 


none 








Score 


236 





Exons 4. .210, 5. .202, 280. .498, 284. .496 



55417 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54808 Seq. ID 

114921 Strand 

1 ., End 

OJ000112_14 .0426.C27.ol.gs Method . 

64 End 

none Score 



OJ000112_14.0426.C27 

9189 
GENSCAN 
9189 
.78 



64. .201, 280. .516, 860.r^l5, 997 .. 1462/ 2687 .. 2815, 2936. .3040, 
3161. .3366, 3396. .3477, 3871. .4070, 4091. .4128, 4321. .4640, 
4962. .5259, 5354. .5469, 5550. .5941, 6197. .6224, 6255.-6326, 
6577. .6739, 6895. .6986, 7583. .7694, 7779.-7929, 8024. .8297, 
8696. .8858, 9108. .9189 



54808 

114921 

1 

OJ000112_14 .0426. 027. o3.tc 

439 

none 



Seq. ID OJ000112_14. 0426.027 



Strand 
End 

Method 

End 

Score 



9189 

TBLASTX: Cress 

1220 

101 



439. .519, 440. .520, 441. .524, 860. .943, 861. .959, 862. .981, 
862. .981, 958. .1011, 968. .1009, 1079. .1219, 1080. .1220 



J Seq. No. 

J Gene No. 

fl Start 

j : Name 

'i start 

^ GI 

y Exons 

\l GI Descrip. 



54808 Seq. ID OJ000112_14 . 0426 . 027 

114 921 < Strand' - . 

1 End 918 9 

OJ000112_14 . 0426 . C27 . o2 . gp Method ' AAT/GAP 
464 End 3201 

24913_1-R1084 Score 1555 

464.-516, 860-.996, 1082. .1462, 2687. .2815, 2936. 
3161. .3201 

M65763/sp|P34308|YKR2_CAEEL 4.0e-45 HYPOTHETICAL 
PROTEIN O06G4.2 IN CHROMOSOME III >gi_630525_pir_ 
protein - Caenorhabditis elegans >gi_409293 (L25598) homology 
with calpain; putative [Caenorhabditis elegans] ' 



,3040, 

70.9 KD 
S44749 C06G4. 



Seq- No. 54808 
Gene NoJ 114921 
Start 1 

Name OJ000112_14 . 042 6 . C27 . o2 . ts 

Start 2751 
GI none 

Exons 2751.. 2822, 2752.-2826, 2753. 

2936.. 3043, 3155.-3391, 3160. 
3391. .3480, 3396. .3479, 3778. 
4080. .4130, 4081-.4134 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000112 14.0426.C27 



9189 

TBLASTX : Soybean 
4134 
77 

2818, 2930.. 3040,, 2931.. 3041, 
3381, 3231.. 3383, 3383.. 3412, 
4071, 3805. .4077, 3809. .4072, 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



54808 

114921 

1 

OJ000112_14 .0426. 027. ol-tc 

2786 

none 



Seq. ID OJ000112_14. 0426. 027 
Strand 

End 9189 

Method TBLASTX: Cress 

End 3958 

Score 80 



2786. .2818, 2936. .3040, 2946. .3041, 3155. .3391, 3156. .3365, 
32,90. .3397, 3383. .3412, 3391. .3480, 3396.-3473, 3397. --3474, 
3805. .3948, 3805. .3954, 3809. .3958 



Seq. No. 



54808 



Seq. ID OJ000112_14. 0426-027 



55418 




Gene No. 114921 

Start 1 

Name OJ000112_14 . 0426.C27 .o3 

Start 2798 

- GI none 

Exons 2798.. 2818, 2799.. 2819, 
3155.. 3313, 3156.. 3314 

Seq. No. 54808 

Gene No. 114921 

Start 1 

Name OJ000112_14 . 04 26 . C27 . o2 , 

Start 3776 

GI none 

Exons 3776.. 3817, 3776.. 4057, 
3818. .4078, 3822. .4079, 




Strand 

End 9189 
.tm Method TBLASTX : Maize 
End 3314 
Score 35 
2930,. 3040, 2931.. 3041, 2936.. 3043, 



Seq. ID OJ000112_14 .0426.C27 
Strand 

End 9189 
tm Method TBLASTX : Maize 

End 4131 

Score 64 
3777. .3827, 3778. .3828, 3817, .4077, 
4077. .4130, 4080. .4130, 4081. .4131 



Seq. No. 54808 
Gene No. • 114921 

Start 1 

Name OJ000112_14 . 0426 . C27 . o2 . tc 

Start 3985 

l3 GI none 

Exons • 3985. .4077, ,3986. .4075, 4078. 

1% 4296. .4622, 4296.-4622, 4303: 



Seq. ID OJ000112_14. 0426. 027 
Strand 

End 9189 

Method TBLASTX : Cress 

End 4 623 

Score 38 ' 

.4131, 4080. .4130, 4277. .4492, 
.4623 



Seq. No. 54808 

Gene No. 114921 

Start 1 

Name OJ000112_14 . 0426 . C27 . o4 . tm 

Start 4296 

GI none 

Exons 4296.. 4469, 4299.. 4463, 4306, 
4470. .4550 



Seq. ID OJ000112_14 .0426.027 
Strand 

End 9189 

Method TBLASTX : Mai ze 

End 4550 

Score 185 

.4470, 4467. .4547, 4468. .4545, 



Seq. No. 54808 

Gene No. 114921 

Start 1 

Name OJ000112_14 . 0426 . 027 . o4 . tc 

Start 5610 

GI none 

Exons 5610.. 5705, 5610.. 5705, 5611, 
5740.. 5922 



Seq. ID OJ000112_14. 0426. 027 
Strand 

End 9189 

Method TBLASTX :Oress . 

End 5927 

Score 123 

.5706, 5727. ,5885, 5739. .5927, 



Seq. No. 54809 

Gene No. 114922 
Start ' 401 

Name OJ000112_14 . 0426 . 028 . ol . gs 

Start 401 

GI none 

Exons 401.. 1241 



Seq. ID OJ000112_14 .0426.028 
Strand 

End 1241 

Method GENSOAN 

End 1241 

Score . 8 



Seq. No. 54810 

Gene No. 114923 

Start. 396 

Name OJ000112_14 . 0426 . 029 . ol . gs 

Start 396 



Seq. ID OJ000112_14. 0426. 029 
Strand 

End 7 98 

Method GENSOAN 

End 798 



55419 



GI 

Exons 



none 
396. .798 



Score 



Seq. No. 54810 Seq. ID 

Gene'No. 114924 - Strand 

Start 7731 End 

Name - aj000112_14 .0426.C29.ol.np Method 

Start 7731 ' End 

GI ' 81286 Score 

Exons 7731.. 7890, 8020.. 8089, 8130.. 8246 
GI Descrip. 



.56 



OJ000112_14 .0426.C29 

8246 
AAT/NAP 
8246 
69 



extensin - Volvox carter! (fragment) gi I 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq, No. 54811 Seq. ID 

Gene No. 114925 Strand 

Start 688 End 

Name OJ000112__14 . 0426 . C30 . ol . gs Method 

Start 688 End 

GI none Score 

Exons 688.. 757 



OJ000112_14. 0426. 030 
+ 

757 

GENSCAN 
757 • 
.69 



J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54811 Seq. ID 

114926 Strand 

24 6 End 330 
OJ000112_14.0426.C30.ol.np Method AAT/NAP 

246 End 330 

6721547 Score 84 
246. .330 

(AP001073) Similar to Oryza sativa gene for Pib 



OJ000112 14.0426.C30 



54811 Seq. ID 

114927 Strand 

2534 End 
OJ000112_14 .0426.030. o2.gs Method 

2534 End 

none Score 
2534.. 2746 ■ 



(AB013448) 

OJ000112_14. 0426.030 

2746 
GENSOAN 
2746 
.67 



Seq. No. 54812 

Gene No. 114928 

Start 1057 

Name OJ000112_17 . 042 6 . 01 . ol . gs. 

Start 1057 

GI none 

Exons ■ 1057.. 1357, 3920.. 4118, 4849. 
7119.. 7124 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_17. 0426.01 
7124 

GENSOAN , 

7124 

.54 



,4990, 5235. .5560, 6924. .7002, 



Seq. No. 54812 

Gene No. 114928 

Start 1057 

Name OJ000112_17 . 0426 . 01 . ol . gp 

Start 5361 

GI ' 2797225 

Exons 5361. .5599 



Seq. ID OJ000112_17. 0426.01 
Strand 

End 7124 

Method AAT/GAP 

End 5599 

Score 456 



Seq. No, 
Gene No, 



54813 
114929 



Seq. ID OJ000112_17 .0426.02 
Strand + 



55420 




start 


4942 




End 


12743 




Name 


OJ000112 17 


.0426.C2.o2.np 


Method 


AAT/NAP 




Start 


4942 




End 


12743 




GI 


6006359 




Score 


56 




Exons 


4942, .5095, 


12720. .12743 








GI Descrip. 


(AP000559) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


54813 




Seq. ID 


OJ000112 


17. 0426. C2 


Gene No. 


114929 




Strand 


+ 




Start 


4942 




End 


12743 




Name 


OJ000112 17 


.0426.C2.o2.gs 


Method 


GENSCAN ■ 




Start 


7593 . 




End 


8311 




GI 


none 




Score 


. 8 




Exons 


7593. .7874, 


7976. . 8311 








Seq. No. 


54813 




Seq. ID 


OJ000112 


_17.0426.C2 


Gene No. 


114930 




Strand 






Start 


131 




End 


5667 




Name . 


OJ000112 17 


.* 0426 . C2 . ol . gs 


Method 


**13ENSCAN 




Start 


131 




End 


5667 




GI 


none 




Score 


.62 




Exons 


131. .280, 8 


50. .981, 1062. .112 


4, 2669.. 


2824, 288 


6. .2920, 




3083. .3156, 


3677. .4321, 4519. 


.4668, 4726. .4915, 


5316. .5432, 




5538. .5667 ■ 










Seq. No. 


54813 




Seq. ID 


OJ000112 


_17 . 0426. C2 


Gene No . 


114930 




Strand 






Start 


131 




End 


5667 




Name 


OJ000112 17 


.0426.C2.ol.np 


Method 


AAT/NAP 




Start 


2230 




End 


4887 




GI 


7106508 




Score 


97 




Exons 


2230. .2301, 


4231. .4577, -4723. 


.4887 






GI Descrip. 


(AP001278) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


54813 




Seq. ID 


OJ000112 


_17. 0426.C2 


Gene No . 


114931 




Strand 






Start 


9084 . 




End 


12743 




Name 


OJ000112 17 


.0426.C2.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3308 




End 


9648 




GI 


none 




Score 


71 




Exons 


3308. .3460, 


9096. .9281, 9144. 


.9266, 9282. . 9512, 


9297 . . 9512, 




9322. . 9513, 


9525. .9635, 9526. 


.9648 






Seq. No. 


54813 




Seq. ID 


OJ000112 


_17 . 0426. C2 


Gene No. 


114931 




Strand 






Start 


9084 




End 


12743 




Name 


OJ00.0112 17 


.0426.C2.o3.np 


Method 


AAT/NAP 




Start 


9035 




End 


12743 




GI 


6069646 




Score 


517 




Exons 


9035. . 10051 


, 12672. .12743 









GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis -thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. {AC006248) 
[Oryza sativa] 

Seq. No. 54813 Seq. ID OJ000112_17.0426.C2 

55421 




Gene No. 


114931 


Strand 


- 






Start 


9084 


End 


12743 






Name 


OJ000112 17.0426.C2.o3.gs 


Method 


GENSCAN 






Start 


9084 


End " 


-11268 






GI 


none 


Score 


.42 






Exons 


9084. .9272, 11152. .11268 










Seq. No. 


54813 


Seq. ID 


OJ000112 


17 . 0426. 


02 


Gene No. 


114931 


Strand 








Start 


9084 


End 


12743 






Name 


OJ000112 17.0426.C2.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


9168 


End 


9513 






GI 


none 


Score 


96 






Exons 


9168. .9200, 9321. .9509, 9322 


. . 9513 








Seq. No. 


54813 


Seq. ID 


OJ000112 


17 . 0426. 


C2 


Gene No. 


114931 


Strand 








Start 


9084 


End 


12743 






Name 


OJ000112 17.0426.C2.o2.tm 


Method 


TBLASTX': 


Maize 




Start 


9783 ■ 


End 


10079 






GI 


none 


Score 


74 






Exons 


9783. .1007 9, 9928. .1007 4 










Sea No 


54 814 


Seq. ID 


OJ000112 


17.0426. 


03 ' 


Gene No. 


114 932 


Strand 


+ 






Start 


623 


End 


2760 






Name 


OJ000112 17.0426.C3.ol.gp 


Method 


AAT/GAP 






Start . 


623 


End 


1346 






GI 


none 


Score 


895 






Exons 


623. .971, 1102.:il96, 1310.. 


1346 








Seq. No. 


54814 


Seq. ID 


OJ000112 


_17.0426. 


03 


Gene No . 


114932 


Strand 


+ 






Start 


623 


End 


2760 






Name 


OJ000112 17.0426.C3.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


787 


End 


1423 






GI 


none 


Score 


77 ' . 






Exons 


787. .822, 913. .975, 914. .976 


, 1092.. 1193, 1100. 


.1195, 






1289. .1408, 1307. .1423, 1308 


. .1421 








Seq. No. 


54814 


Seq. ID 


OJ000112 


17 . 0426. 


03 


Gene No. 


114932 


Strand 








Start 


623 


End ■ ' 


2760 ■ 






Name 


OJ000112 17.0426.C3.ol.gs 


Method 


GENSCAN 






Start 


836 


End 


2200 






GI 


none 


Score 


.79 






Exons 


836. .971, 1276. .1410, 1490.. 


1752, 2069 


. .2200 






Seq. No. 


54814 


Seq. ID 


bj000112 


_17.0426. 


03 


Gene No. 


114932 


Strand 


+ 






Start 


623 • 


End 


2760 






Name 


OJ000112 17.0426.C3.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


1082 


End 


1755 






GI 


none 


Score 


155 






Exons 


1082. .1195, 1101. .1193, 1144 


. .1194, 1298. .1408, 


1307. .1414, 




1308. .1442, 1467. .1751, 1489 


. .1755 









55422 




Seq. No. 


54814 


Seq. ID 


OJ000112_17.0426 


.C3 


npnp* No 


114932 


Strand 


+ 




Start _ 


623 


End 


2760 




Name 


OJ000112 17.0426.C3.ol.np 


Method 


AAT/NAP 




Start 


1227 


End 


2760 




GI 


3075393 


Score 


285 




Exons 


1227. .1410", 1490. .1752, 2069. .2200, 2287. .2386, 2728. .2760 


GI Descrip. 


(AC004484) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


54815 


Seq. ID 


OJ000112_17.0426 


.04 


fifine No 


114933 


Strand 


+ 




Start 


1 


End 


952 




Name 


OJ000112 17.0426.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


952 




GI 


3075393 


Score 


235 




Exons 


1..31, 339. .557, 628. .781, 


928. . 952 






GI Descrip. 


{AC004484) hypothetical protein [Arabidopsis thaliana] 






O 4 D X O 


O tr (.^ . XL/ 


n.Tnnm i ? i 7 04 9fi 


.04 


Gene No. 


1 1 /I Q 


Q -i- V :3 m H 


^. 




Start 


1 


Hjna 






Name 




Mo "t" W 


Vj ill LN O Vw^rtiN 




Start 


-3 Z O 


Hjna 


7 R 1 
/ox 




GI 


'none 


Score 


. O. ': 




Exons 


'^9R f^9R Ifti 
J^O. .00/, D^O. . /Ox 








O vJ ■ LN ^ • 


54815 


'Seq. ID 


OJ000112_17. 0426 


.04 


Gene No. 


114933 


Strand 


+ 




Start 


1 


End 


952 




Name 


OJ000112 17,0426.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


340 


End 


534 






none 


Score 


193 




Exons 


340. .534, 354. .500 








tJ C . IN u . 


54816 


Seq. ID 


OJ000112_17.0426 


.05 


Gene No. - 


114934 


Strand 


+ 




Start 


916 


End 


1004 




Name 


OJ000112 1-7.0426. 05. ol.gs 


Method 


GENSCAN 




Start 


916 


End 


1004 




GI 


none 


Score 


.91 




Exons 


916. .1004 








Seq. No. 


54817 


Seq. ID 


OJ000112_17.0426 


.08- 


Gene No. 


114935 


Strand 


+ 




Start 


1192 


End 


5379 




Name 


OJ000112 17.0426.C8.ol.np 


Method 


AAT/NAP 




Start 


. 1192 


End 


5373 




GI 


7430636 


Score 


1608 




Exons 


1192. .2127, 4747. .5373 








GI Descrip. 


probable cytochrome P450, 


hypersensitivity-related - common 




tobacco gi|1171579|emb|CAA64635.1| {X95342) cytochrome ] 


P450 




[Nicotiana tabacum] 








Seq. No. 


54817 


Seq. ID 


OJ000112_17.0426 


.08 


Gene No. 


114935 


Strand 


+ 




Start 


1192 


End 


5379 




Name 


OJ000112 17. 0426. C8. ol.gs 


Method 


GENSCAN 





55423 



start 


1240 




End 


2178 




GI 


none 




Score 


.74 




Exons 


1240.. 2178 










Seq. No. 


54817 




Seq. ID 


OJ000112 17 


. 0426 


Gene No. 


114935 




Strand 


+ ~ 




Start 


1192 




End 


5379 




Name 


OJ000112 17.0426.C8.o2. 


gs 


Method 


GENSCAN 




Start 


3775 




End 


5379 




GI 


none 




Score 


.95 




Exons 


3775. .3828, 4747. .5379 










Seq. No. 


54817 




Seq. ID 


OJ000112_17 


.0426 


Gene No. 


114936 




Strand 


+ 




Start 


18799 




End 


19224 




Name 


OJ000112 17.0426.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


18799 




End 


19224 




GI 


67381 1.R1084 




Score 


780 




Exons 


18799.. 19224 










GI Descrip. 


» 1171579/emb|CAA64 635 | 


l.Oe- 


15 (X95342) 


cytochrome 


P450 




[Nicotiana tabacum] ' 










Seq. No. 


54817 




Seq. ID 


OJ000112_17 


.0426 


Gene No. 


114937 




Strand 


+ 




Start 


22256 ' 




End 


22328 




Name 


OJ000112 17.0426.C8.o3. 


gp 


Method 


AAT/GAP 




Start 


22256 




End 


22328 




GI 


LIB3477-003-P1-K1-E9 




Score 


116 




Exons 


22256. .22328 











GI Descrip. ' 24 98586/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 54817 Seq. ID 

Gene No. 114 938 Strand 

Start 31892 End. 

Name OJ000112_17 . 0426 .:C8 . o4 , np Method 

Start 31892 ■ - End ' 

GI 7430636 Score 

Exons 31892. .32114 

GI Descrip. probable cytochrome P4 50, 

tobacco gil 1171579|emb|CAA64635 

[Nicotiana tabacum]' 



17. 0426. C8 



OJ000112_ 
+ 

32114 
AAT/NAP 
32114 
144 



hypersensitivity-related - common 
II {X95342) cytochrome P450 



Seq. No. 54817 Seq. ID 

Gene No. 114939 Strand 

Start 5754 End 

Name OJ000112_17 . 042 6 i C8 . o3 . gs . Method 

Start 5754 End. 

GI none Score 

Exons 5754.. 5837, 5854,. 5907 



OJ000112_17.0426.C8 

5907 
GENSCAN 
5907 
.71 



Seq. No. 54817 ' ' Seq. ID 

Gene No. 114940 Strand 

Start 7870 End 

Name OJ000112_17 . 042 6 . C8 . o2 . np Method 

Start 7870 End 



OJ000112_17.0426.C8 

- y 

12150 

AAT/NAP 

12150 



55424 




GI 


7444451 


Score 


4615 




Exons 


7870. .12150 








GI Descrip. 


probable gag/pol polyprotein - long-staminate rice 




retrotransposon retrofit gi | 2586082 | gb IAAB82754 


.11 (U72725) 




retrofit [Oryza longistaminata] 






Seq. No. 


54817 


Seq. ID 


OJ000112 


_17.0426.C8 


Gene No, 


114941 


Strand 






Start 


14625 


End 


14861 




Name 


OJ000112 17.0426.C8.o5.gs • 


Method 


GENSCAN 




Start 


14625 


End 


14861 




GI 


none 


Score 


.98 




Exons- 


14625. . 14861 








Seq. No. 


54817 


Seq. ID 


OJ000112 


_17.0426.C8 


Gene No. 


114942 


Strand 






Start 


15221 


End 


16315 




Name 


OJ000112 17.0426.C8.o6.gs 


Method 


' GENSCAN 




Start . 


15221 


End 


16315 




GI 


none 


Score 


.74 




Exons 


15221. . 15229, 15396. .15777, 


15855. .16315 




Seq. No. 


54817 


Seq. ID 


OJ000112 


17. 0426. C8 


Gene- No. 


114943 


Strand 






Start 


19002 


End 


32118 




Name 


OJ000112 17 . 04 26.08 .ol .to 


Method 


TBLASTX:! 


Cress 


Start 


1201 ~ 


End 


32116 




GI 


none 


Score 


177 




Exons 


1201. .1554, 1293. .1475, 1561 


. .1665, 4747. .5274, 


4761. .5258, 




12827. .13354, 12840. .13211, 


13281. .13340, 15878 


. .15943, 




15950. . 16237, 16011 .. 16211 , 


19107. .19673, 19117 


. .19464, 




20908. .21189, 20987 .. 21169, 


31975. .32112, 31991 


. .32116 


Seq. No. 


54817 


Seq. ID 


OJ000112 


_17.0426.C8 


Gene No. 


114943 


Strand 






Start 


19002 


End 


32118 




Name 


OJ00pil2 17.0426.C8.o2.tm 


Method 


. TBLASTX:! 


Maize 


Start 


1251 ~ 


End 


32118 




GI 


none 


Score 


500 




Exons 


1251. .1496, 1252. .1653, 1449 


. .1658, 1533. .1628, 


1573. . 1653, 




158 61 .. 15 959, 158 66 . . 1 6237 , 


15869. .15958, 15922 


. .16011, 




16008 .. 16232, 16064 .. 1 624 9, 


20806. .21192, 20809 


..20889, 




20825. .'20926, 20966. .21193, 


21031. .21195, 31967 


..32110, 




31975 .. 32118, 3197 6. .32116 








Seq. No. 


54817 


Seq. ID 


OJ000112_ 


_17.0426.C8 


Gene No. 


114943 


Strand 






Start 


19002 ■ 


End 


32118 




Name 


OJ000112 17.0426.C8.ol.ts 


Method 


TBLASTX:; 


Soybean 


Start 


1272 


End 


32116 




GI 


none 


Score 


444 




Exons 


1272. .1496, 1273. .1674, 1536 


..1628, 1663. .1785, 


1770. . 1967, 




1870.. 2013, 200.8.. 2127, 2032 


. .2127, 4746. .5351, 


4747. .5367, 




12725. .13360, 12734 .. 13390, 


12792". .13367, 15396 


..15500, 




15396. .15500, 15515 .. 15697 , 


15516. .15698, 15516 


. .15704, 




15732. .158 63, 15739. .15804, 


15866. .16228, 15867 


. .15968, 




16008. .16289, 16014 16229, 


16067. .16294, 19011 


. .19652, 



55425 



19038, .19352, 19069 19638 , 20362 20457 , 20362 204 81 , 

20476. .20688, 20503 .. 20637 , 20665 21216, 20690 .. 207 61 , 

20825. .20926, 20966 .. 21196, 21040 .. 21222 , 31945 .. 32115, 
31976.. 32116 



OJ000112 17. 0426. C8 



Seq. No. 54817 Seq. ID 

Gene No..' 114943 Strand 

Start 19002 End 

Name OJ0001-12_17 . 0426 . C8 . o8 . tw Method 

Start 1272 End 

GI none Score 

Exons 1272.. 1496, 1273.. 1608, 15896 .. 16225, 158 99 .. 15958 , 

16008. .16211, 20854. .21183, 20966 .. 21106, 21131 .. 21169, 

21295. .21372, 31978 .. 32 115 , 31979. .32116 



32118 

TBLASTX: Wheat 

32116 

182 



Seq. No, 

Gene No. 

Start^ 

Name 

Start 

GI 

Exons 



54817 
114943 
19002 

OJ000112_17 .0426.C8.o5.tm 
1660 



OJ000112 17. 0426. C8 



none 
1660. , 
1.870. . 
15739. 
20681, 



Seq, ID 
Strand 
End 

_ Method 

End 
Score 

1695, 1684, .1791, 1708. .1752, 1716. .1778, 1800. .1967, 
1968, 15555. .15704, 15556 .. 15702 , 15690 15827 , 
.15822, 15816. .15857, -20521. .20637, 20521 ,. 20691, 
.20767, 20683. .20778, 20689 .. 20778 , 20773.. 20802 



32118 

TBLASTX: Maize 

20802 

43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54817 Seq. ID 

114943 Strand 

19002 End 

OJ000112_17.0426,C8,ol.tm Method 

1969 End 

none Score 



OJ000112_17.0426.C8 
32118 

TBLASTX: Maize 

20520 

181 



1969. .2127, 1979. .2128, 1980. .2129, 4746. .5384, 4747. .5385, 
12722. .13360, 12725 .. 13390 , 12804 .. 13367 , 15395 .. 15550, 
15396, ,15551, 15396 .. 15554 , 15400 .. 15552 , 18 984 ,. 19529, 
19002, .19655, 19060 .. 19638 , 20361 .. 20456, 20362 .. 20517, 
20362., 20520 



Seq. No. 54817 

Gene No. 114943 

Start 19002 

Name OJ000112_17 . 0426 . 08 . o5 , tw 

Start 2041 

GI none 

Exons 2041. ,2124, 4746. .5051, 4747, 
19327. .19476, 19543. .19635 



OJ000112_17.0426.C8 
32118 

TBLASTX: Wheat 
19635 "■• 
59 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5052, 13046. . 13354, 19326 .. 19634 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54817 



Seq. ID OJ000112_17.0426.C8 



114943 Strand 

19002 End 

OJ000112_17 . 0426 . C8 . o6 . tw Method 

5082 End 

none Score ■ 
5082. ,5300, 5083. .5319, 12782 .. 1302 1 , 
19062, .19301, 19089. .19301 



32118 

TBLASTX: Wheat 

19301 

215 

12809. ,13021, 



Seq. No. 



54817 



Seq, ID OJ000112_17.0426.C8 



55426 




Gene No. 


114943 








Strand 






Start 


19002 








End 


32118 




Name 


OJ000112_17 . 


0426 . 


. C8.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7844 








End 


8517 




GI 


none 








Score 


38 ■-. 




Exons 


7844 . .7870, 


T O "7 rt 

7870 , 


, . 8517, 




.8329, 8366. .8515 




Seq. No. 


54817 








Seq. ID 


OJ000112_17.0426, 


.08 


Gene No. 


114943 








Strand 






Start 


19002 








End 


32118 




Name 


OJ000112 17. 


0426. 


. 08 . o5 . 


tc 


Method 


TBLASTX :Oress 




Start" 


7858 








End 


8343 




GI 


none 








Score 


58 




Exons 


7858 . . 8088, 


8128 , 


. . 8244 , 


8254 . 


.8343 






Seq. No. 


54817 








Seq. ID 


OJ000112__17.0426, 


.08 


Gene No. 


114943 








Strand . 






Start 


19002 








End 


32118 




Name 


OJ000112 17. 


0426 , 


. C8 . o3 . 


tm ■ 


Method 


•TBLASTX: Maize 




Start 


7879 








End 


8526 




GI 


none 








Score 


45 




Exons 


7879. . 8091, 


8000 , 


. . 8098, 


8107 . 


.8526, 8180.. 8434 




Seq. No. 


54817 








Seq. ID 


OJ000112_17.0426 


.08 


Gene No. 


114943 








Strand 






Start 


19002 








End 


•32118 




Name 


OJ000112_17 . 


0426. 


.08. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8281 








End 


8718 




GI 


none 








Score 


55 




Exons 


8281 . . 8718, 


8282 


. .8368, 


8396 . 


.8656 






Seq. No. 


54817 








Seq. ID 


OJ000112_17.0426 


.08 


Gene No. 


114943 








Strand 






Start 


19002 








End 


32118 




Name 


OJ000112_17 . 


0426 


.08.06. 


tc 


Method 


TBLASTX :Oress 




Start 


8590 








End 


8835 




GI 


none 








Score 


18 9 




Exons 


8590. . 8835 














Seq. No. 


54817 








Seq. ID 


OJ000112_17.0426 


.08 


Gene No. 


114943 








Strand 






Start 


19002 








End 


.32118 




Name 


OJ000112 17. 


0426 


.08 . o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


8653 








End 


9090 * 




GI 


none 








Score 


145 




Exons 


8653. . 9090, 


8780 


. . 9079 










Seq. No. 


54817 








Seq. ID 


OJ000112_17.0426 


.08 


Gene No. 


. 114943 








Strand 






Start 


' 19002 








End 


32118 




Name 


OJ000112 17. 


0426 


.08 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8719 








End 


9232 




GI 


none 








Score 


74 




Exons 


8719. .8901, 


8887 


. .9231, 


8888. 


.9082,' - 9134. .9232 




Seq. No. 


54817 








Seq. ID 


OJ000112_17.0426 


.08 


Gene No. 


114943 








. Strand 







55427 




start 


19002 






End 


32118 




Name 


OJ000112 17, 


0426. 


C8.o3.ts 


Method 


TBLASTX: Soybean 




Start 


8896 






End 


9414 




GI . 


5509260 






Score 


109 




Exons • 


8896. .9414, 


8909. 


.9073, 9143. 


,9262: .. . 






GI Descrip. 


— 












Seq. No. 


54817 






Seq. ID 


OJ000112 17.0426 


.C8 


Gene No. 


114943 






Strand 






Start 


19002 






End 


32118 




Name 


OJ000112 17. 


0426. 


C8.o3.tc 


Method 


TBLASTX: Cress 




Start 


9013 






End . 


9286 




GI 


none 






Score 


136 




Exons 


9013. . 9273, 


9014 . 


. 9286 








Seq. No. 


54817 






Seq. ID 


OJ000112 17.0426 


.C8 


Gene No. 


114943 






Strand 






Start 


19002 






End 


32118 




Name 


OJ000112 17. 


0426. 


C8 .olO. tm 


Method 


TBLASTX: Maize 




Start 


9136 






End' 


9369 




GI 


none 






Score 


75 




Exons 


9136. .9369, 


9143. 


.9274 








Seq. No. 


54817 






Seq. ID 


OJ000112 17.0426 


.C8 


Gene No. 


114943 






Strand 






Start 


19002 






End 


32118 




Name 


OJ000112 17. 


0426. 


C8 .o2 . tc 


Method 


TBLASTX: Cress 




Start 


9940 






End 


10404 




GI 


none. 






Score 


38 




Exons 


9940. . 10404, 


9941 


..10060, 10115.. 10378 






Seq. No. 


54817 






Seq. ID 


OJ000112 17.0426 


.C8 


Gene No. 


114943 






Strand 






Start 


19002 






End 


32118 




Name 


OJ000112 17. 


0426. 


C8 .o4 . tw 


Method 


TBLASTX: Wheat 




Start 


9940 






End 


10287 




GI 


■ none 






Score 


277 . 




Exons ■ 


9940. . 10287 












Seq. No. 


54817 






Seq. ID 


OJ000112 17.0426 


. C8 


Gene No. 


114943 






Strand 






Start 


19002 






End 


32118 




Name 


OJ000112 17. 


0426. 


C8.o4.ts 


Method 


TBLASTX: Soybean " 




Start 


9958 






End 


10392 




GI 


none 






Score 


248' 




Exons 


9958. . 10392 












Seq. No. 


54817 






Seq. ID 


OJ000112 17.0426 


.'C8 


Gene No. 


114943 






Strand 






Start 


19002 






End 


32118 




Name 


OJ000112 17. 


0426. 


C8.o7 .tm 


Method 


TBLASTX: Maize 




Start 


9961 






End 


10291 




GI ■ 


none 






Score 


116 




Exons 


9961. . 10284, 


9965 


. .10291 








Seq. No. 


54817 






Seq. ID 


OJ000112_17.0426 


.C8 


Gene No. 


114943 






Strand 







55428 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



19002 End 
OJ000112_17.0426.C8.o5.ts Method 
10399 End 
none , Score 

10399'. .10569, 10588 10701 , 10708.. 10812 



32118 

TBLASTX : Soybean 
10812 
78 



54817 
114943 
19002 

OJ000112_17 . 0426 .C8 . o8 . tm 
10880 
none 

10880. .11176, 10888. .11181, 10906. .11181 



Seq. ID OJ000112_17.0426.C8 
Strand 

32118 

TBLASTX: Maize 
11181 
137 



End 

Method 

End 

Score 



54817 
114943 
19002 

OJ000112_17.0426.C8.o2.tw 
10888 . 
none 

10888. .11256, 10889. .11215, 10909. .11235 



Seq. ID OJ000112_17.0426.C8 
Strand 

32118 

TBLASTX: Wheat 
11256 
202 



End 

Method 

End 

Score 



54817 

114943 

19002 

OJ000112_17 . 042 6 . C8 . o7 ,tw 

11506 

none 

11506. .11820, 11582. .11752 

54817 

114943 

19002 

OJ000112_17.042 6.C8.o4 .tc 

11581 

none 

11581, .11970, 11980.-. 12090 



54817 

114943 

19002 

OJ000112_17.0426.C8. 

11635 

none 

11635. .11940, 11638. 



Seq. ID OJ000112_17.0426.C8 
Strand 

End 32118 

Method TBLASTX : Wheat 

End 11820 

Score 67 



Seq. ID OJ000112_17.0426.C8 
Strand 

End 32118 

Method TBLASTX : Cress 

End 12090 

Score 60 



Seq. ID OJ000112_17.0426.C8 
Strand 

32118 

TBLASTX: Maize 
12054 
145 



End 

Method 
End 
Score 



o6 , tm 

.11934, 11696. . 11944, 11968. .12054 



54817 

114943 

19002 

OJ000112_17 . 0426.C8 .o7 .gs 

19002 

none 

-19002. .19634, 20362. .21273 

54817 

114943 

19002 



Seq. ID OJ000112_17.0426..C8 
Strand 

End , 32118 

Method GENSCAN 
End 21273 
Score . 97 



Seq. ID OJ000112_17.0426.C8 
Strand 

End 32118 



55429 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000112_17 . 0426 . C8 . o3 , np Method AAT/NAP 

19041 End 21267 

7430637 Score 1818 

19041. .19634, 20362.. 21267 

cytochrome P4>50 - common tobacco gi i 1237250 t emb I CAA65586 . 1 1 
{X96784) cytochrome P450 [Nicotiana tabacum] 

54817 Seq. ID OJ000112_17 . 042 6 . C8 

114943- Strand 

19002 End 32118 

OJ000112_17.0426.C8.o2.gp Method AAT/GAP 

19481 End 21344 

35473_1.R1084 Score 2165 

19481. .19634, 20362. .21344 

•1237250/emb|CAA65580| l.Oe-128 (X96784) cytochrome P450 
[Nicotiana tabacum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54817 

11494 

19002 

OJOOO 

27624 

none 

27624 

27675 

27756 

27817 

27858 

27894 

28007 

28044 

28208 



112 17.0426.C8.o9.tm 



.27782, 
.27824, 
.27833, 
.27909, 
.27965, 
.27962, 
.28123, 
.28178, 
.28285, 



27637. 
27698. 
27763. 
27845. 
27883. 
27951, 
28020. 
28044. 
28209. 



.27828, 
.27778, 
.27834, 
.27961, 
.27957, 
.28178, 
.28127, 
.28142, 
.28277 



Seq. ID 

Strand 

End 

Method 

End 

Score 
27655. .278 
27708 
27763 



OJ000112 17. 0426. C8 



277 
278 



27845. .279 
27889. .279 
27960. .280 
28026. .281 
28054. .281 



32118 
TBLASTXrMa 
28302 
94 

22, 27 658.. 
79, 27745.. 
40, 27816.. 
97, 27847.. 
66, 27893.. 
10, 27974.. 
30, 28031.. 
46, 28207.. 



ize 



27819, 
27813, 
27908, 
27966, 
27961, 
28144, 
28129, 
28302, 



Seq. No. 54818 Seq. ID 

Gene No. 114944 Strand 

Start 2805 End 

Name OJOOO 1 12_17 . 0426 . C9 . ol . gp Method 

Start 2805 End 

GI 38782_1.R1084 Score 

Exons 2805.. 3279 

GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP00061 6 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 * 



OJ000112_17.0426.C9 
+ 

3279 
AAT/GAP 
3279 ' ' 
804 



Seq. No. 


54818 




Seq. ID 


OJ000112 


Gene No. 


114945 




Strand 




Start 


1 




End 


1368 


Name 


OJ000112 17 


.0426.C9.ol.np. 


Method 


AAT/NAP 


Start 


1 




End 


1368 


GI 


6907086 




Score 


1230 


Exons 


1..91, 314. 


.554, 612. .1368 






GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


54818 . 




Seq. ID 


OJ000112 


Gene No. 


114946 




Strand 




Start 


■ 2080 




End 


3063 


Name 


OJ000112 17 


.0426.C9.o2.np 


Method 


AAT/NAP 


Start 


2080 




End 


3063 



55430 



GI 

Exons 

GI Descrip, 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680186 Score 192 

2080.. 2484, 2989.. 3063 

{AF111709) unknown [Oryza sativa subsp. indica] 



'54819 
114947 
168 

OJ000112_17. 0426. Oil. ol.gs 

168 

none 

168. .213, 617. .735 



Seq: ID OJ000112_17.0426.C11 

Strand -i- 

End 735 

Method GENSCAN 

End 7 35 

Score .81 



Seq. No. 54819 

Gene No. 114948 

Start 4082 

Name OJ000112_17 . 0426 . Oil . o2 . gs 

Start 4082 

GI none 

Exons 4082. .4642 • 



Seq. ID OJ000112_17.0426.C11 

Strand + 

End 4660 

Method GENSCAN 

End 4642 

Score .41 



Seq. No. 54819 
Gene No. 114948 
Start 4082 

Name- ..OJ000112_17 . 042 6 . cil . ol . np 

Start ''4088 
GI 7430636 
Exons 4088.. 4660 

GI Descrip. probable cytochrome P450, hypersensitivity-related - common 
tobacco gi|1171579|emb|CAA64635.1| (X95342) cytochrome P450 
[Nicotiana tabacum] 



Seq. ID OJ000112_17.0426,C11 

Strand + 

End 4 660 

Method- AAT/NAP . 

End 4660 

Score 604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54819 

114948 

4082 

OJ000112_17.0426.Cll.ol.tm 

4163 

none 



Seq. ID OJ000112_17.0426,C11 

Strand + 

End 4660 

Method TBLASTX : Mai ze 

End 4552 

Score 4.4 ' 



4163. .4381, 4164. .4244, 4180. .4533, 4189. .4275, 4238. .4552 



54819 

114948 

4082 

OJ000112_17.0426.Cll.ol.ts 

4169 

none 



Seq. ID OJ000112_17.0426.C11 

Strand + 

End . 4660 

Method TBLASTX : Soybean 

End 4 660 

Score 398 



4169. .4381, 4180. .4533, 4238. .4597, 4571. .4660, 4594. .4659 



54819 

114948 

4082 

OJ000112_17.0426.Cll.ol.tc 

4183 

none 

4183.. 4398, 4244.. 458-2 



Seq. ID OJ000112_17.0426.C11 

Strand + 

End 4 660 

Method TBLASTX : Cress 

End 4582 

Score 279 



Seq. No. 
Gene No. 



54820 
114949 



Seq. ID OJ000112_17.0426.C12 
Strand + 



55431 



start 
Name 
Start 
GI • 
Exons 

GI Descrip. 



End 

Method 
End 
Score 



947 

AAT/NAP 
941 
898 



OJ000112_17. 0426.C12.ol.np 
1 

7430636 - - , 

1..213, 315. .941 

probable cytochrome P4 50, hypersensitivity-related - common 
tobacco gi|1171579|emb|CAA64635.1| {X95342) cytochrome P450 
[Nicotiana tabacum] 



Seq. No. 54820 Seq. ID 

Gene No. 114949 Strand 

Start 1 End . 

Name OJ000112_17 . 04 26 . C12 . ol . gs Method 

Start 28 End 

GI none Score 

Exons 28.. 213, 246.. 947 



OJ000112_17.0426.C12 
+ 

947 

GENSCAN 

947 

.74 



Seq. No. 54820 

Gene No. 114950 

Start 1910 

Name OJ000112_17 . 04 26 . C12 . o2 . gs 

Start 1910 

GI- none 
Exons , 



Seq. ID OJ000112_17.0426.C12 

Strand + 

End 2367 

Method GENSCAN 

End 2367 

Score ... 62 



1910.. 2071, 2090.. 2305, 2311.. 2367 - 



Seq. No. 54820 Seq. ID 

Gene No. 114951 Strand 

Start 2764 End 

Name OJ000112_17 . 0426 . C12 . ol . gp Method 

Start 2764 End 

GI none Score 

Exons 2764.. 3019 



OJ000112_17.0426.C12 

3019 
AAT/GAP 
3019 
446 



Seq. No. 54820 

Gene No. 114952 

Start 2983 

Name OJ000112_17 . 0426 . C12 . o2 . ts 

Start 1 

GI none 

Exons 1..84, 1..90, 163. .213, 311. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54820 

114952 

2983 

OJ000112_17, 0426.C12.ol.tm 
55 

none 



Seq. ID OJ000112_17.0426.C12 
Strand 

End 6597 

Method TBLASTX : Soybean 

End ' 934 ' ' ■ 

Score 119 
.934, 312. .878 



55. .213, 58. .213, 306. .875, 311. 



54820 

114952 

2983 

OJ000112_17. 042 6.C12.o2. tc 

297 

none 

297. .833, 329. .406, 458. .832 



.OJ000112_17.0426.C12 . 
6597 

TBLASTX: Maize 
947 
104 

865, 312. .947 

OJ000112 17.0426.C12 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID _ 
Strand 

End 6597 

Method TBLASTX : Cress 

End ■ 833 

Score 524 



55432 






54820 








Seq. ID 


OJ000112 17 0426 C12 


Gene No. 


114952 








Strand 




Start 


2983 








End 


6597 


Name 


OJ000112 17 


-.0426 


.C12.02 


. tw - 


Method 


TBLASTX: Wheat 


Start ■ 


315 








End 


614 -. ^ 


GI 


none 








Score 


260 


Exons 


315. .614, 327. .542, 329 


. . 613 






^prj No 


54820 








Seq. ID 


OJ000112 17,0426.012 


Gene No. 


114952 








Strand 




Start 


2983 








End 


6597 


Name 


OJ000112 17 


.0426 


.C12.03 


. tw 


Method 


TBLASTX: Wheat 


Start 


641 








End 


887 


GI 


none 








Score 


245 


Exons 


641. .868, 648. .8 


75, 648 


. .887 






Seq. No. 


54820 








Seq. ID 


OJ000112_17.0426.C12 


Gene No . 


114 952 








Strand 




Start 


2983 








End 


6597 


Name 


OJ000112 17 


.0426 


.C12.02 


. np 


Method 


AAT/NAP 


Start 


2983 








End 


5745 


GI 


4006827 








Score 


2027 


Exons 


2983 3659 


4120 


. .5745 








GI Descrip. 


f Ar005970 1 


putative serine protease [Arabidopsis thaliana] 




54 820 








Seq. ID 


OJ000112_17. 0426.012 


Gene No. 


1 1 4 9S? 

J, J. *i C. 








Strand 




Start 


2983 








End 


6597 


Name 


OJn00112 17 


.0426 


.C12.03 


. gs 


Method 


GENSOAN 


Start 


2983 








End 


6597 


GI 


none 








Score 


.89 


Exons 


2983 3659 


4120 


. .5724, 


5836. 


.6023, 6215. .6597 


Seq. No. 


54820 








Seq. ID 


OJ000112_17.0426;O12 


Gene No. 


X -L 1 Z/ U ^ 








Strand 




Start 


2983 








End 


6597 


Name 


OJ000112 17 


.0426 


.C12.01 


. ts 


Method 


TBLASTX : Soybean 


Start. 


2989 








End 


5518 


GI 


none 








Score 


198 


Exons 


2989. .3126, 


3295 


. .3666, 


3398. 


.3661, 3562. .3666, 4100. .4870, 




4101. .4574, 


4671 


. .5009, 


4928. 


.5053, 5204. .5242, 5249. .5365, 




5250. .5360, 


5396 


. .5518, 


5403. 


.5474 




Seq. No. 


54820 








Seq. ID 


OJ000112_17, 0426. 012 


Gene No. 


114952 








Strand 




Start 


2983 








End 


6597 


Name 


OJ000112 17 


.0426 


.C12.01 


. tc 


Method 


TBLASTX :Oress 


Start 


2992 








End 


5518 


GI 


none 








Score 


180 


Exons 


2992. .3240, 


3295 


. .3666, 


3371. 


.3661, 4100. .4642, 4101. .4316, 




4374. .4583, 


4622 


. .4870, 


4671. 


.5021, 492 


8. .5143, 5204. .5242, 




5252. .5368, 


5253 


. .5387, 


5381. 


.5518 




Seq. No. 


54820 








Seq. ID 


OJ000112_17. 0426. 012 


Gene No. 


114952 








Strand 




Start 


2983 








End 


6597 


Name 


OJ000112 17 


.0426 


.C12.02 


. tm 


Method 


TBLASTX: Maize 



55433 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq'. No'. 

Gene No. 

Start 

Name 

Star^t 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



2992 End 4972 

none Score 248 

2992. .3108, 3095. .3223, 3281. .3661, 3295.-3666, 4100. .4642, 

4101. .4577, 4658.-4744, 4671. .4,745, 4739. .4972, 4740. .4967 



54820 
114952 
2983 

OJ000112_17.0426.C12.o2.gp 
4178 

LIB34 32-006-P1-K1-F9 
4178. .4503 

M006827/gb| AAC95169. 1 1 2.0e-34 (AC005970) subtilisin-like 
protease [Arabidopsis thaliana] ' 



Seq. ID OJ000112_17.0426.C12 
Strand 

End 6597 

Method AAT/GAP 

End 4503 

Score 564 



54820 

114952 

2983 

• OJ000112_17.0426.C12.ol.tw 
4499' 
none 



Seq. ID OJ000112_17.0426.C12 
Strand 

End 6597 

Method , TBLASTX: Wheat 

End 5052 

Score 157 



4499. .4612, 4622. .4867, 4623. .4910, 4910. .4978, 4928. .4975, 
4976. .5044, 4978. .5052, 4980. .5021 



54820 

114952 

2983 

OJ000112_17.042 6.C12.o4. tm 

5005 

none 



Seq. ■ ID OJ000112_17.0426.C12 
Strand 

End 6597 

Method TBLASTX : Mai ze 

End 5333 

Score 38 



5005. .5034, 5006. .5053, 5095. .5121, 5177. .5332, 5184. .5285, 
5204. .5332, 5205, .5333 



Seq. ID OJ000112_17.0426.C12 
Strand 

End 6597 
Method TBLASTX: Wheat 
. End ., 5275 
Score 56 

5088. .5273, 5089. .5121, 5115. .5153, 5120. .5275, 5132. .5254, 
5205. .5273, 5242. .5274 



54820 

114952 

2983 

OJ000112_17 . 042 6.C12 .o4 . tw 

5088 

none 



54820 ■ ■ ^ 

114952 

2983 

OJ000112_17 .04 26. C12 . o3 . tm 

5333 

none 

5333. .5680, 5334. .5492, 5592. 

54821 

114953 

2710 

OJ000112_17 .042 6.C13.ol.gs 

2710 

none 

2710. .3006 



Seq. ID- OJ000112_17.0426.C12 
Strand 

6597 

TBLASTX: Maize 
5693 
188 



End 

Method 
End 
Score 
.5693 



Seq. ID OJ000112_17 .0426. CIS- 
Strand + 
End 3006 
Method GENSCAN 
End 3006 
Score .93 



55*4 34 



Seq. No, 


54821 


Seq. ID 


OJ000112 


17, 0426. 


013 


Gene No. 


114954 


Strand 


+ 






Start 


10041 


End 


10477 






Name 


OJ000112 17.0426.C13.o2.np 


Method 


AAT/NAP 






Start 


10041 


End 


10477 






GI 


6539570 


Score 


163 






Exons 


10041. .10235, 10409. .10477 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


54821 


Seq. ID 


OJ000112_ 


17,0426. 


C13 


Gene No. 


114955 


Strand' 


+ 






Start 


14620 


End 


17147 






Name 


OJ000112 17.0426.C13.o3.gp 


Method 


AAT/GAP 






Start 


14517 


End 


17143 






GI 


26579 1.R1084 


Score 


1101 






Exons 


14 517. . 14 757, 14 891 14 977 , 


15778. .15909, 16283. 


.16355, 






16966. .16988, 17078. .17143 










GI Descrip.' 


M519507/cibj |BAA75633.1| l.Oe-131 (D88 


434) protein abundantly 




expressed during apple fruit 


development [Malus 


domestica] * 


Sea No. 


54821 


Seq. ID 


OJ000112_ 


17.0426. 


013 


Gene No. 


114955 


Strand 


+ 






Start 


14620' 


End 


17147 


* 




Name 


OJ000112 17.:0426.C13.o3.gs 


Method ■ 


GENSCAN 






Start 


14620 


End 


16988 






GI 


none 


Score 


.78 






Exons 


14 620. .14 7 61, 14 793. .14 830, 


14891. .14977, 16283. 


.16355, 






16966. .16988 










Seq. No. 


54821 


Seq. ID 


OJ000112_ 


17.0426. 


013 


Gene No. 


114955 


Strand 


+ 






Start 


14620 


End 


17147 






Name 


OJ000112 17.0426.C13.o3.np 


Method 


AAT/NAP 






Start 


14623 


End 


17147 






GI 


4519507 


Score 


528 






Exons 


14 623. .14 757, .14 891. .14 977, 


15778. .15909, 16283'. 


.16355, 






16966. .16988, 17078 . . 17147 










GI Descrip. 


(D88434) protein abundantly expressed during apple fruit 




development [Malus domestica 


] 








Seq. No. 


54821 


Seq. ID 


OJ000112_ 


17.0426. 


013 


Gene No. 


114956- 


Strand 








Start 


5302 


End 


5882 






Name 


OJ000112 17.0426.C13.ol.np 


Method 


AAT/NAP 






Start 


5302 


End 


5855 






GI 


7484878 


Score 


183 






Exons 


5302.. 5560, 5639.. 5855 











GI Descrip. copper transport protein homolog T6H20,70 - Arabidopsis thaliana 
gi|5541669|emb|OAB51175.1| ' (AL096859) copper transporter protein 
homolog [Arabidopsis thaliana] 



Seq, No. 54821 . 

Gene No. 114956' 

Start 5302 

Name OJ000112_17 , 0426 , 013 . ol . gp 

Start 5585 



^Seq. ID OJ000112_17, 0426.013 
Strand 

End 5882 

Method AAT/GAP 

End 5882 



55435 




GI 


none 








Score 


565 




Exons 


5585. .5882 














Seq. No. 


54 821 ' 








Seq. ID 


OJ000112_17,0426 


.013 


Gene No. ' 


114957 








Strand 






Start 


9425 








End 


9755 




Name 


OJ000112 17. 


0426 


.013. ol 


.tc 


Method 


TBLASTX:Oress 




Start 


5321 • 








End 


5771 




GI 


none 








Score 


68 




Exons 


5321. .5377, 


5432 


. .5521, 


5609 


..5770, 5700.. 5771 




Seq. No. 


54821 








Seq. ID 


OJ000112_17.0426 


.013 


Gene No. 


114957 








Strand 






Start 


9425 








End 


9755 




Name 


OJ000112 17. 


0426 


.013. ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5321 








End 


5771 




GI 


none 








Score - ^ 


79 




Exons 


5321 . . 5371, 


5432 


. .5509, 


5595 


..5771, 5609.. 5770 




Seq. No. 


54821 








Seq. ID 


OJ000112_17.0426 


.013 


Gene No . 


114957 








Strand 






Start 


9425 








End 


9755. 




Name 


OJ000112 17. 


0426 


.013. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5408 








End 


5761 




GI 


none 








Score 


107 




Exons 


5408. .5479, 


5413 


. .5490, 


5432 


..5524, 5433. .5585, 5523. .5597, 




5604. .5759, 


5609 


. .5761 










Seq. No. 


54821 








Seq. ID 


OJ000112_17.0426 


.013 


Gene No. 


114957 








Strand 






Start 


9425 








End 


9755 




Name 


OJ000112 17. 


0426 


.013.02 


tw 


Method 


TBLASTX: Wheat 




Start 


5441 








End 


5734 




GI 


none 








Score 


87 




Exons 


5441. .5524, 


5442 


. .5525, 


5502 


..5582, 5568. .5732, 5609. .5734 


Seq. No. 


54821 








Seq. ID 


OJ000112_17.0426 


.013 


Gene No. 


114957 








Strand 






Start 


9425 








End 


9755 




Name 


OJ000112 17. 


0426 


.013.02 


gp 


Method 


AAT/GAP 




Start 


9425 








End 


9755 




GI 


2442779 








Score 


560 




Exons 


■9425. . 9755 














Seq. No. 


54821 








Seq. ID 


OJ000112_17.0426 


013 


Gene No . 


114958 








Strand 






Start 


14410 








End 


17143 




Name 


OJO0.O112 17. 


0426 


.013. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


14410- 








End 


14983 




GI 


none 








Score 


47 




Exons 


14 410. .14529, 14 616. .14753, 


14 617. .14757, 14888 .. 14 980, 






14927. .14983 














Seq. No. 


54821 








Seq. ID 


OJ000112_17.' 0*426 


013 


Gene No. 


114958 








Strand 






Start 


14410 








End 


17143 




Name 


OJ000112 17. 


0426 


.013.01. 


tw 


Method 


TBLASTX: Wheat 





55436 



start 
GI 

Exons - 

Seq. No. 
Gene No, 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name , 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



14616 
none 



End 
Score 



14947 
235 



14 616. . 147 53, 14 617. . 14757, 14 888. . 14 94 7 



54821 
114958 
14410 

OJ000112_17.0426.C13.o2.ts 
14647 



OJ000112. 17.0426.C13 



none 
14647 
15780 
17078. .17143 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14760, 14927. .14980, 157 69 .. 15909, 15777 .. 15917, 
15917, 16282. .16356, 16283 .. 16384 , 17077 .. 17142, 



17143 

TBLASTX : Soybean 

17143 

101 



54821 

114958 

14410 

OJ000112_17.0426.C13.o3.tm 

15769 

none 

15769. .15909, 1577 6 .. 15910, 
16269. .16355, 16280 .. 16357, 
16968. .16991, 16971 .. 16991, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15777. . 15911, 
16281. .16355, 



OJ000112 17.0426.C13 



17143 

TBLASTX: Maize 
17143 
223 

15778 
16283 



17077. .17142, 17078. 



15912, 
16357, 
17143 



54822 

114959 

604 

OJ000112_16.0426.Cl.ol,np 
604 

7363286 

604. .625, 2033,-3704, 3979 



•OJ000112 16. 0426. CI 



Seq. ID 
Strand 

End 4172 
Method AAT/NAP 
End 4160 
Score 907 
4160 

{AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F4I10; vegetative storage protein. (AL035525) [Oryza 
sativa] 



BAG 



54822. 

114959 

604 

OJ000112_16.042 6.Cl.ol.gs 

2055 

none 

2055. .2552, 3510, .4172 

54822 
114 960 
5038 

OJ000112_16.0426.Cl.ol.ts 

2064 

none 

2064 . .2489 

54822 

114960. 

5038 

OJ000112_16.0426.Cl.ol.tm 

2070 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_16.0426.C1 

•4172 . • 
GENSCAN 
4172 
.65 



OJ000112_16.0426.C1 
6856 

TBLASTX : Soybean 

2489 

313* 



OJ000112_16.0426.C1 
6856 

TBLASTX: Maize 

4001 

81 



55437 




Exons 2070.. 2801, 

2781. .3104, 
3105. .3491, 
3642. ,,3893, 
3954.. 4001 



2071. .2391, 
2835. .3194, 
3286. .3348, 
3642. .3749, 



2428. .2796, 
3024 . .3380, 
3306. .3578, 
3723. .3893,. 




2520. .2885, 
3070. .3366, 
3435. .3641, 
37.23. .3893, 



2703. .3104, 
3072.'. 3377, 
3471. .3578, 
3727. .3894, 





Seq. No. 


54822 








Seq. ID 


OJ000112_16.0426.C1 




Gene No. 


1 1 A CkCf\ 

114 ybu 








Strand 






Start 


5038 








End 


6856 




Name 


OJ000112 16 


. 0426 . 


CI . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


2322 








End 


3893 




GI 


none 








Score 


94 




Exons 


2322 . . 2123, 


A T C "7 


O Q Q 1 


on c^ci 
z / D b . 


.3212, 3024.. 3506, 3336.. 3587, 






3726 . . 38 93, 


3747 . 


O O A Q 










Seq. No. 


54822 








Seq. ID 


OJ000112_16.0426.C1 




Gene No. 


114 960 








Strand 






Start 


5038 








End 


6856 




Name 


OJ000112 16 


. 0426 . 


CI . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2367 








End 


3893 




GI 


none 








Score 


88 




Exons 


2367 . .2816, 


O "7 O T 

21 Z } . 


O 1 / A 


Q A Q A 


.3434, 3363. .3593, 3436.. 3579, 






3489 . . 3674 , 


3642 , 


O T A j1 

. 3704 , 


OTTO 


.3893, 3754. .3879 


=1 


Seq. No. 


54822 








Seq. ID 


OJ000112_16.0426.C1 


; a 


Gene No.' 


114960 








Strand 






Start 


5038 








End 


6856 




Name 


OJ000112 16 


,0426 


CI . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2757 








End 


3876 




GI 


none 








Score 


99 




Exons 


2757 . .2951, 


A O 1 T 

2871 


O O C /I 

. Jzd4 , 


O Q Q C 

zo y D . 


.3252, 3174. .3557, 3477. .3578, 


n 




3478 . . 3552, 


364 9 


.3756, 


O "7 O A 

J /z y . 


.3869, 3735.-3875, 3739.-3876 


3 


Seq. No. 


■ 54822 








Seq. ID 


OJ000112_16.0426.C1 




Gene No. 


114960 








Strand 






Start 


5038 








End 


6856 




Name "■ ' 


OJ000112 16 


.0426 


C1.02. 


ts 


Method 


TBLASTX : Soybean 


3 


Start 


5035 








End • 


'6718 


== 


GI 


none 








Score 


81 




Exons 


5035 . . 5226, 


5072 


. . 5218 , 


5254 . 


.5457, 6111. .6287, 6136. .6252, 






6381 . .6467, 


6503 


, .6718 










Seq.' No." 


5*4 822 








Seq. ID 


■OJ000112_16.0426 .CI 




Gene No. 


114960 








Strand 






Start 


c ri o o 








End 


6856 




Name 


OJ000112 16 


.0426 


.C1.02. 


gs 


Method 


GENSCAN 




Start 


5038 








End 


6757 




GI 


none 








Score 


.99 




Exons 


5038. .5457, 


6036 


. .6465, 


6525. 


.6757 






Seq. No. 


54822 








Seq. ID 


OJ000112_16.0426.C1 




Gene No. 


114960 








Strand 






Start 


5038 








End 


6856 




Name 


OJ000112 16 


.0426 


.Cl.o2. 




Method 


AAT/NAP 




Start 


5041 








End 


6856 




GI 


7430708 








Score 


647 




Exons 


5041. .5457, 


6036 


. .6465, 


6525. 


.6856 





55438. 



GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



cytochrome P450 homolog F14M4.22 - Arabidopsis thaliana 
gi|3522946|gb|AAC34228.1| (AC004411) putative cytochrome P450 
[Arabidopsis thaliana] 



54822 

114960 

5038 

OJ000112_16.0426.Cl.o3.tm 

5044 

none 

5044.. 5235, 5063.. 5233 



Seq. ID OJ000112jl6.0426.Cl 
Strand 

End 6856 

Method TBLASTX : Maize 

End 5235 

Score 126 



Seq. No. 54822 

Gene No. 114960 

Start 5038 

Name OJ000112_16 . 042 6 . CI . ol . tc 

Start 5068 

GI none 

Exons 5068. .5235, 5069 .. 5224 , 5254 , 



Seq. ID OJ000112_16.0426.C1 
Strand 

End 6856 

Method TBLASTX : Cress 

End 5445 

Score 95 
.5445, .5255. .5440 



Seq. No. 54822 

Gene No. 114960 

Start 5038 

Name OJ000112_16 . 0426 . CI . ol . gp 

Start 5258 

GI uC-osflM202094ellbl 

Exons 5258.. 5457, 6036.. 6284 

GI Descrip. ' 352294 6/gb | AAC34228 . 1 | 6.0e-23 (AC004411) putative cytochrome 
P450 [Arabidopsis thaliana] * 



Seq. ID OJ000112_16. 0426.C1 

Strand - . 

End 68'56 

Method AAT/GAP ' 

End 6284 

Score 848 



kJ Seq. No. 
fU Gene No. 

Start 

Name 

Start 

GI 

Exons 



54822 

114960 

5038 

OJ000112_16.0426.Cl.o2.tm 

5296 

none 



Seq. ID OJ000112_16.0426.C1 
Strand 

End 6856 

Method TBLASTX : Mai ze 

End 6706 

Score 156 



5296. .5412, 5362. .5457, 6027-. . 6074 , .61*05 .. 6302 , 6127. .6264, 
6130.. 6324, 6294.. 6323, 6378.. 6464, 6381.. "6467, 6400.. 6486, 
6403. .6468, 6510. .6695, 6512. ,6691, 6530. .6706 



Seq. No. 54822 

Gene No. 114960 

Start 5038 

Name OJ000112_16 . 042 6 . CI . ol . tw 

Start 5398 

GI none 
Exons 



Seq. ID OJ000112_16.0426.C1 
Strand 

End 6856 

Method TBLASTX : Wheat 

End 6323 

Score 175 



5398. .5457, 6027. .6074, 6108. .6260, 6130. .6261, 6284. .6322, 
6294. .6323 



Seq. No. 54822 

Gene No. 114960 

Start 5038 

Name OJ000112_1 6 ; 0426 . CI . o3 . tw 

Start 6403 

GI none 

Exons 6403. . 6468, 
6752. . 6775 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_16.0426.C1 
6856 

TBLASTX: Wheat 

6775 

70 



6408. .6467, 6497. .6700, 6510. .6701, 6698. .6775, 



55439 




Seq. No. 


54823 


Seq. ID 


OJ000112_16. 


0426. C2 . 


Gene No. 


114 961 


Strand 


+ 




Start 


49 , 


End 


588 • 




Name 


OJ000112 16. 0426 . C2 . ol . gs 


Method 


GENSCAN 




Start 


4 9 


End 


588 




GI 


none 


Score 


. 95 




Exons 


49. . 588 








Seq. No. 


54823 


Seq. ID 


OJ000112_16 . 


042 6 . C2 


tjene no . 


114962 


Strand 


t 

T 




Start 


3928 


End 


4027 




Name 


OJ000112 16.0426.C2.ol.gp 


Method 


AAT/GAP 




Start 


3928 


End 


4027 




GI 


LIB34 31-004-P1-K1-G12 


Score 


116 




Exons 


3928. .4027 








GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 1 . Oe 


-39 (AF114171 


) TNP2-like 




protein [Sorghum bicolor] ' 









Seq. No. 


54823 




Seq. ID 


OJ000112_16. 


0426 


.C2 


Gene No. 


114963 




Strand 


+ 






Start 


10148 




End 


10581 






Name 


OJ000112 16. 0426. C2. 


o2 . gp 


Method 


AAT/GAP 






Start 


10148 




End 


10581 






GI 


54617 1.R1084 




Score 


776 






Exons 


10148-. .10581 












GI Descrip. 


'4469022/emb|CAB3828 


31 2.0e-13 (AL035602) cytochrome P450- 




protein [Arabidopsis 


thaliana^ 










Seq. No. 


54823 




Seq. ID 


OJ000112_16. 


0426 


.C2 


Gene No. 


114964 




Strand 


+ 






Start 


21805 




End 


22433 






Name 


OJ000112 16. 0426. 02. 


o6 . gs 


Method 


GENSCAN 






Start 


21805 




End 


22364 






GI 


none 




Score 


. 65' 






Exons 


21805. .21898, 22168. 


.22364 










Seq. No. 


54823 . 




■ Seq. ID 


OJ000112_16. 


04 26 


.C2 


Gene No. 


114964 




Strand 


+ 






Start 


21805 




End 


22433 






Name 


OJ000112 16. 0426. C2. 


o3 . np 


Method 


AAT/NAP 






Start 


22114 




End 


22433 






GI 


6539588 ■ ' 




Score 


160 






Exons 


22114 . .22433 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


54823 




Seq. ID 


OJ000112_16. 


0426 


.C2 


Gene No. 


114965 




Strand 








Start 


10323 




End 


14429 






Name 


OJ000112 16. 0426. C2. 


o3 . gs 


Method 


GENSCAN 






Start 


10323 


End 


12022 






GI 


none 




Score 


. 97 






Exons 


10323. .11599, 11746. 


.12022 










Seq. No. 


54823 




Seq. ID 


OJ000112_16. 


0426 


.C2 


Gene No. 


114965 




Strand 








Start 


10323 




End 


14429 







55440 



Name OJ000112_16 . 0426 . C2 . ol . np Method AAT/NAP 

Start 10329 End 14429 

GI -7484900 - Score 1169 

Exons 10329. .11599, 1174 6 .. 11944 , 14339.. 14429 

GI Descrip. cytochrome P4.50 homolog T29A15.200 - Arabidopsis thaliana 
gi I 44 69022 lerribl CAB38283.il (AL035602) cytochrome P450-like 
protein [Arabidopsis thaliana] gi | 7269625 | emb | CAB81421 . 1 | 
(AL161571) cytochrome P450-like protein [Arabidopsis thaliana] 



Seq. No. 


54823 


Seq. ID 


OJ000112_16. 


0426 


.C2 


Gene No. 


114965 


Strand 








Start 


10323 


End 


14429 






Name 


OJ000112 16.0426.C2.o3.gp 


Method 


AAT/GAP 






Start 


10593 


End 


11063 






GI 


19210 1.R1084 


Score 


848 






Exons 


10593. . 11063 










GI Descrip. 


' 352294 6/gbl AAC34228. 1 | 2 . Oe- 


31 (AC004411) putative 


cytochrome 




P450 [Arabidopsis thaliana] * 










Seq. No. 


54823 


Seq. ID 


OJ000112_16. 


0426 


.C2 


Gene No . 


114965 


Strand 








Start 


10323 


End 


14429 






Name 


OJ000112 16.0426.C2.o4.gp 


. Method 


AAT/GAP 






Start 


11134 


End 


11619 






GI 


uC-osroM202007cllbl 


Score 


903 






Exons ■ 


11134. .11619 










GI Descrip. 


'3522945/gbiAAC34227.1| 9.0e- 


25 (AC004411) putative 


cytochrome 




P450 [Arabidopsis thaliana] ' 










Seq. No. 


54823 


Seq. ID 


OJ060112_16. 


0426 


.C2 


Gene No. 


114965 


Strand 








Start 


10323 


End 


14429 






Name 


OJ000112 16.0426.C2.o4.gs 


Method 


GENSCAN 






Start 


12285 


End 


13628 






GI 


none . 


Score 


.91 






Exons . 


12285. .12412, .12888. .12917, 13577.. 13628 






Seq. No. 


54823 


Seq. ID 


OJ000112_16'. 


0426 


.C2 


Gene No. 


114966 


Strand 








Start 


20633 


End 


22140 






Name 


OJ000112 16.0426.C2.o2.np 


Method 


AAT/NAP 






Start . 


20633 


End 


22140 






GI 


439278 


Score 


283 ' ' 






Exons 


20633. .21003, 22033.. 22140 - 










GI Descrip. 


(X69205) ribosomal protein [Triticum aestivum] 






Seq. No. 


54823 


Seq. ID 


OJ000112_16. 


0426 


.02. 


Gene No. 


114967 


'Strand 








Start 


22527 


End 


27882 






Name 


OJ000112 16.0426.C2.o4.np 


Method 


AAT/NAP 






Start 


22527 


End 


25080 






GI 


7430708 


Score 


196 






• Exons 


22527. .22759, 25032.. 25080 










GI Descrip. 


cytochrome P4 50 homolog F14M4 


.22 - Arabidopsis thaliana 





gil 352294 6|gb|AAC34228.1 I 
[Arabidopsis thaliana] 



(AC004411) putative cytochrome P450 



55441 



Seq. No. 


54823 


Seq. ID 


OJ000112_ 


16. 0426. C2 


Gene No. 


114967 


Strand 






Start 


22527 


End 


27882 




Name 


OJ000112 16. 0426.C2 .o7 .gs 


Method 


GENSCAN 




Start- • 


23183 


End 


'27531 ■ 




GI 


none 


Score 


.87 




Exons 


23183. .23389, 25101. .25205, 


25867. .27134, 27255. 


.27531 


Seq. No, 


54823 


Seq. ID 


OJ000112_ 


16. 0426. C2 


Gene No. 


114967 


Strand 






Start 


22527 


End 


27882 




Name 


OJ000112 16,0426.C2.o5.np 


Method 


AAT/NAP 




Start 


25867 


End ■ 


27882 




GI 


7484900 


Score 


1148 




Exons 


25867. .27134, 27255.-274 53, 


27799. .27^ 


J82 




GI Descrip. 


cytochrome P450 homolog T29A15.200 - Arabidopsis 


thaliana 




gi 1 44 69022 | emb | CAB38283 . 1 | 


(AL035602) 


cytochrome 


P450-like 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



protein [Arabidopsis thaliana] gi | 7269625 | emb | CAB81421 . 1 | 
(AL161571) cytochrome P450-like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112 16. 0426. C2 



54823 
114967 
22527 

OJ000112_16.0426.C2 .o5.gp 
25932 

17052_1.R'1084 
25932.. 26429 

M469022/emb|CAB38283 I 2.0e-44 (AL035602) cytochrome P450-like 
protein [Arabidopsis thaliana] * 



27882 
AAT/GAP 
26429 
963 



54823 Seq. ID 

114968 Strand 

29541 End 

OJ000112_16 . 0426 . C2 . ol . tw Method 

13 End 

none Score 



OJ000112_16.0426.C2 
31462 

TBLASTX: Wheat 

27011 

62 



13. .69, 13. .72, 11066. .11293, 11067 .. 11306, 11095 . . 1 124 7 , 

11187. .11294, 11295. .11474, 11299 .. 114 75 , 11316 .. 1135.7 , 

11326. .11478, 18123. .18362, 18125 .. 18364 , 18275 .. 183 64 , 

18359. .18532, 18374 .. 1852 6, 18384 .. 18533, 18393 .. 18533, 

18397. .18534, 184 69 .. 18537 , 26602 26835, 26602 .. 26841, 

26630. .26839, 2683.6 .. 27009, .26851 .. 27000 , 26870 .. 27010 , 

26880. .27011 " ' 



Seq. No. 54823 
Gene No. 114968 
Start 29541 

Name OJ000112_16 . 0426 . C2 . o2 . tc 

Start 13 
GI none 
Exons 13.. 60, 61.. 201, 

11316. .11459, 
18233. .18343, 
.18661, 
.26770, 
.27453 



18518, 
26714, 
27253, 



11326 
18237 
18575 
26851 



Seq. ID 
Strand 
End 

Method 
End 
Score 
385.. 492, 11175. 
11424, 11460 



OJ000112 16. 0426. C2 



18353, 
18655, 
26994, 



18374 . 
18769, 
26861, 



31462 

TBLASTX: Cress 
27453 
61 

11294, 11179. . 11235, 
.11600, 11762. .11944, 
. 18517, 18384 . . 18482, 
.18951, 26710. .26820, 
.26959, 26995. .27135, 



55442 



OJ000112 16. 0426. C2 



31462 

TBLASTX: Maize 

27135 

178 



Seq, No. 54823 Seq. ID 

Gene No. 114968 Strand 

Start 29541 End 

Name - OJ000112_16 . 0426 . C2 . ol . tm - Method 

Start 97 • ^ End 

GI none . ^ " Score 
Exons 97.. 201, 10332 .. 10787 , 10354 .. 10788 , 108 12 .. 1094 9, 108 13 .. 1*094 7 , 

11040. .11483, 11098. .11-247/ 11496. .11600, 17375 .. 17854 , 

17415. . 17858, 17868 .. 18005, 17870 .. 18007 , 18056. 

18098. . 18532, 18156 .. 18386, 18554. 

22558. .22755, 22626 .. 22757 , 25855. 

. . 25895. .26335, 26327 .. 264 85, 26335. 

26633. .26782, 27031. .27135 



.18694, 22533. 
.26334, 25891, 
.26487, 26575. 



.18103, 
.22754, 
.26157, 
,27018, 



Seq. No. 54823 Seq. ID 

Gene No. 114968 Strand 

Start 29541 End 

Name OJ00.0112_16 . 0426 . C2 . ol . ts - -Method 

Start 388 End 

GI none Score 
Exons 



OJ000112_16.0426.C2 
31462 

TBLASTX: Soybean 

27444 

83 



388.. 534, 10332. .10949, 10354 .. 10503, 10534 .. 10938., 
11040. . 11471, 11735. .11935, 17390 .. 18007 , 174 15 . ..17561, 
17592. . 17966, 18098 .. 1854 7 , 18739 .. 18 939, 22533 .. 22754 , 
22558. .-22704V 25870 .. 2 64 87 , 25895 .. 26041, 2 6072 .. 26212, 
26249. .26446, 26575 .. 27003, 27238. .27444 ' 



Seq. No. 54823 

Gene No. 114968 

Start 29541 

Name OJOOOl 12_16 . 0426 . C2 . ol . tc 

Start 10353 

GI none 

Exons 10353 
22554 



Seq. ID OJ000112_16.0426.C2 
Strand 

End 31462 
Method TBLASTX: Cress 
End 26299 
Score 221 
10748, 10357. .10761, 174 11 .. 17 806, 17 4 12 .. 178 19, 
22757, 22555. .22758, 25891 .. 2 6274 , 25892. .26299 



Seq. No. 54823 
Gene No. 114968 
Start .29541 

Name ■ OJOOOl 12_16 . 0426 . 02 . o2 . tw 

Start 10694 
GI no-ne 
Exons 10694, 

10804 , 

17753, 

17870, 

26234. 



,10792, 10695, 
, 10968, ■ 10959. 
,17851, 17763. 
,18025, 18018. 
,26326, 26240. 



.10793, 
.11045, 
.17861, 
. 18104, 
.26344, 



Seq. ID OJ000112_16. 0426.02 
Strand 

End 314 62 

Method TBLASTX : Wheat 

End 26581 

Score 90 
10702. .10803, 10803. .10967, 
10960. .11022, 17753. . 17851, • 
17862. .18026, 178701.18028, 
18023. .18103, 26232. .26324, 
26335. .26580, 26336.. 26581 



Seq. No. 54823 Seq. ID 

Gene No. 114968 Strand 

Start 29541 End 

Namie OJOOOl 12_1 6 . 0426 . 02 . o3 . tc Method, 

Start 10800 End 

GI none Score 
Exons 



OJ000112_16. 0426.02 
31462 

TBLASTX :Oress 

26697 

144 



10800. . 10979, 10801. . 10947, 11031. .11162, 1784 9. . 18010, 
17859. . 18005, 17870 .. 18016, 1804 1 .. 18088 , 1808 9 .. 18220, 
26329. .26520, 26330 .. 26485, 26524 .. 2 6562 , 26566. .26697 



55443 



Seq. No. 54823 
Gene No. 114968 
Start 29541 

Name OJ000112_16 . 042 6 . C2 . o2 . tm 

Start 20709 
GI none 
Exons 20709. .20801, 

20808. .20939, 

30033. .30137, 

30129.. .3018.5 



20715. .20813, 
29962. .30027, 
30060. .30122, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20782. .20985, 
29964. .30035, 
30062. .30133, 



OJ000112 16. 0426. C2 



31462 

TBLASTX: Maize 
30198 
86 

20807. .20932, 
29985. .30035, 
30127. ,30198, 



Seq. No. 54823 

Gene No. 114968 

Start 29541 

Name OJ000112_16 . 042 6 . C2 . o8 . gs 
Start ' 29541 

GI none 
Exons 



Seq. ID OJ000112_16.0426.C2 
Strand 

End 31462 

Method GENSCAN 

End 31426 

Score .44 



29541. .29646, 30980 31080, 31121 31153, 31394. .31426 



Seq. No. 54823 Seq. ID 

Gene No. 114968 Strand 

Start 29541 End 

Name OJ.000112_16 . 0426 . C2 . o6 . np Method 

Start 29884 End 

GI 439278 Score 

Exons 29884 . .30183 

GI Descrip. {X69205) ribosomal protein [Triticum aestivum] 



OJ000112_16.0426.C2 

31462 
AAT/NAP 
30183 
226 



Seq. No. 54823 Seq. ID 

Gene No. 114968 Strand 

Start 29541 End 

Name OJ000112_1 6 . 0426 . C2 . o6 . gp Method 

Start 31127 End 

GI none Score 

Exons 31127.. 31462 



OJ000112_16.0426.C2 

31462 
AAT/GAP 
31462 
641 



Seq. No. . • 54824 ' Seq. ID 

Gene No. 114969 Strand 

Start 5096 End 

Name OJ000112_16 . 042 6 . C3 . ol . gp Method 

Start 5096 End 

GI none Score 
Exons ■ 5096. .5826, "6334. . 6404 



OJ000112_16.0426.C3 

94 91 
AAT/GAP 
6404 
1494 



Seq. No. 54824 Seq. ID 

Gene No. 114969 Strand 

Start 5096 , , End 

Name OJ000112_16 . 0426 . C3 . o2 . gs Method 

Start 5689 End 

GI none Score 

Exons 5689.. 6454, 7007.. 7262, 9320.. 9491 



OJ000112_16.0426.C3 

9491 
GENSCAN 
94 91 
.87 



Seq. No. 54824 Seq. ID 

Gene No. 114969 Strand 

Start 5096 End 

Name OJ000112_16 . 0426 . C3 . ol . np Method 

Start 5899 End 



OJ000112_16.0426.C3 

9491 

AAT/NAP 

7139 



55444 




GI 7438352 Score 485 

Exons 5899., 5977, 6257.. 6454, 6602.. 6756, 6996.. 7139 

GI Descrip. transcription factor MYB4 homolog T15B16.7 - Arabidopsis 
thaliana gi | 3859598 | gb | AAC72864 . 1 | (AF104919) contains 
similarity to Myb DNA-binding domains (Pfam: PFD024 9, E=3.7e-27 
N=3) [Arabidopsis thaliana] gi | 5823333 | gb | AAD53105 . 1 1 AF17 6000_1 
(AF176000) putative transcription factor [Arabidopsis thaliana] 



Seq. No. 54824 

Gene No. 114970 

Start 11507 

Name OJ000112_16 . 0426 . C3 . ol . 

Start 6331 

GI none 

Exons 6331.. 6480, 6344.. 6484, 
7002. .7091 

Seq. No. 54824 

Gene No. 114970 

Start 11507 

Name OJ000112_16 . 042 6 , 03 . ol . 

Start 6331 

GI none • 

Exons 6331.. 6480, 6335. . 648*4 , 
7002. ,7091 



Seq. ID OJ000112_16. 0426.03 
Strand 

End 15198 

tc Method TBLASTX : Cress 

End 7091 

Score 96 
6601. .6729, 6601. ,6732, 6662. .6733, 



Seq. ID OJ000112_16. 0426,03 
Strand 

End 15198 

tm Method TBLASTX : Maize 

End 7091 

Score 93 
6596. .6.733, 6601. ,6738, 6604. .6732, 



Seq. No. 54824 Seq. ID 

Gene No. 114 970 Strand 

Start 11507 End 

Name 0 JO 0011 2_1 6.0426.C3,ol.ts Method 

Start 6331 End 

GI none Score 

Exons 6331.. 6480, 6335.. 6472, 6596.. 6733, 
7002. .7091 



OJ000112_16. 0426.03 
15198 

TBLASTX : Soybean 
7091 
107 

6601. .6732, 6601. .6738, 



Seq. No. 54824 

Gene No. 114970 

Start 11507- 

Name OJ000112_16 . 0426.03.ol.tw 

Start 6340 

GI none 
Exons 



Seq." ID OJ000112_16. 0426.03 
Strand 
End 

Method 
End 
Score 



15198 . 
TBLASTX: Wheat 
7091 
103 



6340. 
7002. 



.6480, 6344, 
.7091 



,6460, 6596. .6715, 6601. .6714, 6601.,6738, 



Seq.' No. 54824 

Gene No. 114970 

Start 11507 ' 

Name 0 j000112_16 . 0426 , 03 . o3 . gs 

Start 11507 

GI none 

Exons 11507. .11591, 11662 .. 11938, 
15139, .15198 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



OJ000112_16. 0426.03 

15198 ■ 
GENSCAN 
15198 
.66 



11964. .12185, 14 839. ,14 963, 



Seq. No. 54825 Seq. ID 

Gene No. 114971 Strand 

Start 2181 End 

Name OJ000112_16 , 042 6 . 04 . o2 . gs Method 



OJ000112_16. 0426.04 

7225 
GENSCAN 



55445 



start 
GI 

Exons 



2181 End 7225 

none Score .85 

2181. .2276, 3578. .3723, 3811. .3916, 4018. .4080, 4409. .4469, 

4601. .4725, 4818. .4904, 5259. .5332, 5431. .5560, 5694. .5776, 

6403.. 6659, 70-65.. 7225 



-Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



54825 
114971 
2181 
OJOOOl 
3317 
none 
3317: . 
3579. . 
3811. . 
4183. . 
4580. . 
5259. . 
5687. . 
6405. . 



12 16.0426.C4 .ol.tm 



3445, 
3725, 
3918, 
4248, 
4726, 
5315, 
5773, 
6464, 



3318. 
3580. 
4015. 
4397. 
4809. 
5260. 
5692. 
6406, 



.3449, 3319. 

.3726, 3802. 

.4095, 4016. 

.4477, 4404. 

.4904, 4818. 

.5334, 5408. 

.5775, 5694. 

.6507, 6442. 



Seq. ID OJ000112_16. 0426:C4 
Strand 

End 7225 
Method TBLASTX : Maize 
End 6519 
Score 107 

.3453, 3575. .3721, 3578. .3730, 
.3918, 3809. .3925, 3810. .3917, 
.4096, 4181. .4237, 4182. .4238, 
.4481, 4407. .4478, 4573. .4728, 
.4901, 4822. .4935, 5253. .5333, 
.5572, 5431.. 5562, 5435.. 5566, 
.^5780, 5695.. 5781, 6365.. 6505, 
.6519, 6461. .6517 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54825 Seq. ID 

11,4 971 Strand 

2181 ■ End 

OJ000112_16.0426.C4 .ol .np Method 

3333 End 

6671966 Score 



OJ000112_16.0426.C4 

7225 
AAT/NAP 
6955 
1071 



3333. .3437, 3578. .3723, 3811. .3916, 4018. .4095, 4181. .4234, 
4409. .4469, 4601. .4725, 4818. .4904, 5259. .5332, 5431. .5560, 
5694. .5776, 6406. .6487, 6842. .6955 



\J GI Descrip. {AC013454) putative pectinacetylesterase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54825 Seq. ID 

114971 Strand 

2181 End 

OJ000112_16 . 0426 . 04 . o2 . tc Method 

3333 End 

none Score 



OJ000112_16.0426.C4 
7225 

•TBLASTX: Cress 

3902 

49 • 



3333. .3380, 3334. .3390, 3367. .3432, 3393. .3434, 3578. .3730, 
3594. .3725, 3809. .3901, 3810. .3902 



Seq. No. 54825 Seq. ID 

Gene No.' 114971 Strand 

Start ■ 2181 End 

Name OJ000112_16 . 0426 . C4 . o2 . ts Method 

Start 3334 End 

GI none Score 

Exons 3334.. 3435, 3336.. 3434, 3575.. 3721, 

3812. .3925, 4006. .4095, 4018. .4095, 

4668. .4736 



OJ000112_16..0426.C4 
■7225 

TBLASTX : Soybean 
4736 
86 

3578. .3721, 3591. .3722, 
4603. .4731, 4603. .4728, 



Seq. No. 54825 Seq. ID 

Gene No. 114971 ' Strand 

Start 2181 End 

Name OJOOOl 12_1 6 . 0426 . C4 . ol . gp Method 

Start 3363 -End 

GI 20977 1.R1084 Score 



OJ000112_16.0426.C4 

7225 
AAT/GAP 
5784 
1791 



55446 




Exons 


3363. .3437, 


3578. 


. .3723, 


3811. 


.3916, 4018. .4095, 4181. .4234, 




4409. .4469, 


4601, 


. .4725, 


4818. 


.4904, 5259. .5332, 5431. .5560, 




5694. .5784 












GI Descrip. 


»3522956/gb IAAC34238.il 


l.Oe- 


122 (AC004411) putative 




pectinacetylesterase. precursor [Arabidopsis thaliana] * 


Qpa No 


54825 








Seq. ID 


OJ000112_16.0426.C4 


Gene No. 


114 971 








Strand 




Start 


2181 








End 


7225 


Name 


OJ000112 16: 


,0426. 


.C4\o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4603 








End 


^■4 907 


GI 


none 








Score 


111 


Exons 


4603. . 4728, 


4604 . 


, .4726, 


4809. 


.4907, 4809. .4907 


Seq. No. 


54825 








Seq. ID 


OJ000112_16.0426.C4 




114971 








Strand 




Start 


2181 








End 


7225 


Name 


OJ000112 16 


, 0426. 


. C4 .ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4806 . 








End 


5781 


GI 


none 








Score 


68 


Exons 


4806. . 4907 , 


4809. 


. .4901, 


5253 . 


.5333, 5272. .5334, 5408. .5572, 




5433 5567 


5688 . 


. .5750, 


5694 ; 


.5780, 5707. .5781 


Seq. No. 


54825 








Seq. ID 


OJ000112_16.0426.C4 


{^pnp No 


114 971 








Strand 




Start 


2181 








End 


7225 


Name 


OJ000112 16. 


,0426. 


.04 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5254 








End 


5790 


GI 


none 








Score 


57 


Exons 


5254 5325. 


5274 . 


. . 5333, 


5408 . 


.5572, 5433. .5561, 5537. .5566, 




5694 5780. 


5695 . 


. .5790 








Sea No 


54825 








Seq. ID 


OJ000112_16.0426.C4 


Gene No. 


114971 








Strand 




Start 


2181 








End 


7225 


Name 


OJ000112 16. 


,0426, 


.C4.02. 


gp 


Method 


AAT/GAP 


Start 


6422 " 








End ■ 


6780 


GI ' 


none 








Score 


718 


Exons 


6422. . 6780 












Sea No 


54826 








Seq. ID 


OJ000112_16.0426.C5 


Gene No. 


114972 








Strand 


+ . . 


Start 


304 








End 


1095 • 


Name 


OJ000112 16. 


,0426. 


.C5.01. 


gs 


Method- 


GENSCAN 


Start 


304 








End 


1095 


GI 


none 








Score 


.71 


Exons 


304., .434, 963.. 1095' 








Seq. No, 


54827 








Seq. ID 


OJ000112_16.0426.C7 


Gene No. 


114973 








Strand 




Start 


60 








End 


140 


Name 


OJ000112 16. 


0426. 


.C7.01. 


gs 


Method 


GENSCAN 


Start 


- 60 








;.End 


140 


GI 


none ' 








Score 


.99 


Exons 


60. .140 












Seq. No. 


54828 








Seq. ID 


OJ000112_11.0426.C3 



55447 





Gene No. 


114974 


Strand 


+ 




Start 


1136 


End 


3143 




Name 


OJ000112 11.0426.C3.ol.gp 


Method 


AAT/GAP 




Start 


1136 


End 


3143 




GI 


598 3.R1084 


Score 


1508 




Exons 


1136. .1406, 2439. .2698, 2842 


..3143 . 






GI Descrip. 


•4 521193/dbj I AB0134 50 . 1 | AB0134 50 1 . Oe 


-99 Oryza 






similar sequence to Pib gene 








Seq. No. 


54828 


Seq. ID 


OJ000112 




Gene No. 


114974 


Strand 


+ 




Start 


1136 


End 


3143 




Name 


OJ000112 11.0426.C3.ol.gs 


Method 


GENSCAN 




Start 


1269 


End 


2950 




GI 


none 


Score 


.94 




Exons 


1269.. 1406, 2439.. 2698, 2842 


. .2950 






Seq. . No. 


54828 


Seq. ID 


OJ000112 




Gene No . 


114974 


Strand 


+ 




Start 


1136 


End 


3143 




Name 


OJ000112 11.0426.C3.ol.np 


Method 


AAT/NAP 




Start 


1314 


End 


2956 




GI 


6692129 


Score 


693 


. ^ 


Exons 


1314. .1406, 2439. .2698, 2842 


. .2956 




t : ; 


GI Descrip. 


(AC007654) T19E23.13 [Arabidopsis thaliana] 




Seq. No. 


54828 


Seq. ID 


OJ000112 


5 =^ 


Gene No. 


114975 


Strand 


+ 




Start 


14159 


End 


17900 




Name 


OJ000112 11.0426.C3.o4.gp 


Method 


AAT/GAP 


= ^ 


Start 


14159 


End 


14408 


1 y 


GI 


3761181 


Score 


412 




Exons 


14159. .14408 








GI Descrip. 


4521193/cibj | AB0134 50 . 1 1 AB013450 l.Oe-: 


99 Oryza s. 






similar sequence to Pib gene 








Seq. No.' 


54828' 


• Seq. ID 


OJ000112 




Gene No. 


114975 


Strand 


+ 




Start 


14159 


End 


17900 




Name 


OJ000112 11.0426.C3.o3.np 


Method 


AAT/NAP 




Start 


14306 


End 


17900 




GI 


7106512 


Score 


2060 , 




Exons 


14306. .14365, 14439 .. 14 557 , ; 


14818. .15212, 15450 



,16386, 

16557. .17490, 17546. .17900 
GI Descrip. (AP001278) EST C9842 9 {E0138 ) corresponds to a region of the 
predicted gene. ; hypothetical protein [Oryza sativa] 



Seq. No. 54828 Seq. ID 

Gene No. . 114976 Strand 

Start ' 3718 End • 

Name OJ000112_11 . 0426 . 03 . o2 . gs Method 

Start 3718 End 

GI none Score 
Exons 



OJ000112_11.0426.C3 

8854 
GENSCAN 
8730 
.5 



371-8'...4275, 4512.. 5660, 6493.. 6562, 8065.. 8238, 8669.. 8730 



Seq. No. 
Gene No. 



54828 
114976 



Seq. ID 
Strand 



OJ000112 11. 0426. 03 



55448 



start 3718 End 8854 

Name OJ000112_11 . 0426 .C3 . o2 . np Method AAT/NAP 

Start 3721 . End 5591 

GI 7485376 Score 1115 

Exons 3721.. 3938, 4005.. 4275, 45L2..4796, 4824.. 5591 



GI Descrip. hypothetical protein F11C18.20 - Arabidopsis thaliana 
gi|458452f|emb|CAB40752.1| (AL049607) putative protein 
[Arabidopsis thaliana] gi I 7270085 | emb | CAB79900 . 1 1 (AL161579) 
putative protein [Arabidopsis thaliana] 



■Seq. No. 


54828 






Seq. ID 


OJ000112 


_11. 0426.C3 


Gene No. 


114976 






Strand 






Start 


3718 






End 


8854 




Name 


OJ000112 11, 


.0426 


.C3.o2.gp 


Method 


AAT/GAP 




Start 


4657 






End 


5032 




GI 


426642 






Score 


734 




Exons 


4657. .5032 












GI Descrip. 


32528,07 l.Oe-15 


(AC004705) hypothetical protein 


[Arabidopsi; 




thaliana] ' 












Seq. No. 


54828 






Seq. ID 


OJ000112 


_11. 0426. C3 


Gene No. 


114976 






Strand 






Start 


3718 






End , 


8854 




Name 


OJ000112 11. 


.0426 


. C3\ o3 . gp 


Method 


AAT/GAP 




Start 


6482 






End 


8854 




GI 


4878446 






Score 


458 




Exons 


6482. .6562, 


8669 


. .8854 








Seq. No. 


54828 






Seq. ID 


OJ000112 


_11.0426.C3 


Gene No. 


114977 






Strand 






Start 


11616 






End 


14944 




Name 


OJ000112 11. 


,0426 


. 03 . o3 . gs 


Method * 


GENSCAN 




Start 


11616 






End 


14944 




GI 


none 






Score 


.77 




Exons 


11616. .11899, 14378. .14584, 


14782. .14944 




Seq. No. 


54828 






Seq. ID. 


OJ000112 


_11,0426.C3 


Gene No. ■ ■ 


'114978 






Strand 






Start 


18068 






End 


18377 




Name 


OJ000112 11. 


,0426 


.C3.ol.tc 


Method 


TBLASTXn 


Cress 


Start 


1296 






End 


2944 




GI 


none 






Score 


164 




Exons 


1296. . 1406, 


1298 


..1402, 1320 


. .1406, 1332. .1406, 


2436..-2708, 




2436. .2564, 


2437 


..2709, 2438 


. .2719, 2438. .2557, 


2580. .2708, 




2839. -.2943, 


2839 


..2934, 2840 


. .2944,- 2840. .2935 




Seq. No. 


54828 






Seq. ID 


OJ000112 


_11.0426.C3 


Gene No. 


114978 






' Strand 






Start 


18068 






End 


18377 




Name 


OJ000112 11. 


0426 


.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1296 






End 


3109 




GI 


none 






Score 


157 




Exons 


1296. .1406, 


1320 


..1406, 1332 


..1406, 1369. .1407, 


2436. .2708, 




2436. .2573, 


2436 


..2699, 2438 


. .2719, 2438. .2572, 


2555. .2719, 




2580. .2708, 


2839 


. .2955, 2840 


. .2944, 2840. .2950, 


2842. .2958, 




2851. .2943, 


2993 


..3025, 3009 


..3032, 3013.. 3036, 


3022. .3054, 




3024. .3053, 


3046 


..3108, 3057 


. .3107, 3059. .3109, 


3059. .3109 



55449 




Seq. No. 


54828 








Seq. ID 


OJ000112 


_11 . 0426.03 


Gene No. 


114 978 








Strand 






Start 


. 18068 








End 


18377 




Name 


' OJ000112_11 


.0426 


.C3.02. 


ts . 


Method 


TBLASTX: 


Soybean 


Start 


li04 








End 


2968 




GI 


none 








Score 


38 




Exons 


1304 . . 1348, 


1314 


. . 1406, 


1320 . 


.1406, 1335. . 1406, 


1372 . .1407 




24 31. . 2694 , 


2436 


. .2708, 


2436 . 


.2576, 2436. .2705, 


2438 . .2719 




z4 38 . . 2575, 


2550 


. .2708, 


2839 . 


.2943, 2839. .2943, 


2840 . .294 4 




2840 . . 2968 














Seq. No. 


54 828 








Seq. ID 


OJ000112 


11 . 0426 . 03 


Gene No. 


114 978 








Strand 






Start 


18068 








End 


18377 




Name 


OJ000112_11 


.0426 


.03. o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1305 








End 


3102 




GI 


■ none 








Score 


155 




Exons 


1305 . .1406, 


1320 


. . 1406, 


1332 . 


.1406, 1369. .1407, 


2436 . . 2708 




2436 . . 2573, 


2436 


. . 2699, 


2438 . 


.2719, 2438. .2572, 


OT1(^ 

2573 . .2719 




2580 , . 2708 , 


2811 


. . 2951, 


2839 . 


.2955, 2840. .2944, 


2840 . .2950 




2842 . .2952, 


2842 


. . 2943, 


2959 . 


.3102, 3047. .3100, 


304 9 . . 3102 


Seq. No. 


54828 








Seq. ID 


OJ000112 


_11. 0426.03 


Gene No. 


114 978 








Strand 






Start 


18068 








End 


18377 




Name 


OJ000112 11 


. 0426 


. C3 . o3 . 


ts . 


Method 


TBLASTX: 


Soybean 


Start 


4123 








End 


4949 




GI 


none 








Score 


101 




Exons 


4123 . . 4212 f 


4512 


. . 4703, 


4 800 . 


.4949 






Seq. No. 


54828 








Seq. ID 


OJ000112 


_11.0426.O3 


Gene No . 


114978 








Strand 






Start 


18068 








End 


18377 




Name 


OJ000112 11 


. 0426 


C3 ..o3 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


4138 








End 


5192 




GI 


none 








Score 


110 




Exons ' 


•4 138 . . 4278, 


A A C 

4145 


.4276, 


4 510 . 


.4650, 4512.. 4673, 


4755 . . 4 952 




4790 . .4 813, 


4819 


. 5013, 


5055 . 


,5192, 5109.. 5192 




Seq. No. 


54828 








Seq. ID 


OJ000112 


_11.0426.O3 


Gene No . 


114 978 








Strand 






Start 


18068 








End 


18377 




Name 


OJ000112_11 


0426 


03 . o2 . 


tc 


Method 


TBLASTX: 


Oress 


Start 


5055 








End 


5465 




GI 


none 








Score 


63 




Exons 


{~/^f~r~ j~i/^o 

5055 . .5198, 


5073 


. 5198, 


5250 . 


.5465, 5257. .5463 




Seq. No. . 


54828 








Seq. ID 


OJ000112 


_11. 0426.03 




1 1 4 Q7ft 








Strand 






Start 


18068 








End 


18377 




Name 


OJ000112 11 


0426. 


03. ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5181 








End 


6564 




GI 


none 








Score 


353 




Exons 


5181. .5198, 


5218. 


.5679, 


5223. 


.5666, 52i 


35. .5671, 


6481. .6564 


Seq. No. 


54828 








Seq. ID 


OJ000112 


_11. 0426.03 



55450 






Gene No. 


114978 


Strand 








Start 


18068 


End 


18377 






Name 


OJ000112 11. 0426.C3.ol . tm 


Method 


TBLASTX : Maize 






Start 


5193 


End 


5619 






Gl" 


none " 


S.core 


282 






Exons 


5193 ..5618, 5224.. 5619 










Seq. No. 


54828 


Seq. ID 


OJ00'0il2_11.0426. 


C3 




Gene No. 


114978 


Strand 








Start 


18068 


End 


loi / / 






Name 


OJ000112_11 . 0426 . 03 . o2 . tw 


Method 


TBLASTX : Wheat 






Start 


5325 


End 


564 5 






GI 


none 


Score 


231 






Exons 


5325.. 5 64 5, 5344.. 5631 










Seq. No. 


54828 


Seq. ID 


OJ000112 11.0426. 


03 




Gene No... 


114978 


Strand 


- 






Start 


18068 


End 


18377 






Name 


OJ000112 11.0426.C3.o3.tc 


Method 


TBLASTX : Ores s 






Start 


5466 


End 


5654 






GI 


none 


Score 


84 






Exons 


5466. .5654, 5467. .5604, 5475. 


.5606 








Seq. No. 


54828 


Seq. ID 


OJ000112 11.0'426, 


03 


in 


Gene No. 


114978 


Strand 


- 




ri = 


Start 


18068 


End 


18377 






Name 


OJ000112 11 . 0426 .03 . o5 . gs 


Method 


GENSCAN 






Start 


18068 


End 


18377 




: : 

m. 


GI 


none 


Score 


. 41 




i. 


Exons 


180 68.. 18191, 18244.. 18377 








? ; s 

: y 


Seq. No. 


54828 ■ 


Seq. ID 


OJ000112_11 . 04 26 . 


03 




Gene No. 


114978 


Strand 








Start 


18068 


End 


18377 






Name 


OJ000112 11.0426.03.o4.np 


Method 


AAT/NAP 






Start 


18225 


End 


18377 






GI 


7106513 


Score 


267 




n' 


Exons 


18225.. 18377 










GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 






Seq. No. 


54829 


Seq. ID 


OJ000112 11.0426. 


05 




Gene No. 


114979 . 


Strand 








Start 


1 


End 


787 






Name 


OJ000112 11.0426.O5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


787 






GI 


5091513 


Score 


633 






Exons 


1..374, 750. .787 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


54829 


Seq. ID 


OJ000112_11.0426. 


05 




Gene No. 


114979 


Strand 








Start 


1 


End 


787 






Name 


OJ000112 11.0426.05.ol.gs 


Method 


GENSCAN 






Start 


49 


End 


526 • 






GI • • . 


none 


Score 


.42 






Exons 


49. .526 









55451 



Seq. No. 54830 Seq. ID 

Gene No. 114980 Strand 

Start 1 End 

Name OJ000112_11 . 0426 .C6. ol . gp. Method 

Start 1 End ' 

GI LIB3434-007-P1-K1-F11 Score 

Exons 1..288 

GI Descrip. ' 2239083/emb | CAB06427 | 2.0e-12 {Z84383) anthranilate 

, :N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 
' >gi_2239087_emb_CAB06429_ (Z84385) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] ' 



OJ000112_11.0426.C6 
+ 

541 

AAT/GAP 

288 

572 



Seq. No. 


54830 




Seq. ID 


OJ000112_11.0426, 


.C6 


Gene No. 


114980 




Strand 


+ 




Start 


1 




End 


541 




Name 


OJ000112 11. 0426. C6. 


o 1 . np . 


Method 


AAT/NAP 




Start 


1 




End 


535 




GI 


6469032 




Score 


273 




Exons 


1..535 










GI Descrip. 


{AB035183) N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 




batatas] 










Seq.. No. 


54830 




Seq. ID 


OJ000112_11.0426, 


.06 


Gene' No. 


114980 




Strand 


+ 




Start 


1 




End 


-541 




Name 


OJ000112 11. 0426. 06. 


ol . gs 


Method 


GENSCAN 




Start 


17 




End 


541 




GI 


none 




Score 


1 




Exons 


17. .541 










Seq. No. 


54830 




Seq. ID 


OJ000112_11.0426, 


.06 


Gene No. 


114981 




Strand 


+ 




Start 


2670 




End 


2910 




Name 


OJ000112 11. 0426. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


532 




GI 


none 




. ' Score 


676 




Exons . 


1. .435, 2. .'448, 479. 


.532, 4? 


34. .531 






Seq. No. 


54830 




Seq. ID 


OJ000112_11.0426. 


.06 


Gene No. 


114981 




Strand 


+ 




Start 


2670 




End 


2910 




Name 


OJ000112 11..0426.C6. 


ol.ts 


Method 


TBLASTX : Soybean , 




Start 


2 




■ . End 


-.430 ■ . 




GI 


none 




Score 


200 




Exons 


2. .274, 317. .430 










Seq. No. 


54830 




Seq. ID 


OJ000112_11.0426. 


;06. 


Gene No. 


114981 




Strand 


-f 




Start 


2670 




End 


2910 




Name 


OJ000112 11. 0426. C6. 


o2 . gs 


Method 


GENSCAN 




Start 


2670 




End 


2910 




GI 


none 




Score 


.7 




Exons 


2670. .2910 










Seq. No. 


54831 




Seq. ID 


OJ000112_11.0426. 


.07 


Gene No. 


114982 




Strand 


+ 




Start 


2500 




End 


3678 





55452 





Name 


OJ000112_11 . 


0426 . C7 


.ol.gs 


Method 


GENSCAN 








Start 


2500 






End 


3678 








GI 


none 






Score 


. 86 








Exons 


2500 . . 3678 
















Seq. No. 


54831 






Seq. ID 


OJ000112_ 


11.0426. 


C7 




Gene No. 


114983 






Strand 


+ 








Start 


4221 






End 


9022 








Name 


OJ000112 11. 


0426. C7 


. o2 . gs 


Method 


GENSCAN 








Start 


4221 






End 


9022 








GI 


none 






Score 


. 66 








Exons 


4221 . .4426, 


7049. .7266, 7490 


. .7528, 7771. .7958, 


8252. .9022 




Seq. No. 


54831 






Seq. ID 


OJ000112_ 


11.0426. 


C7 




Gene No. 


114983 






Strand 


+ 








Start 


4221 






End 


9022 








Name 


OJ000112 11. 


0426. C7 


. o2 . gp 


Method 


AAT/GAP 








Start 


7212 






End 


7267 








GI 


2310829 






Score 


80 








Exons 


7212 . .7267 
















Seq. No. 


54831 






Seq. ID 


OJ000112_ 


11.0426. 


C7 




Gene No. 


114984 






Strand 


+ 








Start 


11834 






End 


14086 






ii. 5 


Name 


OJ000112_11. 


0426. 07 


o3 . gs 


Method 


GENSCAN 






'ill 


Start 


11834 






End 


14086 






I y 


GI 


none 






Score 


.93 








Exons 


11834 . . 11873 


, 12583 


.12802, 


13015. .13021, 13196. 


.14086 




LJ 


Seq. No. 


54831 






Seq. ID 


OJ000112_ 


11.0426. 


C7 




Gene No. 


114985 






Strand 


+ 








Start 


23250 






End 


26722 








Name 


OJ000112 11. 


0426. C7 


o6 . gs 


Method 


GENSCAN 








Start 


23250 






End 


26722 






^ rr 


^ GI 


none 






Score 


.63 








Exons 


23250 . . 23354 


, 24295 


.26194, 


26274. .26722 






"I 


Seq. No. 


■■ 

54831 






Seq. ID 


OJ000112_ 


11.0426. 


C7 




Gene No. 


114985 






Strand 


+ 








Start 


23250 






End 


26722 








Name 


OJ000112 11. 


0426. C7 


ol . np 


Method 


AAT/NAP 








Start 


23265 






End 


26719 








GI 


•4867803 '■ 






Score 


1952 ■ 








Exons 


23265. .23354 


, . 24292 


.26194, 


26274 . .26719 








GI Descrip. 


(AJ133000) phospholipase D2 


[Craterostigma plantagineum] 






Seq. No. 


54831 






Seq. ID 


OJ000112_ 


11.0426. 


C7 




Gene No.- 


114985 






Strand 


+ 








Start 


23250 






End 


26722 








Name 


OJ000112 11. 


0426. C7, 


o4 . gp 


Method 


AAT/GAP 








Start 


24479 






End 


24830 








GI 


3090665 






Score 


544 








Exons 


24479. .24830 
















Seq. No. 


54831 






Seq. ID 


OJ000112_ 


11.0426. 


C7 




Gene No. 


114985 






Strand 


+ 








Start 


23250 






End 


26722 







55453 



Name OJ000112_11 . 0426 . C7 , o5 . gp Method AAT/GAP 

Start 25269 End 25733 

GI 2428287 Score 849 

Exons 25269.-25733 

GI Descrip. 24 99708/sp | Q43270 | PLD__MAIZE 2.0e-32 PHOSPHOLIPASE D PRECURSOR 
(PLD) (CHOLINE PHOSPHATASE) ( PHOSPHATIDYLCHOLINE-HYDROLYZING 
PHOSPHOLIPASE D) >gi_.10204 09_dbj_BAA11135_ (D73410) 
phospholipase D [Zea mays] 



OJ000112_11.0426.C7 
+ 

26722 
AAT/GAP 
26365 
683 



Seq. No. 54831 Seq. ID 

Gene No. 114985 Strand 

Start , 23250 End 

Name 0 JO 0011 2_1 1.0426.C7.o6.gp Me t hod 

Start 25878 End 

GI uC-osflM202064c05al Score 

Exons 25878. .26194, 26274.. 26365 

GI Descrip. ' 24 99709/sp | Q43007 | PLD1_0RYSA 4.0e-29 PHOSPHOLIPASE D 1 
PRECURSOR {PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
>gi_1020415__dbj_BAA11136_ {D73411) phospholipase D [Oryza 
sativa] >gi_1902903__dbj__BAA194 67_ (AB001920) phospholipase D 
[Oryza sativa] * 



OJ000112_11.0426.C7 
+ 

26722 
AAT/GAP 
26393 
715 



Seq. No. 54831' . • Seq. ID 

Gene No. 114985 Strand 

Start 23250 End 

Name OJ000112_11 . 04 26 . C7 . o7 . gp Method 

Start 25906 End 

GI uC-osflM202064c05al Score 

Exons 25906. .26194, 26274.. 26393 

GI Descrip. ' 24 99709/sp I Q43007 | PLD1_0RYSA 4.0e-29 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
>gi_1020415_dbj_BAA11136_ {D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA194 67_ (AB001920) phospholipase D 
[Oryza sativa] ' 



Seq. No. 54831 

Gene No. 114986 

Start 28019 

Name OJ000112__11 . 0426 . C7 . o2 . np 

Start 27250 

GI 6056206 ■ 

Exons 27250. .27371, 28214 .. 28315, 
29340. .29421, 294 99 .. 29566, 

GI Descrip. 



OJ000112_11.0426.C7 
+ 



Seq. ID 
Strand 

End 29998 
Method AAT/NAP 
End 29998 
Score 730 
28531. .28649, 2914 9 .. 292 62 , 
29648. .29722, 29850. .29998 
(AC009400) putative kinesin-like centromere protein [Arabidopsis 
thaliana] 



"Seq. No. 54 831 

Gene No. 114986 
Start 28019 

Name OJ000112_11 . 0426 . C7 . o7 . gs 

Start 28019 
GI none 

Exons ' 28019. .28145, 28226 28315, 
29648. .29722, 29850.. 29997 



Seq. ID OJ000112;_11.0426.C7 

Strand + 

End 29998 

Method GENSCAN 

End 29997 

Score .81 ' 
28531. .28649, 2914 9 29262 , 



55454 





Seq. No. 


54831 


Seq. ID 


OJ000112_11 . 0426 . C7 




Gene No. 


114987 


Strand 






Start 


616 


End 


697 




Name 


OJ000112 11.0426.C7.ol.gp 


Method 


AAT/GAP 




Start 


616 


End 


697 




GI 


LIB3477-003-P1-K1-E9 


Score 


119 




Exons 


616. .697 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR {ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 






sativa] ' 








Seq. No. 


54831 


Seq. ID 


OJ000112_11.0426.C7 




Gene No. 


114988 


Strand 






Start 


14709 


End 


15943 




Name 


OJ000112_11 . 042 6 . C7 . o3 . gp 


Method 


AAT/GAP 




Start 


14532 


End 


15066 




GI 


3769159 


Score 


780 




Exons 


14532 .. 14 900, 14990. .15066 








Seq. No. 


54831 


Seq. ID 


OJ00dll2_11.0426.C7 




Gene No. 


114988 


Strand 






Start 


14709 


End 


15943 




Name . 


OJ000112 11. 04 26.C7 .o4 . gs 


Method 


GENSCAN 




Start 


14709 


End 


1594 3 




GI 


none 


Score 


-.76 


L i 5 


Exons 


14709.. 14 900, 14990.. 15176, 


15339. .15409, 15797.. 15943 




Seq. No. 


54 831 


Seq. ID 


OJ000112_11.0426.C7 




Gene No. 


114989 


Strand 






Start 


19008 


End 


21048 




Name 


OJ000112 11.0426.C7.o5.gs 


Method 


GENSCAN 


1 y 


Start 


19008 


End 


21048 




GI 


none 


Score 


.82 


r ^ 


Exons 


19008. .19238, 19339. .19628, 


19849. .19902, 21003. .21048 




Seq. No. 


54831 


Seq. . ID 


OJ000112_11.0426.C7 




Gene No. 


114989 


Strand 






Start 


19008 


End • 


21048 




Name 


OJ000112 11.0426.C7.o2.tm 


Method 


TBLASTX: Maize 


^ =? 


Start 


19171 


End 


19503 




GI 


none 


Score 


65 




Exons 


19171. .19239, 19173. .19241, 


19182. .19241,. 19331. .19378, 



19333. .19395, 19339 .. 1 9380, 19396 19503, 19438.. 19503 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54831 

114990 

24301 

OJ000112_ll."0426.C7.ol.tm ' 

24301 

none 

24301. .24582, 24342 .. 24488 , 

24642. .24755, 24 748 .. 24 978 , 

25255. .25554, 25263 .. 25301 , 

25587. .25778, 25806 .. 26018 , 

26029. .26193, 26272 .. 26370 , 

26423. .26446, 264 59 26572 , 



Seq. ID OJ000112_11.0426.e7 

Strand ^ 

End* 26722 

Method TBLASTX: Maize 

End 26722 

Score 167 
24379. .24594, 24 619 .. 24 951, 
24955. .25215, 25017 .. 25208 , 
25401. .25535, 25573 .. 257 94 , 
25807. .26025, 26028 26192, 
26273. .26380, 26402 .. 26452, 
26561. .26722, 26572. .26721 



55455 



Seq. No. 54831 

Gene ^No. 114990 

Start 24301 

Name OJ000112_11 . 0426 . C7 . o2 . ts 

Start ^24301 

GI none 

Exons 24301. .24951, 24618 
25023. .25208, 25255 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_11.0426.C7 
26722 

TBLASTX : Soybean 

25296 

441 



24755, 24832. .24933, 24 958 25215 , 
25296, 25257.. 25295 



Seq. No. 


54831 








Seq. ID 


OJ000112 


_11.0426 


Gene No. 


114990 








Strand 






Start 


24301 








■ End 


26722 




Name 


OJOOOl 


12 11. 0426. C7. 


ol.tc 


Method 


TBLASTX: 


Cress 


Start 


24304 








End 


26722 




GI 


none 








Score 


436 




Exons 


24304 . 


.24951, 


24627, 


.24755, 


24748. .24933, 24955 


. .25215, 




25023. 


.25208, 


25258, 


.25341, 


25263. .25301, 25321 


. .25539, 




25359. 


.25538, 


25573, 


.25803, 


25584. .25802, 25807 


. .26022, 




25818. 


.26018, 


26037. 


.26192, 


2-6038. .26 


193, 26272 


. .26358, 




26273. 


.26383, 


26401. 


.26451, 


26402. .26 


452, 26459 


. .26572, 




26572. 


.26718, 


26573, 


.26722 









OJ000112 11. 0426. C7 



Seq. No. 54831 Seq. ID 
Gene No. 114990 Strand- 
Start 24 301 End 
Name OJ000112_11 . 0426 . 07 . o2 . tw Method 
Start 24610 End 
GI none Score 
Exons 24610. .24663, 24 667 .. 24 990, 24748 .. 24 951 , 24958 .. 25026, 
24961. .25026 



26722 

TBLASTX: Wheat 

25026 

48 



Seq. No. 54831 Seq. ID 

Gene No. 114990 Strand 

Start 24301 End 

Name . 0 JO 0011 2_1 1 . 0 4 2 6 . C 7 , o3 . t s Me t hod 

Start 25297 End 

GI none Score 

Exons 25297. .25554, 25401.. 25499 



OJ000112_11.0426.C7 
26722 

TBLASTX : Soybean 

25554 

275 



Seq. No. 


54831 






Seq. ID 


OJ000112_11.0426 


07 


Gene No. 


114990 






Strand 






Start 


24301 






End . 


26722 . . 




Name 


OJOOOll-2 11.0 


426.C7 


.ol.ts 


Method 


TBLASTX: Soybean' ■ 




Start 


25573 






End 


26722 




GI 


none 






Score 


243 




Exons 


25573. .25803, 


25587 


. .25778, 


25806. .26018, 25807 .. 26022 , 






26037. ,26099, 


26038 


. ,26193, 


26272. .26370, 2 6273 .. 26380 , 






26401. .26451, 


26402 


. .26452, 


26483. -.26572, 2 6572 .. 267 18 , 






26573, ,26722 












Seq. No. 


54831 






Seq. ID 


OJ000112_11.0426. 


07 


Gene No. 


114990 






Strand 






Start 


24301 






End 


26722 




Name ' 


OJ000112 11.0 


426. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


25902 






End 


26380 




GI 


none 






Score 


109 




Exons 


25902. .26018, 


25903 


. .26022, 


26029. .26193, 2 6031 .. 26099, 





55456 



26272. .26379, 26273.. 26380 

Seq. No. " 54832 Seq. ID 

Gene No. 114991 Strand 

Start 1 End 

Name OJ000112_11 . 0426 . C8 . ol . np Method 

Start 1 End 

GI 6056206 Score 

Exons 1..21, 296. .384, 473. .541, 615. .674, 756. .1001 

GI Descrip. {AC0094.00) putative kinesin-like centromere protein [Arabidopsis 
thaliana] 



OJ000112_11.0426.C8 
+ 

2867 
AAT/NAP 
1001 
314 ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54832 

114991 

1 

OJ000112_11.042 6.C8.ol.gs 

304 

none 



Seq. ID OJ000112 11. 0426. C8 



Strand 
End 

Method 

End - - 
Score 



+ 

2867 
GENSCAN 
2867 
.86 



304 . .384,' 434. .541, 756. .917, 1621. .1845, 1977. .2150, 
2292. .2399, 2499. .2564, 2712. .2867 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



54833 

114992 

1 

OJ000112_11.0426.C9.ol.np 
1 

6056207 



Seq. ID OJ000112_11.0426.C9 

Strand + 

End 13800 ^. . • 

Method AAT/NAP 

End 1800 

Score 357 



1..179, 325. .463, 1224. .1438, 1549. .1638, 1722. .1800 
{AC009400) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54833 
114992 
1 

OJ000112_11.0426.C9.ol.gs 
72 

none 



Seq. ID OJ000112_11.0426.C9 
Strand + 

13800 
GENSCAN 
13800 
.58 



End 

Method 
End 
Score 

72. .179, 325.-. 492, 1232. .1438, 1722. . 1859, 2506. 2600, * 
3388. .3515, . 4072. .4196, -4 658 .. 4729, 6182 .. 6359, 7277. .7509, • 
8415. .8634, 9077. .9172, 9949. .10184, 10800 .. 10913, 11294 .. 11471, 
12479. .12701, 12866. .13011, 13721. .13800 



Seq. No. 54833 Seq. ID OJ000112_11 . 042 6 . C9 

Gene No. 114992 Strand + 

Start " 1 End 13800 

Name OJ000112_11 . 042 6 . C9 . ol . gp Method AAT/GAP 

Start 1215 End 1845 

GI ■ LIB3434-009-P1-K1-A3 Score 791 

Exons 1-215.. 1438, 1549.. 1638, 1722.. 1845 ' • " 

GI Descrip. ' 6056207/gb | AAF02824 . 1 | AC0094 00_20 2.0e-18 (AC009400) 
hypothetical protein [Arabidopsis thaliana] * 



Seq. No. 54833 Seq. ID 

Gene No. 114992 Strand 

Start 1 End 

Name OJ000112_11 . 042 6 . C9 . o2 . np Method - 

Start 7294 End 

GI 6689381 Score 



OJ000112_11.0426.C9 
+ 

13800 
AAT/NAP 
10740 
1219 



55457 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7294. .7509, 8093. .8260, 8415. .8634, 9149. .9235, 9767. ,9872, 
9949. ..10184, 10654.. 10740 

(AJ238622) deoxyhypusine synthase [Senecio vernalis] 



54833 

114993 

15841 

OJ000112_11.0426.C9.o3.tm 
2 

none 



Seq. ID OJ000112_11.0426.C9 
Strand 

End 16478 

Method TBLASTX: Maize 

End 427 

Score 80 



2. .70, 3. .161, 11. .175, 22. .177, 72. .179, 76. .180, 321. .425, 
323.. 427, 324.. 425, 325.. 426 



Seq. No. 54833 

Gene No. 114993 

Start 15841 

Name OJOOO 1 12_11 . 042 6 . C9 . o2 . tm 

Start 7312 

GI none 
Exons 



Seq. ID OJ000112_11.0426.C9 
Strand 

End 16478 

Method TBLASTX : Mai ze 

End 8270 

Score 231 



7312. .7512, 7318. .7413, 7332. .7508, 8088. .8267, 8089. .8262, 
8093. .8266, 8094. .8270, 8099. .8269 



Seq. No. 

Gene No. 
Q Start 
fn Name 
= 1^ Start 

n 

'''•^ Exons 



54833 

114993 

15841 

OJ000112_11.042 6.C9.ol.ts 

7437 

none 

7437. .7511, 7453. .7512, 8093. 
8439. .8495 



Seq. ID OJ000112_11.0426.C9 
Strand 

End 16478 

Method TBLASTX : Soybean 

End 8497 

Score 89 

.8266, 8093. .8266, 8429.-8497, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54833 

114993 

15841 

OJ000112_11.0426.C9.ol.tm 

8450 

none 



Seq. ID OJ000112_11.0426.C9 
Strand 

End 16478 

Method TBLASTX: Maize 

End 10734 

Score 273 



8450. .8602, 8451. .8603, 8598. .8633: 8602 . . 8 634 ,- 914 9 . . 9235, 
9151. .9234, 9761. .9871, 9764. .9871, 9766. .9873; 9766. .9876, 
9927. .10187, 9947. .10186, 9958. .10197, 1064 8 .. 10734 , 
10653. .10715 



Seq. No. ' '54833 : " 

Gene No. 114993 

Start 15841 

Name OJ000112_11 . 0426 . C9 . o2 . gs 

Start 15841 ■ 

GI none 

Exons 15841. .16136, 16181.. 16478 



Seq. ID OJ.000112_11.0426.C9 
Strand 

End 16478- 

Method GENSCAN 

End 16478 

Score .74 



Seq. No. 54834 

Gene No. 114994 

Start 590 

Name OJ000112_11 . 04 26 . CIO . ol . gs 

Start 590 

GI none 
Exons 



Seq. ID OJ000112_11. 0426. CIO 

Strand + 

End 2939 

Method GENSCAN 

End 2939 

Score .49 



590. .662, 1466. .1618, 2352. .2495, 2917. .2939 



55458 



s 



Seq. No. 54834 . Seq. ID 

Gene No. 114995 Strand 

Start 4522 End 

Name OJ000112_li-. 0426 . CIO . ol . gp Method 

Start 4522 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 4522,, 4569, 4701.. 4760 

GI Descrip, ' 24 98586/sp I Q40638 I MP01_0RYSA 2,0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000112_11. 0426. CIO 
+ 

4760 
AAT/GAP 
4760 
116 



Seq. No, 54834 

Gene No. 114996 

Start 210 

Name OJ000112_11 . 0426 . CIO . ol . np 

Start 210 

GI 4680204 

Exons 210.. 252, 4916.. 5010, 5361. 
7148. ,7961 

GI Descrip, (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID 

Strand 

End 

Method 

End. 

Score 



OJ000112_11, 0426. CIO 

8135 
AAT/NAP 
7961 
733 



,5580, 5675. .5848, 5956. .7052, 



Seq. No. 54834 
Gene No. 114 996 

Start 210 

Name OJ000112_11 . 0426 . CIO , o2 . gs 

Start 4858 
GI none 

Exons 4858.. 5040, 5120.. 5218, 5313. 

5956. .6641, 6643. .6785, 6911. 
7968. .8135 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5385, 



OJ000112 11, 0426, CIO 



8135 
GENSCAN 
8135 
.83 

5470. .5580, 5675. .5848, 



,7052, 7148. .7267, 7305. .7637, 



Seq. No. 54834 

Gene No. 114997 

Start 8279 

Name OJ000112_11 . 0426 . CIO . o4 . 

Start 5511 

GI none 

Exons 5511.. 5582, 5680., 5862, 



Seq. ID OJ000112_11. 0426, CIO 
Strand 

End 10587 

tw Method TBLASTX : Wheat 

End 6029 

Score 66 
5687, .5812, 5949, ,6029 



Seq. No, 54834 

Gene No, . 114997 

Start 8279 

Name OJ000112_11 . 042 6 , CIO . o2 . 

Start 7512 

GI none 

Exons 7512.. 7607, 7685,. 7903, 
7825,, 7905 



Seq, ID PJ000112_11. 0426. CIO 
Strand 

End 10587 .' : ' 

tw Method TBLASTX : Wheat 

End 7 905 

Score 74 
7707. .7802, 7709, ,7903, 7765. .7905, 



Seq. No. 54834 

Gene No. 114997 

Start 8279 

Name OJ000112_11 . 04 26 . CIO . o3 , 

Start ' 8279 

GI 342_1,R1084 

Exons 8279., 8691, 8770.. 8789, 

GI Descrip. M 574 406/gb | AAD24 042 . 1 | 



Seq. ID OJ000112_11. 0426. CIO 
Strand 

End 10587 

gp Method AAT/GAP 

End 10587 

Score 3800 
8825, .10587 

O.Oe+00 (AF121139) RIM2 protein [Oryza 



55459 



# 



sativa] ' 



Seq. No. 


54834 






Seq, ID 


OJ000112 


_11. 0426. CIO 


Gene No. 


114997 






Strand 






Start 


8279 






End 


■ 10587 




Name 


OJ000112 11. 


0426. CIO. o2 


.gp 


Method 


AAT/GAP 




Start 


8834 






End 


9277 




GI 


LIB3431-028- 


-Pl-Nl-AlO 




Score 


764 




Exons 


8834. .8903, 


8931. .9277 










GI Descrip. 


. M680203/gb|AAD27566.1|AF11417l' 7 3.0e 


-33 {AF114171) TNP2-1 




protein [Sorghum bicolor] * 








Seq, No. 


54834 






Seq. ID 


OJ000112 


_11. 0426, CIO 


Gene No. 


114997 






Strand 






Start 


8279 






End 


10587 




Name 


OJ000112 11. 


0426. CIO. ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


8972 






End 


10286 




GI 


none 






Score 


94 




Exons 


8972. . 9034, 


9052. . 9132, 


9145. . 


9258, 9154.. 9255, 


9182'. . 9286, 




9265. . 9324, 


9266. .9328, 


9331. . 


9372, 9331. .9375, 


9336. .'9377, 




9370. . 9600, 


9386. .9529, 


9606. . 


9728, 9606.. 9698, 


9689. . 10285 




9741, .10286 












Seq. No. 


54834 






Seq. ID 


OJ000112 


_11. 0426. CIO 


'-Gene No. . 


114997 






Strand 






Start 


8279 






End 


10587 




Name 


OJ000112 11. 


0426. CIO. o3 


.gs 


Method 


GENSCAN 




Start 


9022 






End 


10135 




GI 


none 






Score 


.72 




Exons 


9022. .9521, 


9629. .9676, 


9718. . 


10135 






Seq. No. 


54834 






Seq. ID 


OJ000112 


_11. 0426. CIO 


Gene No. 


114997 






Strand 






Start 


8279 






End 


10587 




Name 


OJ000112 11. 


0426. CIO. o2 


,np 


Method 


AAT/NAP 




Start 


9455 






End 


10587 




GI 


6742729 






Score 


1762 




Exons 


. 9455. .10587 












GI Descrip. 


{AF121139) RIM2 protein 


' [Oryza sativa] 






Seq. No. 


54834 






Seq. ID 


OJ000112 


11 n A o ^ r'ln 

11 . U4ZD.U1U 


Gene No. 


114997 






Strand. 






Start 


8279 






End 


10587 




Name 


OJ000112 11. 


0426, CIO. ol 


.to 


Method 


TBLASTX: 


Cress 


Start 


9606 






End 


10002 




GI 


none 






Score 


62 




Exons 


9606. . 9728, 


9606. .9698, 


9689. . 


9994, 9741.. 9998, 


9847. .10002 


o c; q . IN O . 


54834 






Seq. ID 


OJ000112 


_11. 0426. CIO 


Gene No. 


114997 






Strand 






Start 


8279 






End 


10587 




Name 


OJ000112 11. 


0426. CIO. ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


9929 






End 


10243 




GI:.-, 


none 






Score 


68 




Exons 


9929. .10159, 


9929., 10243, 9957 


. . 10232 






Seq. No. 


54834 






Seq. ID 


OJ000112 


_11. 0426. CIO 



55460 





Gene No. 


114997 




Strand 








Start 


8279 




End 


10587 






Name 


OJ000112 11. 0426. CIO 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


10287 




End- 


10587 






GI 


none v ' 




Score 


81 






Exons 


10287. .10373, 10289. 


. 10378, 


10289. . 10372, 10406. .1054 6, 








10446. .10547, 10549. 


. 10587 










Seq. No. 


54835 




Seq. ID 


OJ000112_11.0426 


.Cll 




Gene No. 


114 998 




Strand 








Start 


1 




End 


1724 






Name 


OJ000112_11.0426.C11 


.ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


1232 






GI 


342_1 . R1084 




Score ■ 


1944 






Exons 


1 . . 1232 












GI Descrip. 


* 4 574 406/gb | AAD24 042 


.11 O.Oe+00 (AF121139) RIM2 protein 


[Or> 






sativa] ' 












Seq. No. 


54835 




Seq. ID 


OJ000112_11.0426 


.Cll 




Gene No. 


114998 




Strand 








Start 


1 




End 


1724 






Name 


OJ000112_11. 04 2 6. CI 1 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1229 




^? 


GI 


4680203 




Score 


1460 






Exons 


1 . . 1229 












GI Descrip, 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 




ry 


Seq. No. 


54835 




Seq. ID 


OJ000112_11.042'6 


.Cll 


H 


Gene No. 


114998 




Strand 








Start 


1 




End 


1724 






Name 


OJ000112 11.0426.C11 


. ol . tw 


Method 


TBLASTX: Wheat 




1 LI 


Start 


2 




End 


316 




= 


GI 


none 




Score 


274* 






Exons 


2 . . 316, 10 . . 315 










^. i 


Seq. No. 


54835 




Seq. ID 


OJ000112_11.0426 


Cll 


u 


Gene No. 


114998 




. Strand 






E- 


Start 


1 . ; . 




End 


1724 






Name 


OJ000112_11 . 04 26. CI 1 


. ol . gs 


Method 


GENSCAN 






Start 


40 




End 


1236 






GI 


none 




Score 


.68 • 






Exons 


4 0 ... 5 96, 111 , . 1236 












Seq. No. 


54835 




Seq. ID 


OJ000112_11.0426 


Cll 




Gene No. 


114 998 ^ ■ 




Strand 








Start 


1 




End 


1724 






Name 


OJ000112_11 . 04 26. CI 1 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


56 




End 


339 - 






GI 


none 




Score 


141 






Exons 


56 . . 316, 58 . . 339 












Seq. No. 


54835 




Seq. ID 


OJ000112_11.0426. 


Cll 




Gene No. 


114998 




Strand 








Start 


1 




End 


1724 






Name 


OJ000112 11.0426.C11 


ol.tc 


Method 


TBLASTX: Cress 






Start 


103 




End 


451 






GI 


none 




Score 


77 





55461 




Exons 


TA'i AAA 100 OCQ OQQ 

103. .444, 122. .zay, ^^yy..451 








Seq. No. 


54835 


Seq. ID 


OJu00112 11.0426 


/^i 1 

CI 1 


Gene No . 


114998 


Strand 






Start' . 


1 ' 


End 


1724 




Name 


OJ000112 11.0426.Cll.o2.gp 


Method 


AAT/GAP 




Start 


103 


End 


1724 




GI 


2310235 


Score 


291 




Exons 


103. .123, 1097. .1236, 1687. .1724 






GI Descrip. 


5o521o2/emr) 1 CABod4zU . 1 1 y.Ue- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 








Seq. No. 


54835 


Seq. ID 


OJ000112_11.0426 


Cll 


Gene No. 


114 yyo 


Strand 






Start 


1 


End 


1724 




Name 


OJ000112 11 . 0426 . Oil . ol . ts 


Method 


TBLASTX : Soybean 




Start 


184 


End 


613 




GI 


none 


Score 


104 




Exons 


184. .480, 202. .423, 2U3..44y, 


527. .613;- 538. . 612 




Seq. No. 


54835 


Seq. ID 


OJ000112_11.0426 


Cll 


Gene No. 


114998 


Strand 






Start 


1 


End 


1724 




Name 


OJ000112 11 . 0426.Cll.o2 . tw 


. Method 


TBLASTX: Wheat 




Start 


534 


End , 


930 




GI 


none 


Score 


187 




Exons 


534. .776, 542. .784, 544. .786, 


545. .787 


, 778. .930 




Seq. No. 


54836 


Seq'! ID 


OJ000112_11.0426 


C12 


Gene No. 


114999 


Strand 


+ 




Start 


1538 


End 


1637 




Name 


OJ000112 11 . 0426 . C12 . ol . gs 


Method 


GENSCAN 




Start 


1538 


End 


1637 




GI 


none 


Score 


.97 




Exons 


1538 . . 1637 








Seq. No. 


54 836 


Seq. ID 


OJ000112_11.0426 


C12 


Gene No . 


115000 


Strand 






Start ■ 


1526 


End 


1856 




Name 


OJ000112 11.0426.C12.ol.np 


Method 


AAT/NAP 




Start 


1526 


End 


1709 




GI 


7106512 


Score 


112 . 




Exons 


1526. .1576;' leSO. .1709 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


54836 . 


Seq. ID 


OJ000112_11. 0426 


C12 


Gene No. 


115000 


Strand 






Start 


1526 


End 


1856 




Name 


OJ000112 11.0426.C12.ol.gp 


Method 


AAT/GAP 




Start 


1607 


End 


1856 




GI 


3761181 


Score 


412 




Exons 


1607. .1856 









GI Descrip. 4 521193/dbj | AB013450 . 1 | AB0134 50 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 54837 



Seq. ID OJ000112_10.0426.C1 



55462 




Gene No. 


115001 








Strand 






Start 


503 








End 


ri c 

959 




Name 


OJ000112 10 


. 0426 


. CI . ol . 


gs 


Method 


GENSCAN 




Start 


503 








End 


835 




GI 


■ none 








Score . 


. 55 




Exons 


503 . . 835 














Seq. No. 


54837 








Seq. ID 


OJ000112 


_10.0426.C1 


Gene No. 


115001 








Strand 






Start 


503 








End 


959 




Name 


OJ000112 10 


.0426 


Cl.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


627 








End 


959 




GI 


none 








Score 


168 




Exons 


627.. 851, 631.. 945, 635 


. . 958 , 


636 . .959 






Seq. No. 


54838 








Seq. ID 


OJ000112 


_10.0426.C4 


Gene No. 


115002 








Strand 


- 




Start 


277 








End 


234 3 




Name 


OJ000112 10 


.0426 


C4.01. 


gs 


Method 


GENSCAN 




Start 


277 








End 


2337 




GI 


none 








Score 


. 58 




Exons 


277. .350, 873. .1070, 1210. .2337 






Seq;' No. . 


, 54838 








Seq. ID. 


OJ000112 


_10 .-^426. C4 


Gene No. 


115002 








Strand 






Start 


277 








End 


2343 




Name 


OJ000112 10 


.0426 


C4 .ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1840 








End 


2343 




GI 


none 








Score 


162 




Exons 


1840. .2085, 


1840 


.2154, 


1842. 


.2165, 1881. .2147, 


2110 . . 2253, 




2151. .2270, 


2164 


.2241, 


2245. 


.2343, 2254. .2340 




Seq. No. 


54839 








Seq. ID 


OJ000112 


_10.0426,C5 


Gene No. 


115003 








Strand 






Start 


1055 








End 


3337 




Name 


OJ000112 10 


.0426, 


C5.01. 


gs 


Method 


GENSCAN 




Start 


1055 








End 


3337 . - 




GI 


■ none 








Score 


.64 




Exons 


1055. ..1136, 


1635. 


.1807, 


1883. 


.2058, 3157. .3337 




Seq. No. 


54839 








Seq. ID 


OJ000112 


_10.0426.C5 


Gene No. 


115004 








Strand 






Start 


3608 








End 


7716 




Name 


OJ000112 10 


.0426. 


C5.o2. 


gs 


Method 


GENSCAN 




Start 


3608 








End 


6477 




GI 


none 








Score 


.52 




Exons 


3608. .3778, 


-5955, 


.4084, 


5084 . 


.6477 






Seq. No. 


54839 








Seq. ID 


OJ000112 


10. 0426. C5 


Gene No. 


115004 








Strand 






Start 


3608 








End 


7716 




Name 


OJ000112 10 


.0426, 


C5.01. 


tm 


Method 


TBLASTX : 


Maize 


Start 


5992 








End 


7716 




GI 


none 








Score 


56 




Exons 


5992. .6069, 


5993. 


.6049, 


6064. 


.6180, 6077. .6145, 


6142. .6264, 




6164. .6256, 


6260. 


.6331, 


6281. 


.6343, 6283. .6363, 


7236. .7472, 




7238. .7474, 


7248. 


.7376, 


7276. 


.7440, 7514. .7537, 


7529. .7636, 



55463 






7530. .7619, 


7543 . 


.7653, 


7547 . 


.7624, 7675.. 7716 




Seq. No. 


54840 








Seq. ID 


OJ000112_10.0426 


.C6 


Gene No^.. 


.115005 








Strand 


+ 




Start 


3756 








End 


4128 




Name 


OJ000112_10 . 


0426. 


C6 .o2 . 


gs 


Method 


GENSCAN 




Start 


3756 








End 


4128 




GI 


none 








Score 


.71 




Exons 


3756. . 3833, 


3967 . 


. 4 128 










Seq. No. 


54840 








Seq. ID 


OJ000112_10.0426, 


.C6 


Gene No. 


115006 








Strand 






Start 


80 








End 


2357 




Name 


OJ000112_10 . 


0426. 


C6.ol. 


gs 


Method 


GENSCAN 




Start 


80 








End 


2357 




GI 


none 








Score 


.57 




Exons 


80 . . 190, 208 


. . 395 


507. 


. 567, 


1204. .1462, 2183. .2357 




Seq. No. 


54840 








Seq. ID 


OJ000112_10.0426, 


.C6 


Gene No. 


115007 








Strand 






Start 


5767 








End 


9251 




Name 


OJ000112_10. 


0426. 


C6.o3. 


gs 


Method 


GENSCAN 




Start 


5767 








End 


9251 




GI 


none 








Score 


.6 




Exons 


5767 . . 7003, 


7138 . 


. 7292, 


8617 . 


.8730, 9207.. 9251 




Seq. No. 


54840 








Seq. ID 


OJ000112_10.0426, 


.C6 


Gene No. 


115008 








Strand 






Start 


/ . 9844 








End 


11383 




Name 


OJ000112 10. 


0426. 


C6.02. 


tm 


Method 


TBLASTX: Maize 




Start 


11 








End 


11383 




GI 


none 








Score 


49 




Exons 


11. .118, 12. 


.80, 


71. .127, 165 


..185, 17e 


!..252, 204. .272, 






6517. .6585, 


6518. 


.6571, 


6598. 


.6792, 6617. .6784, 6676. .6789, 




6762. . 6818, 


6810. 


. 6878, 


6810. 


.6878, 6811.. 6909, 6811.. 6900, 




10882. . 11085, 108 


83.. 11197, 10896. . 11207, 11152 . ..11295, 






1118 9. .11284, 11193. . 113QG, . 11206 . .112S 


16, 11321. .11383, 






■ 11322.. 11372 














Seq. No. 


54840 








Seq. ID 


OJ000112_10.0426, 


.C6 


Gene No . 


115008 








Strand 






Start . 


9844 . 








End 


11383 




Name 


"OJ000112 10. 


0426. 


C6.01. 


tin ■ 


Method 


TBLASTX: Maize ' 




Start 


4995 








End 


5409 




GI 


none 








Score 


75 




Exons 


4995. .5150, 


4996. 


.5115, 


5031. 


.5369, 5136. .5387, 5137. .5^ 


109. 




5152. .5394 














Seq. No. 


54840 








Seq. ID 


OJ000112_10.0426. 


.C6 


Gene No. 


115008 








Strand 






ouarr 


9844 








End 


11383 




Name 


OJ000112 10. 


0426. 


C6.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


5007 








End 


5462 




GI 


none 








Score 


70 




Exons 


5007. .5105, 


5184 . 


.5462, 


5200. 


.5313 






Seq. No. 


54840 








Seq. ID 


OJ000112_10.0426. 


.C6 



55464 




Gene No. 


115008 






Strand 






Start 


984 4 






End 


11383 




Name 


OJ000112 10.0426 


. C6 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


5181 






End 


5478 




GI 


none 






Score 


76' ' 




Exons 


C101 c^/r/~ co/^-o 

5181 . . 5366, 5203 


. . 534 6, 


C "5 c c 

5355 . 


.5462, 5359.. 5478 




Seq. No. 


54840 






Seq. ID 


OJ000112_10.0426 


.06 


Gene No. 


115008 






Strand 






Start 


984 4 






End 


11383 




Name 


OJ000112_10 .0426 


. C6 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


5643 






End 


10329 




GI 


none 






Score 


178 




Exons 


c/Tyio CTOrt 

564 3. . 5729, 9977 


. . 10312 


, 9980 


. .10234, 


9988. .10329 




Seq. No. 


54840 






Seq. ID 


OJ000112 10.0426 


.06 


Gene No. 


115008 






Strand 


- 




Start 


984 4 






End 


11383 




Name 


OJ000112 10.0426 


. 06. -o4 . 




Method 


GENSOAN 




Start 


984 4 






End 


11379 




GI 


none 






Score 


.93 




Exons 


984 4 . . 1137 9 












Seq. No. 


54841 






Seq. . ID 


OJ000112_10.0426 


.07 


Gene No. 


115009 






Strand 


+ 




Start 


171 






End 


1559 




Name 


OJ000112_10 . 0426 


. 07 . ol . 


gs 


Method 


GENSOAN 




Start 


171 






End 


1559 




GI 


none 






Score 


.7 




Exons 


171 . . 530, 1435 . . 


L559 










Seq. No. 


54842 






Seq. ID 


OJ000112_10.0426 


.08 


Gene No. 


115010 






Strand 


+ 




Start 


1 






End 


72 




Name 


OJ000112 10.0426 


.08.01. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


72 




GI 


90742 1.R1084 






Score 


110 . 




Exons 


1. .72 ' 













GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 



DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


54843. 




Seq. ID 


OJ000112_10.0426.O9. 


Genes No. 


115011 




Strand 




Start 


11 




End 


1245 


Name 


OJ000112 10. 0426. 09. 


ol . np 


Method 


AAT/NAP 


Start 


11 




End 


1245 


GI 


6522540 




Score 


284 


Exons 


11. .63, 771. .1245 








GI Descrip. 


(AL132 955) receptor- 


kinase 


like protein [Arabidopsis thaliana 


Seq. No. 


54843 




Seq. ID 


OJ000112_10. 0426.09 


Gene No. 


115011 




Strand 


+ 


Start 


11 




End 


1245 


Name 


OJ000112 10.0426.09. 


ol . tc 


Method 


TBLASTX :Oress 


Start 


788 




End 


1237 


GI 


none 




Score 


49 


Exons 


788. .859, 878. .1234, 


989. . 


1237 





55465 



Seq. No. 54843 

Gene No.. - 115011 Strand 

Start 11 " End 

Name ' OJ000112_10.0426.C9.ol.ts Method 

Start 824 End 

GI none Score 

Exons 824.. 1240, 860.. 1057, 926.. 1192 



Seq. ID OJ000112_10.0426.C9 

4- 

1245-*'^^' ■ ■ 
TBLASTX: Soybean 
1240 
257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54843 



Seq. ID OJ000112 10. 0426. C9 



115011 Strand 
.11 End 
OJ000112_10.04 26.C9.ol.tw Method 
836 End 
none Score 
836. .913, 917. .1081, 992. .1153 



+ 

1245 

TBLASTX: Wheat 

1153 

95 



54843 
115011 • 
11 

OJ000112_10.0426.C9.ol.tm 

917 

none 



Seq. ID OJ000112_10. 0426.09 



Strand 
End 

Method 
End 
' Score 



1245 

TBLASTX: Maize 

1243 

147 



917. .1207, 917. .1093, 926. .1243, 929. .1243, 929. .1147, 992. .1240 



54844 Seq. ID OJ000112 

115012 Strand + 

1 End 2238 

OJ000112_10 . 04 26 . CIO . ol . np Method AAT/NAP 
1 End 2238 

2130082 Score 1239 

1..1751, 1849. .2238 
protein kinase Xa21 (EC 2.7.1 
receptor kinase-like protein 
receptor kinase-like protein 



10. 0426. CIO 



gi| 1586408 Iprf I 
sativa] 



- rice gi| 1122443 (U37133) 
[Oryza sativa] gi| 2586085 (U72723) 
[Oryza longistaminata] 



2203451A receptor kinase-like protein [Oryza 



Seq. No. 54844 

Gene No. 115012 

Start 1 

Name OJ000112_10 . 042 6 . 010 . o2 . ts 

Start ■ 2 ' 

GI ~ none 

Exons 



Seq. ID OJ000112_10. 0426.010 

Strand + 

End 2238 

Method TBLASTX : Soybean 

End ■ 964 

Score 40 



2. .73, 194. .604, 194. .604, 197 . . 604 , ,205 . . 531, 226. .462, 
659. .889, 659. .892, 659. .889, 659. .889, 662. .964, 662. .895, 
662.. 892, 730.. "894, 755;. 895 



Seq. No. 54844 

Gene No. 115012 

Start 1 

Name OJ000112_10 . 042 6 . 010 . ol . tw 

Start 17 

GI none 
Exons 



Seq. ID OJ000112_10. 0426.010 

Strand + 

End 2238 

Method TBLASTX : Wheat 

End 892 

Score ■ 257 



17. .439, 173. .514, 277. .495, 341. .541, 659. .799, 665. .766, 
698. .892 



55466 



Seq. ID OJ000112_10. 0426. CIO 

Strand + 

End 2238 

Method AAT/GAP 

End 483 

Score 914 



Seq. No. 54844 
Gene No. 115012 
Start 1 

Name OJ000112_10 . 0426 . CIO . ol . gp 

Start 23 

GI uC-osflcyp055hllbl 
Exons ■ 23. .483 

GI Descrip. ' 2130082/pir | | A5767 6 8.0e-25 protein kinase Xa21 (EC 2.7.1.-) - 
rice >gi_1122443 (U37133) receptor kinase-like protein [Oryza 
sativa] >gi_2586085 (U72723) receptor kinase-like protein [Oryza 

longistaminata] >gi_1586408_prf 2203451A receptor kinase-like 

protein [Oryza sativa] ' 



Seq. No. 54844 
Gene No. 115012 
Start 1 

Name OJOOOl 12_10 . 0426 . CIO . ol . tc 

Start , 98 

GI none 

Exons 98.. 226, 104.. 190, 173. 

191. .895, 194. .604, 194 
203. .604, 206. .604, 292 
376. .540, 464. .535, 572 
659. .889, 659. .940, 662 



601 



Seq. ID OJ000112_10. 0426. CIO 
Strand + 

2238 

TBLASTX: Cress 
1943 



End 

Method 
End 

Score 72 
173. .604, 191. 
529, 194. .463, 199 
399, 338. .604, 349 
604, 655. .936, 659 



604, 191. .595, 
.531, 200. .604, 
.483, 371. .538, 
.814, 659. .889, 
.892, 749. .817, 



895, 662. .892, -662 
782. .895, 1145. .1246, 1265. .1363, 1475. .1681, 1519. .1680, 
1697. .1750, 1836. .1943 



Seq. No. 54844 
Gene No. 115012 
Start 1 

Name OJOOOl 12_10 . 0426 . CIO . o2 . tm 

Start 173 
GI none 

Exons 173.. 604, 191.. 604, 191 

335. . 604, 497. .532,: 639 
659. .889, '662. .886, ^662 



Seq. ID 
Strand 
End 

Method 
End 

Score 208 
370, 206.. 604, 221 
677, 659.. 871, 659 
895 



OJ000112_10. 0426. CIO 
+ 

2238 

TBLASTX: Maize 
895 



.514, 266. 
.895, 659. 



, 604, 
,889, 



Seq. No. 54844 Seq. ID 

Gene No. 115012 Strand 

Start 1 End 

Name OJOOOl 12_10 . 0426 . CIO . ol . gs Method 

Start 332 . End 

GI ■ none Score 

Exons 332.. 1751, 1849.. 2216 



OJ000112_10. 0426. CIO 
+ 

2238 
GENSCAN 
2216 
.96 



Seq. No. 54844 Seq. ID 

Gene No. 115012 .Strand 

Start 1 End 

Name OJ000112_10 . 0426 . CIO . ol . ts Method 

Start 1157 End 

GI none Score 
Exons 



OJ000112_10. 0426. CIO 
+ 

2238 

TBLASTX: Soybean 

2204 

91 



1157. .1249, 1174. .1239, 1264. .1656, 1265. .1705, 1826. .1981, 
1848.. 2030, 2096.. 2197, 2106.. 2204 



Seq. No. 
Gene No. 
Start 



54844 

115012 

1 



Seq. ID OJ000112_10. 0426. CIO 
Strand + 
End 2238 



55467 



Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000112_10. 0426. CIO. ol, 

1328 

none 

1328.. 1681, 1328.. 1567, 

54844 

115012 

1 

OJOOOl 12_10 . 0426 . CIO . o2 , 

1496 

none 

1496. .1654, 1727. .1750, 



tm 



1336. 



tw 



Method 
End 
Score 
.1680 



TBLASTXrMaize 

1681 

416 



Seq. ID OJ.000112_10. 0426. CIO 

Strand + 

End 2238 

Method TBLASTX : Wheat 

End .1943 

Score 124 
1836. .1943, 1847. .1942 



54844 

115012 

1 

OJOOOl 12_10. 0426. CIO. o3.tm 

1702 

none 

1702. .1749, 1703. .1750, 1847. 
2060. .2209, 2064. .2210 



Seq. ID OJ000112_10. 0426. CIO 

Strand + 

End 2238 

Method TBLASTX : Mai ze 

End 2210 

Score 60 

.2044, 1848. .2045, 1873. .2100, 



Seq. No. 54845 

Gene No. - 115013 - 
Start -^144 

Name OJOOOl 12_10 . 042 6 . Cll . ol , 

Start 144 

GI none 

Exons 144.. 735 



gs 



Seq. ID OJ000112_10.0426.C11 

Strand r'. - 

-End - 7 35 

Method GENSCAN 

End 735 

Score .61 



Seq. No. 54845 

Gene No. 115014 

Start 1447 

Name OJ000112_10 . 042 6 . Cll . ol . 

Start 238 

GI none 

Exons 238.. 552, 239.. 553, 544. 
• -652.. 738 



Seq. ID OJ000112_10. 0426. Cll 
Strand 

End 2253 

tm Method TBLASTX : Maize 

End 741- 

Score 233 
.651, 545. .640, 549. .668, 643. .741, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



54845 

115014 

1447 

OJ000112_10 .042 6. Cll . o2 . gs 

1447 

none 

1447. .1453, 1996. .2107, 2157. 

54846 

115015 

5901 

OJ000112_10.042 6.C12.o3.gs 

5901 

none 

,5901.. 5998, 6331.. 6476, 6528. 

54846 
115016 



Seq. ID OJ000112_10. 0426. Cll 
Strand 

End 2253 

Method GENSCAN 

End 2253 

Score .94 
.2253 



Seq. ID OJ000112_10.0426,C12 
Strand + 

6664 
GENSCAN 
6664 
.88 



End 

Method 
End 
Score 
.'6664 



Seq. ID OJ000112_10. 0426.C12 
Strand 



55468 





4 D 1 








hjna 


1 Q Q /I 

1 y o 4 


Name 


UJUUUliz iU, 




1 o A 1 
Liz . Oi 




Metnoa 


bbNbbAN 


btari: 










bna 


1 OQ >l 

1 yy 4 




none 








Score 


. o o 


Exons 


4 D 1 . . 1 y o 4 












Seq. No. 


54846 








Seq. ID 


OJ000112_10.0426.C12 


Gene No. 


115017 








Strand 




buart 


Jo 0 / 








bna 


04 zo 


Name 


o Tnnmio in 
UJUUUll^ lU. 


U 4 z D . 


r* 1 o i^i 
biz . Ol 


• gp 


Me tnoa 




ouarc 










bna 


4Z /Z 




c ^: ^ o o 








Score 


1 O 1 1 

Iz 1 i 


Exons 


ODfiy. . 4Z / 












Seq. No. 


54846 








Seq. ID 


OJ000112_10.0426.C12 


Gene No. 


115017 








Strand 






Jo O / 








bna 


/ 0 

J 4 zo 


Name 


UJ UUUl IZ iU . 




biz . Oz 


. gs 


Metnoa , 


tP M C ^ 7\ M 

bbNbbAiN 




T Q Q T 
Jo 0 / 








bna 


R / O c: 
04 ZO 


bi 


none 








Score 


Q 1 

. yi 


Exons 


Joo / . . 04Z0 












beq. NO, 


54846 








beq. ID 


rxTHAAIIO in C\ A c /^io 
(JJUUUllz lU.U4zD.blz 


Gene No.- 


115018 








Strand 




Start 


5354 








End 


8 674' 


Name 


OJ000112 10. 


0426. 


C12.02 


. um 


Method 


i bLiAb 1 A : Maize 


Start 


585 








End 


7 4oo 


GI 


none 








Score 


A O 

4z 


Exons 


585.. 662, 680.. 910, 687 


n 1 /I 


Dyb . . 0 OD 


, 690. .91i, 4010. .4joO, 




4020. .4361, 


7327. 


.7488 








beq . wo . 


54846 








Seq. ID 


OJ000112_10.0426.C12 


Gene No . 


115018 








Strand 




b car L 


5354 








End.v-' 


8674 


Name 


OJ000112 10. 


0426. 


C12.01 


. tm 


Method 


TBLASTX: Maize 


Start 


■ 1499 








End 


8674 


GI 


none 








Score 


52 ■ 


Exons 


1499. .1633, 


1505, 


.1690, 


1 R 1 Q 
1 0 1 O . 


.1721, 1654. .1800, 1739. .1801, 




1757. .1909, 


1794. 


.1901, 


1 yu / . 


.1984, 1919. .1987, 4928. .5245, 




4968. .5138, 


4990. 


.5250, 


c 1 n o 

0 1 y O . 


.5341, 5236. .5358, 5238. .5330, 




5246. .5332, 


5324. 


.5431, 


"3 /I o 
Oo4 z . 


.5440, 8170. .8292, 8182. .8280, 




8485. .8601, 


8486. 


.8578, 


O O Q 
O D J9 . 


.8674 




Seq. No. 


54846 








Seq. ID 


OJ000112_10.0426.C12 


Gene No. 


115018 








Strand 




bnaru 


5354 








End 


8674 


Name 


OJ000112 10. 


0426. 


012. o2 


• gp 


Method 


AAT/GAP 


b rart 


5354 








End 


5622 


bl 


2443122 








Score 


530 


Exons 


5354. .5622 












Seq. No. 


54847 








Seq. ID 


OJ000112_10.0426.C13 


Gene No. 


115019 








Strand 


+ 


Start 


227 








End 


1842 


Name 


OJ000112 10. 


0426. 


C13.01 


gs 


Method 


GENSCAN 


Start 


227 








End 


1842 


GI 


none 








Score 


.77 



55469 



Exons 



227. .364, 545.-722, 912. .1012, 1458. .1519, 1610. .1709, 
1825. .1842 



Seq. No. 54847 . ' Seq. ID 

Gene No. 115019 Strand 

Start 227 End 

Name ' Ojd00112_10 . 042 6 . C13 . ol . tm Method 

Start ' 227 End 

GI none Score 

Exons 227. .289, 242. .304, 320. .370, 321. .362, 545. .901, 556. .870, 
570. .902 



OJ000112_10.0426.C13 
+ 

1842 

TBLASTX: Maize 
902 
59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54848 Seq. ID OJ000112_10 . 042 6 . C14 

115020 Strand + 

1054 End 1679 

OJ000112_10 . 0426 . C14 . ol . gp Method AAT/GAP 

1054 End 1548 

20636_1.R1084 Score 914 

1054. .1548 

M337175/gb|AAD18096r 7.0e-19 {AC006416) ESTs gb_T20589, 
gb_T04648, gb_AA597906, gb_T04111, gb_R84180, gb_R65428, 
gb_T44439, gb_T76570, gb_R90004, gb_T45020, gb_T42457, 
gb_T20921, gb_AA042762 and gb_AA720210 come from this gene. 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54848 Seq. ID 

115020 Strand 
1054 End 
OJ000112_10. 042 6.C14 .ol.np Method 
1156 End 
4337175 Score 
1156. .1679 

(AC006416) ESTs gb|T20589, gb|T04648, gb|AA597906, gb|T04111, 
gb|R84180, gb|R65428, gb|T44439, gb|T76570, gb|R90004, 
gb|T45020, gb|T42457, gb|T20921, gb|AA042762 and gb|AA720210 
come from this gene. [Arabidopsis thaliana] 



OJ000112_10.0426.C14 
+ 

1679 
AAT/NAP 
1679 
299 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



54848 

115020 

1054 

OJ000112_10.042 6.C14 .ol. tm 

1168 

none 

1168. .1206, 1170. .1226, 1282. 



Seq. ID OJ000112-_10-.0426.C14 

Strand + 

End 1679 

Method TBLASTX : Mai ze 

End 1511 . 

Score 58 ■ 

.1335, 1282. .1332, 1341. .1379, 



1341. .1451, 1375. .1452, 1402. .1452, 1452. .1502, 1455. .1511 



54848 
115020 • 
1054 

OJ000112_10.0426.C14.ol.ts 

1282 

none 



Seq. ID OJ000112_10.0426.C14 

Strand + 

End 167 9 

Method TBLASTX : Soybean 

End 1580 

Score 69 



1282. .1338, 1338. .1454, 1381. .1452, 1452. .1580 



54848 

115020 

1054 



Seq. ID OJ000112_10.0426.C14 
Strand + 
End 1679 



-55470 



Name 

Start 

GI 

Exons 



OJOOOl 12_10 . 04 26 . C14 . ol . tw Method TBLASTX : Wheat 
1282 End 1570 

none Score 7 6 

1282. .1338, L282..1329, 1338. .1454, 1381. .1452, 1446. .1568, 
1505.. 1570 



Seq. No. 54849 

Gene No. 115021 
Start *" '50 

Name OJOOOl 12_10. 04 26 . C15 . ol . gs 

Start 50 

GI none 

Exons 50.. 800, 939.. 1094, 2203.. 2222 



Seq. ID OJ000112_10.0426.G15 

Strand + 

End 2222 

Method GENSCAN 

End 2222 

Score .97 



Seq. No. 54849 

Gene No. 115022 

Start 1223 

Name *• OJ000112_10 . 0426 . 015 . ol . tm 

Start 61 

GI none 

Exons 61.. 237,. 62.. 247, 344.. 388 



Seq. ID OJ000112_10. 0426. 015 
Strand 

End 1282 

Method TBLASTX : Mai ze 

End 388 

Score 237 



Seq. No. 54849 

Gene No. 115022 

Start • 1223 ' , 

Name . OJOOOl 12_10 . 0426 . 015 . o2 . tm 

Start 494 

GI none 
Exons 



Seq. ID OJ000112_10. 0426.015 
Strand 

End 1282 

Method TBLASTX : Maize 

End 850 

Score 58 

494. .568, 534. .686, 575. .760, 575. .724, 775. .849, 776. .850 



Seq. No. 54849 
Gene No. 115022 
Start 1223 

Name OJ000112_10 . 042 6 . 015 . ol . gp 

Start 1223 

GI LIB3477-003-P1-K1-E9 
Exons 1223. .1282- . . / 

GI Descrip.- ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PREOURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ000112_10. 0426. 015 
Strand 

End 1282 

Method AAT/GAP 

End 1282 

Score 77 



Seq. No.. 54850, 

Gene No. 115023 

Start 1314 

Name OJ000112_10 . 0426 . 016 . ol . gs 

Start 1314 

GI none 

Exons 1314.. 1742 



Seq. ID OJ000112_10. 0426. 016 

Strand ' + • ■ 

End ■ 4406 

Method GENSCAN 

End 1742 

Score .99 



Seq. No. 54850 

Gene No. 115023 

Start 1314 

Name ■OJ000112_10 . 0426 . 016 . ol . np 

Start 1314 

GI 4337175 

Exons 1314.. 1738, 2583.. 2700 

GI Descrip. (AO006416) ESTs gb|T20589, gb|T04648, gb|AA597906, gb|T04111, 



Seq. ID OJ000112_10. 0426. 016 
Strand + 

4406 
AAT/NAP 
2700 
338 



End 

Method 

End 

Score 



55471 



gb|R84180, gb|R65428, 
gb|T45020, gb|T42457, 
come from this gene. 



gb|T44439, gb|T76570, gb|R90004, 
gb|T20921, gb|AA042762 and gb|AA720210 
[Arabidopsis thaiiana] 



Seq. No. 


54850 




Seq. ID 


OJ000112_10 .0426 


. C16 


Gene No. 


115023 




Strand 


4- 




Start 


1314 




End 


4 406 




Name 


OJ000112 10. 


0426 . 016. o2 . gs 


Method 


GENSCAN 




Start 


2229 




End 


4406 




GI 


none 




Score 


.75 




Exons 


2229 . . 3294 , 


4309 . . 4406 








Seq. No. 


54850 




Seq. ID 


OJ000112_10 .0426 


. C16 


Gene No. 


115024 




Strand 


+ 




Start 


5175 




End 


5603 




Name • 


OJ000112 10. 


0426 . C16 . o3 . gs 


Method 


GENSCAN 




Start 


5175 




End 


5603 




GI 


none 




Score 


. 98 




Exons 


^^^^ ^^/^^ 

5175 . . 5603 










Seq. No. 


54850 




Seq. ID 


OJ000112_10. 0426 


.C16 


Gene No. 


115025 




Strand 


+ 




Start 


6980 




End 


8806 




Name 


OJ000112 10. 


0426 . C16. o4 . gs 


- Method 


GENSCAN 




Start" 


6980 




End 


8600 




GI 


none ■ ■ 




Score 


.67 




Exons 


6980 . . 8051, 


8584 . . 8600 








Seq. No. 


54850 




Seq. ID 


OJ000112_10 .0426 


C16 


Gene No. 


115025 




Strand 


-f 




Start 


6980 




End 


8806 




Name 


OJ000112 10. 


0426.C16.ol.gp 


Method 


AAT/GAP 




Start 


7182 




End 


7488 




GI 


3761565 




Score 


597 




Exons 


7182 . .74 88 










Seq. No. 


54850 




Seq. ID. 


OJ000112 10.0426 


Cl'6 


Gene' No. 


115025 




Strand 


+ 




Start 


6980 




End 


8806 




Name 


OJ000112_10 . 


0426.C16.o2.gp 


Method 


AAT/GAP 




Start 


8440 




End 


8806 




GI 


3761566 




Score 


639 , , 




Exons 


8440. .8806 










Seq. No. 


54850 




Seq. ID 


OJ000112_10.0426 


C16 


Gene No. 


115026 




Strand 


+ 




Start 


9843 • . . 




End • 


11630 




Name 


OJOOOllf^ 10. 


0426.C16.o2.np 


- Method 


AAT/NAP 




Start 


9833 




End 


10610 




GI 


7487169 




Score 


263 




Exons 


9833. .10267, 


10574. .10610 








GI Descrip. 


hypothetical 


protein T19F6 


.120 - Arabidopsis thaiiana 






gi 1 22 62104 | gb| AAB63612 . 1 | 


(AC002343) unknown protein - 






[Arabidopsis 


thaiiana] gi | 566864 1 | emb I CAB51656 . 1 | (AL109619) 



putative protein [Arabidopsis thaiiana] 

gi|7269262|emb|CAB81331.1| (AL161560) putative protein 
[Arabidopsis thaiiana] 



55472 



• 



Seq. No. 54850 

Gene No. 115026 

Start 9843 

Name OJ000112_10 . 0426 . C16 . o5 . gs 

Start 9843 

GI none 
Exons 



Seq. ID OJ000112_10.0426.C16 

Strand + 

End 11630 

Method GENSCAN 

End 11630 

Score .93 



9843. .10263, 10656 .. 10672 , 1077 1 .. 1102 9, 110 69 114 17 , 
11465. .11630 



Seq. No. 54850 
Gene No. 115027 
Start 12733 

Name OJ000112_10 , 0426 . CI 6 . ol . tm 

Start 1326 
GI none 
Exons 1326., 

1533.', 

5222. , 

9855. . 

10013. 



.1501, 
,5224, 
,5398, 



1353, 
5194 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1460, 1499 
.5343, 5195 



OJ000112 10.0426.C16 



1364, 1349 
1670, 5186 
5362, 5360 

9893, 9874.. 10020, 9878.. 10030, 9882 
.10192, 10028. .10198, 10062. .10199 



12865 

TBLASTX: Maize 
10199 
52 

.1537, 



1499, 



5360... 5530, 5394. 



166.9, 
5351, 
9913, 

10019, 9890. .10030, 



5362, 5214 
5531, 9854 



Seq. No. 54850 

1 Gene No. 115027 

5 Start 12733 

; Name OJ000112_10 . 042 6 . C16 . ol . tw 

I; Start 1389 

y GI none 

3 Exons 1389. .1460, 1440. .1496, 1496, 
5255.. 5359, 5303.. 5359, 5357, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000112 10.0426.C16 



12865 

TBLASTX: Wheat 
10282 
76 

1729, 1539.. 1727, 5254, 
5545, 5400.. 5570, 9918. 



,5325, 
, 10016, 



9969. .10022, 10013. .10228, 10022. .10282, 100 68. .10256 



^ Seq. No. 54850 

Gene No. 115027 

3 Start 12733 ■ 

J .Name OJ000112_10 . 0426 . C16 . o2 . ts 

I Start 1419 

- GI none 

i Exons 1419. .1460, 1440.. 1496, 1496 



OJ000112 10.0426.C16 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1729, 1539. .1739, 5280. .5348, 
5301. .5357, 5357. .5467, 5400. .5570, 9875. .10027, 9969. .10022, 
10025. .10258, 10068. .10268 



12865 

TBLASTX: Soybean 

10268 

74 



Seq. No. 54850 ' ■ 

Gene No. 115027 

Start 12733 

Name OJ000ri2_10 . 042 6 . C16 . ol . tc 

Start 1440 

GI none 
Exons 



Seq. ID OJ000112_10.0426.'C16 
Strand 
End 

Method 
End 
Score 



12865 

TBLASTX: Cress 

10268 

65 



1440. .1496, 1496. .1612, 1539. .1658, 1656. .1739, 5256. .5348, 
5301. .5357, 5357. .5464, 5400. .5519, 5514. .5570, 9969. .10022, 
9971. .10036, 10025. . 10132, 10068 .. 10178 , 10182. .10268 



Seq. No. 54850 Seq. ID 

Gene No. 115027 Strand 

Start 12733 End 

Name 0 JO 00 1 12_1 0.0426.C16.o3.tm Method 

Start 2243 End 



OJ000112_10.0426.C16 
12865 

TBLASTX: Maize 
7324 



55473 






none 










Score 


246 








Exons 




O /I 1 ^ 




. z4zy. 


o c o o 


.2582, 6920. .7180, 


T n O T 


. / 


1 / /, 




"7 o Q n 


I'k'^ A 

/ 4 


















Seq. No. 


C yl Q C n 










Oct • XL/ 


rj.Tnnni i o 


10.04 


Z D 


. Li 0 


Gene No . 


1 T c n O *7 










Strand 










o UaJ- 1- 












End 


12865 








Name 


OJOOOl 


12__10 


.0426. 


C16.04 


. tm 


Method 


TBLASTX: 


Maize 






Start 


2705 










End 


7801 








GI - 


none 










Score 


72 








Exons 


2705. . 


2761, 


2706. 


.2762, 


2730. 


.2960, 27 


30. .2951, 


2732. 


.2 


953, 




2973. . 


3047, 


7453. 


.7488, 


745^ . 


..7498, 74 


54. .7666, 


7516. 


.7 


629, 




7516. . 


7800, 


7517. 


.7801 















Seq. No. 


54850 






Seq. ID 


OJ000112_10.0426.C16 


Gene No. 


115027 






Strand 




Start 


12733 






End 


12865 


Name 


OJOOOl 


12_10. 


0426.C16.o5. tm 


Method 


TBLASTX-: Maize 


Start 


3065 






End 


8188 


GI 


none 






Score 


122 


Exons 


3065. . 


3253, 


3066.. 3254, 3258 


..3290, 7820. .8047, 7843. .7998, 




7869. . 


8051, 


8105. .8188 






Seq. No. 


54850 






Seq. ID - 


OJ000112_10.0426.C16 


Gene No. 


115027 






Strand 




Start 


12733 






End 


12865 


Name 


OJOOOl 


12_10. 


0426.C16.ol.ts 


Method 


TBLASTX: Soybean 


Start 


10901 






End 


11501 


GI 


none 






Score 


69 


Exons 


10901. 


.10975, 10912. .10971, 


11067. .1114 


1, 11068. . 11127, 




11181. 


.11261 


, 11185. .11262, 


11299. .1134 


6, 11320. . 11394, 




11351. 


.11413, 11421. .11501, 


11426. .1148 


8 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



54850 
115027 
12733 
OJ000112 
10921 
none 
10921 
11153 
11302 



10.0426.C16.o2. tm 



10968, 10922. .10975, 
11218, 11185. .11262, 
11346, 11315. .11347,. 



Seq. ID 
Strand 
End 

Method. 

End 

Score 
11070. . 11132, 
11187. .11261, 



OJ000112 10.0426.C16 



12865 

TBLASTX: Maize 
11382 ■ 
74 

11071 
11299 



11350. . 11382, 11351. 



11127, 
11346, 
11380 



Seq. No. 54850 Seq. ID 

Gene No.. 115027 Strand 

Start 12733 End 
Name ■ ' OJ000112_10 . 0426 . CI 6 . o6 . gs • Method 

Start 12733 End 

GI none Score 

Exons 12733. . 12865 



OJ000112_10.0426.C16 

12865 
GENSCAN 
12865 
.78 



Seq. No. 54851 Seq. ID 

Gene No. 115028 Strand 

Start 204 End 

Name OJOOOl 12_10 . 042 6 . C17 . ol . gs Method 

Start 204 End 

GI none Score 



OJ000112_10. 0426.C17 
+ 

322 

GENSCAN 
322 
. 66 



55474 



Exons 



204. .322 



Seq. No. 54851 Seq. ID OJ000112_10 . 042 6 . C17 • 

Gene No. 115029 Strand + 

Start . 1042 End 10383 

Name OJ000112_10 . 0426 . C17 . ol . np Method AAT/NAP 

Start 1042 End 2249 

GI 4337175 Score 307 

Exons 1042.. 1466, 2130.. 2249 

GI Descrip. (AC006416) ESTs gb|T20589, gb | T04 648 , . gb | AA597906, gb|T04111, 
gb|R84180, gb|R65428, gb|T44439, gb|T76570, gb|R90004, 
gb|T45020, gb|T42457, gb|T20921, gb|AA042762 and gb|AA720210 
come from this gene. [Arabidopsis thaliana] 



Seq. No. 54851 Seq. ID 

Gene No. 115029 Strand 

Start 1042 End 

Name OJ000112_10 . 0426 . C17 . o2 . gs Method 

Start 1042 End 

GI none ' Score 
Exons 



OJ000112_10.0426.C17 
+ 

10383 
GENSCAN 
10383 
.63 



1042. .1466, 1669. .1693, 2060. .2228, 2804. .2885, 5046. .5089, 
6380. .6522, 6957. .7098, 7269. .7455, 7590. .7748, 8441. .8748, 
9248. .9298, .9834. .9994, 10204. .10383 



Seq. No. 54851 Seq. ID OJ000112_10 . 0426 . C17 

Gene No. 115029 Strand + 

Start 1042 End 10383 

Name OJ000112_10 . 0426 . C17 . o2 . np Method AAT/NAP 

Start 9509 End 9937 

GI 7340884 Score 121 

Exons 9509.. 9648, 9891.. 9937 

GI Descrip. (AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 

Seq. No. 54851 Seq. ID OJOOOl 12_10 . 0426 . 017 

Gene No. 115030 Strand + 

Start ,- 14238 End 16749' " 

Name OJ000112_10 . 042 6 . 017 . o5 . gs Method GENSOAN 

Start • 14238 End 16749 

GI none Score . 66 

Exons 14238. .14438, 154 67 15552, 15603 .. 15691 , 16059 .. 1614 6, 
16521. .16749 



Seq. No. 54851 

Gene No. 115031 

Start 17411 

Name OJ000112_10 . 042 6 . 01-7 . o6 . gs 

Start 17411 

GI none 

Exons 17411. .17468, 18197 .. 18375, 19199.. 19297 



Seq. ID OJ000112_10. 0426. 017 



Strand 
End 

Method 

End 

Score 



+ 

19297 
GENSOAN 
19297 
.75 



Seq. No. 54851 Seq. ID 

Gene No. 115032 . Strand 

Start 10068 - ^' End 

Name OJ000112_10 . 0426 . 017 . o3 . np Method 

Start 10068 End 

GI 4337175 Score 



OJ000112_10. 0426. 017 

10970 
AAT/NAP 
10967 
328 



55475 



Exons 10068. .10185, 10543.. 10967 

GI Descrip. (AC006416) ESTs gb|T20589, gb|T04648, gb|AA597906, gb|T04111, 
gb|R84180, gb|R65428, gb|T44439, gb|T76570, gb|R90004, 
gb|T45020, gb|T42457, gb|T20921, gb|AA042762 and gb|AA7202J0 
come from this gene. [Arabidopsis thaliana] 





Seq. No. 


54 851 




Seq. ID 


OJ000112 


_10 


.0426 


.C17 




Gene No. 


115032 




Strand 












Start 


10068 




End 


10970 










Name 


OJ000112 10.0426.C17.o3. 


gs 


Method 


GENSCAN 










Start 


10539 




End 


10970 










GI 


none 




Score 


1 










Exons 


10539. .10970 
















Seq. No. 


54851 




Seq. ID 


OJ000112 


__10 


. 0426 , 


.C17 




Gene No. 


115033 




Strand 












Start 


12454 




End 


15814 










Name 


OJ000112 10.0426.C17.o4. 


gs 


Method 


GENSCAN 










Start ■ 


12454 




End 


13890 ■ 










GI 


none 




Score 


. 53 










Exons 


12454. .12640, 13547. .138 90 














Seq. No. 


54851 




Seq. ID 


OJ000112 


_10 


.0426, 


.C17 


-a ia. 


Gene No. 


115033 




Strand 












Start 


12454 




End 


15814 










Name 


OJ000112 10.0426.C17.o5. 


np 


Method 


AAT/NAP 










Start 


13515 




End 


13897 










GI 


2464865 




Score 


223 










Exons 


13515.. 13897 
















GI Descrip. 


(Z99707) pectinesterase 


like 


protein 


[Arabidops 


is 


thaliana] 




Seq. No. 


54851 




Seq. ID 


OJ000112 


_10 


.0426. 


,C17 




Gene No. 


115033 




Strand 












Start ■ 


12454 




End 


15814 










Name 


OJ000112 10.0426.C17.o4. 


np 


Method 


AAT/NAP • 










Start 


13547 




End 


15814 










GI 


7432997 




Score 


216 









.^"^ Exons 

IZ GI Descrip. 



13547. .13900, 15671. .15814 
pollen-specific protein homolog 



gi I 194 4 575 I emb | CAB08077 . 1 1 
esculentum] 



tomato (fragment) 



(Z94 058 ) pectinesterase [Lycopersicon 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 



54851 ■ 
115034 
20205 
OJOOOll 
1033 
none 
1033. 
1261. 
10788 
10897 



OJ000112 :10.0426.C17 



Seq. ID 
Strand 
End • 
Method 
End 
Score 

122.9, 1112.. 1189, 1227.. 1397, 
398, 10611. .10748, 10612 . .10782 , 1074 4 .. 10782, 
10841, 10794. .10919, 10817 10918 , 108 96 .. 10973, 
10977, 11038. . 11061 



2 10.0426.C17.o2.tm 



1113, 1053. .1112, 1098 
1 



22556 

TBLASTX: Maize 

11061 

67 • 



Seq. No. 54851 Seq. ID 

Gene No. 115034 Strand 

Start 20205 End 

Name OJ000112 10 . 042 6 . C17 . o3 . tc Method 



OJ000112_10.0426.C17 
22556 

TBLASTX: Cress 



55476 



start 
GI 

Exons 



1041 End 10952 

none Score 57 

1041. .1112, 1057. .1116, 1168. .1224, 1224. .1370, 1267. .1386, 
1384. .1440, 10542. .10625, 10623 .. 10742 , 10785 .. 1084 1 , 
10893.. 10952 



Seq. No. 54851 

Gene No. 115034 

Start 20205 

Name OJ000-il2_10 . 0426 . C17 . o2 . ts 

Start 1066 

GI none 

Exons 1066.. 1116, 1150.. 1203, 1168. 

10542. .10742, 10785. .10841 



Seq. ID OJ000112_10.0426.C17 
Strand 

End' 22556 

Method TBLASTX : Soybean 

End 10841 

Score 52 

.1224, 1224. .1514, 1267. .1440, 



Seq. No. 54851 Seq. ID 

Gene No. 115034 Strand 

Start 20.205 End 

Name OJ000112_10 . 0426 . C17 . o2 . tw Method 

Start 1168 End 

GI none Score 
Exons 



OJ000112__10.0426.C17 
22556 

TBLASTX: Wheat 
10892 

79 . 



1168. .1224, 1170. .1226, 1224. .1439, 1261. .1440, 10552 .. 10785 , 
10554. .10742, 10785 .. 1084 1, 107 94 .. 108 92 , 10817. .10888 



ris 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54851 

115034 

20205 

OJ000112_10.0426.C17.ol.tm 

13546 

none 

13546. . 13650, 13701 .. 13778 , 
13823. . 13897, 20285 .. 204 7 9, 
20914. .20991, 21125 .. 21229, 
21572. .21850, 21681 21851 , 
22468. .22545 



54851 

115034. 

20205 

OJ000112_10.0426.C17, 

13546 

none 

13546. .13659, 13547. . 
13792. .13896, 20288.. 
21105. .21197, 21119., 
21348. .21518, 21623., 
21966. .22001, 22038., 



ol . ts 



13660, 
20479, 
21214, 
21859, 
22328, 



Seq. ID OJ600112_10.0426.C17 
Strand 

End 22556 

Method TBLASTX : Mai ze 

End 22545 

Score 114 
13787. .138 97, 13792. .138 96, 
20285. .20479, 20302 .. 20481, 
21293. .21520, 21348 .. 21521, 
21944. .22342, 21 966 .. 22334 , 



Seq. ID OJ000112_10.0426.C17 
• Strand - 

End 22556 

Method TBLASTX : Soybean 

End 22551 

Score 115 
13698. .13778, * 13784. .13879', 
20302. .20481, 20914 .. 20994 , 
21125. .21523, 2 112 6 .. 21239, 
21687. .21854, 21938 .. 22327, 
22110. .22331, 22441. .22551 



Seq. No. 54851 

Gene No. 115034 

Start 20205 

Name OJ000112_10 . 0426 . C17 . o2 . tc 

Start 13546 

GI none 
Exons 



Seq. ID OJ000112_10.0426.C17 
Strand 

End 22556 

Method TBLASTX : Cress • 

End 2147-8 

Score 77 



13546. .13656, 13680 .. 1378 1 , 13784 .. 13900 , 13795 .. 13896, 
20285. .20479, 20302 .. 2048 1 , 20914 .. 20985 , 21125. .21478 



55477 



Seq. No. 54851 

Gene No. 115034 

Start 20205 

Name OJ000112_10 . 0426 . C17 . ol . gp 
-Start . 20065 

GI 51386__1.R1084 

Exons 20065. .20478, 20917, 
GI Descrip. * 5263337/gb | AAD4 1439 . 



OJ000112 10.0426.C17 



Seq. ID _ 
Strand 

End ^ 22556 
Method AAT/GAP 
End 20947 
' • Score 84 6 
.20947 • 

1 |AC007727_28 9.06-22 (AC007727) Strong 
similarity to gb_X96932 ascorbate oxidase-related protein PS60 
from Nicotiana tabacum and is a member of the PF_00394 
Multicopper oxidase family. This gene is cut off. [Arabidopsis 
thaliana] * 



Seq. No. 


54851 


Seq. ID 


OJ000112_10.0426.C17 


Gene No. 


115034 


Strand 




Start 


20205 


End 


22556 


Name 


OJ000112 10.0426.C17.o7.gs 


Method 


GENSCAN 


Start 


20205 


End 


22330 


GI 


none 


Score 


.9 


Exons 


20205. .20296, 20301 .. 20478 , 


20917. ,20995, 21126.. 22330 


Seq. No. 


54851 


Seq. ID 


OJ000112_10.0426.C17 


Gene No. 


115034 


Strand 




Start 


20205 


•End ^. 


22556 


Name 


OJ000112 "10.042 6.C17.o6.np 


Method 


AAT/NAP 


Start 


20267 


End 


22556 


GI 


2961346 


Score 


1491 


Exons 


20267. .20478, 20917 .. 20995, 


21126. .22330, 22456.. 22556 


GI Descrip. 


(AL022140) pectinesterase like protein 


[Arabidopsis thaliana] 



Seq. No. 54851 

Gene No. 115034 

Start 20205 

Name ■ OJ000112_10 . 042 6 . C17 . ol . tw 

Start 20289 • 

GI none 
Exons 



Seq. ID OJ000112_10. 0426.C17 
Strand- 
End 

Method 
End 
Score 



22556 

TBLASTX: Wheat 
•20985 
170 



20289. .20390, 20291 .. 20479, 20302 ,. 2048 1 , 20914.. 20985 



Seq. No. 54851 

Gene No. 115034 

Start 20205 

Name . . OJ000112_10 . 0426 . C17 . ol . tc 

Start 21440 

GI none 

Exons 21440. .21460, 2 1479 .. 2 1529, 
21941. .22342, 21966 .. 22331 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000112 10.0426.C17 



22556 

TBLASTX: Cress 
22530 ■■ 
108 

21623. .21886, 21693 .. 2 1887 , 
22441. .22530 



Seq. No. 54851 Seq. ID OJ000112_10 . 042 6 . C17 

Gene No. 115034 , Strand 

Start 20205 * End 22556 

Name OJ000112_10 . 04 2 6 . C17 . o2 . gp Method AAT/GAP 

Start 22108 End 22556 

GI 48688_1.R1084 Score 634 

Exons 22108, .22330, 22453.. 22556 

GI Descrip. * 128592/sp | P291 62 ! NTP3_T0BAC 5.0e-42 POLLEN-SPECIFIC PROTEIN 

NTP303 PRECURSOR >gi_82190_pir S22495 pollen-specific protein 

precursor - common tobacco >gi_19902_emb_CAA4 34 54_ (X6114 6) 



55478 



pollen specific protein [Nicotiana tabacum] * 



Seq, No. 54852 
Gene No. 115035 
Start • 1 • , 

Name OJ000112_10 . 0426.C18 .ol .gp 

Start 1 
GI 48688_1.R1084 
Exons 1..109 

GI Descrip. ' 128592/sp | P291 62 | NTP3_T0BAC 5.0e-42 POLLEN-SPECIFIC PROTEIN 

NTP303 PRECURSOR >gi_82190_pir S224 95 pollen-specific protein 

precursor - common tobacco >gi_19902_emb_CAA4 3454_ {X61146) 
pollen specific protein [Nicotiana tabacum] * 



Seq. ID OJ000112_10.0426.C18 
Strand 

End 109 

Method AAT/GAP . 

End 109 

Score 178 





Seq. No. 


54852 






Seq. ID 


OJ000112_10.0426.C18 




Gene No. 


115036 






Strand 






Start 


6918 






End 


9311 




Name 


OJ000112 10 


.0426.C18.o2 


.np 


Method 


' AAT/NAP 




Start 


6918 






End 


^■'9234 




GI 


4335773 






Score 


218 




Exons 


6918 . . 6941, 


7840. .7999, 


8099. .8175, 8321. .8633, 8744. .8972, 






9007 . . 9234 












GI Descrip. 


(AC006284 ) 


unknown protein 


[Arabidopsis .thaliana] 


% ^ 
? 


Seq. No. 


54 852 






Seq. ID 


OJ000112_10.0426.C18 




Gene No. 


115036 






Strand 






Start 


6918 






End 


9311 


11 


Name 


OJ000112 10 


.0426.C18.o2 


• gp 


Method 


AAT/GAP 




Start 


7438 






End 


8175 


: *> 


GI 


none 






Score 


1131 


I y 


Exons 


7438 . .7966, 


8099. .8175 








E 


Seq. No. 


54852 






Seq. ID 


OJ000112_10. 0426. 018 


^1 


Gene No. 


.'1 15036 






Strand 






Start 


6918 ■ 






End 


9311 


= S3 


Name 


OJ000112 10 


.04261018. o2 


.gs 


Method 


GENSCAN 




Start 


7733 




End 


9258 




GI 


none ■ 






Score 


.77 . . . - 




Exons 


7733. .7966, 


8099. .8175, 


8321. .8711, 8E 


J02. .8956, 9048. .9258 




Seq. No. 


54852 






Seq. ID 


OJ000112_10. 0426. 018 




Gene No. 


115036 






Strand 






Start 


6918 






■ End 


'9311 ■ ■ • 




Name 


OJ000112 10 


.0426,C18.ol 


.np 


Method 


AAT/NAP 




Start 


7840 






End 


9234 




GI 


4335773 






Score 


217 




Exons 


7840. .7999, 


8099. .8175, 


8321. .8633, 8744. .8972, 9007. .9234 




GI Descrip. 


{AC006284) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


54852 






Seq. ID 


OJ000112_10. 0426. 018 




Gene No. 


115036 






Strand 






Start 


6918 






End 


9311 




Name 


OJ000112 10 


.0426.C18.o3 


.gp 


Method 


AAT/GAP 




Start 


8569 






End 


9311 




GI 


none 






Score 


1076 



Exons 



8569. ,8711, 8802. .8956, 9048. .9311 



55479 



[3 



Seq. No. 


54853 


Seq. ID 


OJ000112_10.0426.C19 


Gene No. 


115037 


Strand 




Start 




End 


J219 


Name 


C)JUUUllz_10 .042D.C19.ol.gs 


Methojd 


TT" XT C 0 TV M 

GENSCAN 


Start - 


169 J 


End 


3219- . 


GI 


none 


Score 


. /d 


Exons 


ifiOT Tiori ooin 






Seq. No. 


54854 


Seq. ID 


OJ000112_10.0426.C22 


Gene No. 


115038 


Strand 




Start 


224 D 


End 


0 0 T n 
22 / U 


Name 


OJUUU112_10 . 0426 . C22 . ol . gs 


Method 


GENbCAN 


Start 


224 6 


End 


0 0 "7 A 

22 /U 


GI 


none 


Score 




Exons 


2246. . H l\j 






Seq. No, 


54 855 


Seq. ID 


OJu00112 1U.U42d.C2J 


Gene No. , 


,115039 


Strand 




Start 


"^■370 


End 


2967 


Name 


(JJUUUli2 iU . U4 2 0 . L2o . Oi . np 


li^An 

iMie tnod 




Start 


0 0 T n 

2870 


End 


2 967 


GI 


c 0 c 0 n 0 yt 

5852084 


Score 


"7 A 

7U 


Exons 


2870.. 2967 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa]. 




Seq. No. 


54856 


Seq. ID 


/^TAAATIO to A/IA/" r^'\ 

OJ000112 13. 0426. CI 


Gene No. 


115040 


Strand 


+ 


Start 


12585 


End 


12681 


Name 


OJ000112 13.0426.Cl.o5.gp 


Method 


AAT/GAP 


Start 


12585 


End 


12681 


GI 


69953 1.R1084 


Score 


122 


Exons 


12585. .12681 






GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 7.0e- 


34 Oryza sativa genomic 




DNA, chromosome 6, clone : P068 IFIO , complete sequence' 


Seq. No. 


54856 


'.Seq. ID 


OJ00011'2_13.0426-.C1 


Gene No. 


115041 


Strand 




b tar u 


. 78 


. End 


2619 


Name 


OJ000112. 13.0426.Cl.ol.gp 


Method 


AAT/GAP 


Start 


78 


End 


1389 


GI 


LIB34 32-036-P2-K1-F9 


Score 


903 


Exons 


78. .227, 337. .381, 466. .517, 


591. . 665, 


748. .784,. 900... 968, 




' 1292. .1389 






GI Descrip. 


'3075389 9.0e-24 {AC004484) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No'. 


54856 


Seq. ID 


OJ000112_13.0426.C1 


Gene No. 


115041 


Strand 




Start 


78 


End 


2619 


Name 


OJ000112 13.0426.Cl.ol.gs 


Method 


GENSCAN 


Start 


127 


End 


2619 


GI 


none 


Score 


.87 


Exons 


127. .227, 337. .428, 1292. .1394, 1497.. 


1572, 1773.. 1983, 




2105. .2619 






Seq. No. 


54856 


Seq. ID 


OJ000112_13.0426.C1 


Gene No. 


115041 


Strand 





55480 



f 



start 


78 


End 


2619 


Name 


OJ000112 13 


.0426.Cl.ol.np Method 


AAT/NAP 


Start 


335 


End 


1407 


GI 


3075389 


Score 


190 


Exons 


335. .3,81, 466. .517, 748. .784, 900. .968, 1292. .1407 


GI Descrip. 


( AC 0 0 4 4 8 4 ) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


54856 


Seq. ID 


OJ000112_13.0426.C1 


Gene No. 


115042 


Strand 




Start 


6072 


End 


.. 9291 


Name 


OJ000112_13 


. 0426 . CI . o2 . gp Method 


AAT/GAP 


Start 




End 


• 7484 


GI 


none 


Score 


909 


Exons 


6072. .6350, 


6905. .6963, 7065. .7136, 7387. .7484 


Seq. No. 


54856 


Seq. ID 


OJ000112_13.0426.C1 


Gene No. 


115042 


Strand 




Start . 


6072 


End 


9291 . 


Name 


OJ000112 13 


. 0 4 2 6 . CI .-o2 . np Method 


AAT/NAP • 


Start 


7062 


End 


9031 


GI 


6683811 


Score 


801 


Exons 


7062. .7136, 


7387. .7494, 7598. .7678, 7845. .8001, 8151. .8268, 




8.455. .8506, 


8993. .9031 




GI Descrip. 


(AF187062) 


UMP/CMP kinase a [Oryza sativa] 


Seq. No. 


54856 


Seq. ID 


OJ000112_13.0426.C1 


Gene No. 


115042 


Strand 




Start 


6072 


End 


9291 


Name 


OJ000112 13 


. 04 2 6 . CI . o3 . gp Method 


AAT/GAP 


Start 


7841 


End 


9291 


GI 


103206 1.R1084 Score 


802 


Exons 


7841. .8001, 


8151. .8268, 8455. .8509, 8987. .9033, 9215. .9291 


GI Descrip. 


•2497486/sp|O04905 lUMPK ARATH l.Oe-31 


URIDYLATE KINASE (UK) 




(URIDINE MONOPHOSPHATE KINASE) (UMP KINASE) >gi 2121275 




(AF000147) 


UMP/CMP kinase [Arabidopsis 


thaliana] ' 


beq. No. 


54856 


: Seq. ID 


OJ000112_13.0426.C1. 


Gene No. 


■115043 


Strand 




Start 


9335 


End 


25067 


Name 


OJ000112 13 


. 04 2 6 . CI . o3 . gs Method 


GENSCAN 


Start 


9335 


End 


24328 


GI 


none 


. Score 


.86 


Exons 


9335. .9735, 


9853. .9914, 10610. .10704, 


10943. . ir005,.' 



.11849, 12108. .12189, 

.14476, 15012. . 15454, 

.17212, 17405. . 17478, 

.18858, 19198. .19326., 

.21614, 21712. .21998, 

22089. .22320, 22904 .. 23048, 23516 .. 23623, 23955 .. 24023, 
24216. .24328 



11118. .11210, 11589. .11648, 11787. 

12735. . 12837, 13677 .. 1374 3, 14389. 

16205. .16438, 16512 .. 16691 , 17032. 

17979. .18104, 18491. .18655, 18731. 

19970. .20101, 20898. .21045, 21478. 



Seq. No. 54856 

Gene No. 115043 

Start 9335 

Name OJ000112_13 . 0426 . CI . o4 , 

Start 10535 

GI 60045 1.R1084 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_13.0426.C1 

25067 
AAT/GAP 
11660 
965 



55481 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. . 

Gene No. 

Star~t 

Name 

Start 

GI 

Exons 

GI Descrip. 



10535. .10867, 10943 .. 11005, 11118 .. 112 10, 11589. .11660 
M388730/gb|AAD19768 I l.Oe-16 (AC006413) hypothetical protein 
[Arabidopsis thaliana] ' . 



54856 Seq. ID 

115043 Strand 

9335 End 

OJ000112_13.0426.Cl.o3.np Method 

11092 End 

4388730 Score 



OJ000112_13.0426.C1 

25067 
AAT/NAP 
12230 
266 



11092. .11210, 11589. .11648, 11787 1184 9, 12108. .12230 
(AC006413) hypothetical protein [Arabidopsis thaliana] 

54856 Seq. ID OJ000112_13 . 0426 . CI 

115043 Strand 
9335 End 25067 

OJ000112_13.0426.Cl.o6.gp Method AAT/GAP 

16135 End . 16689 

"uC-osf Icypl06bl2bl Score 882 ^ 

16135. .16438, 16512. .16689 

»1174521/sp|P41972|SYI_STAAU 9.0e-13 ISOLEUCYL-TRNA SYNTHETASE 

(ISOLEUCINE — TRNA .LIGASE) (ILERS) >gi_54 1337_pir S40178 

isoleucine7-tRNA ligase (EC 6.1.1.5) - Staphylococcus aureus 
>gi_437916_emb_CAA52296_ (X74219) isoleucyi-tRNA synthetase 
[Staphylococcus aureus] * 



54856 

115043 

9335 

OJ000112__13. 04 26.Cl.o4 .np 

16223 

2501011 

16223. .16700, 17074. .17281, 
18491. .18655, 18731 .. 18858 , 
20898. ,21045, 
•22263. .22320, 
24216. .24328, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

17405 

19198 



21478. .21614, 
22904. .23048, 



24477. .24546, 24978 



.17478, 
.19326, 
21712. .21998, 
23516. .23623, 
.25067 



OJ000112_13.0426.C1 

25067 
AAT/NAP 
25067 
2164 

17979. . 18104, 
19970. .20101, 
22089. .22202, 
23955. .24023, 



ISOLEUCYL-TRNA SYNTHETASE 
gi| 1652625|dbj |BAA17545| { 
[Synechocystis sp.] 



54856 

115043 

9335 

OJ000112_13.042 6.Cl.o7.gp 
23517 

uC-osflcyp019h01bl 



(ISOLEUCINE—TRNA LIGASE) (ILERS) 
D90907) isoleucyl-tRNA synthetase 



OJ000112 13. 0426. CI 



Seq. ID 
Strand 

End 25067 
Method AAT/GAP . 
End 24560 
Score 647 

23517. .23623, 23955 24023, 24216 .. 24328 , 24477. .24560 
*2501011/sp|P73505|SYI_SYNY3 4.0e-43 ISOLEUCYL-TRNA SYNTHETASE 
(ISOLEUCINE—TRNA LIGASE) (ILERS) >gi_l 652 625_db j_BAA1754 5_ 
(D90907) isoleucyl-tRNA synthetase [Synechocystis sp.]* 



Seq. No. 54856 Seq. ID 

Gene No. • 115044 -Strand 

Start 25008 End 

Name O JO 0 0 1 1 2_1 3.0426.Cl.o3.tm Method 

Start 54 End 



OJ000112_13.0426.C1 
25067 

TBLASTX: Maize 
957 



55482 



GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none Score 41 

54. .101, 72. .98, 119. .226, 126. .221, 133 .. 225, 336 .. 380, 
336. .383, 337. .381, 337. .387, 465. .518, 466.-525, 467. .517, 
591. ..668,. 594. ,671, 733.-795, 749. .796, 899. .955, 907. .957 



Seq. No. 

Gene No- 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



54856 

115044 

25008 

OJ000112_13.0426.Cl.o6.tm 

1291- 

none 

1291. .1395, 1291. .1392, 1292. 
1496. .1573, .1498. .1575, 1498, 



Seq. ID' OJ000112_13.0426.C1 
Strand 

End 25067 
Method TBLASTX : Mai ze 
End 1994 
Score 118 

.1393, 1293.-1397, 1494. .1559, 
.1599, 1758. .1922, 1771. .1905, 



1772. .1924, 1950.-1994, 1951.-1992 

Seq. No. 54856 Seq. ID 

Gene No. 115044 Strand 

Start 25008 . . ; End 

Name 0 JO 0011 2_1 3.0426.Cl.ol.tm Method 

Start 2248 End 

GI none Score 

Exons 2248.. 2610, 2252.-2611 



OJ000112_13.0426.C1 
25067 

TBLASTX: Maize 

2611 

460 



54856 

115044 

25008 

OJ000112_13.0426.Cl.o5.tm 

6130 

none 

6130.. 6159, 6213.. 6296, 6217. 
7066. .7137, 7071. .7139, 7071. 
7384.-7497, 7387. .7497, 7596, 
7599.-7679, 7833. .8000, 7834, 
8142--8270, 8152--8271, 8452, 

54856 
115044. 

25008 ^ ' 

OJ000112_13..0426.C1 .ol.tw 
6140 
none 

6140.. 6169, 6230.. 6265, 6232. 
6921.. 6965, 7072 7 104 , 707 4 - 
7382.. 7504, 7384. .7497, 7596. 
7602. .7679, 7833.-7904, 7834. 

54856 

115044 

25008 

OJ000112_13.042 6.C1 .o2.tc 

7045 

none 

7045. .7137, 70.77. ,7139, 7384. 
7598.-7660, 7598.-7678, 7605. 

54856 
115044 



Seq. ID' OJ000112^13.0426.C1 

Strand - 

End 25067 

Method TBLASTX : Mai ze 

End 8518 

Score 70 
.6291, 6231. .6293, 7066. .7137, 
-7139, 7073. .7144, 7382. .7495, 
-7676, 7597.-7674, 7598. .7678, 
.8001, 7879. .8001, 8141. .8269, 
.8508, 8453. .8515, 8453. .8518 

Seq. ID OJ000112_13.0426.C1 
Strand 

End 25067 
Method TBLASTX : Wheat 
End 7905 
Score 45 

.6258, 6307.-6342, 6308.. 6340, 
.7106, 7111.. 7137, 7113.. 7142, 
.7676, 7597.-7677, 7598, .7678, 
.7905 

Seq. ID OJ000112_13,0426,C1 
Strand 

End 25067 
Method TBLASTX : Cress 
End 7982 
Score 77 

.7497, 7388. .7495, 7597.-7659, 
.7679, 7837. .7980, 7845,-7982 

Seq. ID OJ000112_13.0426.C1 
Strand 



55483 



start 

Name 

Start 

GJ, 

fixons 



25008 

OJ000112_13.0426.Cl.o4 .ts 
7613 
none 

7613... 7678, 7617 
8141. .8269, 8141 



End 



25067 



Method TBLASTX : Soybean 
End 8271 
Score 64 
7673, 7845. .8000', 7846. .8001, 7851. .8006, 
8269, 8151. .8270," 8154:. 8270, 8158. .8271 



Seq. No. 54856 Seq. ID 

Gene No. 115044 Strand 

Start 25008 End 

Name OJ000112_13 . 0426 . CI . o3 . tc Method 

Start 8141 End 

GI none Score 

Exons 8141.. 8269, 8151.. 8270 



OJ000112_13.0426.C1 
25067 

TBLASTX: Cress 

8270 

156 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



-54856 
115044 
25008 

OJ000112_13. 0426.Cl.o7.tm 
10766 
none 
10766. 
10940. 
11122. 
11806. 
12713. 



54856 

115044 Strand 

25008 End 

OJ000112_13 . 0426 . CI . o5 . ts Method 

16200 End 

none Score 

16200. .16358, 16235. .16444, 16235. .164 41 



OJ000112_13.0426.C1 
25067 

TBLASTX: Maize 

12806' 

110 



.10906, 


10768. 


.10869, 


10769. 


.10903, 


10932, 


, .11 


006, 


.11008, 


10943. , 


.11008, 


11118. 


.11177, 


11118, 


, .11 


222, 


.11211, 


115.49. , 


.1165€, 


11556. 


.11651, 


11785. 


, .11 


805, 


.11850, 


11808. , 


.11852, 


12102. 


.12194, 


12107. 


, . 12 


184, 


.12766, 


12720. , 


.12767, 


12765. 


.12806, 


12768. 


.12 


806 








Seq. 


ID OJ000112_ 


_13. 


0426 



25067 

TBLASTX : Soybean 
16444 
144 



Seq. No. 54856 
Gene No. 115044 
Start 25008 

Name OJ000112_13 . 0426 . CI . o2 . tm 

Start 16209 
GI none 

Exons 16209. .16466, 16209 .. 16364 , 

16506. .16694, 16510. .16692, 
17032.. 17259 



Seq. ID OJ000112_13.0426.C1 

Strand - 

End . 25067 

Method TBLASTX : Mai ze 

End 17259 

Score 247 
16210. .16428, 16229. .164 65,. 
16511. . 16705, 17029. .17259, 



Seq. No. 54856 

Gene No. 115044 

Start 25008 

Name OJ000112_13 . 0426 . CI . o2 . ts 

Start 17033 

GI none 

Exons 17033. .17266, 17035.. 17271 



Seq. ID OJ000112_13.0426.C1 
Strand 

End 25067 

Method TBLASTX : Soybean 

End 17271 

Score 138 



Seq. No. 54856 

Gene No. 115044 

Start 25008 

Name OJ000112 13 . 0426 . CI . ol . ts 



Seq. ID OJ000112_13.0426.Ci 
Strand 

End 25067 

Method TBLASTX : Soybean 



55484 



start 17 404 End 18808 

GI none Score 91 

Exons 17404 17487, 17405 17485, 174 05 17488 , 174 06 174 8 6, 

17407. . 17505, 17508 17597 , 17910 18101, 17952 .. 18068 , 

.17962. .18102, 17986. .18102, 18489 18650 ,* 184 91 .. 18 655 , 

18492, .18650, 18737 18808 , 18738. .18806 



C o /-T TJ 
o e . In U . 


C /I O C 
O 4 O O D 






Seq. ID 


OJ000112_13.0426 






1 1 ^CiA A 






. Strand 






Start 


25008 






End 


25067 




Name' 


OJOOOl 


12_13.0426.C1 


. o4 . tm 


Method 


TBLASTX: Maize 




o Lar L 


i O U 41 D 






End 


18811 






none 






Score 


86 




Exons 


1 O U ^ D . 




1 Q 1 n yi 


184 89. .18653, 184 91. .18 655, 






18492. 


.18653, 18737 


1 Q Q 1 1 

, . looli. 


18738. .188 


09 




beq . JNO . 


54856 






Seq. ID 


OJ000112_13.0426 


. CI 


Gene No . 


115044 






Strand 






o car L 


25008 






End 


25067 




Naine 


OJOOOl 


12_13.0426.C1 


ol . tc 


Method 


TBLASTX: Cress 




Start 


18570 






End 


18845 




GI 


none 






Score 


90 




Exons 


18570. 


.18662, 18572 


.18649, 


18729. . 188 


45, 18737. .18844 




Seq. No. 


54856 






Seq. ID 


OJ000112_13.0426 


.-CI 


Gene No. 


115044 






Strand 






Start 


25008 






End 


25067 




Name 


OJ000112 13. 0426. CI 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


19989 






End 


21784 




GI 


none 






Score 


95 




Exons 


19989. 


.20090, 19989, 


.20099, 


19990. .20100, 20818. .20859, 






20893. 


.20976, 20894, 


.20977, 


20959. .21045, 214 65 .. 21614 , 






21466. 


.21615, 21469. 


.21615, 


21485. .21661, 21713 .. 21784 , 






21720. 


.21782 











Seq. No. 54856 

Gene No. 115044 

Start 25008 

Name OJ000112_13 . 0426 . CI . o8 . tm 

Start 20926 

GI none 

Exons . , 20926. .20958, 
21445. .21615, 



20956. .21051, 
21469. .21615, 



Seq. ID 

Strand 

End . 

Method 

End 

Score 

20957 

21713 



21052, 
21736 



OJ000112_13.0426.C1 
25067 

TBLASTX: Maize 

21736 

146 

21438.. .21614, 



Seq. No. 54856 Seq. ID 

Gene No. 115044 Strand 

Start 25008 End 

Name OJ000112_13 . 0426 . CI . o8 . gp Method • 

Start 25008 End 

GI uC-osrocyp016e08bl Score 

Exons 25008. .25067 

GI Descrip. ' 2501011/sp | P73505 1 SYI_SYNY3 2.0e-15 ISOLEUCYL-TRNA SYNTHETASE 
(ISOLEUCINE--TRNA LIGASE) (ILERS) >gi_1652625_dbj_BAA17545_ 
(D90907) isoleucyl-tRNA synthetase [Synechocystis sp.]* 



OJ000112_13.0426.C1 

2.5067 
AAT/GAP 
25067 
112 



Seq. No. 
Gene No. 



54857 
115045 



Seq. ID 
Strand 



OJ000112 13. 0426. C2 



55485 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000112_13.0426.C2.ol.np 
1 

7362786 V- • 
1. ,483, 574 . .726 

(AL162691) cellulase-like protein [Arabidopsis thaliana] 



End 

Method 
End 
Score 



726 

AAT/NAP 
726 
614 



54857 

115045 

1 

OJ000112__13.0426.C2.ol.tc 
4 

none 

4, .336, 5. .301, 565. .618 



Seq. ID OJ000112__13.0426.C2 

Strand 

End 726 

Method TBLASTX : Cress 

End 618 

Score 96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54857 

115045 

1 

OJ000112 
4 

none 



13.0426.C2.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_13.0426.C2 
726 

TBLASTX: Maize 

672 

58 



4. .45, 5. .52, 34. .483, 35. .454, 565. .672, 572. .652 



Seq. No. 54857 Seq. ID 

Gene No. llSt)'4 5 Strand 

Start 1 End 

Name OJ000112_13 . 04 2 6 . C2 . ol . ts Method 

Start 4 End 

GI none Score 

Exons 4. .180, 133. .417, 565. .660 



OJ000112_13'.0426.C2 
726 

TBLASTX : Soybean 

660 

109 



Seq. No. 54857 Seq. ID 

Gene No. 115045 Strand 

Start 1 End 

Name OJ000112_13 . 042 6 . C2 . ol . gs Method 

Start 16 End 

GI none Score 
Exons • 16. . 682 



OJ000112_13.0426.C2 
.72 6 

GENSCAN 

682 

.53 



Seq. No. 


54858 




Seq, ID 


OJ000112_13.0426.C3 


Gene No. 


115046 




Strand 


+ 


Start 


712 




End 


1069 . . 


Name 


OJ000112 13.0426. C3.01, 


.gs 


Method 


GENSCAN 


Start 


712 




End 


1069 


GI 


none 




Score 


.87 


Exons 


712. .761, 852. .1069 








Seq. No. 


54858 




Seq. ID 


OJ000112_13.0426.C3 


Gene No. 


115047 




Strand . 


+ 


Start 


8559 




End 


8893 


Name 


OJ000112 13.0426.C3.o2. 


.gp 


Method 


AAT/GAP 


Start 


8559 




End 


8893 


GI 


uC-osflM202074bllal 




Score 


485 


Exons 


8559. .8893 








GI Descrip. 


M176420/dbj IBAA37167I 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 









55486 



Seq. No. 54858 ~ Seq. ID 

Gene No. 115048 Strand 

Start 21021 ,-.End 

Name OJ000112_13 . 0426 . C3 . o4 . np. . . Method 

Start 21021 ' End 

GI 7340884" Score 

Exons 21021.. 21187 

GI Descrip. (AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



OJ000112_13.0426.C3 
+ 

21187 
AAt/NAP 
21187 
124 



Seq. No. 


54858 


Seq. ID 


OJ000112_13.0426.C3 


Gene No . 


lloU4 y 


Strand 




Start 


T C O 


End 


TOO/" 

1886 


Name 


OJOOOll^ li . 0426 . CJ . ol . gp 


Method 


AAT/GAP 


Start 


1 c o ri 

loo y 


End 


TOO/" 

188 6 


GI 




Score 


562 


Exons 


loo y . . lOOD 






Seq. No. 


54858- 


Seq. ID 


OJ000112_13.0426.C3 


Gene No. 


115050 


Strand 




Start 


2049 


End 




Name 


OJ000112 13.0426.C3.ol.tc 


Method 


TBLASTX : Cress 


Start 


482 


End 


1104 


GI 


none 


Score 


59 


Exons 


482. .556, 655. .741, 835. .906, 


840. .881, 


8 64.. 917 , 872 . . 916 




1029.. 1082, 1029.. 1103, 1036. 


.1104 




Seq. No. 


54858 


Seq. ID 


OJ000112_13.0426.C3 


Gene No. 


115050 


Strand 




Start 


2049 


End 


20249 


Name 


OJ000112 13.0426.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


482 


End 


1107 


GI 


none 


Score 


100 


Exons 


482. .556, 482. .553, 650. .751, 


655. .750, 


656. .751, 835. .918 




860. .916, 1029. .1106, 1030. .1107 




Seq. No. 


54858 


Seiq. -ID 


OJ000112_13.0426.C3 


Gene No. 


115050 


Strand 




Start 


2049 


End 


20249 


Name 


OJ000112 13.0426.C3.o2.gs 


Method 


GENSCAN 


o narr 


2049 


End 


20237 


GI 


. none . 


Score 


.68 


Exons 


2049.. 2215, 3503.. 3548, 3785. 


.3842, ■4050.'-.4214; 4337.. 4471 




4572. .4882, 5580. .6252, 7017. 


.7065, 7143. .7313, 7441. .7533 




8735.. 8735, 9696.. 9842, 10028 


..10153, 11254 . .11381, 




11604. .11676, 12210. .12359, 12457 .. 12543 , 12965 .. 13114 , 




13258. .13547, 137 15 .. 13911 , 14 003 14202 , 14591 .. 14675, 




•15326. .154 65, 16317-. .1644 5, 16568. .16682, 17326. .174 95, 




17561. . 17940, 19061. .19163, 19632 .. 1 9706, 20103.. 20237 


Seq. No. 


54858 


Seq. ID 


OJ000112_13.0426.C3 


Gene No. 


115050 


Strand 




Start 


2049 


End 


20249 


Name 


OJ000112 13.0426.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


3557 


End 


4397 


GI 


none 


Score ■■ 


150 


Exons 


3557.. 3604, 3559.. 3708, 3559. 


3717, 3575.. 3718, 3647.. 3724 



55487 



3713. .3832, 3714. .3821, 4048. .4149, 4049. .4177, 4049. .4183, 
4050. .4184, 4332. .4397, 4337. .4396 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54858 Seq. ID 

115050 Strand 

2049 End 

OJ000112_13 . 042 6 . C3 . o2 . np Method 

3565 End 

3075391 Score 



OJ000112_13.0426.C3 

20249 
AAT/NAP 
6229 
524 



3565. .3842, 4050 .. 4 1747 4337 .. 4403, 4485. .4882, 5580. .6229 
(AC004484) unknown protein [Arabidopsis thaliana] 



54858 

115050 

2049 

OJ000112_13.042 6.C3.o4 .tm 

4 5.35 

none 

4535. .4639, 4551. .4634, 4641. 
4643. .4708, 4643. .4735, 4711. 
4753.-4884, 4757. .4885, 5553. 



Seq. ID OJ000112_13.0426.C3 
Strand 

End 20249 
Method TBLASTX : Mai ze 
End 5696 
Score 56 

.4706, 4641, .4706, 4642. .4707, 
.4884, 4715. .4888, 4716. .4883, 
.5693, 5577. .5696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54858 

115050 

2049 

OJ000112_13. 042 6.C3.o5.tm 

8939 

none 



Seq. ID OJ000112_13.0426.C3 
Strand 

End-.. 20249 

Method TBLASTX : Mai ze 

End 10514 

Score 75 



8939. .8998, 9068. .9175, 9075. .9212, 9687. .9851, 9689. .9841, 
9700.. 9843, 10025 .. 10159, 10026. .10133, 10028 .. 10159, 
10225. .10347, 10226. .10339, 10309. .10368, 10310. .10366, 
10456. .10512, 104 57. .10513, 104 64. .10514 



54858 Seq. ID 

115050 Strand 

2049 End 

OJ000112_13 . 0426 . C3 . o3 . np Method 

9083 End 

2335096 Score 



OJ000112_13. 0426.03 

20249 
AAT/NAP 
20249 
1198 



9083.. 9308, 9651.. 9842, 10124 10368, 104 56 .. 10640, 
11254 .. 11382, 11602. .11676, 12210 .. 12885, 13258 .. 13547 , 
14 022. .142,81, 14567. .14 638, 16317. .164.00, 16568. .16682, 
19048/.19172, 19632.. 19706, 20103.. 20249 
(AC002339) hypothetical protein [Arabidopsis thaliana] 



54858 Seq. ID 

115050 - Strand 
2049 End 
OJ000112_13 . 0426 . C3 . o7 . tm Method 
10587 End 
none Score 

10587. . 10640, 10591. .10641, 11236 11385, 11252 

11252. .11422, 11307. .11384, 11588 11653, 11602 

11603. .11665, 12202. .12360, 12210 .. 12362, 12211 
12219. .12362 



OJ000112_13.0426.C3 
20249 

TBLASTX: Maize 
12362 
62 

11383, 
11664, 
12360, 



Seq. No. 



• 54858 



Seq. ID OJ000112 13. 0426. C3 



55488 




Gene No. 


115050 




Strand 








Start 


2049 




End 


20249 






Name 


OJ000112_13. 042 6. 03 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


12491 




End 


12888 






*GI 


none 




Score 


274 






Exons 


12491 . . 12853, 12493 


. . 12888, 


12805. .12888 






Seq. No. 


54858 




Seq. ID 


OJ000112 


13.0426 


.C3 


Gene No. 


115050 




Strand 








Start 


2049 




End 


20249 






Name 


OJ000112_13 . 042 6.C3 


. o2. tc 


Method 


TBLASTX : 


Cress 




Start 


12998 




End 


13555 






GI 


none 




Score 


78 






Exons 


12998. .13117, 13053 


. . 13115, 


13255. .13551, 13355 


. . 13555 




Seq. No. 


54858 




Seq. ID 


OJ000112 


_13.0426 


.C3 


Gene No. 


115050 




Strand 








Start 


2049 




End 


20249 






Name 


OJ000112_13 . 0426.C3 


.08. tm 


Method 


TBLASTX: 


Maize 




Start 


13755 




End 


14169 






GI 


none 




Score 


95 






Exons 


13755. .13892, 13755 


. 13910, 


13756. .13923, 13978 


. .14169 




Seq. No. 


54858 




Seq. ID 


OJ000112 


_13. 0426 


.C3 


Gene No. 


115050 




Strand 








Start 


2049 




End 


20249 






Name 


OJ000112_13.0426.C3 


o3 .to 


Method 


TBLASTX: 


Cress 




Start 


16307 




End 


20238 






GI 


none 




Score 


81 






Exons 


16307 . . 16450, 16309 


.16449, 


16332. ,16454, 16568 


. .16681, 






19032 . . 19166, 19047 


.19178, 


19629. .19706, 19633 


. .19710, 






20103 . . 20237, 20113 


. 20238 










Seq. No. 


54858 




Seq. ID 


OJ000112 


_13. 0426 


.C3 


Gene No. 


115050 ■ 




Strand 








Start 


2049 




End 


20249 






Name 


.OJ000112 13. 0426. C3 


06 . tm 


Method . 


TBLASTX: 


yiaize 




Start 


17364 




End 


17769 ' 






GI 


none 




Score 


38 






Exons 


17364 . . 17393, 17365 


. 17397, 


17430. .17465, 17431 


. . 17466, 






17432 . . 17554, 17460 


. 17486, 


17502. .17546, 17510 


. . 17554, 






17546. . 17683, 17564 


. 17749, 


17602. .17634, 17606 


. . 17.647, 






17648. . 17752, 17649, 


. 17759, 


17746. .17769 






Seq. No. 


54859 




Seq. ID 


OJ000112 


_13. 0426 


.C4 


Gene No. 


115051 




Strand 


+ 






Start 


93 




End 


1654 






Name 


OJ000112 13. 0426. C4, 


ol . np 


Method 


AAT/NAP 






Start 


93 . 




End 


350 






GI 


7228441 




Score 


97 






Exons 


93. .350 












GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 






Seq. No. 


54859 




Seq. ID 


OJ000112 


_13.0426 


.G4 


Gene No. 


115051 




Strand 


+ 






Start 


93 




End 


1654 






Name 


OJ000112 13. 0426. C4. 


ol ,gs 


Method 


GENSCAN 







55489 



start 


169 


End 


1654 


GI 


none 


Score 


. 96 


Exons 


169. .225, 1419. .1553, 1571.. 


1654 




Seq. No. 


54859 


Seq. ID 


OJ000112_13.0426 ..C4 


Gene No. 


115052 


Strand 


+ 


Start 


3713 


End 


4 951 


Name 


OJ00P112 13.0426.C4 .o2.gs 


Method 


GENSCAN 


Start 


3713 


End 


4951 


GI 


none 


Score 


. 44 


Exons 


3713. .3758, 4715. .4822, 4836. .4951 




Seq. No. 


54859 


Seq. ID 


OJ000112_13.0426.C4 


Gene No. 


115053 


Strand 


+ 


Start 


5710 


End 


8087 


Name 


OJ000112 13.0426.C4.ol.gp 


Method 


AAT/GAP 


Start 


5710 


End 


6236 


GI 


none 


Score 


1030 


Exons 


5710. .6236 






Seq. No. 


54859 


Seq. ID 


OJ000112 13. 0426. 04 


Gene No. 


115053' 


Strand 


+ 


Start 


5710 


End 


8087 


Name 


OJ000112 13.0426.C4 .o2.np 


Method 


AAT/NAP 


Start 


577 6 


End 


8087 . 


GI 


3176874 


Score 


1491 


Exons 


5776. .5954, 5993. .8087 






GI Descrip. 


{AF065639) cucumisin-like serine protease [Arabidopsis thaliana 


Seq. No. 


54859 


Seq. ID 


OJ000112_13.0426.C4 


Gene No. 


115053 


Strand 


+ 


Start 


5710 


End 


8087 


Name 


OJ000112 13.0426.C4.o2.gp 


Method 


AAT/GAP 


Start 


6379 


End 


6820 


GI 


uC-osflcypl68bl2bl 


Score 


856 


Exons 


6379. .6820 






GI Descrip. 


4177ri60/emb|CAA67429| 5.0e- 


37 (X98929 


SBTl [Lycopersicon 




esGulentum] >gi 3687305 emb 


CAA06999.1 


{AJ006378)- 




subtilisin-like protease [Lycopersicon 


esculentum] ' 


Seq. No. 


54859 


Seq. ID 


OJ000112_13.0426.C4 


Gene No. 


115053 


Strand 


+ 


Start 


5710 


End 


8087'.^' 


Name 


OJ000112 13.0426.C4.o3.gp 


Method 


AAT/GAP 


Start 


6932 


End 


7396 


GI 


2428587 


Score 


837 


Exons 


6932. .7396 






Seq. -No. 


54859 


. Seq. ID 


OJ000112_13.0426.C4 


Liene no . 


115054 


Strand 


+ 


Start 


11935 


End 


12773 


Name 


OJ000112 13.0426.C4.o3.np 


Method 


AAT/NAP 


Start . 


11935 


End 


12773 


GI 


6815099 


Score 


86 


Exons 


11935. .12123, 12659. .12773 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 



55490 



Seq. No. 


54859 








Seq. ID 


OJ000112 


_13.0426.C4 


Gene No. 


115055 








Strand 






q-|- a -rt 
O Lai. L 


/ J 0 X 








End 


8299 




N3.ine 


UOUUUXX^^ Xo 


. U z 0 


. U4 . O^. . 


LC 


' ■ Method 


TBLASTX: 


Cress 


q4-ov--|- 

O L ct I. L 


■" s fi 4 1 ~ 

J 0 *i X 








End 


6467 




V3 J. 


none 








Score 


41 






Sfl d 1 ^ft ftp 


D U U ^ 


fi9 R7 


fi^ 07 

D X VJ / 


.6163, 6351. .6410, 


1 4 f^A ^7 


Q o rr TO 

O C q . IN U . 


0 4 0 D _7 








Seq. ID 


OJ000112 


XO.U4ZD.^^4 


OCllti LNU. 


X X 0 u o o 








Strand 






Start 


7531 








End 


8299 




Name 


OJ000112 13 


.0426 


.C4.01. 


ts 


Method 


TBLASTX: 


Soybean 




S QQ1 








End 


8084 






none 








Score 


132 




C V o 
III AtJllo 


-J""X. .0X^4/ 


9 1 ^ 

DZ X 0 


f^9 m 

. . OZ O X / 


f^9 7 7 
DZ / 0 


.6317, 6350.. 6409, 


^oci ^;4io 

DOOX. .D4XU 




DfiXO. .Dj/OO/ 


Dfl X f± 


. . D ^ D J , 


D ^ D ^ . 


.7034, 7107.. 7256, 


79^0 7ft 9 Q 
/ZDU. . / OZi7 






7ft 

1 0 0 0 


ft Dft 4 
• . 0 u 0 *i 










Q o r>f KI 

o e q . LN o . 


C / 0 C Q 

3 ft 0 O ^ 








Seq. ID 


OJ000112 


10 049^; rA 
XO.U4ZD.L.4 


Gene No. 


115055 








Strand 






Start 


7531 








End 


8299 




Name 


VJUUUUXX^ Xj 


. U 4 ^ 0 


r4 ri9 


Lin 


Method 


TBLASTX: 


LYlaX Ze 


o uar L 


uuu y 








End 


6591 






none 








Score 


114 




Exons 


ouuy . • Dzu 0 / 


DZU4 


^9 m 


DZ / 0 . 


.6347, 6351.. 6410, 


(^41'5 (^RQQ 

D4 lo . . DOo y 




1 yi qn 

D*iX*i. .OO^U/ 


Dfl X O 


RQ1 


DO U Z . 


.6591 






O e . LN O • 


R 4 ft R Q 
O f± 0 D ^ 








Seq. ID 


OJ000112 


XO.U4ZD.V^4 




X X D U O O 








Strand 






Start 


7531 








End 


8299 




Name 


OJ000112 13 


.0426 


C4 .01. 


tc 


Method 


TBLASTX: 


Cress 




0 4 D / 








End 


8084 




PT 


none 








Score 


207 






D*iD / . . DD/D/ 


Dfi D 0 


. D Do D / 


ROi 

DO U X . 


.6677, 6660. .7034, 


DD / f . . /UOO 




7n/lQ lOftl 

/ ^ m . / UOX, 


7 1 1 n 

/ X X u 


7 7 4 ft 


7 9 0ft 
/ Z U 0 . 


.7705, 7778.. 7972, 


7779. .7994 




7Q77 ftflft^ 


ftni ft 

0 U X 0 


ft 07 1 
. 0 U / X 










o c (4 . LN (J . 


0 0 0 ^ 








■Seq. ID 


OJ000112 


_13.0426.C4 


Gene No. 


115055 








Strand 






Start 


7531 








End 


8299- 




Name 


n.Tonm 19 1 

wuuuuxx^ xo 


. u *i z 0 . 


CA ril 


L W 


Method 


TBLASTX: Wheat 


0 Lair L 


D O X J 








End 


7034 






■ none 








Score 


86- 




Exons 


DO XO , . DOO f 


R1 Q 
0 O X y . 


. DO y U , 


<^ R Q 
DO i?0 . 


.6673, 6593. .6676, 


6594. .6689 




(C(^c:n 70'^'^ 
D DOU . . / U ^ 


0 DDU . 












0 e q . LN 0 . 


0 41 0 0 








Seq. ID 


OJ000112 


_13.0426.C4 


Gene No. 


115055 








Strand 






Start 


7531 








End 


8299 




LN aiiic; 


n TO 00119 1'^ 


. U fl /I 0 . 


P4 r^l 


LIil 


Method 


TBLASTX: 


Maize 


0 LaX L 


D 0 y / 








End 


8084 




GI 


none 








Score 


215 




Exons 


6597. . 6833, 


6608. 


.6679, 


6722. 


.6829, 6825. .6914, 


6969. .7034 




7260. .7991, 


7262. 


.7753, 


7778 . 


.7816, 8022. .8084 




Seq. No. 


54859 








Seq. ID 


OJ0001i2 


_13.0426.C4 


Gene No. 


115055 








Strand 







55491 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

H Exons 

Seq. No. 
l]l . Gene No . 

Start 
LJ Name 
[il Start 

i GI 

i;5 Exons 



7531 End 

OJ000112_13.0426.C4 .o3.tw Method 

7260 End 

none Score 



8299 

TBLASTX: Wheat 

7562 

56 



7260.. 7346, 7295.. 7363, 7308.. 7364, 7308 : :'7 367 , 7412.. 7534V 
7415. .7555, 7416. .7562 



54859 
115055 
7531 

OJ000112_13.0426.C4 .o4.gp 
7531 

38872_1.R1084 
7531. .8299 

'2924509/emb|CAA17763. 1 1 5.0e-24 (AL022023) subtilisin 
proteinase-like [Arabidopsis thaliana] * 



Seq. ID OJ000112_13.0426.C4 
Strand 

End 8299 

Method AAT/GAP 

End 8299 

Score 1489 



: 54859 
115055 
7531 

OJ000112_13. 0426. C4 .o2 .tw 

7628 

none 



Seq. ID OJ000112_13.0426.C4 
Strand 

End 8299 

Method TBLASTX : Wheat 

End 7 970 

Score 118 



7628. .7723, 7629. .7763, 7775. .7951, 7776. .7970 



,54860 
115056 
444 

OJ000112_13.0426.C5.ol.gs 

444 

none 

444 . .526 



Seq. ID OJ000112_13. 0426.05 

Strand + 

End 526 

Method GENSCAN 

End 526 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54861 
115057 
1 

OJ000112_13.042 6.C6.ol.np 
1 -■ . - - 
6523100 
1. .29, 57. .409 

(AL133315) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000112_13.0426.C6 

Strand + 

End 521 

Method AAT/NAP 

End ' 409 

Score 70 



54861 ■ 
115057 
1 

OJ000112_13.0426.C6.ol.gs 
93 

none 
93. .521 



Seq. ID OJ000112_13.0426.C6 

Strand + 

End 521 

Method GENSCAN 

End 521 

Score .42 



Seq. No. 54862 

Gene No. 115058 

Start 1 

Name 0 JO 00112_13.0426.C7.ol.np 

Start 1 

GI 7435658 

Exons 1 . . 1048 



Seq. ID OJ000112_13.0426.C7 

Strand + 

End 1048 

Method AAT/NAP 

End 1048 

Score 492 



55492 




GI Descrip. subtilisin-like proteinase 
gil 2924 509|einb|CAA17763.1 1 
[Arabidopsis thaliana] gi | 
^ subtilisin proteinase-li 



Seq. No. 54862 

Gene No. 115058 

Start 1 

Name OJOOO 1 12_1 3 . 04 2 6 . C7 . ol . gs 

Start 201 

GI none 

Exons 201.. 779, 797.. 1042 




(EC 3.4.21.-) - Arabidopsis thaliana 
(AL022023) subtilisin proteinase-like 
270449|emb|CAB80215.1 I (AL161586) 
[Arabidopsis" thaliana] 

Seq. ID OJ000112_13.0426.C7 

Strand + 

End 1048 

Method GENSCAN 

End 1042 

Score .85 



Seq. No. 54862 Seq. ID 

Gene No. 115059 Strand 

Start 4148 End 

Name OJ000112_13 . 0426 . C7 . o2 . np Method 

Start 4148 End 

GI 7340868 ' Score 

Exons 4148.. 4328, 5092.. 5115 

GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



OJ000112_13.0426.C7 
+ 

5115 
AAT/NAP 
5115 
96 





Seq. No. 


54862 






Seq. ID 


OJ000112_13.0426.C7 




Gene No.' 


115060 






Strand 






Start 


1380 






End 


1688 




Name 


OJ000112 13. 0426. C7. 


o2. 


gs 


Method - 


GENSCAN 




Start 


1380 






End 


1688 


r ! i 


GI 


none 






Score 


.95 


^ c? 


Exons 


.1380. .1688 












Seq. No. 


54862 






Seq. ID 


OJ000112_13.0426.C7 




Gene No. 


115061 






Strand 




; 


Start 


2874 






End 


3706 


5 


Name 


"OJ000112 13. 0426. 07. 


ol. 


ts 


Method 


TBLASTX ; Soybean 




Start 


109 






End 


1032 


~^ 


GI 


none 






Score 


56 




Exons 


109. .195, 198. .407, 


201 


. .314, 


212. .409, 


408. .506, 409. .507, 


r 




514. .582, 515. .583, 


585 


. .704, 


741. .764, 


7-78. .867, 779. .877, 


\J 




970. .1032, 974. .1030 








I. ^ 


Seq. No. 


54862 






Seq. ID 


OJ000112_13.0426.C7 




Gene No. 


115061 






Strand 






Start 


2874 






End 


3706 ■ 




Name 


OJ000112 13. 0426. C7. 


ol. 


tc 


Method 


TBLASTX: Cress 




Start 


198 






End 


1129 




GI 


none 






Score 


217 




Exons 


198. .407, 212. .409, 


408 


. .506, 


409. .507, 


512. .583, 585. .710, 






590. .658, 729. .779,' 


797 


. .877, 


805. .876, 


929. .1036, 973. .102 



Seq. No. 54862 

Gene No. 115061 

Start 2874 

Name OJ000112_13 . 0426 . C7 . ol . tm 

Start 219 

GI none 
Exons 



Seq. ID OJ000112_13.0426.C7 



Strand 
End 

Method 

End 

Score 



3706 

TBLASTX: Maize 

819 

198 



219. .407, 222. .407, 224. .409, 278. .451, 408. .506, 409. .507, 



55493 



514. .579, 515. .586, 524. .580, 528. .581, 535. .561, 588. .791, 
590. .688, 778. .819 



O C • LN Vj . 






Seq. ID 


OJp00112_13.0426. 






1 1 SOfil 




Strand 












End 


3706 




IN dllLC 




O Q 


Method 


GENSCAN 




Of- y-j- 
O Udl. c 


^ O / *a 




End 


3706 






n OT1 tfS 




Score 


.6 




Exons . 


2874. .2876, 2954. .3084, 


3222. 


.3352, 3588.. 3706 




O C VJ . LN ^ • 


J *3 O U J 




Seq. ID 


OJ000112_13.0426.. 


C8 


o 'Pi o Mo 


X ± J \J D ^ 




Strand 


- 




q-i- p >»f- 






End 


1502 




IN ctiuci; 




np 


Method 


AAT/NAP 






1 Q7 ~ 

J. -7 f 




End 


1502 






OO ± J VJ -3 -? 




Score 


79 




Exons 


197. .321, 1455. .1502 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


Q ^5 "t" "i 1 
o d t- X V d J 




O e CJ . Ln vj . 


O 4 O D fl 




Seq. ID 


OJ000112_13.0426. 


n 1 


ocllfc; LnO . 






Strand 






o L a X. t 






End 


939 




Ln dillC 




.gp 


Method 






O L dX C 


O D 4 




End 


674 




GI 


2428036 




Score 


552 




Exons 


364. .674 










q o rr NI ri 


1? 4 O O 4 




Seq. ID 


OJ000112_13.0426. 




oclitr Ln\J. 


± ± ~J\J \J O 




Strand 


+ 




O L d X. L, 






End 


939 






n.TOom 1 9 1? n49fi pi i oi 


.gs 


Method 


GENSCAN 




q-f- a -rf 
O L d i. l_ 


4 9fi ~ 

4 ^ O 




End 


913 






none 




Score 


.75 




Exons 


426. .674, 759. .913 










q(=>rT Mo 
o . L^\j m 


54864 




Seq. ID 


OJ000112_13.0426. 


X X 


ocllt; Inu. 


- 115063 




Strand 


+ , 




q-h ;n -rl- 


364 




End ' 


•939 






OJ000112 13.0426.Cll.ol 


.np 


Method 


AAT/NAP 




O 1- d J. L. 


450 




End 


939 




\j ± 


7362786. . 




Score 


402 




Exons 


450. .674, 759. .939 










GI Descrip.. 


(AL162691) cellulase-like protein [Arabidopsis thaliana] 




q Mo 
O C ^ . IN U . 


54864 




Seq. ID 


OJ000112_13.0426. 


X X 


O Tl o Mo 


115063 




Strand 






O L dXT L 


364 




End 


939 ■ 




Name 


OJ000112 13. 0426. Gil. ol 


. ts 


Method ■ 


TBLASTX: Soybean' 




Start 


516 




End 


938 




GI 


none 




Score 


137 




Exons 


516. .665, 545. .661, 761 


. .937, 


762. .938 






Seq. No. 


54864 




Seq. ID 


OJ000112_13.0426. 


Cll 


Gene No. 


115063 




Strand 


+ 




Start 


364 




End 


939 




Name 


OJ000112 13. 0426. Gil. ol 


. tw 


Method 


TBLASTX: Wheat 





55494 






o ^ o 


XjIICI 








none 


Score 


1 '^1 

Xo X 




Exons 


S9R fifi? R^Q ^^fil R4n 

sJ4i^O..QO^/ -J0^..DD// Of±U..OD^/ 


7 R fi Q 4 
/DO. .004 


77n fi'^R fl7^ 
, //U..OJO, 0/0.. 


Q 9 Q 

y z y , 




o / o . . ^ * 








Seq, No. 


54864 


Seq. ID 


OJ000112_13.0426 


.011 


Gene No. 


115063 


Strand 






q-t- -a Y-f- 

O L d X. L. 


J D 4 




0 y 




NsiTie 


VJU UUUXX^ XO.Uft^D.L/XX.OX. L.III 


K/I/a 4- /^ 


1 DLiriO I A . LYldX Ze 






O 4 Z 


XjnQ 


y J 0 






none 


Score 


1 

X J y 




IT" V n c 


Sd9 fi7Q fi77 741 Q'^R 


7 4'^ Q T o 
/ 4 O . • O O Z 






Seq. No. 


54864 


Seq. ID 


OJ000112_13.0426 


.Cll 


Gene No. 


115063 


Strand 


+ 




O L, d I. L. 


J D *i 








N3.rne 


n.Tnnm 1 9 i 049*^ pii oi hr- 

VJUUUUXXZ XO.U4Zu.v^XX.OX.Uv_ 


i*ue unoci 






■ O t-dX L 


S4 Q ~ 

D H y 


EjIICJ. 






o J. 


none 


Score 


1 47 

X 4 / 




Exons 


R4Q f^77 RR7 (^7(^ 741 ft79 


7 4"^ R 4 7 
/40. .04 / 


p p c Q-^p oil 




o e q . LN o . 


54865 


Seq. ID 


nTrinmi9 1 hao^ 

UJUUUXIZ X0.U4ZD 


PI 9 


Gene No. 


115064 


Strand 






Start 


197 • 


End 


5485 




NaiTie 


OJ000112 13.0426.C12.ol.gs 


Method 






OHdJ-L 


197 


End 


t; yl Q c. 
0 4 0 3 






none 


Score 


1 

. 0 X 






197. .381, 448. .557, 1957. ,2072, 2221.. 


9'^7f^ 9^9Q 9f^nR 
ZO/D, ZDZy, .ZDUO, 






4163. .4547, 4628. .4738, 5234. 


.5485 






Seq. No. 


54865 


Seq. ID 


OJ000112_13.0426 


.C12 


Gene No. 


115064 


Strand 


+ 




O L dX U 


197 


End 


^4 R •=! 
O 0 0 




Nsme 


OJ000112 13.0426.C12.ol.gp 


Method 


7\ 7\ T /P ZV D 




O UdX C 


1936 


End 


Z X J 0 




PT 
oX 


427960 


Score 


0 D J 






1936.. 2-133 - 








Seq. No. 


54865 


Seq. ID 


OJ000112 13.0426 


.C12 


Gene No. 


115065 


Strand 






O L. di. u 


9338 


End 


1 4 94 R 

X 4 Z 4 0 




Nsme 


. OJ000112 13.0426.C12.o2.gs . 


Method 


P TT M Q P a M 




o LdX t 


9338 


End 


1 '5 P "7 9 
UO / Z 




PT 
oX 


none 


Score 






Exons 


9338. .9414, 11121 .. 117 92 , 11979. .12154 


1'59nP ITQTO 

, XoZUo..iJo/Z 




Seq. No. 


54865 


Seq. ID 


OJ000112_13.0426 


.C12 


Gene No. 


115065 


Strand 






O L d.i. L 


9338 


End 


1 4 9 4 fl 
X 4 z 4 0 




Na,n\e 


OJ000112 13. 0426.C12.o2.gp 


Method 


7\ A T /PSD 




O LdX L 


13095 


End 


1 /I Q 9 




GI 


702282 


Score 


736 




Exons 


13095.. 13482 








Seq. No. 


54865 


Seq. ID 


OJ000112_13,0426 


.012 


Gene No. 


115065 


Strand 


+ 




Start 


9338 


End 


14248 





55495 





OJ000112 13.0426.C12.ol.np 


Method AAT/NAP 




Start 


13147 


End 14248 




GI 


7435656 


Score 148 




IT* v /^i^ o 


13147. .13269, -13331. .13915, 


14212.. 14248 




iji uescjrxp. 


subtilisin-like proteinase 


{EC 3.4.21.-) 2 - tomato 




gi 1 1771162 |emb|CAA67430.1 1 


(X98930) SBT2 [Lycopersicon 






esculentum] gi| 3687307 | emb | CAA07000 . 1 | (AJ006379) 






subtilisin-like protease [Lycopersicon esculentum] 




Seq. No. 


54865 


Seq. ID OJ000112 13.0426 


.C12 


Gene No. 


115065 


Strand + 




o t a.ir U 


9338 


End 14248 




Name 


OJ000112 13.0426.C12.ol.tm 


Method TBLASTX : Maize 




o Lari, 


13279 


End 13866 




P T 


none 


Score 35 




Exons 


13279. .13332, 13408 13656, 


13762. .13866 




oeq . NO . 


54865 


Seq. ID OJ000112 13.0426 


1 o 
. CIz 


Gene No . 


115065 


Strand + 




Start 


9338 


End 14248 




Name 


OJ000112 13.0426.C12.ol.ts 


Method TBLASTX : Soybean 




Start 


13399 


End 13866 




GI 


none 


Score 176 




Exons • 


13399. .13656, ^134 95. . 13566, 


13620. .136^58, 13753. .138 66, 






13773. .13865 







fjj Seq. No. 54865 Seq. ID 

W Gene No. 115065 Strand 

?1 Start 9338 End 

Name OJ000112_13 . 0426 . C12 . ol . tw Method 

Q Start 13408 End 

fU GI none Score 

r Exons 13408.. 13665 



OJ000112_13. 0426. 012 
+ 

14248 

TBLASTX: Wheat 

13665 

179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54865 
115065 
9338 

OJ000112_13.042 6.C12.ol.tc 
13414 
none 

13414. .13572, 13615 .. 13665, 13762.. 13866 



Seq. ID OJ000112 13.0426.C12 



Strand 

•End 

Method' 

End 

Score 



+ 

14248 

TBLASTX: Cress 
13866 
122 



54865 Seq. ID OJ000112_13 . 042 6 . C12 

115065 Strand + 

9338 End 14248 

OJ000112_13. 0426.C12.o3.gp Method AAT/GAP 

13863 End 14192 

5900764 Score ' 620 

13863. .14192 

5042437/gb|AC007789. 1 IAC007789 6.0e-12 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 



Seq. No.' 54866 Seq. ID OJ000112 

Gene No. 115066 " Strand- + 

Start 85 End 1453 

Name OJ000112_13 . 0426 . C13 . ol . gs Method GENSCAN 

Start 85 End 1453 



13.0426.C13 



55496 






none 






Score 


. D y 


Exons 


85. .196, 1443. .1453 








Seq. .No. 


54866 






Seq. ID 


OJ000112_13.0426.C13 


Gene No. . 


115067 






Strand 


+ 




3171 






End 


5515 


Name 


OJ000112 13.0426. 


.C13.o2.gs 




Method 


GENSCAN 


o Lain. 


3171 






End 


5515 


CLT 


none 






Score 


.78 


Exons 


3171.. 3636, 3660. 


..4503, 4592. 


.4984, 5020. .5515 


o e . i\ O . 


54866 






Seq. ID 


OJ000112 13.0426.C13 


Gene No. 


115067 






Strand 


+ 


Start 


3171 






End 


5515 


Name 


OJ000112 13.0426. 


C13.ol.np 




Method 


AAT/NAP 




3240 






End 


5488 




4006827 






Score 


1128 


Exons 


3240. .5488 










GI Descirip. 


{AC005970) putative serine 


protease [Arabidopsis thaliana] 


O e q . LN o . 


54866 






Seq. ID 


OJ000112_13.0426.C13 




115068 






Strand 


+ 


Start 


13426 






End 


13931 


Name 


OJ000112 13.0426. 


C13.o3.gp 




Method 


AAT/GAP 


O Ldl. L 


13416 






End . . 


13931 ■ 




57737 1.R1084 






Score 


946 


Exons 


13416. . 13931 










v3± uescr xp . 


'50424 37/gbl AC007789. 1 IAC0077 


89 6.0e-12 Oryza sativa BAG T4" 




genomic sequence. 


complete 


sequence ' 




Seq. No. 


54866 






Seq. ID 


OJ000112_13.0426.C13 


Gene No. 


115068 






Strand 


+ 


O Car L. 


13426 






End 


13931 


Name 


OJ000112 13.0426. 


C13.o4.gs 




Method 


GENSCAN 


o uan. 


. 13426 






End " 


13812 


o ± 


none 






Score 


.98 


11) A(J1 lO 


13426. . 13812 










o e q . LN o . 


54866 






Seq. ID 


OJ000112_13.0426.C13 


r2. ^ £i M 


115069 






Strand 




Cl-t- o r--|- 

o uarc 


7323 






End 


9674 


Name 


OJ000112 13.0.426. 


C13.01. to 




Method 


TBLASTX: Cress 


Start 


7 . - 






End 


• 8994 


GI 


none 






Score 


85 


Exons 


7. .102, 12. .101, 


121. .207, 


132. .206, 3856. .4071, 3857. .4072, 




4093. .4305, 4094. 


.4309, 4316. 


.4417, 4324. .4416, 4643. .5035, 




-4644. .4988, 5009. 


.5398, 5161. 


.5397, 5363. .5479, 5419. .54J2, 




7353. .7421, 7461. 


.7688, 7612. 


.7668, 7707. .8993, 7740. .7883,- 




7744. .8367, 8256. 


.8522, 8494. 


.8799, 8802. .8939, 8863. .8994 


Sea No 


54866 






Seq. ID 


OJ000112_13.0426.C13 


Gene No. 


115069 






Strand 




Start 


7323 






End 


967 4 - 


Name 


OJ000112 13.0426. 


C13.ol.tw 




Method 


TBLASTX: Wheat 


Start 


27 






End 


8945 


GI 


none 






Score 


86 


Exons 


27. .101, 31. .105, 


120. .197, 


121. .207, 


3904. .3981, 3908. .398: 



55497 



3960. .4007, 3985. .4146, 3986. .4078, 4085. .4324, 4085. .4306, 
4093. .4314, 4327. .4416, 4328. .4417, 8399. .8647, 8421. .8864, 
8422.-8799, 8802. .8849, 8868. .8945, 8869.. .8943 



Seq. No. 54866 

Gene No. 115069 

Start 7323 

Name OJ000112_13 . 042 6 . C13 . ol . ts 

Start 28 

GI none 

Exons 28:. 105, 121. .198, 3261. 

3790. .3909, 3803. .3904, 



Seq. ID OJ000112_ 
Strand 



13.0426.C13 



End 

Method 

End 

Score 



9674 

TBLASTX: 

9590 

79 



Soybean 



4102. 
5009. 
7722. 
8422. 
8863. 
9564. 



.4302, 
.5107, 
.8189, 
.8481, 
.9003, 
,9590 



4331, 
5144, 
7738, 
8499. 
9051. 



.4417, 
,5257, 
,8187, 
,8795, 
,9170, 



.3335 
3905. 
4366. 
5348. 
8164, 
8503. 
9117. 



, 3414. .3545, 3740, 

.4063, 3907.. 4059, 

.4416, 4635. .5027, 

.5479, 7353. .7463, 

.8352, 8190.. 8504, 

.8745, 8778.. 8936, 

.9182, 9213.. 9245, 



.3799, 
4085. .4306, 
4643. .5035, 
7581. .7664, 
8235. .8453, 
8862. .9044, 
9300. .9449, 



Seq. No. 54866 
Gene No. 115069 
Start 7323 

Name OJ000112_13 . 0426 . C13 . ol , 

Start 121 
GI none 
Exons 121.'. 

4102, 

4643, 

7353. 

8176, 

8778. 



tm 



198, 132. .197, 3986 
.4221, 4217. .4303, 
.5035, 4644 
.7415, 7467 
.8367, 8190 
.8864, 8805 



.4397,. 
.7514, 
.8486, 
.8861 



Seq. ID OJ000112_13.0426.C13 
Strand 

9674 

TBLASTX: Maize 
8864 
97 

4066, 4085.. 4225, 
4229. .4303, 4361. .4417, 4502. .4636, 
5012. .5080, 5420. .5485, 7311. .7415, 
7629. .7712, 7701. .8189, 7747. .8187, 
8544. .8630, 8622. .8795, 8626. .8793, 



End 

Method 
End 
Score 
. .4063, 3989. 



Seq. No. 


54866 








Seq. ID 


OJ000112_13.0426.C13 


Gene No. 


115069 








Strand 




Start 


7323 








End 


9674 


Name 


•OJ000112 13 


.0426 


.C13.02 


.to 


Method 


TBLASTX: Cress 


Start ■ 


3255 








End' 


9593 . 


GI 


none 








Score 


43 


Exons 


3255. .3320, 


3414 


. .3545, 


3740. 


.3799, 3803. .3856, 4503. .4637, 




8994 . .9044, 


9051 


. .9119, 


9117. 


.9185, 9142. .9186, 9213. .9245, 




9268. .9414, 


9294 


. . 9449, 


9564 . 


.9593 




Seq. No. 


54866 








Seq. ID 


OJ000112_13.0426.C13 


Gene ,No. 


115069 








Strand 




Start ' 


7323 








End 


9674 


Name 


OJ000112 13 


.0426 


C13.02 


.tm 


Method 


TBLASTX: Maize 


Start 


. 3722 








End 


9128 


GI 


none 








Score 


253 • 


Exons 


3722. .3937, 


3722 


.3931, 


3736. 


.3942, 8910. .9128, 8911. .9099 


Seq. No. 


54866 








Seq. ID 


OJ000112_13. 04 2 6.C13 


Gene No. . 


115069 








Strand 




Start 


7323 








End 


9674 


Name 


OJ000112 13 


.0426 


C13.02 


. tw 


Method 


TBLASTX: Wheat 


Start 


4820 








End 


8019 


GI 


none 








Score 


154 


Exons 


4820. .4996, 


4821, 


.4997, 


7818. 


.8012, 7819. .8013, 7882. .8019 



55.4 98 



• 





Seq. No. 


54866 








Seq. ID 


OJ000112_13.0426 


.C13 




Gene No. 


iloOoy 








Strand 








Start 


7323 








End 


9674 






Name 


OJ000112 13. 


0426. 


C13, 


, o3 . tw 


Method 


TBLASTX: Wheat 






Start 


C A 1 O 

5012 








End 


7812 






GI 


none 








Score 


195 






Exons 


5012 . .5341, 


7476 . 


.7664, 7686. 


..7811, 7690.;7812 






Seq. No. 


54866 








Seq. ID 


OJ000112 13.0426 


.013 




Gene No . 


ixouby 








Strand 








Start 


"7 O O 

7323 








End 


9674 






Name 


OJ000112 13. 


0426 . 


C13. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


oi /4 








End 


7628 






Gl 


none 








Score 


135 






Exons 


5174 . . 5380, 


7416. 


.762 


!8, 7419, 


. .7628 








Seq. No. 


54866 








Seq. ID 


OJ000112_13.0426 


.013 




Gene No. 


T 1 c A <r A 








Strand 








Start 


7323 








' End 


9674 


■\ 




Name 


OJ000112 13. 


0426 . 


C13. 


o3 . gs 


Method 


GENSCAN 






Start 


7323 








End 


9671 






GI 


none 








Score 


1 






Exons 


7323 . .9671, 














ffi 


Seq. No. 


54866 








Seq. ID 


OJ000112_13.0426 


.013 


?! 3 


Gene No. 


115069 








Strand 






i y 


Start 


7323 








End 


9674 






Name 


OJ000112 13. 


0426. 


013. 


o2 .np 


Method 


AAT/NAP 




I 1 3 


Start 


7350 








End 


9674 






GI 


3176874 








Score 


1742 




ru 


Exons 


7350. .9674 














a 


GI Descrip. 


(AF065639) cucumisin- 


■like serine protease [Arabidopsis thaliana 






54866 








Seq. ID 


OJ000112_13.0426, 


.013 




Gene No. 


115069 








Strand 








Start 


7323 








End 


9674 






Name 


OJ000112 13. 


0426. 


C13.' 


ol.gp 


Method 


AAT/GAP ■ 






Start 


7521 






End 


7930 






GI 


LIB3432-025- 


Pl-Kl 


-D7 




Score 


796 






Exons 


7521. .7930 
















GI Descrip. 


'1076414/pir 


1 IS52770 


3.0e-33 


subtilisin-like proteinase 


(EO 



3.4.21.-)- - Arabidopsis thaliana (fragment) 
>gi_757534_emb_OAA59963_ (X85974) subtilisin-like protease 
[Arabidopsis .thaliana] ' 



Seq. No. 

Gene No. 

.Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54866 

115069 

7323 

OJ000112_13. 0426.013,02. gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000112 13.0426.013 



9674 
AAT/GAP 
8705 
776 



8296 
571677 
8296. .8705 

1076414/pir I I S52770 3.0e-33 subtilisin-like proteinase (EO 
3.4.21.-) - Arabidopsis thaliana (fragment) 
>gi_7 57534_emb_CAA59963_ (X85974) subtilisin-like protease 
[Arabidopsis thaliana] 



55499 



• 



Seq. No. 


54867 




Seq. ID 


OJ000112_ 


13 


.0426. 


C14 




1 1 i^n*? n 
1 lOU / u 




Strand 












'7 /I n 




bna 


1 c: Q 








Name 


UJUUUliz lJ.U4izb,L14.01 


.gs 


Method 












/ 4 U 




tjnQ 


1 c: Q c 
lOo b 










none 




Score 


. 4 y 








Exons 


/fiu,.y4J, izuy..iooD 














Seq. No. 


54867 ' 




Seq. ID 


OJ000112 


13 


.0426. 


C14 


Gene No. 


115071 




Strand 










D L air U 






End 


ou b / 








Name 


UJUUUil^ U . U4 Z D . (^1 4 . o 1 


■ np 


Method 


AAi / JNAf 








b rar L 


oUU 




End 


DUb / 








o J. 


•7 c o c A c: 




Score 


T O 1 

oZ 1 








Exons 


4iOUU. .flo^o, HyK)L. .out)/ 














GI Descrip. 


^/\rUUiDJo; nypotine L ica 1 


protein [Oryza 


sat 1 va ] 








Seq. No, 


54867 




Seq. ID 


OJ000112_ 


13 


.0426. 


C14 


Gene No . 


11 0 u / z 




Strand 












on QQ 




End 


4 U / / 








Name 


UJUUUllz lJ.U4izb,ul4.01 


.gp 


Method 


7\ TV rp / r^T\ Ti 








oLaru ' 






End 


A r\n n 
HU f / 










none 




Score 


by / 








Exons 
















Seq. No. 


54867 




Seq. ID 


OJ000112_ 


13 


.0426. 


C14 


Gene No . 


1 1 R m T 




Strand 










o tar L 


/I Q "7 /I 

4 y / 4 




End 


/z 1 1 








Name 


UoUUUliZ 1 J . U 4 z D . Li 4 . 00 


.gs 


Method 










onani 


4 y / 4 




End 


Toil 

/ Z i 1 










none 




Score 


. Di 








Exons 


4y/4. .04oD, ODbl. .O/bO/ 


7198 


. ,7211. 










Seq. No. 


54867 




Seq. ID 


OJ.000112_ 


13 


0426. 


C14 


Gene No. 


115073 




Strand 










O La J. C. 


4 y / 4 




End 


/ Z 1 1 








Name 


UuUUUllZ lo . U 4 Z b . LX 4 . Oz 


.np 


Method 


TV 7\ rp / XT 7\ O 

AAl/INAr 








o uarr 


Ol 4 1 ' 




End 


54 o y 










7 c 0 T R n R 
/ DZ J DUO 




Score 


O Q c: 

z yo 








Exons 


D141. .O4oy 














GI Descrip, 


tAiruuxbJjj nypOLuericai 


protein [Oryza 


sativa] . 








o e q . IN o . 


54867 




- Seq. ID 


OJ000112_ 


13 


0426. 


C14 


Gene No. 


115074 




Strand 










Start 


8748 




End 


8831 • 








Name 


OJ000112 13.0426.C14 .02 


gp 


Method 


AAT/GAP 








o L a r L 


874 8 




End 


8831 










uC-osflM202097dl0bl 




Score 


87 








Exons 


8748. .8831 














GI Descrip. 


M062935/cibj | AB0034 95 . 1 1 AB0034 95 3.0e- 


14 Oryza sativa DNA for 




dihydrof lavonol 4-reductase, 


complete 


cds ' 








Seq. No. 


54868 ' ■ 




Seq. ID 


OJ000112_ 


13. 


0426. 


C15 


Gene No. 


115075 




Strand 


+ 








Start 


1518 




End 


1901 








Name 


OJ000112 13.0426.C15.ol 


gs 


Method 


GENSCAN 









55500 



start 
GI 

Exons 



1518 
none 

1518, . 1901 



End 
Score 



1901 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



54869 

115076 

577 

OJ000112_13. 0426. 016. ol.gs 

577 

none 

577. . 674 



Seq. ID . OJ000112_13.0426.C16 

Strand + 

End 67 4 

Method GENSCAN 

End 674 

Score .57 



Seq. ID OJ000112_13.0426.C17 
Strand 

End 4532 

Method AAT/NAP 

End 2835 

Score 1096 



54870 
115077 
1 

OJ000112_13.0426.C17.ol.np 
1 

7435658 
i:.1664, 2813. .2835 

subtilisin-like proteinase (EC 3.4.21.-) - Arabidopsis thaliana 
gi|2924509|emb|CAA17763.1| (AL022023) subtilisin proteinase-like 
[Arabidopsis thaliana] gi | 727044 9 | emb | CAB80215 . 1 | {AL161586) 
subtilisin proteinase-like [Arabidopsis thaliana] 



•54870 

115077 

1 

OJ000112_13.042 6.C17 .ol.tc 
•6 

none 



Seq. ID OJ000112_13. 0426.C17 
Strand 

End 4 532 

Method TBLASTX : Cress 

End 1660 

Score 201 



6. .233, 8. .241, 257. .382, 258. .380, 383. .532, 462. .590, 
629. .685, 776. .1057, 786. .1052, 1079. .1252, 1080. .1253, 
1259. .1318, 1412. .1660 



54870 

115077 

1 

OJ000112_13.04 26.C17 .ol. ts 
8 

none 



Seq. ID OJ000112_13. 0426.C17 
Strand 

End -4532 

Method • -TBLASTX: Soybean 

End 1660 

Score 169 



8. .244, 9. .230,. 246. .380, 257. .394, 357. .446, 383. .535, 
638. .772, 785. .1057, 786. .1058, 1079. .1252, 1080. .1244, 
1226. .1318, 1260. .1319, 1475. .1660 



54870 

115077 

1 

OJ000112_13. 042 6.C17.o2.tw 
8 

none 

8. .202, 9. .203, 108. .209 

54870 

115077 

1 

OJ000112_13. 042 6.C17 .o2.tm 
74 



Seq. ID OJ000112_13.0426.C17 
Strand 

End 4 532 

Method TBLASTX : Wheat 

End 209 

Score 133 



Seq. ID OJ000112_13. 0426.C17 
Strand 

End 4532 

Method TBLASTX : Mai ze 

End 422 



55501 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 14 4 

74. .244, 80. .244, 81. .248, 99. ,257, 216. .422, 233. .421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 



54 870 • 

115077 

1 

OJ000112_13.0426.C17.ol.tw 

629 

none 



Seq. ID OJ000112_13.0426.C17 
Strand 

End 4532 

Method TBLASTX : Wheat 

End 1154 

Score 178 



629. .781, 782. .997, 786. .1022, 980. .1057, 981. .1058, 1015. .1062, 
1076. .1153, 1080. .1154 



Seq. No. 54870 

Gene No. 115077 

Start 1 

Name OJ000112_13 . 0426 . 017 . ol . tm 

Start 776 

GI none 
Exons 



Seq. ID OJ000112_13. 0426.017 
Strand 

End 4532 

Method TBLASTX : Maize 

End 1669 

Score 218 



776. .1057, 786. .1058, 1079. .1252, 1080. .1238, 1259. .1318, 
1322. .1396, 1418. .1474, 1466. .1669 



54870 

115077 

1 

OJ000112_13. 0426. 017. o2.np 

1965 

5295955 



Seq. ID OJ000112_13. 0426. 017 
Strand 

End 4532 
Method " 'AAT/NAP 
End 4532 
Score 1187 



1965. .2532, 2572. .2638, 2718. .3124, 38.05. .3919, 4463. .4532 
(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



54871 
115078 
449 

OJ000112_13. 0426. 018. ol.gp 
449 

21474_1..R1084 
449. .591 ■ 

•3894159 2. Oe-10 {AO005312) hypothetical' protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ000112_13. 0426.018 

Strand + 

End 591 

Method AAT/GAP 

End 591 

Score 229 



54871 
115079 " 
492 

OJ000112_13. 0426. 018. ol.np 
492 

7106528 
492. .614 

(AP001278) EST D4 0774 {S2 920 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000112_^13..0426,.O18 

Strand + 

End 614 

Method ' AAT/NAP 

End 614 

Score 100 



54871 

115080 

1 

OJ000112_13. 0426. 018. o3.np 

1 

4680204 



Seq. ID OJ000112_13. 0426.018 

Strand , - 

End 4038*' 

Method AAT/NAP 

End 3193 

Score 301 



55502 


















i/icii4i/i} nypocnencai 


protein [Sorghum bicolor] 




O S . , LN (J . 


J I O / 1 




Seq. ID 


OJ000112_13. 


r\A 0 PIP 

U fi Z D . bX o 


Gene No. 


115080 




Strand 






Start 


1 




End 


4038 




Naine 


VJUUUUllZ lO.U41ZD.L/lO.O^ 


. np 


Method 


AAT/NAP 






4 Q T 




End 


3193 






4 DO Uz U4 




Score 


308 




Exons 












uescrip. 


(Arii4i/i; nypoLnericai 


protein [Sorghum bicolor] 




oecj . JNo . 


Zl P "7 1 




Seq. ID 


OJ000112_13. 


n A 0 PIP 
U 41 z b . b X o 




1 1 c: n fl n 

X i. OU 0 u 




Strand 








T 




End 


4038 




Name 


OJ000112 13.0426.C18.o2 


.gp 


Method 


AAT/GAP 




Start 


672 




End 


4038 




C T 


T T 4 7 7 — n n — D 1 _ 1 _ TT Q 




Score 


125 




Exons 


^^"70 T 1 "^QCT /I n "5 Q 
D/Z. . / ID, jyoj. ..4UJo 










GI Descrip. 


' 0/1 QQRQtf; / c?•r^ IPyin^;'5Q IMDP1 
Z^yoooD / Sp 1 y fi U D J 0 1 MrUl 


ORYSA 2.0e-24 


MAJOR POLLEN 


7\T T "CDPTXT 




C 1 DDTPriDCPiD /PDV C T\ 
o 1 rKtjUUKoUK tUKl b 1; 


>gi_ 


_1173557 (U31771) Ory s 


X Luryza 




sa uiva J 










beq . , NO . 


t; /I Q *7 1 




Seq. - ID 


OJ000112_13. 


U4 z b . bio 


Gene No. 


115080 




Strand 






Start 


1 




End 


4038 




Name 


UJUUUllZ lO . U4Z D . bio . Ol 


.gs 


Method 


GENSCAN 




btiart 


yi / 




End 


3178 






none 




Score 


.72 




Exons 


QIT lino 11Q9 lOQH 


1375. 


.1447, 1532. .1642, 1739 


1 Q1 O 

, , 1 y iz , 




ZUZZ..Ji/o 










oeq . INO . 


D 4 o / X 




Seq. ID 


OJ000112_13. 


n >i o PIP 
U 4 Z b . b 1 o 


Gene No. 


115080 




Strand 






Start 


1 




End 


4038 . ' 




Name 


piTnnnii9 i n^?*^ pip r^A 

UJUUUllZ X J . Ufl Z O . L-lO . 04 


. np 


Method 


AAT/NAP 




ocaru 


X UO 4 




End 


3193 




P T 

bi 


/I Q fi 0 n /I 

4 DO UZU4 




Score- 


307 




Exons 


1 n t; yi imp o/iro '51 q"^ 
XU04. .xu/o, Zfioz. .oxyo 










\jx uescnp. 


\/\rxxfix/x; nypo unei-Xcax 


protein [Sorghum bicolor] 




Seq. No. 


54871 




. Seq. ID 


. OJ000112._13. 


0426. C18 


Gene No. 


115081 




Strand 






Start 


4050 




End 


4593 




Name 


OJ000112 13. 0426. 018. o2 


. gs 


Method 


GENSCAN 




Start 


4050 




End 


4593 




GI 


none 




Score 


.6 





Exons 4050. .4489, 4495. .4593 



Seq. No. 54872 Seq. ID OJ000112_13 . 0426 . C19 

Gene No. 115082 Strand 

Start 1 End 34 90 

■ Name OJ000112_13 . 0426 . C19 . ol ."gp Method AAT/GAP 

Start 1 . End 34 90 

GI 342_1.R1084 Score 5833 

Exons ■ 1..324, 434. .538, 657. .3490 

GI Descrip. M574406/gb | AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 



55503 



sativa] * 



Seq. No. 

Gene .No. 

Start* 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54872 
1150-82 ■ 
1 

OJ000112_13.0426.C19.ol.gs 

741 

none 



Seq-. ID OJ000112_13.0426.C19 

Strand - ' 

End 3490 

Method GENSCAN 

End 3430 

Score .7 



741.. 1469, 1475.. 2753, 2783.. 2955, 3258.. 3430 



54872 

115082 

1 

OJ000112_13.042 6.C19.ol.tw 

816 

none 



Seq; ID OJ000112_13.0426.C19 
Strand 

End 34 90 

Method TBLASTX: Wheat 

End 2132 

Score 131 



816. .908, 897. .977, 990. .1130, 991. .1131, 1078. .1173, ■ 
1110. .1169, 1176. .1220, 1181. .1216, 1215. .1466, 1231. .1467, 
1247. .1480, 1474. .1647, 1481. .2131, 1503. .2132, 1509. .2132 



Seq. No. 54872 

Gene No. 115082 

Start 1 

N^me OJ000112_13 . 0426 . C19 ''ol . np 

Start 1300 

GI 6742729 . 

Exons 1300.. 3257 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000112_13.0426.C19 
Strand 

3490 
• AAT/NAP 
3257 
3148 



End 
^JJdethod 
End 
Score 



Seq. No. 54872 

Gene No. 115082 

Start 1 

Name' OJ000112_13 . 0426 . C19 . ol . tc 

Start 1398 

GI none 
Exons 



Seq. ID OJ000112_13.0426.C19 
Strand 

End 34 90 

Method TBLASTX : Cress 

End 1848 

Score 136 



1398. .1466, 1474. .1647, 1481 .. 1840, 14 84 .. 1834 , 1503. .1844, 
1509.. 1844, 1666. .1848 



Seq. No. "54872 

Gene No. 115082 

Start 1 

Name OJ000112_13 . 0426 . C19 . ol . tm 
Start ■ 1775 

GI none 
Exons 



Seq. ID OJ000112_13. 0426.C19 
Strand 

End 34 90 

Method . TBLASTX : Mai ze 

End 2089 

Score 67 



1775. .2005, 1775. .2089, 1803. .2078 



Seq. No. 54872 
Gene No. , 115082 

Start 1 

Name OJ000112_13 . 0426 . C19 . o3 . tw 

Start 2133 

GI none 
Exons 



Seq. ID OJ000112_13.0426.C19 
Strand 

End 3490 

Method TBLASTX : Wheat 

End 2543 

Score 81 



2133. .2219, 2135. .2224, 2135. .2218, 2252. .2470, 2292. .2474, 
2480. .2542, 2493. .2543 



Seq. No. 
Gene No. 



54872 
115082 



Seq. ID OJ000112_13.0426.C19 
Strand 



55504 



start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 
Name 
Start . 
GI 

Exons 

Seq. No, 
Gene No, 
Start 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000112_13. 

2576 

none 

2576. .2788 

54-872 

115082 

1 

OJ000112_13. 
2682 
none 
2682. 
2786. 
2991. 



. 0426.C19.o2. ts 



.2786, 
.2890, 
.3095, 



54872 

115082 

1 

OJ000112_13, 

2893 

none 

2893. .2976, 

54872 

115082 

1 

OJ000112_13. 

2970 

none 

2970. .3278, 

54872 

115082 

1 

OJ000112_13. 

3018 

none 

3018. .3314, 

54872 
115082 
1 " 

OJ000112_13. 

3159 

none 

3159. .3278, 
.3364 . .3486 



0426.C19.o2. tw 



2682. .2786, 2687, 
2788. .2889, 2788, 
2995. .3084, 3096, 



0426.C19.o2. tm 



2970. .3173, 2971. 



0426.C19.o2.tc 



2998. .3093, 3133, 



0426.C19.ol. ts 



3036.. 3260, 3309. 



0426.C19.o4 . tw 



3220.. 3282, 3303, 



End 34 90 

Method TBLASTX : Soybean 

End 2788 

Score 180 



Seq. ID OJ000112_13.0426.C19 
Strand 

End 34 90 

Method TBLASTX : Wheat 

End r. 314 9 

Score 83 

.2788, 2698. .2796, 2786. .2887, 
.2910, 2890. .2976, 2891. .2977, 
.3149, 3097. .3141 

Seq. ID OJ000112__13.0426.C19 
Strand 

End 34 90 

Method TBLASTX: Maize 

End 3278 

Score 126 
.3150, 3189.. 3278 

Seq. ID OJ000112_13.0426.C19 
Strand 

End 34 90 

Method TBLASTX: Cress 

End 3285 

Score 72 
.3285 

Seq. ID OJ000112_13.0426.C19 
Strand 

End 34 90 

Method TBLASTX : Soybean 

End 3447 

Score 123 

.3371, 3364. .3447, 3372. .3446 

Seq. ID OJ000112_13.0426.C19 
Strand 

End 3490 

Method TBLASTX : Wheat 

End 34 8 6 

Score 45 
.3374, 3304. .3351, 3360. -.3485, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54873 

115083 

391 

OJ000112_13, 

391 

none 

391. .461 



0426.C21.ol.gs 



Seq. ID OJ000112_13.0426.C21 

Strand + 

End 461 

Metho.d GENSCAN 

End ' ■ 4 61 

Score .99 



55505 



Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. ID OJ000112_18.0426.C1 



54874 
115084 
794 

OJ000112_18.0426.Cl.ol.np > 
794 - • 

7488744 
794. .944, 1035. .1161 

MADS-box protein - alfalfa (fragment) gi | 1928874 | gb | AAB51377 . 1 | 
(U91964) MADS-box protein [Medicago sativa] 



Strand 
End 

Method 

End 

Score 



+ 

1161 
AAT/NAP 
1161 
68 



Seq. No. 54875 Seq. ID OJ000112 

Gene No. 115085 Strand ■+ 

Start 270 End 1107 

Name OJ000112_18 . 0426 . 02 . ol . gs Method GENSCAN 

Start 270 End 1107 

GI none Score .9 

Exons 270. .525, 739.. 872, 956.. 1107 



18. 0426. C2 



Seq. No. 54875 
Gene No. 115086 
Start 2820 

Name OJ000112_18 . 042 6 . 02 . o2 . gs 

Start 2820 
GI * none 

Exons 2820.. 2899, 3865.. 3958, 5202. 

6435. .6509, 6653. .6830, 7221, 
7876.-7954, 8085. .8222 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5363, 5566 
.7403, 7486 



■OJ000112_18.0426.O2 

-H 

8522 
GENSOAN 
8222 



.5616, 6146.. 6210, 
.7599, 7677;. 7786, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54875 

115086 

2820 

OJ000112_18.0426.02.o2.gp 
3843 

1901_1.R1084 

3843.. 3958, 5202. .5363, 5566, 



Seq. ID OJ000112_18.0426.O2 

Strand -f 

End 8522 

Method AAT/GAP 

End 8522 

Score 2769 



.5616, 6146. . 6210, 



6653. 
8085. 



. 6830, 
,8522 



7221. .7403, 7486. .7599, 7677. .7786, 



6435. .6509, 
7876. .7954, 



GI Descrip. ^1488297 l.Oe-110 {U63530) osRAD23 [Oryza 'sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



54875 

115086 

2820 

OJ000112_18.0426.02.o2.np 
3893 

7446462. 

3893.-3958, 5202. .5363, 5563. 
6656.. 6830, 7221. .7253, 7299. 
7873. .7954, 8085.. 8210 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5616, 



OJ000112_ 
+ 

8522 
AAT/NAP 
8210 
1044 
6146. . 6210, 



18.0426.02 



6438, 
7677, 



.6509, 
.7786, 



RAD23 protein homolog - 
OSRAD23 [Oryza sativa] 



7403,, 7486. .7599, 
rice gi|1488297|gb|AAB65841.1| (U63530) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



54875 

115087 

15852 

OJ000112 

15852 

none 



18.0426.02.o4 .gs 



Seq. ID OJ000112_18. 0426.02 

Strand + 

"End 17962 

Method GENSOAN 

End 17962 

Score .53 



55506 



Exons 



15852. . 15903, 15939 16013 , 16131 .. 16412, 17096 .. 17263, 
17514. . 17962 



Seq. No,- ■• 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No . 
^ Start 

Name 
J Start 
J GI 
y Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54875 Seq. ID 

115087 • Strand 
15852 End 
OJ0G0112_18 . 0426 . 02 . o3 . np Method 
16304 End 
6539555 Score 



OJ000112_18.0426.C2- 
+ 

17962 
AAT/NAP 
17689 
1151 



16304. .16781, 17114. .17313, 17380 . .. 17 68 9 

(AP000836) Similar to mariner transposase (AF078934) [Oryza 
sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



54875 

115088 

30097 

OJ000112_18.042 6.C2.o6.gs 

30097 

none 

30097. .30191, 30471. .30567, 
31045. .31560, 33132 .. 332 14 , 
35282. .35344, 35394 .. 35520, 
3T617. .37919, 38984.. 39153 



Seq. ID OJ000112_18.0426.C2 

Strand + 

End 68205 

Method GENSCAN 

End 39153 

Score . 65 
30678. .30768, 30791 .. 30993, 
34813. .35011, 35018. .35194, 
36318. .36448, 37057. .37159, 



54875 Seq. ID OJ000112_18 . 0426 . C2 - 

115088 Strand + 

30097 End 68205 

OJ000112_18 . 0426 . C2 . o8 .np Method AAT/NAP 

34937 End 68205 

2129478 Score 125 

34937. .35148, 4 1003 .. 4 1069, 42268 .. 42340, 63397 .. 634 96, 

68157. .68205 

chitinase (EC 3.2.1.14)' precursor - beet gi | 488731 1 emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5694 6 | 
(X81056) Chitinase ■ [Beta vulgaris] 



54875 Seq. ID 

115088 Strand 

30097 End 

OJ000112_18 . 04 26 . C2 . olO . np Method 

50002 End 

6630699 Score ■ 
50002. .50085 

(AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ000112_18.0426.C2 
+ 

68205 
AAT/NAP 
50085 
85 



54875 
115088 
30097 

OJ000112_18.042 6.C2.o9.gs 
54929 
none 
54929. 
57176. 
60042. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

55122, 55218. .55325, 564 15 .. 56480, 57015 .. 57069, 
57301, 57661. .58377, 584 64 .. 58 608 , 58783 .. 59282 , 
60067, 60437. . 60570, 60623 .. 60704 , 61047.. 61197 



OJ000112_18.0426.C2 
+ 

68205 
GENSCAN 
61197 
.56 



55507 



Seq. No. 54875 Seq. ID 

Gene No. 115088 Strand 

Start 30097 ^ " End 

Name OJ000112__18 . 0426 . C2 . olO . gp Method 

Start 56971 End 

GI 4969157 Score 

Exons 56971. .57069, 57176.. 57308 



OJ000112_18.0426.C2 
+ 

68205 , 
AAT/GAP 
57308 
361 



Seq. No. 54875 Seq. ID OJ000112_18 . 0426 . C2 

Gene No. 115088 ' Strand + 

Start 30097 End 68205 

Name OJ000112_18 . 0426 . C2 . ol2 . np Method AAT/NAP 

Start 57213 End 59991 

GI 5734720 Score 560 

Exons 57213. .57258, 57 687 58372 , 584 56 .. 58674 , 58783 59180 , 

59908. .59991 

GI Descrip. (AC008075) Contains PF| 01426 BAH (bromo-adj acent homology) 

domain. ESTs gb|N96349, gb|T42710, gb|H77084, gb|AA395147 and 
gb|AA605500 come from this gene. [Arabidopsis thaliana] 



Seq. No. 54875 

Gene No. 115088 

Start 30097 

Name 0 JO 0011 2_18. 0426. 02. oil. gp 

Start 57936 

GI 4951__1.R1084 

Exons 57936. .58377, 58464 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
58783. .59008 

'_5734720/gb|AAD49985.1|AC008075_18 6.0e-45 (AC008075) Contains 
PF_01426 BAH {bromo-adj acent homology) domain. ESTs gb_N96349, 
gb_T42710, gb_H77084, gb_AA395147 and gb_AA605500 come from this 
gene. [Arabidopsis thaliana] * 



OJ000112_18.0426.C2 
+ 

68205 
AAT/GA'P 
59008 
1646 



,58674, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54875 Seq. ID 

115088 "Strand 

30097 End 
OJ000112_18. 0426.C2.ol0.gs Method 

62122 " End 

none ■ Score . 8 

62122. .63623, 63704 .. 638 94 , 63988 .. 64223, 64298 .. 64 951 , 
65723, .65782 



OJ000112_18.0426.C2 
+ 

68205 
GENSCAN 
65782 - 



Seq. No. 54875 Seq. ID 

Gene No. 115089 Strand 

Start 1176 End 

Name OJOOOl 12_18 . 0426 . C2 . ol . gp Method 

Start 1176 End 

GI none Score 

Exons 1176.. 1627 



OJ000112_18.0426.C2 

1627 
AAT/GAP 
1627 
896 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54875 

115090 

9497 

OJ000112_18 .04 2'6.C2".o3.gs 

9497 

none . 



Seq. ID OJ000112_18.0426.C2 
Strand 

End 15033 

Method GENSCAN 

End 15033 

Score .61 



9497. ,9552, 9723. .9943, 10048 .. 10133, 10365 .. 104 55, 



55508 




1054 9. .10857, 10938. .11035, 11821. .12074, 1307 6. .13190, 
14438. .14 484, 14775. .148 96, 14 954. .15033 





»J *3 O / >J 




Seq. ID 


OJ000112_ 


T ft OAOf, 

X O . \jH 






i J. J U J w 




Strand 








O L. Ct J- L 


Q4 Q7 




End 


15033 










o no 


Method 


AAT/GAP 






O L. d J- L. 


1 n7 fi? ~ 




End 


12041 






HI 
\J J. 






Score 


748 






T*' von Q 




t . X X U ^ J , 


11821. .12041 






O C . L>H^ . 


J *4 O / vJ 




Seq. ID 


OJ000112_ 


X O . U *i ^ D 


CO 




115091 




Strand 








Start 


18630 




End 


31719 






Name 


OJ000112 18. 0426. C2 


o5 . gs 


Method 


GENSCAN 






Start 


18630 




End 


29863 






GI 


none 




Score 


.72 






Exons 


18630. .18883, 19510 


.19561, 


19875. .19991, 20444. 


.20566, 






20750. .20828, 20917 


.'21296, 


22366. .22697, 24684. 


.24789, 






25015. .25086, 25195 


.25302, 


25376. .25450, 25758. 


.25845, 






26883. .27114, 27138 


.27307, 


28188. .28318, 28959. 


.29015, 






29097. .29207, 29341 


.29431, 


29781. .29863 







'Seq. No. 


54875 


Seq. ID 


OJ000112_ 


18.0426. 


C2 


Gene No. 


115091 


Strand 








Start 


18630 


End 


31719 






Name 


OJ000112 18.0426.C2.o4 .gp 


Method 


AAT/GAP 






Start 


19375 


End 


22440 






GI 


358 1.R1084 


Score 


2286 






Exons 


19375. .19781, 1 9875 .. 1 9991 , 


20444. .20566, 20750. 


.20828, 






20917. .21328, 22366. .22440 










GI Descrip. 


'1519251 l.Oe-142 {U65957) 


GF14-C protein [Oryza 


sativa] 


1 


Seq. No.V 


54875 


Seq. ID 


OJ000112_ 


18.0426. 


C2 


Gene No. 


115091 


Strand 








Start 


18630 


End- 


31719 






Name 


OJ000112 18.04'26.C2.o4.np 


Method 


AAT/NAP 






Start - 


19725 


End 


21308-. 






GI 


7435022 


Score 


1170 






Exons 


19725. .19781, 19875 .. 19991 , 


20444. .20566, 20750. 


.20828, 






20917. .21308 










GI Descrip. 


GF14-C protein - rice gi | 1519251 | gb | AAB07457 . 1 | 


(U65957) 


GF14 



protein [Oryza sativa]* 



Seq. No. 54875 

Gene No. 115091 

Start ' 18630 

Name OJ000il2_18 . 042 6 . 02 . o5 . np 

Start 24505 

GI 7485223 

Exons 24505. .24567, 25015. 
GI Descrip. hypothetical protein 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25086, 25195. .25302, 25376. 
A_IG002N01.18 - Arabidopsis 



OJ000112 18. 0426. 02 



31719 
AAT/NAP 
25632 
269 

25632 
thaliana 

gi I 2191138 I gb I AAB61025.il {AF007269) A_IG002N01 . 18 gene product 
[Arabidopsis thaliana] gi | 7267 612 | emb I OAB80924 . 1 | {AL161491) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 



54875 



Seq. ID OJ000112_18.0426.C2 



55509 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



115091 
18630 

OJ000112_18.0426.C2.o5.gp 
25198 

uC-osflcyp017g02bl 
25198. .25302, 25376 2547 6, 
*2191138 8.0e-09 {AF007269) 
[Arabidopsis thaliana] ' 



54875 

115091 

18630 

OJ000112_18.04 26.C2.o6.gp 
27994 

uC-osflcyp029c03bl 



Strand 

End 31719 

Method AAT/GAP 

End 27199 

Score ' 722 
26883. .27035, 27138.. 27199 
A_IG002N01. 18 gene product 



OJ000112 18. 0426. C2 



Seq. ID _ 
Strand - ^ 
End 31719 
Method AAT/GAP 
End 29213 
Score 938 
27994. .28318, 28959 .. 29015, 29097. .29213 

M557026/ref |NP_003913.1|pHERCl| 8.0e-18 guanine nucleotide 
exchange factor p532 >gi_1477565 (U50078.) p532 [Homo sapiens] ' 



54875 Seq. ID 

115091 Strand 
18630 End ' 

OJ000112_18.0426.C2.o6.np Method 
28127 End 
6957714 , Score 

28127. .28318, 2 9097 .. 29207 , 29341 

30919. .30990, 31087 31197 , 31289 



OJ000112 18. 0426. C2 



31719 
AAT/NAP 
31472 
896 

29394, 29781. .29978, 
31472 



GI Descrip. (AC021640) hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


54875 ' 


Seq. ID 


OJ000112 




Gene No. 


115091 


Strand 






Start 


18630 


End 


31719 




Name 


OJ000112 18.0426.C2.o7.gp 


Method 


AAT/GAP 




Start 


31105 


End 


31719 




GI 


2312025 


Score 


701 




Exons 


31105. .31197, 31289. .31433, 


31527. .31719 


% 


Seq. No. 


54875 


"^eq. ID 


OJ000112 


r " 


Gene No. 


115092 


Strand 






Start 


33478 


End 


34903 




Name 


OJ000112 18.0426.C2.o7.np 


Method 


AAT/NAP 




Start 


33478 


End 


34903 




GI 


5852084 


Score 


73 




Exons 


33478. .33565, 34882.. 34903 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


54875 


Seq. ID 


OJ000112 




Gene No. 


115093 - * 


Strand 






Start 


37.7 73 


End 


38143 




Name 


OJ000112 18.0426.C2.o8.gp 


Method 


AAT/GAP 




Start 


37773 


End 


38143 




GI 


uC-osflM202085g09al 


Score 


742 




Exons 


37773. .38143 







18. 0426. C2 



GI Descrip. ' 1420932/gb j U61383 | ORU61383 r.*be-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. No. 



54875 



Seq. ID OJ000112_18.0426.C2 



55510 






Gene No. 


115094 






Strand 






o tar t. 


45315 






bna 


/ 1 y J b 




Naine 


OJ000112 18 


.0426.C2.olO 


. t s 


Method 


1 BLAb 1a: ooyDean 




b tar L 


263 






Lna 


o4 y 






none 






Score 


ZlJ 




Exons 


263. .526, 310. .420, 731 


O /I T 

. . o 4 / , 


/ ob . . 0 4 y 






oeq. wo. 


54875 






beq. xu 


/^THflAIIO 10 n A 0 £Z 00 

UJUUUliz io.U4zb.CZ 




Gene No. 


115094 






Strand 






o uarr 


45315 






End 


71936 




Name 


OJ000112 18 


.0426.C2.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


352 






End 


1296 






none 






Score 


190 




Exons 


352. .432, 353. .526, 384 


. .518, 


410. .574 


, 735. .815, 736. .876 






737. .880, 956. .1027, 957. .1025, 958. .1032, 1029. .1064, 








inc;c 111Q 


lUob . 


.1118, 1057. .1128, 1203. .1220 


















Seq. No. 


C / Q T C 






Seq; ID 


OJ000112_18.0426.C2 




Gene No. 








Strand 






o uar t. 


45315 






End - 


71936 




Name 


OJ000112_18 


.0426.C2.o5. 


tw 


Method 


TBLASTX: Wheat 


3 


b car L 








End 


5357 






none 


Jo y J . . o y di , 




Score 


87 


i 3 


Exons 


oo . . o y bU , 


C 1 A O 

0 1 yy . 


.5357, 5199. .5354, 5201. .5356 




beq. JNO . 


c /I Q T c 






Seq. ID 


OJ000112_18.0426.C2 




Gene No. 


1 1 c; n Q /I 






Strand 




3 


Start 


45315 






End 


71936 




Name 


OJ000112_18 


.0426.C2.o9. 


tm 


Method 


TBLASTX :Maize 




bt ar L 


oo y z 






End 


6830 






none 






Score 


98 




Exons 


Jo yz . . jy bU , 


Jo y J . . jy bi , 


C T A A 

oiyy . 


.5357, 5201. .5356, 6640. .6807 


J 


■■ 


bboX. . boJU, 


bbo o . . boZ b 










Seq. No. 


c A Q-1 c: 






Seq. ID 


OJ000112_18.0426.C2 




Gene No. 


115094 






Strand 




-J 


buar L 


■ 45315 






End 


71936 




Name 


OJ000112 18 


.0426. C2. oil 


. ts 


Method 


TBLASTX: Soybean 


3 


brari: 


3893 






End 


5369 






none 






Score 


69 




Exons 


3893... 3952, 


5202. .5369, 


5207. 


.5359 






Seq. No. 


54875 






Seq. ID 


OJ000112_18.0426.C2 




Gene No. 


115094 






Strand 






bnar t 


45315 






End 


71936 




Name 


OJ000112 18 


.0426.C2.o8. 


tc 


Method 


TBLASTX: Cress 




b tar L 


3893 






End 


5363 






none 






Score 


71 




Exons 


3893. .3961, 


5202. .5363, 


5202. 


.5354 






Seq. No. 


54875 






Seq. ID 


OJ000112_18.0426.C2 




Gene No. 


115094 






Strand 






Start 


45315 






End 


71936 




Name 


OJ000112 18 


.0426.C2.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


6656 






End 


8192 




GI 


none 






Score 


271 



'55511 



Exons 



6656.. 6835, 6657.. 6830, 6663. 

7353. .7412, 7501. .7599, 7502. 

7673. .7789, 7674. .7796, 7874. 
8087. .8173 



.6857, 6668.-6832, 7349.. 7399, 
.7597, 7509. .7604, 7671. .7796, 
.7936, 7877. .7966, 8082. .8192, 



Seq. No. 54875 
Gene No. 115094 
Start 45315 

Name OJ000112_18 . 0426 . C2 . o4 . tc 

Start 6708 " 

GI none 

Exons 6708.. 6857, 6713.. 6826, 6721, 

7367. .7399, 7489. .7599, 7491, 
7876. .7977, 7877. .7957, 8082. 



Seq. ID OJ000112_18.0426.C2 
Strand 

End 71936 
Method TBLASTX : Cress 
End 8192 
Score 171 

.6858, 6729. .6857, 7362. .7412, 
.7604, 7671. .7802, 7673. .7798, 
.8192, 8084. .8173 





Seq. No. 


54875 








Seq. ID 


OJ000112 


_18.0426.C2 




Gene No. 


115094 








Strand 








Start 


45315 








End 


71936 






Name 


OJ000112 18. 


.0426. 


C2.07. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


6708 








End 


7412 






GI 


none 








Score 


189 






Exons 


6708. . 6830, 


6710. 


.6826, 


7343. 


.7408, 7353. .7412 






-Seq. No. 


' 54875 








Seq. ID 


OJ000112 


_18.0426.C2 




Gene No. 


115094 








Strand 








Start 


45315 








End 


71936 






Name 


OJ000112 18. 


.0426. 


02 .o5. 


tm 


Method 


TBLASTX: 


Maize 




Start 


7364 








End 


8192 






GI 


none 








Score 


82 






Exons 


7364. .7405, 


7365. 


.7412,, 


7488. 


.7598, 74B9..7599, 


7671. .7784, 






7672. .7791, 


7673. 


.7792, 


7898. 


.7957, 7912. .7953, 


8073. .8192, 






8085. .8159, 


8087. 


.8173, 


8095. 


.8184 







Seq. No. 


54875 




Seq. ID 


OJ000112_18.0426.C2 


Gene No. 


115094 




Strand 




Start 


45315 




End 


71936 


Name 


OJP00112 18. 


.0426.C2.o2.tw 


' Method 


TBLASTX: Wheat 


Start 


7496 




End 


8192 


GI 


none 




Score 


102 


Exons 


7496. .7597, 


7498.. 7599, 7509 


..7604, 7669. .7755, 7671. .7787, 




7673. .7786, 


7876.. 7977, 7877 


..7957, 8082. .8192, 8084. .8173 


Seq. No. 


54875 




Seq. ID 


OJ000112_18.0426.C2 


Gene No. 


115094 




Strand 




Start 


45315 




End 


' 71936 . 


Name 


OJ000112 18. 


.0426.C2.o8.tw 


Method 


TBLASTX: Wheat 


Start 


17468 




End 


17746 


GI 


none 




Score 


188 


Exons 


174 68. .1774 6, 1754 6. .17 692 






Seq. No. 


54875 




Seq. ID 


OJ000112_18.0426.C2 


Gene No. 


115094 




Strand 




Start 


45315 




End 


71936 


Name 


OJ000112 18. 


,0426.C2.o3'. tm 


Method 


TBLASTX: Maize 


Start 


19713 




End 


21317 


GI 


none 




Score 


66 


Exons 


19713. .19811, 19723. .19815, 


19873. .20004, 1 9875 .. 20006, 



55512 






20444 . 


. 20566, 


204 4 5 


. . 20567 , 


20735. .20830, 20748 .. 20831 , 






2074 9. 


.20832, 


20750 


O A O O A 

, . 20830, 


20914 . .21300, 20915. .21310, 








.21317 












Seq. No. 


* 

■ 54875 








Seq. ID 


OJ006ll2_18.042'6 


. 02 


Gene No. 


115094 








Strand 






Start 


45315 








End 


71936 




Name 


OJOOOl 


12 18. 0426. C2 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


19725 








End 


21310 




GI 


none 








Score 


137 




Exons 


19725 . 


.19781, 


19873 


. . 20004 , 


19878. .19994, 19882 .. 19995, 






20444 . 


.20566, 


204 45 


. . 20567, 


20457. .20567, 20748 .. 20831 , 






20750 . 


.20830, 


20916 


. . 21305, 


20917. .21177, 21011. .21310, 






21098 . 


, 21304 












Seq. No. 


54875 








Seq. ID 


OJ000112_18,0426 


. 02 


Gene No. 


115094 








Strand 






Start 


45315 








End 


71936 




Name 


OJOOOl 


12_18.0 


426.02 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


19873 








End 


21333 




GI 


none 








Score 


140 




Exons 


19873 . 


. 20004 , 


19875 


. .20006, 


20444. .20566, 204 4 5 .. 20567 , 






20748 . 


. 20831, 


20750 


. .20830, 


20916. .21305, 20917 .. 21306, 






. 2114 3. 


.21325, 


21211 


. .21333 








Seq. No. 


54875 








Seq. ID 


OJ000112_18.0426 


02 


Gene No. 


115094 








Strand 






Start 


45315 








End 


71936 




Name 


OJOOOl 


12_18.0 


426.02 


. o6 . tw 


Method 


TBLASTX: Wheat 




Start 


19881 








End 


20588 




GI 


none 








Score 


135 




Exons 


19881 . 


.19994, 


19882 


. 1 9992 , 


19885. .20007, 204 42 .. 2054 0, 






2044 3 . 


.20541, 


20444 


. 20575, 


20444. .20566, 20448.. 20588 




Seq. No.. 


54875 








Seq. ID 


OJ000112_18.0426 


02 


Gene No. 


115094 








Strand 






Start ■ 


45315 








End 


71936 • ' 




Name 


OJOOOl 


12 18. 0426. €2 


ol ..tw 


Method 


TBLASTX: Wheat 




Start 


20914 








End 


21305 




GI 


none 








Score 


327 




Exons 


20914 . 


.21297, 


20916 


.21305, 


20918. .212 


98, 20919. .21299, 






20923 . 


.21303 












Seq. No. 


54875 








Seq. ID 


OJ000112_18.0426, 


02 


Gene No. 


115094 








Strand 






Start 


4 5315;. 








End 


71936 




Name 


-r/*\ /~\ -1 

OJOOOl 


12 18.0426.02, 


o8 . ts 


Method 


TBLASTX : Soybean 




Start 


24505 








•End 


25305 




GI 


none 








Score 


73 




Exons 


24505 . 


.24582, 


25004, 


. 25087, 


25015. .25086, 25192 .. 25305, 






25199. 


.25303 












Seq. No. 


54875 








Seq. ID 


OJ000112_18.0426. 


02 


Gene No. 


115094 








Strand 






Start 


45315 








End 


71936 




Name 


OJOOOl 


12 18.0426.02. 


oil. tm 


Method 


TBLASTX: Maize 




Start 


25004 








End 


25326 





55513 



GI 


none 








Score 83 




Exons 


25004. 


.25087, 


25015 


. . 25086, 


25192. .25326, 25199. 


.25303, 




25207. 


.25305 










Seq. No. 


- 54875 








Seq. ID OJ000112_ 


18.0426.02 


Gene No. 


115094 








Strand 




Start 


45315 








End 71936 




Name 


OJ000112 18. 0426. 02 


.o7 .tc 


Method TBLASTX : Oress 


Start 


25004 








End 25335 




GI 


none 








Score 67 




Exons 


25004. 


..25087, 


25015 


. .25086, 


25192. .25335, 25199. 


.25303 


Seq. No. 


54875 








Seq. ID OJ000112_ 


18.0426.02 


Gene No. 


115094 








Strand 




Start 


45315 








End 71936 




Name 


OJ000112 18.0 


426.02 


o4 . tm 


Method • TBLASTX : Mai ze 


Start 


28121 








End 31435 




GI 


none 








Score 7 9 




Exons 


28121 . 


.28201, 


28151 


.28183, 


28164. .28205, 28232. 


.28318, 




28233. 


.28304, 


28238 


.28318, 


28283. .28318, 28960. 


.29052, 




28965. 


.29021, 


29051 


.29218, 


29094. .29255, 29163. 


.29243, 




29331. 


.29393, 


29335 


.29394, 


29336. .29395, 29339. 


.29404, 




29769. 


.29981, 


29778 


.29981, 


29779. .29982, 29802. 


.29984, 




29835. 


.29930, 


29844 


.29963, 


29844. .29927, .29872. 


.29985, 




30058 . 


.30144, 


30059 


. 30145, 


30079. ;30144, 30079. 


.30144, 




30696. 


.30767, 


30699 


. 30824, 


30703. .30825, 30808. 


.30843, 




30922. 


.30987, 


30928 


. 30993, 


30929. .30994, 30929. 


.30994, 




31063. 


.31200, 


31087 


. 31200, 


31091. .31195, 31286. 


.31432, 




31293. 


.31325, 


31379 


. 31435 






Seq. No. 


54875 








Seq. ID OJ000112_ 


18 .0426.02 


Gene No. 


115094 








Strand 




Start 


45315 








End 71936 




Name 


OJOOOl 


12 18.0426.02 


o4 . tw 


Method TBLASTX : Wheat 


Start 


28136 








End 31200 




GI 


none 








Score 70 




Exons 


v28136. 


.28219, 


28136 


.28198, 


28140: .28235, 28145. 


.28183, 




• 28164. 


.28235, 


28206 


.28277, 


28206. .28301, 28213. 


.28302, 




28214. 


.28318, 


28238. 


. 28318, 


28283. .28318, 28958. 


.29017, 




28960. 


.29022, 


28963. 


. 29019, 


29051. .29212, 29094. 


.29255, 




29163. 


.29243, 


29331. 


.29393, 


29335. .29394, 29336. 


.29395, 




29339. 


.29407, 


29835, 


.29930, 


30079. .30144, 30079. 


.30144, 




30922. 


.30987, 


30923. 


. 30988, 


31063.. 31200 




Seq. No. 


54875 








Seq. ID'- . OJ000112_ 


18.0426.02 


Gene No. 


115094 








Strand 




Start 


45315 








End 71936 




Name 


'OJ000112 18. 0426. 02. 


o4 . ts 


Method TBLASTX: Soybean 


Start 


28965 








End 31432 




GI 


none 








Score 38 




Exons 


28965. 


.29018, 


29844. 


.29939, 


29844 . .29927, 29955. 


.29981, 




29956. 


.29985, 


30056. 


.30145, 


30058 . .30144,. 30699. 


.30824, 




'30703. 


.30825, 


30928. 


.30993, 


30929. .30991, 31087. 


.31149, 




•311-32. 


.31200, 


31136. 


.31198, 


31286. .31321, 31379. 


.31432 



Seq. No. 
Gene No, 



54875 
115094 



Seq. ID OJ000112__18.0426.O2 
Strand 



55514 



start 


45315 


End 71936 




Nams 


OJ000112 18.0426.C2.o9.np 


Method AAT/NAP 






45315 


End 49947 




GI 


5922620 


Score 339 




Exons 


45315. .45467, 4574 5 .. 4 5801 , 


46717. .46960, 47092 47258 , 






49805. .49869, 49909.. 49947 








(AP000492) EST D15357 {C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein [Oryza sativa] 






gi| 6016853 Idbj | BAA85196.il 


(AP000570) EST D15357 (C0514 ) 






corresponds to a region of 


the predicted gene.; hypothetica 




protein [Oryza sativa] 






o e . IN u . 


54875 


Seq. ID OJ000112_18.0426 






115094 


Strand 




Start 


45315 


End 71936 




Name 


OJ000112 18.0426.C2.ol4.np 


Method AAT/NAP 




O Ldl. I_ 


47059 


End 71936 






508Q823 


Score 143 




EjXons 


470-59. .47077, 4 901 6 .. 4 9087 , 


55083. .55211, 684 8 1 . . 687 65 , 






68928. .69163, 70148 .. 70361 , 


71907. .71936 




T P^o o T" T n 
\j 1. L/troOI-JL^. 


(AC007258) Hypothetical protein [Arabidopsis thaliana] 




Corr Kin 


54 875 


Seq. ID OJ000112 18.0426, 


02 




115094 


Strand 




Start 


45315 • 


End 71936 




NaiTi3 


OJ000112 18.0426.C2.oll.np 


Method AAT/NAP 




Start 


50224 


End 51994 




GI 


5922620 


Score ■ 157 




Exons 


50224. .50357, 51970. .51994 






fZT 0<=» C3 O T" "1 

<J 1. L/trO(— XX^> 


{AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein [Oryza sativa] 






gi 1 6016853 Idbj | BAA85196.il 


(AP000570) EST D15357 (C0514 ) 






corresponds to a region of 


the predicted gene.; hypothetica 




protein [Oryza sativa] 






O fc: . Ln O . 


54875 


Seq. ID OJ000112_18.0426. 


02 


Gene No . 


115094 


Strand 




Start 


45315 


End 71936 




Name 


OJ000112 18',0426.C2,o9.gp 


Method AAT/GAP 




O L dl. U 


53893 


End 53951 






2312838 


Score 73 




IT V T"! c 


53893, ,53951 








1420932/gbl U61383 IORU61383 


7.0e-21 Oryza rufipogoh 






4-coumarate-CoA ligase gene 


, intron 1, partial sequence 






54875 


Seq. ID OJ000112_18.0426. 


02 


Gene No. 


115094 


Strand 




Start 


45315 


End 71936 




Name 


OJ000112 18.0426.C2.o8.tm 


Method TBLASTX: Maize 




O L dx L 


57178 


End 57883 




o J. 


none 


Score 134 




Exons 


57178. .57303, 57179 .. 57304 , 


57200. .57337, 57201 57308 , 






57649. .57882,. 57659. .57883 






Seq. No. 


54875 


Seq. ID OJ000112_18.0426. 


02 


Gene No. 


115094 


Strand 




Start 


45315 


End 71936 





55515 



Name 


OJ000112 18. 0426. 02. 


o6 . ts 


Method 


TBLASTX : Soybean 




Start 


C "7 Q n Q 

o / o u y 






End 


58880 






none 






Score 


101 




Exons 


C -I Q ri Q 


. 3 / yZ^ f O / 0 14 . 


.0004 4, 


57816. .57962, 578 17 .. 58062 , 






58228. 


.58356, 58236. 


C O O ^ 1 

. boool , 


58458... 58541, 58462. .58545,^ 






58463. 


.58540, 58559. 


. DOD /O, 


58574. .58642, 58575 .. 587 12 , 






58770. 


.58880 










Seq. No. 


54875 






Seq. ID 


OJ000112_18.0426 


. C2 


Gene No. 


115094 






Strand 






Start 


45315 






End 


71936 




Name 


OJ000112 18. 0426. C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


57931 






End 


59388 




GI 


none 






Score 


275 




Exons 


57931. 


.58143, 57940. 


.58137, 


57942. .58169, 58043 58174 , 






58221. 


.58379, 58222. 


.58377, 


58230. .58379, 58232 58381, 






58442, 


.58675, 58458. 


d r 1 c 
. 00 D / D, 


58770. .58904, 58780 58944 , 






58780. 


.58926, 58972. 


. oyu J4 , 


59007. .590 


84, 59032. .59133, 






59062. 


.59139, 59069. 


. 091 /U, 


59185. .59283, 59186 .. 59266, 






59190. 


.59273, 59265. 


. oyjuo, 


59346. .59384, 59364 .. 59387 , 






59371. 


.59388 










Seq. No. 


54875 






Seq. ID 


OJ000112_18. 04-26, 


. C2 


Gene No. 


115094 






Strand 






Start 


45315 






End . 


.71936 




Name 


OJ000112 18. 0426. C2. 


OD . tC 


Method 


TBLASTX: Cress 




Start 


58240 






End 


58630 




GI 


none 






Score 


141 




Exons 


58240. 


.58377, 58248. 


c o o T n 

. ooo / y , 


584 58. .58541, 58553. .58 630, 






58581. 


.58628 










Seq. No. 


54875 






Seq. ID 


OJ000112_18.0426. 


. C2 


Gene No . 


115094 






Strand 






Start 


45315 






End 


71936 




Name 


OJ000112 18. 0426. C2. 


ol2 . gp 


Method 


AAT/GAP 




Start 


59202 






End 


59729- 




GI 


3113 1 


.R1084 




Score 


1029 




Exons 


59202. 


.59729 










GI Descrip. 


•5881963/gb|AAD55139 


.1IAF066079 1 1 . Oe- 


-12 {AF066079) 






dihydrolipoamide S-acetyltransf erase [Arabidopsis thaliana^ 


Seq. No. 


54875 






Seq. ID 


.OJ000112_18.0426. 


.C2 


Gene No. 


115094 






Strand 






Start 


45315 






End 


71936 




Name 


OJ000112 18. 0426. C2. 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


64013 






End 


64513 




GI 


none 






Score 


202 




Exons 


64013. 


.'64240, 64014. 


. 64229, 


64300. . 64509, 64301. . 64513 




Seq. No. 


54875 






Seq. ID 


OJ000112_18.0426, 


.02 


Gene No. 


115094 






Strand 






Start 


45315 






End 


71936 




Name . 


OJ000112 18. 0426. C2. 


o5 . tc 


Method . 


TBLASTX: Cress 




Start 


64044 






End 


64524 




GI 


none 






Score - 


117 




Exons 


64044 . , 


.64229, 64296. 


.64508, 


64300. .64 509, 64301. .64 516, 






64330. 


.64524 











55516 



Seq. No. 54875 Seq. ID 

Gene No.--- " 115094 Strand 

Start' ' 45315 End 

Name OJ000112_18 . 0426 . C2 . o7 . ts . Method 

Start 64300 End 

GI none Score 

Exons 64300. .64572, 64301.. 64549 

Seq. No. 54875 Seq. ID 

Gene No. 115094 Strand 

Start 45315 End 

Name OJ000112_18 . 04 26 . C2 . o9 . ts Method 

Start 64676 End 

GI none Score 

Exons 64676. . 64924 



OJ000112_18.0426,C2 
71936 

TBLASTX: Soybean 

64572 

255 



OJ000112_18.0426.C2 
71936 

TBLASTX: Soybean 

64924 

227 



Seq. No. 54875 Seq. ID OJ000112_18 . 0426 . C2 

Gene No. 115094 ' " . Strand - . 

Start 45315 ' ' End 71936 

Name OJ000112_18 . 0426 . C2 . ol3 . gp Method AAT/GAP 

Start 65631 End 67321 

GI 3768201 Score 700 

Exons 65631. .65976, 67275.. 67321 

GI Descrip, 5881963/gb | AAD55139 . 1 1 AF066079_1 l.Oe-12 (AF066079) 

dihydrolipoamide S-acetyltransf erase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54875 

115094 

45315 

OJ000112_18.0426.C2.o3.tw 
65793 
none 
65793. 
67269. 
67456. 



.65972, 65857. 
.67361, 67453. 
.67542, 67605, 



65976, 
67524, 
67646, 



Seq. ID 
Strand - 
End 

Method 
End 
Score 

65858 

67455 



OJ000112 18. 0426. C2 



71936 

TBLASTX: Wheat 
67646 
162 

65977, 67263. .67361, 
67526, 67455. .67541, 



67610. . 67645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54875 

115094 

45315 

OJ000112_18.0426.C2.o2.tc 

65855 

none 

65855. .65977, 658 69. .6597 6, 
67 4 55. . 67535, 67459. . 67527, 
67775. . 67885,. 6778 6 67833, 
68085. .68231, 



Seq. -ID 
Strand 
End 

Method 
End 
Score 

67269 

67608 



OJ000112- 18. 0426. C2 



71936 

TBLASTX: Cress 
68231 
128 

67361, 67273 
67700, 67610 



68116... 68208, 



67832. .67981, 67834, 
68127. .68210 



67362, 
67702, 
67980, 



Seq. No. 54875 

Gene No. 115094 

Start 45315 

Name OJ000112__18 . 042 6 . 02 . o2 . tm 

Start 65863 

GI none 

Exons 65863. .65976, 65879 



Seq. ID OJ000112_18.0426.C2 
Strand 

End 71936 

Method TBLASTX: Maize 

End 68685 

Score 89 
65977, 67269. .67358," 67278 .. 6734 9, 



67458. .67520, 674 58. .67535, 67 4 59. .67527, 67605. .67700, 
67608. .67694, 67610 .. 67702, 67613 .. 67702, 677 66 .. 67 97 8 , 



55517 






O / / / U . 


. D /y / D, 




"7 n o 

. 67 980, 


67789. . 67980, 68085 


. . 68255, 




bo i 1 D . 


.68208, 


68127. 


^ o o c c 


68332. . 68442, 68334 


. . Do4 56, 


- - 


o c a f\ 


.68684, 


68626. 


/" O o c 
. DODOO 








Seq. No. 


54 875 








Seq. ID 


OJ000112 


_18 .0426 


Gene No. 


115094 








Strand 






Start 


45315 








End 


71936 




Name 


vjJ U UU 1 


12 18. 0426. C2. 


OZ . uS 


Method 


TBLASTX: 


Soybean 


Start 


65872 








End 


68444 




GI 


none 








Score 


90 




Exons 


65872. 


.65976, 


65876, 


.65977, 


67269. . 67358, 67270 


. . 67359, 




67458. 


.67490, 


67459. 


.67491, 


67491. . 67535, 67608 


. . 67688, 




67610. 


.67702, 


67766. 


.67978, 


67786. . 67980, 67789 


. .67983, 




68085. 


.68255, 


68131.- 


. 68211, 


68331. . 68444, 68332 


. . 68442 





Seq. No. 


54875 




Seq. ID 


OJ000112_18. 0426, 


,C2 




Gene No. 


115094 




Strand 








Start 


45315 




End 


71936 






Name 


OJ000112 18. 0426. C2 


. ol3 . np 


Method 


AAT/NAP 






Start 


65875 




End 


69008 






GI 


5881963 




Score 


1366 






Exons 


65875. .65976, 67275 


. .67358, 


67455. .67525, 67 612. .67 699, 








67789. . 67980, 68088 


. .69008 








•= 


GI .pescrip. 


( AFO 6 6 0 7 9 ) dihydr oi ipoamide 


S-acetyltransf erase [Arabidopsis 


%J 


^: 


thaliana] 










L : c 


Seq. No. 


54875 




Seq. ID 


OJ000112_18.0426. 


C2 




Gene No. 


115094 




Strand 






o 

s s 


Start 


45315 




End 


71936 




: ; ^ 


Name 


OJ000112 18. 0426. C2 


.oil . gs 


Method 


GENSCAN 




i, ~^ 


Start 


66631 




End 


71846 






GI 


none 




Score 


.41 




! cr 


Exons 


66631. .67043, 67612 


. .67750, 


67789. .67! 


980, 68088. .69108, 








69159. .69315, 69537 


. . 69898, 


70247. .70365, 70896 .. 71291, 








71811. .71846 












Seq. No. 


54 875 




Seq. ID 


OJ000112_18.0426. 


C2 




Gene No. 


115094 




Strand 








Start 


45315 




End 


71936 






Name 


OJ000112 18. 0426. C2 


. o3 . tc 


Method 


TBLASTX: Cress 






Start 


68556 




End 


68843 






GI 


none 




Score 


116 






Exons 


68556. .68843,' 68626 


. .68835 










Seq. No. 


54875 




Seq. ID 


OJ000112_18.0426. 


C2 




Gene No. 


115094 




Strand 








Start 


45315 




End 


71936 






Name 


dJ000112 18. 0426. 02 


. o5 . ts . 


. Method 


TBLASTX : Soybean 






Start 


68598 




..End 


68843 






GI 


none 




Score 


72 






Exons 


68598. .68843, 68626 


. .68688, 


68685. . 68? 


316, 68782.. 68835 





Seq. No. 54875 Seq. ID OJOOOl 12_18 . 042 6 . C2 

Gene No. 115094 Strand 

Start 45315 End 71936 

Name OJOOOl 12_18 . 04 26 . 02 . olO . tm Method TBLASTX : Maize 

Start 68688 End 68843 



55518 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

68 688. .68822, 68 688. .68843 



Score 153 



OJ000112 18. 0426. C2 



.54875 Seq. ID 

115094 Strand - 

45315 End 7193'6 

OJ000112_18.042 6.C2.ol4 .gp Method AAT/GAP 

71044 End 71385 

25792_1.R1084 Score 645 

71044, .71385 

M512233/dbj IAB014743. 1 1 AB014743 O.Oe+00 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence* 

54875 Seq. ID OJ000112_18 . 042 6 . C2 

115094 Strand 

45315 End 71936 

0 JO 0011 2_18. 0426. C2.ol5.gp Met hod AAT / GAP 

71560 ' ''End 71936 

2312718 - Score 636 

71560. .71936 

4512233/dbj I AB014743. 1 IAB014743 l.Oe-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 



54876 , , . ' ' Seq. ID 

115095 Strand 

8274 End 

OJ000112_18. 04 26.C3.o3.gs Method 

8274 End 

none Score 

8274. .8682, 8758. .8912 



OJ000112_18.0426.C3 
+ 

9198 
GENSCAN 
8912 
.83 



54876 Seq. ID OJ000112_18 . 042 6 . C3 

115095 Strand + 

8274 End 9198 

OJ000112_18 . 04 2 6 . 03 . 02 . gp - Method AAT/GAP 

8423 End 9198 

34533__1.R1084 Score 1325 

8423. .8682, 8758. .9198 

'2245001/emb|CAB10421.1| 4.0e-43 (Z97341) hypothetical protein 
[Arabidopsis thaliana] * 



Seq. No. 
Gene No. 
Start 
Name ■ ■ 
Start 
GI 

Exons 

GI Descrip. 



54876 Seq. ID 

115095 Strand 
8274 End 
0 JO 0011 2_1 8.0426.03.o2.np Method 
8529 End 
7485078. Score 
8529. .8682,- 8758. .8921 

hypothetical protein - Arabidopsis thaliana 
gi|2245001|emb|OABi0421.1| (Z97341) hypothetical protein 
[Arabidopsis thaliana] gi | 72 68395 | emb | OAB78687 . 1 | {AL161544) 
hypothetical protein [Arabidopsis thaliana] 



OJ000112_18. 0426.03 

+ ' ' . 

9198 

AAT /NAP 

8921 

395 • ■ 



Seq. No. 
Gene ' No. 
Start 
Name 



54876 Seq: ID 

115096 • - Strand 

12840 End 

OJ000112_18 .O426.03.o5,gs Method 



OJ000112_18. 0426.03 
+ 

14091 
GENSOAN 



55519 



start 
GI 

E.xons 



12840 End 14091 

none Score . 93 

12840. .12894, 13706. .14091 



Seq. No. 5487'6 Seq. ID OJ000112_18 . 042 6 . C3 

Gene No. 115096 Strand + 

Start 12840 End 14091 

Name OJ000112_18 . 0426 . 03 . o3 . np Method AAT/NAP 

Start" 13115 End 13198 

GI 133404 Score 55 

Exons 13115.. 13198 

GI Descrip. DNA-DIRECTED RNA POLYMERASE ALPHA CHAIN gi | 66963 | pir | | RNRZA 
DNA-directed RNA polymerase (EC 2.7.7.6) alpha chain - rice 
chloroplast gi | 12018 | emb | CAA33979 | (X15901) RNA polymerase alpha 
subunit [Oryza sativa] gi | 226639 | prf | | 1603356BN RNA polymerase 
alpha [Oryza sativa] 



Seq. No. 54876 Seq. ID 

Gene No. 115097 Strand 

Start ' 19224 End 

Name O JO 0011 2_1 8.0426.C3.o3.gp Method 

Start 19224 End 

GI 55343_1.R1084 Score . 

Exons. 19224 . .19483, 20852.. 21427 

GI Descrip. ' 5042437/gb | AC007789 . 1 | AC00t789 8.0e-24 Oryza sativa BAG T49B20 

genomic sequence, complete sequence* 



OJ000112_18.0426.C3 
+ . 

21427 
AAT/GAP 
21427 
1562 . 



n Seq. No. 54876 
iT! Gene No. -= 115098 

Start 24182 

Name OJ000112_18 . 0426 . C3 . o7 . gs 

rj start 24182 

~ GI none 

r3 Exons 24 182 24195, 24529 .. 24675, 

'1 28258.. 28357 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112^ 
+ 

28357 
GENS CAN 
28357 
. 69 



18. 0426. C3 



25897. .25945, 27917 .. 27 978 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54876 

115099 

827 

OJa00112_18.0426.C3.ol.np 
672 

7228438 



OJ000112 18.0426'.C3 



Seq. ID _ 
Strand - 
End 7525 
Method AAT/NAP 
End 7525 
Score 3155 

672..1074-, 2393. -.2543, 2636.. 2897, 3002.. 3300, 3381.. 3788, 
3874. .3975, 5545. .7525 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] ' . ■ s 



54876 Seq. ID 

115099 ' Strand 

827 End 

OJ000112_18. 0426.C3.ol.gs Method 

827 End 

none Score 

827. .973, 1649. .2098, 2249. .2389, 2436 



OJ000112_18.0426.C3 

7525 
GENS CAN 
5709 
. 61 

,.2543, 2636. .2897, 



3002. .3300, 3381. .3499, 3533. .3794, 3851. .4068, 4092. .4246, 
4322. .4475, 4926. .5265, 5284. .5709 



55520 




Seq. No. 


54876 








Seq. ID 


OJ000112_18.0426 


.03 


Gene No, 


115099 








Strand 






Start 


8 27 








End 


7525^' 




Name 


OJ000112 18 


. 0426 


. 03 . o2 . 


gs 


Method 


GENSOAN 




Start 


6513 








End 


7462 




GI 


none 








Score 


. 65 




Exons 


6513 . .7145, 


7166 


. . 7276, 


7409, 


, . 7462 






Seq. No. 


54876 








Seq. ID 


OJ000112_18.0426, 


.03 


Gene No. 


■ 115100 








Strand 






Start 


10505 








End . 


10893 




Name 


OJ000112 18 


.0426, 


.03. o4 . 


gs 


Method 


GENSOAN 




Start 


10505 








End 


10893 




GI 


none 








Score 


. 64 




Exons 


10505. . 10528, 10744. .10893 








Seq. No. 


54876 








Seq. ID 


OJ000112_18.0426, 


.03 


Gene No. 


115101 








Strand 






Start 


15126 








End 


21870 




Name 


OJ000112 18 


.0426, 


.03. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5908 








End 


6282 




GI 


none 








Score 


61 




Exons 


• 5908. .6066, 


5919, 


. .6059, 


6105. 


.6281, 6130. .6282 ' 




Seq. No. 


54876 








Seq. ID 


OJ000112_18.0426, 


.03 


Gene No. 


115101 








Strand 






Start 


15126 








End 


21870 




Name 


OJ000112 18 


.0426. 


.03. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6100 








End 


6578 




GI 


none 








Score 


216 




Exons 


6100. .6573, 


6111. 


. . 6578 










Seq. No. 


54876 








Seq. ID 


OJ000112_18.0426. 


.03 


Gene No. 


115101 








Strand 






Start 


15126 








End 


21870 




Name 


OJ000112 18 


.0426. 


,03. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


, 8437 








End 


■8945 




GI 


none 








Score 


38 




Exons 


8437. .8460, 


8438, 


, .8461, 


8508. 


.8684, 8525. .8686, 8750. .8908 




'8754. .8945 














Seq. No. 


54876 








"Seq. ID 


OJ000112_18.0426. 


.03 


Gene No. 


115101 








Strand 






Start 


15126 








End 


21870 




Name 


OJ000112 18 


.0426. 


03. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8517 








End 


8822 




GI 


none 








Score 


250 




Exons 


8517. .8756, 


'8525. 


, .8686, 


8780. 


.8821, 8781. .8822 




Seq. No. 


54876 








Seq. ID 


OJ000112_18.0426. 


,03 


Gene No. 


115101 








Strand 






Start 


15126 








End 


21870 




Name 


OJ000112 18 


.0426. 


03. ol. 


tc 


Method 


TBLASTX :Oress 




Start 


8520 








End 


8900 




GI 


none 








Score 


221 




Exons 


8520. .8684, 


8528. 


.8686, 


8750. 


.8890, 8754.. 8900 





55521 



Seq. No, 
Gene No, 
. Start 
Name • 
Start 
GI 

Exons 



54876 

115101 

15126 

OJ000112_18.0426.C3.ol.ts 

8523 

none 



Seq. ID OJ000112_18.0426.C3 
Strand 
End . 
Method 
End 
Score 



21870 

TBLASTX : Soybean 

8906 

240 



8523. .8684, 8528. .8686, 8750. .8899, 8754. .8906 



Seq. No. ' 54876 Seq. ID 

Gene No. 115101 Strand 

Start 15126 End 

Name OJ000112_18 . 0426 . C3 . o6 . gs Method ' 

Start 15126 End 

GI none Score 

Exons 15126. .15193, 15313 .. 15337 , 15788 



OJ000112 18. 0426. C3 



18736. .18793, 1940.6 .. 194 72 , 21669. 



21870 
GENSCAN 
21747 
.43 

15891, 16093. 
21747 



.16168,. 



Seq. No. 54876 Seq. ID 

Gene No. 115101 Strand 

Start 15126 End 

Name OJ000112_18 . 0426 . 03 . o4 . gp Method 

Start • 2159-9 End 

GI none Score 

Exons 21599. .21870 



OJ000112_18.0426.C3 

21870 

AAT/GAP 

21870 

528 ' ^ ' 



Seq. No. 54877 Seq. ID 

Gene No. 115102 Strand 

Start 473 End 

Name OJ000112_18 . 0426. C4 . ol . gs Method 

Start 473 End 

GI none Score 

Exons 473.. 592 



OJ000112_18.0426.C4 
592 

GENSCAN 

592 

.94 



Seq. No. 54878 

Gene No.. 115103 

Start 1584 

Name OJ000112_18 . 042 6 . C6 . ol . gs 

Start 1584 

GI none 

Exons 1584.. 1692, 3986.. 4164 



Seq. ID OJ000112_18. 0426. C6 

Strand + 

End 4491 

Method GENSCAN 

End • 4164 

Score .48 



Seq. No. 54878 Seq. ID 

Gene No. 115103 Strand 

Start 1584 End 

Name OJ000112_18 . 0426 . C6 . ol . gp Method 

Start 4007 * End 

GI -4714911 Score 

Exons 4007.. 4491 



OJ000112_18.0426.C6 
+ 

4491 
AAT/GAP 
4491 
901 



Seq. No. 54878 Seq. ID 

Gene No. 115104 Strand 

Start 1 End 

Name OJ000112_18 . 042 6 . C6 . ol . np Method 

Start 1 End 

GI- 4586018 Score 

Exons 1..91, 3573.. 3659, 5755.. 5936 



OJ000112_18.0426.C6 

5976 
AAT/NAP 
5936 
281 



55522 



GI Descrip. (AC007210) putative MADS-box protein ANRl [Arabidopsis thaliana] 



Seq. No. 54878 

Gene No. , 115104 

Start 1 

Name OJ000112_18 . 0426 . C6 . ol . tc 

Start 3578 

GI none 

Exons 3578.-3664, 5757.. 5921, 5761, 



Seq. ID OJ000112_18.0426.C6 
Strand 

'End 5976 

Method TBLASTX: Cress 

End 5921 

Score 107 
.5895 



Seq. No. 54878 

Gene No. 115104 

Start 1 

Name OJ000112_18 . 0426 . C6 . ol . tm 

Start 3608 

GI none 

Exons 3608.. 3670, 5755.. 5895, 5757. 



Seq. ID OJ000112_18.0426,.C6 
Strand 

End 597 6 

Method TBLASTX : Mai ze 

End 5921 

Score 151 
.5921, 5835.. 5906 ■ 



Seq. No. 54878 

Gene No. 115104 

Start 1 

Name OJ000112_18 . 0426 . C6 . ol . ts 

Start 5752 

GI none 

Exons 5752.. 5895, 5754.. 5921 



Seq. ,ID OJ000112_18.0426.C6 

Strand - • 

End 5976 

Method , TBLASTX: Soybean 

End 5921 

Score 129 



Seq. No. 54878 

Gene No. 115104 

Start 1 

Name OJ000112_18 . 04 26 . C6 . ol . tw 

Start 5754 

GI none 

Exons 5754.. 5921, 5767.. 5895 



Seq. ID OJ000112_18.0426.C6 
Strand 

End 5976 

Method TBLASTX : Wheat 

End 5921 

Score 95 



Seq. No. 54878 

Gene No. 115104 

'Start 1 • 

Name OJ000112_18 . 0426 . C6 . o2 . gs 

Start 5770 

GI none 

Exons 5770.. 5976 



Seq. ID OJ000112_18.0426.C6 
Strand 

End 5976 

Method GENSCAN 

End 5976 

Score . 63 



Seq. No. ■ 54879 • ■ 

Gene No. 115105 

Start 126 ■ 

Name OJ000322_14 . 0424 .01 . ol . gs 

Start 126 

GI none 

Exons 126.. 164, 1078.. 1185 



Seq. ID OJ000322_14 .0424 .CI 
Strand 

End 1185 

Method GENSCAN 

End 1185 

Score . 62' 



Seq. No. 54880 

Gene No. 115106 

Start 884 

Name OJ000322_14 . 0424 . C2 . ol . gs 

Start 884 

GI none 

Exons 884.. 930, 1735.. 1889 



Seq. ID OJ000322_14.0424.C2 

Strand + 

End . 1889 

Method GENSCAN 

End 18 8 9 

Score .72 



55523 



m 



Seq. No, 54881 Seq. ID 

Gene No. 115107 Strand 

Start 175 End 

Name OJ000322_14 . 0424 . C4 . ol . gs ' Method 

Start 175 End 

GI none ' Score 

Exons 175.. 612, 767., 930 



OJ000322_14.0424.C4 
+ 

930 

GENSCAN 

930 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5-4882 

115108 

575 

OJ000322_14 . 0424 .06 . ol . np 
575 

4680186 



Seq. ID OJ000322_14 .0424 .06 
Strand + 



End 

Method 

End 

Score 



9062 
AAT/NAP 
3200 
359 



575. .721, 1310. .1479, 3172. .3200 

(AF111709) unknown [Oryza sativa subsp. indica] 



54882 

115108 

575 

OJ000322_14.0424.06.ol.gs 

1278 

none 

1278. .1304, 1654. .1892, 2525. 
3688. .39li, 4000. .4886, 5079. 
7347. .7436, 7607. .7621, 7874. 
8844. .9062 



Seq. ID OJ000322_14 .0424 .06 

Strand + 

End 9062 

Method GENSOAN 

End 9062 

Score .61 

.2622, 3010. .3194, 3414. .3595, 
.5513, 5612. .5902, 6204. .6485, 
.8290, 8435. .8642, 8669. .8796, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54882 Seq. ID OJ000322_14 . 0424 . 06 

115109 Strand 

7287 End 9073 ' 

OJ000322_14 . 0424 . 06 . o2 . np Method AAT/NAP 

7287 End 9073 

7489805 Score 1424 

7287. .9073 

polyprotein - maize retrotransposon Oihful-1 

gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. No. 54882 

Gene No. 115109 

Start, 7287 ... 

Name OJ000322_14 . 0424 . 06 . o3 . tw 

Start 7299 

GI none 

Exons 7299.. 7421, 7548.. 7745, 7772. 



Seq. ID OJ000322_14 .0424 .06 



Strand 
End 

Method 
End 
Score 
.7891 



9073 . 

TBLASTX: Wheat 

7891 

89 



Seq. No. 54882 Seq. ID 

Gene No. 115109. Strand 

Start 7287 End 

Name OJ000322_14 . 0424 . 06 . o3 . tm Method 

Start 7338 End 

GI none Score 

Exons 7338.. 7601, 7363.. 7497 



OJ000322_14 .0424 .06 
9073 

TBLASTX: Maize 

7601 

85 



Seq. No. 
Gene No. 



54882 
115109 



Seq. ID OJ000322_14 .0424 .06 
Strand 



55524 




C 

oZdLTZ 


noon 






hno 


yu 1 J 




Name 


UJUUU J^:^ 14 . 


n A 0 A 
U4z4 


. Lb . 01 . rs 


Me tnOu 


i dLAo i A : boyoean 




otart 


"7 Q CO 






bna 


Q 0 "3 C 




bl 


none 






Score 


y D 




Exons 


/ ooZ . . 0 Do 0 , 


Q n Q T 


Q 0 T c 








Seq. No. 


54882 






Seq. ID 


OJ000322_14.0424 


.C6 


Gene No. 


115109 






Strand 






Start 


T n Q '7 

/ Zo 1 






bna 


Q A T "3 

yU 1 0 




Name 


(JJUUU JZZ 14 . 


U4z4 


. Co . 01 . tm 


Method 


i bLAb i A ; Maize 




Start 


n on n 
loll 






bna 


Q 0 "3 Q 

oz jy 




GI 


none 






Score 


0 A Q 

z4 y 




Exons 


n on n QO'3Q 
1 0 / 1 , , 0 Zoy f 


/ cS / 0 


. . 0 I 4 / 








Seq. No. 


54882 






Seq. ID 


OJ000322_14 .0424 


.C6 


Gene No. 


115109 






Strand 






ouart 


1 Zo 1 






r ^ ^ 


Q A T "3 

y u / J 




Name 


UJUUUo^z 14 , 


U4z4 


.06. o2 . tw 


h>Trt 4- rt ^ 

Metnou 


1 oLAb i A : wneat 




Start 


Q n n Q 

0 uuy 






hna 


Q o n Q 

o jyb 




GI 


none 






Score 


A A 
4 4 




Exons 


ouuy . . 0 oyo , 


Q n Q ^ 
0 u y4 


. . 0 loZ , 0 lo / 


Q "3 R /I 
. . 0 Jo 4 






Seq. No. 


54882 






Seq. ID 


OJ000322_14 .0424 


.06 


Gene No. • 


115109 






Strand 






Start 


1 Zo 1 






17 T-i 

bna 


Q A "7 "3 

y u / o 




Name 


00\j\j\JoZZ 1 4 . 


U4Z4 


. Lb . oZ , tm 


X^ rt 4- K rt 

Metnoa 


tblasTa : Mai ze 




Start 


o^4 U 






hna 


Q C A C 

ooUb 




GI 


none 






Score 


Q Q 
O 0 




Exons 


bZ4U . . ODUD, 


oZ4 I 


£5 "5 Q Q 

. . 0 jyy 








Seq. No. 


54882 






Seq. ID 


OJ000322_14.0424 


.06 


Gene No. 


115109 






Strand 






Start 


"7 0 0 "7 

1 Zo 1 






End 


Q A "7 "3 

yu / J 




Name 


OJ\J\j\JoZZ 1 4 . 


U4z4 


. Lb . ol . tw 


A4rt 4- V. rt ^ 

Metnoa 


rnOT 7\C"TlV.T«7V%rt-^4- 

TBLASTX : Wheat 




Start 


0 /UD 






End 


A A T 1 

yu / 1 




GI 


none 






Score 


lo 1 




Exons 


0 /Ud . . yu / I , ■ 


Olio 

0 113 


0 A n T 

. . oyy / 








beq. No. 


C / Q 0 Q 






c rt rt- T r\ 

beq. iu 


/^taaaooo 1/1 Ayio/i 
UJUUUo^iz 14.U4^^4 


. L / 


Gene No. 


115110 






Strand 


+ 




Start 


4991 






End 


7012 




Name 


OJ000322 .14. 


0424 


. C7.o3.np 


. Method 


AAi / NAr 




Start 


4991 






End - 


T A 1 O 




GI 


4680184 






Score 


C A ^ 




Exons 


4991. .5858, 


5932 


. .7012 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


, mdica] 




Seq. No. 


54883 






Seq. ID 


OJ000322_14 .0424 


.07 


Gene No. 


115111 






Strand 


+ 




Start 


10435 






End 


11598 




Name 


OJ000322 14. 


0424 


. C7 . o3 . gs 


Method 


GENSCAN 




Start 


10435 






End 


11598 




GI 


none' 






Score \ 


.79 




Exons 


10435. .10847 


, 10946. .11150, 


11155.. 11598 




Seq. No. 


54883 






Seq. ID 


OJ000322_14 .0424 


.07 


Gene No. 


115112 






Strand 







55525 





start 


12906 


End 


16777 








Name 


QJuUUoz^ 14 . 04^4 . C / . o4 . gs 


Method 


GENSCAN 








Start 




End 


16777 








GI 


none 


Score 


.5 








Exons 


ioori^ Toncft loo/n loooc 


13976. .14446, 14567 


T C O fi O 

. . 158 93, 








15926 . . 1d777 












Seq. No. 


54 oo3 


Seq. ID 


OJ000322 


14.0424 


. C7 




Gene No. 


115113 


Strand 


+ 








c ^ >»+- 


19620 


End 


22867 








Name 


OJ000322 14.0424.C7.o4.np 


Method 


AAT/NAP 








Start 


18073 • ' 


End 


22577 








. GI 


7488259 


Score 


315 








Exons 


18073. .18101, 19746. .20068, 


20607. .21095, 21135 


. .21302, 








22521. .22577 












GI Descrip. 


protein kinase homolog F4,I18.11 - Arabidopsis thaliana 








gi|338^'6Mj^^^^ .{AC004 665) 


putative protein kinase 






[Arabido^pilfes < tti^aia^ 












Seq. No. 


54883 


Seq. ID 


OJ000322_ 


_14.0424 


.07 




Gene No. 


115113 


Strand 


+ 








Start 


19620 


End 


22867 








Name 


OJ000322 14.0424.C7.o5.gs 


Method 


GENSCAN 








Start 


19620 


End 


•21323 








GI 


none 


Score • 


.77 








Exons 


19620. .19666, 19762 .. 20084 , 


20551. .21323 






s LI 


Seq. No. 


54883 


Seq. ID 


OJ000322_ 


14.0424 


. C7 


; : i 


Gene No. 


115113 


Strand 


+ 








Start 


19620 


End 


22867 








Name 


OJ000322 14.0424.C7.o5.np 


Method 


AAT/NAP 






fPE 


Start 


21559 


End 


22867 








GI 


5777617 


Score 


75 








Exons 


21559. ,21588, 22770.. 22867 












GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza 


sativa] 






p — 


Seq. No. 


54883 


Seq. ID 


OJ000322_ 


_14.0424 


.07 


:f ■ 


Gene No. 


115114 


Strand 


+ 








Start 


23093 


End 


23622 








Name 


OJ000322 14.0424.C7.ol.gp 


Method 


AAT/GAP 








Start 


23093 


End 


23622 








GI 


2442584 . 


Score 


. 575 








Exons 


23093. .23311, 234 11 .. 23447, 


23547. .23622 








Seq. No. 


54883 


Seq. ID 


OJ000322_ 


_14.0424 


07 




Gene No . 


115115 


Strand 










Start 


1 


End 


6833 








Name 


OJ000322 14.0424.C7.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1614 








GI 


7489805 


Score 


1201 








Exons 


1. .1614 












GI Descrip. 


polyprotein - maize retrotransposon Cinful-1 










gi| 42063061 gb|AAD11615.1 1 { 


AF049110) prpol [Zea 


mays] 






Seq. No. 


54883 


Seq. ID 


OJ000322_ 


__14.0424. 


07 




Gene No. 


115115 


Strand 










Start 


1 


End 


6833 







55526 



Name 

Start 

GI 

Exons 



OJ000322_14,0424.C7.ol.gs Method GENSCAN 

13 End 834 

none Score .96 
13. .834 



Seq. No. 54883 
Gene No. 115115 
Start 1 

Name OJ000322_14 . 0424 .C7 . o2 . gs 

Start 1123 
GI none 

Exons 1123.. 1704, 1759.. 1848, 1899. 

2951. .3220, 3255. .3391, 3543. 
5328. .5458, 5822. .6063, 6104. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322 14. 0424. C7 



6833 
GENSCAN 
6833 
.71 

2153, 2416.. 2498, 2606. 
3770, 4204. .4341, 4987, 
6414, 6715.. 6833 



,2816, 
,5150, 



Seq. No. 54883 

Gene .No-.'- 115116 
Start' ■ ' ■ . . 22668 

Name ' OJ000322jl4 . 0424 . 07 . o'2 . tm 

Start 19 

GI none 

Exons 19.. 297, 20.. 187 

Seq. No. 54883 

Gene No. 115116 

Start 22668 

Name OJ000322_14 . 0424 . 07 . o2 . ts 

Start 28 

GI none 

Exons 28. .267, 38. . 172 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_14 .0424.07 

24056 ;. . . 

TBLASTX: Maize " 
297 
168 



OJ000322_14.0424 .07 
24056 

TBLASTX: Soybean 

267 

84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54883 

115116 

22668 

OJ000322_14 . 0424 .07 .ol.tw 

37. 
none 

37. .453, 38. .187, 40. .444, 



Seq. ID OJ000322 14.0424.07 



Strand 
End 

Method 
End 
Score 
287. .454 



54883 Seq. ID 

115116 Strand 

22668 End . 

0J000322_14.0424.O7.ol.tm Method 

325 End 

none Score 

325. .681, 326. .682 

54883 

115116 Strand 

22668 End 

OJ000322_14 . 0424 . 07 . o2 . tw Method 

4 55 End 

none Score 

455. .784, 457. .786, 457.. .786 



24056 

TBLASTX: Wheat 

454 

110 



OJ000322_14.0424.O7 

24056 . . 

TBLASTX: Maize 
682 

237 • 



•Seq. ID OJ000322_14.0424.C7 



24056 

TBLASTX: Wheat 

786 

225 



Seq. No. 
Gene No. 



54883 
115116 



Seq. ID OJ000322_14 .0424 .07 
Strand 



55527 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



22668 End 

OJ000322_14 . 0424 . C7 . o3 . tw Method 

1015 _ End 

none . Score 
1015.. 1236, 1016.. 1237, 1243:. 1374 

54883 Seq. ID 

115116 Strand 

22668 End 

OJ000322_14 . 0424 . C7 . o4 . tw Method 

2161 End 

none Score 
2161. .2505 



24056 

TBLASTX: Wheat 

1374 

107 



OJ000322_14.0424.C7 
24056 

TBLASTX: Wheat 

2505 

183 



Seq. No. 54883 Seq. ID 

Gene No. 115116 Strand 

Start 22668 End 

Name . OJ00D322_14 . 0424 . C7 . o4 . tm Method * 

Start • 14918 - End 

GI none Score 
Exons 



OJ000322_14.0424.C7 
24056 

TBLASTX: Maize 

15260 

115 



14918. .15019, 14922. .15005, 15105 .. 15260 , 15114 .. 15248, 
15116. .15259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54883 

115116 

22668 

OJ000322_14 .0424.C7.o5.tm 

15840 

none 



Seq. ID OJ000322_14.0424.C7 
Strand 

End 24056 

Method TBLASTX: Maize 

End 16297 

Score 87 



15840. .15911, 16028. .16297, 16087. .16296 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54883 

115116 

22668 

OJ000322_14.0424 .C7.o3.tm 

205-8,6 

none 



Seq. ID OJ000322_14 . 0424 .07 
Strand 

End 24056 

Method TBLASTX: Maize 

End - 21299 

Score 251 



20586. .20918, 21009 21083, 21156 . .21299 

OJ000322 14. 0424. C7 



54883 
115116 
22668 

OJ000322_14 .0424 .C7 .ol.ts 

20604 

none 

20604. .20846, 20606. .20839 

54883 

115116 

22668 

OJ000322_14 .0424 .C7.ol.tc 

20607 

none 

20607. .20873 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score ■ 



24056 

TBLASTX : Soybean 

20846 

235 



OJ000322__14 .0424.C7 
24056 

TBLASTX: Cress 

20873 

220 



Seq. No. 
Gene No. 



54883 
115116 



Seq. ID 
Strand 



OJ000322 14. 0424. C7 



55528 





Start 


22668 


End 


24056 






Name 


OJ000322 14 . 0424 .C7 . o5 . tw 


Method 


TBLASTX: 


Wheat 




Start , 


20631 


End 


20900 






GI 


none - 


Score 


181 






Exons 


20631 . . 20900 










Seq. No. 


54883 


Seq. ID 


OJ000322 


_14.0424.C7 




Gene No. 


115116 


Strand 








Start 


22668 


End 


24056 






Name 


OJ000322_14 . 0424 . 07 . o6 . gs 


Method 


GENSCAN 






Start 


22668 


End 


24056 






GI 


none 


Score 


. 51 






Exons 


22668 .. 22764 , 23872.. 24056 










Seq. No. 


54884 


Seq. ID 


OJ000322 


_14 .0424 .08 




Gene No. 


115117 


Strand 


+ 






Start 


34 6 


End 


1731 






'Name 


OJ000322_14 . 04 24 . 08 . ol . gs , 


Method 


GENSCAN 






'start • 


346 ^ ? 


End 


1731. 






GI 


none 


Score 


. 97 






Exons 


346.. 820, 1103.. 1160, 1311.. 


1731 








Seq. No. 


54884 


Seq. ID 


OJ0.00322 


14 . 0424 .08 




Gene' No. 


115118 


Strand 


+ 




% -3 


Start 


4024 


End 


26145 






Name 


OJ000322 14.0424.O8.o2.np 


Method 


AAT/NAP 






Start 


4024 


End 


7216 






GI 


4680501 


Score 


271 




s . ^ 


Exons 


4024. .4123, 5375. .6335, 7079 


. .7216 








GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 




f Li 


Seq. No. 


54884 


Seq. ID 


OJ000322 


_14 . 0424 .08 




Gene No. 


115118 


Strand 


+ 






Start 


4024 


End 


26145 






Name • . 


OJ000322 14.0424.C8.o3.gs 


Method 


GENSOAN 






Start 


5357 


End 


16153 






GI ■ 


none - . 


V Score 


.47 






Exons 


5357. .6363, 7087 .. 74 13, 7672 


. .7903, 8157-. .8318, 


8327 . .8648, 


£. -J 




9671. .9738, 10425 .. 10490, 10688 .. 10865, 


12686. . 


12804, 


f 1 




12 930. .134 94, 13918. .14413, 


14508. .14589, 15884 


. . 16153 




Seq. . No. 


54884 , 


Seq. ID 


OJ000322 


_14 . 0424 .08 




Gene No. 


115118 


Strand 








Start 


4024 


End 


26145 






Name 


OJ000322 14.0424.C8.o3.np 


Method 


AAT/NAP 






Start 


7146 


End 


26145 






GI 


6175155 


Score 


144 






Exons 


7146. .7365, 8334. .8583, 16019 .. 161 13, 22719. .22 


871, 26084 . .26145 




GI Descrip. 


{AO010796) putative protein 


kinase [Arabidopsis 


thaliana] 




Seq. No. 


54884 


Seq. ID 


OJ000322 


14 . 0424 . 08 




Gene No. 


115118 


Strand 


+ 






Start 


4024 


End 


26145 






Name 


OJ000322- 14.0424.C8.o4.np 


Method 


AAT/NAP 






Start 


12309 


End 


16120 






GI 


6056395 


Score 


512 






Exons 


12309. . 12425, 13014 .. 13526, 


13941. .14009, 14037 


. .14399, 



55529 




14503. . 14589, 15884.. 16120 





. (AC009324) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


54884 


Seq. ID 


OJ000322 


_14.0424 


C8 




115118 


Strand 


+ 








4024 


End 


26145 






Name 


OJ000322 14 .0424.C8.ol.gp 


Method 


AAT/GAP 








12646 


End 


13233 








3061174 


Score 


856 






XT' C" 


12646. . 12804, 12930.. 13233 










O C (J • LN ^ • 


54884 


Seq. ID 


OJ000322_ 


14 .0424 . 


C8 


Gene No. 


115119 


Strand 








Start 


1553 


End 


5888 






Name 


OJ000322 14.0424.C8.ol.np 


Method 


AAT/NAP 






ona J. L 


1553 


End 


5888 








4539658 


Score 


254 






XT' /*\ ^ 


•1553. .1655, 4147. .4325, 4367. 


.4493, 5820. .5888 






tj± uescx^ip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor ] 










Seq. No. 


C A O O A 


Seq. ID 


OJ000322_ 


14.0424. 


C8 


M 


iioiiy 


Strand 








orarr 


loo3 


End 


5888 






Name 


OJUUUoz^ 14 . 0424 . Co . o2 . gs 


Method 


GENSCAN 








3556 


End 


4279" 








none 


Score 


.74 






Exons 


occ^r '!i'7tin yiOT*^ yiOTn 

3556. .3750, 4277. .4279 










Seq. No. 


54884 


Seq. ID 


OJ000322_ 


14': 0424 . 


C8 


^ o Ti o KT ^ 


115120 


Strand 








q-i- a y~4- 

oTzarr 


17178 


End 


19712 






Name 


OJ000322 14.0424.C8.o2.gp 


Method 


AAT/GAP 






O Laj. c 


17164 


End 


19297 








none 


Score 


928 






Exons 


17164. .17530, 19173. .19297 










Seq. No. 


54884 . 


Seq. ID 


OJ000322_ 


14.0424. 


C8 


Gene No. 


115120 


Strand 










17178 


End 


19712 






Name 


OJ000322 14 .0424 .C8.o4 .gs 


Method 


GENSCAN 






C-i- a y--|- 


17178 


End 


19712 








none 


Score 


. 62 






Exons 


17178. .17196, 17508. . 17530, U 


3510. . 18610, 19285. 


.19365, 






19550.. 19712 












54884 


Seq., ID 


OJ000322_ 


14 . 0424 . 


C8 


Gene No. 


•115121 


Strand 








Start 


19807 


End ' 


19991 






Name 


OJ000322 14 .0424.08. o3.gp 


Method 


AAT/GAP 






Start 


19807 


End 


19991 






GI 


uC-osflcyp014e04bl 


Score 


320 






Exons 


19807.. 19991 • , 










GI Descrip. 


M521193/dbj | AB0134 50 . 1 1 AB0134 50 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene' 










Seq. No. 


54884 


Seq. ID 


OJ000322_ 


14 .0424 . 


C8 



55530 



?: 5 
5 tS 





115122 


Strand 




Start 


20464 


End 


24538 


Name 


OJ000322 14.0424 .08. o2.tm 


Method 


TBLASTX: Maize 




3834 


End 


4591 - 




none 


Score 


96 


Exons 


3834. .3959, 3834. .3962, 3838. .3975, 3955. .3978, 3988. .4092, 




■4001. .4105, 4348.-4473, 4348. .4476, 4352. .4489, 4461. .4577,. 




4462. .4590, 4469. .4591, 4469. .4591 




Q M 

o e q . ln o . 


54884 


Seq. ID 


OJ000322_14.0424.C8 


Gene No. 


115122 


Strand 




Start 


20464 


End 


24538 




OJ000322 14.0424.C8.o5.gs 


Method 


GENSCAN 




20464 


End 


24010 




none 


Score 


.59 




20464. .20868, 22593 .. 22782 , 


23184. .23258, 23384 .. 23620 , 




23915.. 24010 






O tr . LN U . 


54884 


Seq. ID 


OJ000322_14.0424 .08 


o die? iV w • 


115122. 


Strand 




Start 


20464 


End 


24538 


Name 


OJ000322 14 .0424 .C8.o5.np 


Method 


AAT/NAP 




'23370 


End 


24511 




5295966 ' 


Score 


381 


Exons 


23370. .23458, .23787 .. 23993, 


24038. .24511 




(AB026295) Similar to Glycine max gmsti mRNA. (X79770) [Oryza 




sativa] 








54884 


Seq. ID 


OJ000322_14.0424.O8 


Gene No. 


115122 


Strand 




Start 


20464 


End 


24538 




OJ000322 14.0424.C8.ol.tm 


Method 


TBLASTX: Maize 


o L. ciXT_ 


23800 


End 


24538 


oX 


none 


Score 


66 


Exon s 


23800. .23904, 23801 .. 23911, 


24046. .24390, 24 050 .. 24403 , 




24426. .24509, 24434 ., 24538 






.Seq. No. 


■ 54884 


Seq. ID 


OJ000322_14.0424 .08 


Gene No. 


115122 


Strand 




qi- ^ rt 


20464 


End 


24538 


Name 


OJ000322 14.0424.C8.ol.tc 


Method 


TBLASTX :Oress 


O l_ dX L 


24034 


End 


24514 




none 


Score 


67 . 




24034 . .24153, 24211 ,. 24435, 


24449. .24514 


Seq. No. 


54884 


Seq. ID 


OJ000322_14,0424 .08 


Gene No. 


115122 


Strand ' 




q-h r-t- 


20464 


End 


24538 


Name 


. OJ000322 14.0424 .C8.ol.ts 


Method 


TBLASTX: Soybean 


q+- 7"-t- 

O U dX L 


24037 


End 


24514 




none 


Score 


63 


Exons 


24037. .24174, 24211 .. 24435, 


24449. .24514 


Seq. No. 


54884 


Seq. ID 


OJ000322_14.0424 .08 


Gene No. 


115122 


Strand 




Start 


20464 


End 


24538 


Name 


OJ000322 14 .0424 .C8.ol.tw 


Method 


TBLASTX: Wheat 



55531 



start 
GI 

Exons 



24037 End 24435 

none ^ Score 37 

•24037. .24186, 24050 24 18 1, 24211 244 35 , 24212. .24433 



•Seq. No. 54885 
Gene No. 115123 
Start 1 

Name OJ000322_14 . 0424 . Cll . ol . np 

Start 1 
GI 7228457 
Exons 1..457, 1371.. 1395' 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000322_14. 0424. Cll 
Strand 

End 1395 

Method AAT/NAP 

End 1395 

Score 137 





beq. NO. 


54885 




Seq. ID 




1 A 




.Cll 






115123 




Strand 












Start 


1 




End 


13.95 










Name 


OJ000322 14, 


.0424. Cll. ol.gs 


Method 


GENSCAN- 










Start 


56 




End 


1326 










GI 


none 




Score 


.49 










Exons 


56. .190, 1099. .1208, 1242. .1326 










; H 
■= =? 


Seq. No. 


54886 




Seq. ID 


OJ000322_ 


_14 , 


.0424 , 


.C12 




Gene No. 


115124 




Strand 


+ 








f f3 


Start 


1 




End 


1930 










Name 


OJ000322 14. 


.0424.C12.ol.gs 


Method 


GENSCAN 








? ™ 


Start 


1 




End 


1930 








i. -J 


GI 


none 




Score 


.56 








; ! 3 

L ^ 


Exons 


1..32, 1091. 


..1160, 1883. .1930 












3 : : 
: r i 


Seq. No. 


54886 




Seq. ID 


OJ000322_ 


_14 , 


.0424. 


.C12 




Gene No. 


115125 




Strand 


+ 










Start 


1985 




End 


3534 










Name 


OJ000322 14, 


,0424.C12.ol.np 


Method 


AAT/NAP 










Start 


1985 




End 


3534 








h& 


GI 


4680492 




Score 


489 








s. : 


Exons 


1985. .2607, 


3437. .3534 













GI Descrip. {AF119222) putative reverse transcriptase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54886 
115126 
6822 

OJ000322_14 ,0424.C12,o3.gs 
6822 
none 



Seq. ID OJ000322_14 .0424 .C12 

Strand . + , 

End 11047 - 

Method GENSCAN 

End 11008 

Score .56 

6822. .6907, 7867. .8023, 8468. .8849, 8946. .9112, 9231. .9518, 
9560. .11008 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54886 

115126 

6822 

OJ000322_14.0424 .C12.o2.np. 

7991 

1691678 



Seq. ID OJ000322_14 .0424 .C12 

Strand + 

End 11047 

Method AAT/NAP 

End 11047 ^ 

Score 458 



7991. .8049, 9469. .10716, 10778 .. 10826, 10856. .11047 
activator-like transposable element [Pennisetum glaucum] 



55532 



Seq. No. 


54886 






Seq. ID 


OJ000322_14.0424.C12 




115127 






Strand 




Start 


- 3315 






End 


6022 


Nsm© 


OJ000322 14 


0424 C12 o2 




Method 


GENSCAN 


Start 


3315 ~ 






End 


6022 


GI 


none 






Score 


.4 




3315 3325 


4192 4276 


4731 


.4840, 5473. .5780, 5868. .6022 


Seq. No. 


54886 






O CLj^ * X Lj' 


0.7000322 1 4 0424 PI 2 


f^pnp No 

W^ll^ 111 \^ . 


115128 






Strand 




start 


7733 






End 


8092 


NaitiB 


OJ000322 14 


0424 C12 o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7733 ~ 






End 


8092 


GI 


none 






Score 


137 


F. V o n 


7733 7894 


7735 7893 


78 9S 


.8092 




'Seq. No. 


. 54886 






O C L|[ • X u 


n. 7000^22 Id 0424 PI 2 


(^pne> No 


1*15129 






strand 




Start 


9734 






End 


10123 


Name 


OJ000322 14 


0424 ri2 ol 


• L,ilL 


Method 


TBLASTX: Maize 


Start 


9734 ~ 






End 


10123 


GI 


none 






Score 


399 




' Q7 34 10123 


973fi Qfll 0 


/ o o J 


, .10114 




Seq. No. 


54886 








n. 7000^22 1 4 0424 rl 2 


f^pnp Mo 


115130 






Strand 






10157 






End 


10441 


Name 


OJ000322 14. 


0424.C12.o2 


i-m 


Method 


TBLASTX: Maize 


Start 


10157 






End " 


10441 


GI 


none 






Score 


211 


von 


10157. .10441 








Seq. No. 


54886 






ot;*^ . XL/ 


0.7000^22 1 4 0424 PI 2 

\J\J\J\J\J^^£^ X*i.U*±^*i.^w^X^ 


(^pnp KIo 


115130 






Strand 






10157 






End 


10441 


Name 


OJ000322 14. 


0424.C12.ol 


.tw . 


Method 


TBLASTX: Wheat 


Start 


10169 






End 


10426 


GI 


none 






Score 


200 


R von c; 


10169. .10426 


, 10169. .10387 






Seq. No. 


548.87 






Seq. ID 


OJ000322__14.0424.C13 


Hpnp KIo 


115131 






• Strand 


+ . 


Start 


4103 






End • 


4528 


Name 


OJ000322 14. 


0424.C13.o2 


.gs 


Method 


GENSCAN 


Start 


4103 






End 


4528 


GI 


none • 






Score 


.93 


Rvon Q 


4103. .4528 










Seq. No. 


54887 






Seq. ID 


OJ000322_14.0424.C13 


Gene No. 


115132 






Strand 




Start 


1 






End 


3111 


Name 


OJ000322 14. 


0424.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 • . ■ 






End 


2141 


GI 


5295966 






Score 


175 


Exons 


1..55, 1844. 


.2141 









GI Descrip. (AB026295) Similar to Glycine max gmsti mRNA. {X79770) [Oryza 



55533 



sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54887 

115132 

1 

OJ000322_14 .04 24 .C13.ol.gs 

249 

none - 



Seq. ID OJ000322_14.0424.C13 
Strand 

End 3111 

Method GENSCAN ' 

End 3111 

Score .- 53- ■ 



249. .637, 1575. .2133, 2353. .2586, 2728 2917 , 3059 ,. 3111 



Seq. ID OJ000322__14.04'24.C13 
Strand 

End 3111 

Method AAT/NAP 

End 2147 

Score 171 



54887 
115132 
1 

OJ000322_14 .0424 .C13.o2,np 
405 

5295966 
405. .486, 1853. .2147 

(AB026295) Similar to Glycine max gmsti mRNA. (X79770) [Oryza 
sativa] ; 



Seq. No. 54887 

Gene No. 115132 

Start 1 

.Name OJ000322_14 . 0424 . C13 . ol . gp* 

Start 1283 

GI 3107036 

Exons 1283.. 1544 



Seq. ID OJ000322_14.0424.C13 
Strand 

End ,3111 

Method AAT/GAP 

End 1544. 

Score 471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000322_14.0424.C13 
Strand 

3111 
AAT/GAP 
2489 
848 



54887 
115132 
1 

OJ000322_14 . 0424 .C13.o2.gp 
1825 

LIB34 33-058-P1-K1-D2 
1825. .2133, 2353. .2489 

'5295966/dbj IBAA81867.il 2.0e-21 (AB026295) Similar to Glycine 
max gmsti mRNA. {X79770) [Oryza sativa] ' 



End 

Method 

End 

Score 



54887 

115133 

5736 

OJ000322_14 . 0424 . C13 . ol . tm 

695 " 

none 



Seq. ID OJ000322_14.0424.C13 
Strand 

End 5986 

Method TBLASTX: Maize . 

End 2160 

Score 62 



695. .817, 735. .818, 1744. .1797, 1852. .2010, 1853. .2011, 
2017. .2160 



Seq. No. 54887 

Gene No. 115133 

Start 5736 

Name OJ000322_14 . 0424 . C13 . o3 . gp 

Start 5736 

GI none 

Exons 5736. .5986 



Seq. ID OJ000322_14 .0424 .C13- 
Strand 

End 5986 

Method AAT/GAP 

End 5986 

Score - 456 



Seq. No. 
Gene No. 



54888 
115134 



Seq. ID OJ000322_14 .0424 .C14 
Strand 



55534 



start 
Name 
Start 
GI 

Exons 



OJ000322_14 . 0424 .CI 4 .ol . gp 
1 

none 
1. .154 



End 

Method 

End 

Score 



530 

AAT/GAP 

154 

308 



Seq. No. 54888 Seq. ID ■OJ000322_14 . 0424 . C14 

Gene No. 115134 Strand 

Start 1 End . 530 

Name OJ000322_14 . 0424 . C14 . ol . np Method AAT/NAP 

Start ■ ' 1 End 511 

GI 5295966 Score 170 

Exons 1 . . 511 

GI Descrip. (AB026295) Similar to Glycine max gmsti mRNA. {X79770) [Oryza 
sativa] 





Seq. No. 


54888 




Seq. ID 


OJ000322 




Gene No . 


115134 




Strand 






. Start 


1 




End 


530 




Name 


OJ000322 


14.0424.C14.ol.tm 


Method 


TBLASTX: 




Start 


186 




End 


530 




GI 


none 




Score 


61 




Exons 


186. .356, 


187. .330, 414. .530 






Seq. No. 


54889 




Seq. ID 


OJ000322 




Gene No. 


115135 




Strand 


+ 




Start 


223 




End 


2738 




Name 


OJ000322 


14.0424.C17.ol.gs 


Method 


GENSCAN 




Start 


223 




End 


2738 




GI 


none 




Score 


.86 




Exons 


223. .502, 


612. .1066, 1221.. 


2202, 2355. 


.2738 




Seq. No. 


54889 




Seq. ID 


OJ000322 


1. _i 


Gene No. 


115135 




Strand 


+ 




Start 


223 




End 


2738 




Name 


OJ000322 


14.0424.C17.ol.np 


Method 


AAT/NAP 




Start 


300 




End 


1568 




GI 


7489397 




Score 


455 


r ^ 


Exons 


300. .1142 


, 1180, .1387, 141£ 


J. .1568 






GI Descrip. 


NBS-LRR.type resistance protein - barley (fragm 



14.0424.C17 



gi|27 92210|gb|AAB96980.1 I 
protein [Hordeum vulgare] 



{AF032683) NBS-LRR type resistance. 



Seq. No. 


54889 








Seq. ID 


OJ000322_14.0424 


.C17 


Gene No. 


115135 








Strand 


+ 




Start 


223 








End 


2738 




Name 


OJ000322- 14 


.0424 


.C17.01 


. ts 


Method 


TBLASTX: Soybean 




Start 


1182 








End 


2l50 




GI 


none 








Score 


180 




Exons 


1182. .1388, 


1416 


. .1625, 


2046. 


.2150 






Seq. No. 


54890 








Seq. ID 


OJ000322_14.0424 


C18 


Gene No. 


115136 








Strand 






Start 


1293 








End 


1582 




Name 


OJ000322 14 


0424 


.C18.01 


np' 


Method 


AAT/NAP 




Start 


1293 








End 


1582 




GI 


6056396 








Score 


100 





55535 



Exons 1293.. 1582 

GI Descrip. (AC009324) Similar to initiation factor 2 subunit [Arabidopsis 
thaliana] gi | 6056397 | gb IAAF02861 . 1 | AC009324_10 (AC009324) 
Similar to initiation factor 2 subunit [Arabidopsis thaliana] 



Seq. No. 54891 

Gene No. 115137 

Start 88 ' 

Name OJ00d322_14 . 0424 . C19 . ol . gs 

Start 88 

GI none 

Exons 88.. 1332 



Seq. ID OJ000322_14.0424.C19 

Strand + 

•End 1332 

Method GENSCAN 

End" 1332 

Score .86 



Seq. No. 54892 

Gene No. 115138 

Start 1 

Name OJ000322_14 . 0424 . 020 . ol . np 

Start 1 

GI-' 4680339 

Exons 1 . .474 

GI Descrip. (AF128457) hypothetical protein [Oryza sativa subsp. indica] 



Seq. ID OJ000322_14 .0424.C20 

Strand + 

End 483 

Method AAT/NAP 

End . 474 

Score 233 



Seq. No. ,54892 

Gene No. 115138 
Start - 1 

iSfame OJ000322_14 . 0424 . 020 . ol . gs 

Start 64 

GI none 

Exons 64 . .483 



Seq. ID OJ000322_14. 0424. 020 

Strand + 

End 483 

Method GENSCAN 

End 483 

Score .61 



Seq. No. 54892 

Gene No. 115139 

Start 1 

Name OJ000322_14 . 0424 . 020 . ol . gp 

Start 1 

•GI 71605_1.R1084 

Exons ' 1 . . 460 

GI Descrip. ' 4680339/gb | AAD27630 . 1 1 AF128M57_4 6.0e-16 (AF128457) 
hypothetical protein [Oryza sativa subsp. indica] ' 



Seq. ID OJ000322_14 .0424 .020 
Strand 

End - 4 60 

Method AAT/GAP 

End 4 60 . 

Score 902 



Seq. No, 54892 

Gene No. 115140 

Start 1651 

Name OJ000322_14 . 0424 . 020 . o2 . gs 

Start 1651. 

GI none 

Exons 1651. .1821, 2169.. 2306 



Seq. ID OJ000322_14 . 0424 .020 
Strand 

End- 2306 

Method GENSCAN 

End 2306 

Score .82 



Seq. No. 54893 

Gene No. 115141 

Start 92 

Name OJ000322_14 . 0424 . 021 . ol . gs 

Start 92 

GI none 

Exons 92.. 264, 1543.. 1626 



Seq. ID OJ000322_14. 0424. 021 - 
Strand 

End 1626 

Method GENSCAN 

End 1626 

Score .96 



Seq. No. 



54894 



Seq. ID OJ000322_14 . 0424 .027 



55536 






115142 


Strand 




Start 


1 


End 


704 


Name 


OJ000322 14.0424.C27.ol.np 


. Method 


AAT/NAP 


o uart: 


1 


End 


704 




6665714 


Score 


70 • • 


Exons 


1..266, 677. .704 






GI Descrip. 


(AF211191) polypyrimidine tract binding protein [Drosophila 




melanogaster] 






Seq. No. 


54895 


Seq. ID 


OJ000322 10. 0424. 01 


Gene No. 


115143 


Strand 




Start 


479 


End 


2139 


Name 


OJ000322_10 .0424.Cl.ol.gs 


Method 


GENSCAN 


Start 


479 


End 


2139 


GI 


none 


Score 


. 81 


Exons 


479. .697, 1305. .1412, 1417.. 


1481, 1490 


. . 1640, 1759. . 2139 


Seq. No. 


54895 


Seq. ID 


OJ000322_10 . 0424 .01, 


Gene No. 


115144 


Strand 




otar t 


11037 


End 


12020 


Name 


OJ000322 10.0424.Cl.o3.gs 


Method 


GENSCAN 


Start 


11037 


End 


12020 


GI 


none 


Score 


. 88 


Exons 


11637 , .11270, 118 95. .12020 






Seq. No. 


54895 


Seq. ID 


-OJ000322 10. 0424. CI 


Gene No. 


115144 


Strand 


+ 


Start 


11037 


End 


12020 


Name 


OJ000322 10.0.424 .CI. o3.np 


Method 


AAT/NAP 


Start 


11037 


End 


11777 


GI 


7248393 


Score 


451 


Exons 


11037. . 11355, 11428. .11777 






GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 


Seq. No. 


54895 


Seq. ID 


OJ000322 10. 0424 .CI 


Gene No. 


115145 


Strand 




o rar L 


2233 


' End 


9999 


Name 


OJ000322 ■l0.0424.Cl.ol.tw 


Method 


TBLASTX : Wheat 


Start 


364 


End 


702 


GI 


none 


Score 


122 


Exons 


364. .546, 571. .702, 576. .701 






Seq. No. 


54895 


Seq. ID 


OJ000322 10. 0424. CI 


Gene No. 


115145 


Strand 




Start 


2233 


End 


9999 


Name 


OJ000322 10.0424.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


400 


End 


666 




none 


Score 


150 ^ 


Exons 


400. .582, 583. .666 






o e q , IN o . 


54895 


Seq. ID 


OJ000322_10.0424.C1 


Gene No. 


115145 


Strand 




Start 


2233 


End 


9999 


Name 


OJ000322 10.0424.Cl.o2.gS • 


Method 


GENSCAN 


Start 


2233 


End 


9999 


GI 


none 


Score 


.47 


Exons 


2233. .2466, 2509. .2908, 3061 


..3119, 4524. .4648, 4815. .4877, 



55537 



5349. .5450, 5761. .5835, 5862. .5986, 6229. .6579, 6864, .7138, 
9434. .9471, 9592. .9719, 9917. .9999 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54895 ■ Seq. ID OJ000322_10 . 0424 . CI : 

115145 gtrand 

2233 End 9999 

OJ000322__10 . 04 24 . CI . o2 . np Method AAT/NAP 

2236 End 6400 

6721561 Score 948 

2236. .2997, 3057. .3119, 3190. .3258, 6208. .6400 

{AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 Idbj IBAA90372. 1 I (AP001081) EST AU082058 {C12976) 
corresponds to a region of the predicted gene,; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



54896 

115146 

402 

OJ000322_10.0424.C2.ol,gs 

402 

none 



Seq. ID OJ000322_10.0424 .C2 

Strand + 

End 8530 

Method GENSCAN 

End 4098 

Score .44 



402. .980, 1318. .1937, 2326. .2902, 3652. .4098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54896 
115146 
402 

OJ000322 
1411 
7248394 
1411, .2333, 
{AP001389) 
correspond 



10.0424.C2.ol.np 



Seq. ID OJ000322_10.0424.C2 
Strand + 
End 8530 
Method AAT/NAP 
End 8530 
Score 1737 
2601. .2913, 6057. .6804, 8511. .8530 
ESTs C97394 {C60113) , AU075824 (R0165) , D38 985 (R0165) 
to a region of the predicted gene . --Similar to 



Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. ' 54896 ^ Seq. ID 

Gene No. 115146 Strand 

Start 402 End 

Name OJ000322_10 . 0424 . C2 . o6 . ts Method 

Start 1555 End 

GI none Score 

Exons 1555.. 1893 



OJ000322_10.0424 .C2 
+ 

8530 

TBLASTX : Soybean 
1893 

191 - - 



Seq. No. 54896 Seq. ID 

Gene No. 115146 Strand 

Start 402 End 

Name OJ000322_10 . 0424 . C2 . o4 •. ts Method . 

Start 2303 End 

GI none Score 

Exons 2303.. 2527, 2534.. 2668 



OJ000322_10.0424.C2 
+ 

8530 

TBLASTX : Soybean 

2668 

128 



Seq. No. 54896 Seq. ID 

Gene No. 115146 Strand 

Start 402 End 

Name OJ000322 10 . 0424 . C2 . ol . tw Method 



OJ000322_10.0424.C2 
+ 

8530 

TBLASTX: Wheat 



55538 





Start 


Z 4 DO 




End 


2866 




GI . - ... 


none • • . 




Score 


80 






4 4 . ., ^ >1' ^: '^I'i; / y . , z p z y , 


ZDlb , 


,'2806, .2524-. .2802, ■•-'2804 .^,2866 




;T-Seqv-:'-No . 


^54896 ' " • ' 




• ocq,. ±U 


VS T n n n 9 9 * i n. n a o a n o 

WuUUUJZZ X U:..U 4 Z fl . L/Z 




Gene No. 


'115146 - ■ 




C4- r-a nH 

o t rana 


_i_ 

T 




Start 


4 Uz 






o o o u 




Name 


OJ000J2Z 10 . 0424 . C2 . ol . 


tm 




TRT ZIQTY - Ma 1 -7 0 
1 DXi/io i A . LYia X z e 




Start 


o c o o 

loll 




End 


2784 




GI 


none 




Score 


333 




Exons 


2oz2. .z/o2, ,ZDZ4. .Z/o4, 




. z / o ^ 






Seq. No. 


54896 






n.Tnnn'^99 in 0494 (^9 

VJUUUUOZZ XU.U4Zf±.(^Z 




Gene No. 


115146 




OCX clllvjl 


_l_ 

1 




Start 






PnH 


0 0 0 u 




Name 


OJUOOozz 10 . 04z4 . Cz . Oz . 


tm 




1 0 Xir^O 1 ^ • L id X z ^ 




Start 


o o n /I 
zo04 




CtnQ 


D J 0 




GI 


none 




Score ■ 


1 94 

X Z 




Exons 


zo04..zyi4, bOo4..DJJo, 


i2 r\ c c 


,.6339 






Seq. No. 


b4byD 




Seq. ID 


VJUUUUOZZ X U . U *4 Z fi . k^Z 




Gene No . 


115146 




Strand 




Q 


Start 


402 




End 


0 0 ou 


% _i 


Name 


OJ000322 10.0424.C2.ol. 


gp 


Method 




Cn 


Start 


4971 




End 


00 ou 


ri 3 
; br' 


GI 


uC-osflcyp033a04bl 




Score 


'5 CL 


^ 


Exons 


4971. .5350 








L -J 

I : 1 


GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 


. ==! 




DNA, chromosome 1, clone : P0711E10 * 




: 


beq . NO . 


54896 




Seq. ID 


OJ000322_10.0424 .02 


S 




115146 




Strand 


+ 


f =^ 


Start 


402 




End 


8530 




Name 


OJ000322 10. 0424. 02. o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


6061 




End 


6495 


3 „ 
f ^ 


GI 


none 




Score 


189 




Exons 


6061. .6303, 6063. .6311, 


6307. 


.6495, 6351.. 6482 















Seq. No. 


548.96 




Seq. ID 


OJ000322 10.0424 


.02 


Gene No. 


115146 




Strand 


+ 




Start 


402 




End 


8530 




Name 


OJ000322 10. 0424. 02. o2. 


np . 


Method 


AAT/NAP 




Start 


6073 




End 


8472 




GI 


4680180 




Score 


902 




Exons 


6073.-.-8472 










GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


54896 




Seq. ID 


OJ000322_10.0424 


.02 


Gene No. 


115146 




Strand 


+ 




Start 


402 




End 


8530 




Name 


OJ000322 10. 0424. 02. o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6073 




End 


6408 




GI 


none 




Score 


174 




Exons 


6073. .6345, 6084. .6341, 


6307. 


.6408, -6330. .6404 




Seq. No. 


54896 




Seq. ID 


OJ000322_10.0424 


02 


Gene No. 


115146 




Strand 


+ 





55539 



start 

Name 

Start 

-Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



402 End 8530 

OJ000322_10. 0424 . C2 . o2 . gs Method GENSCAN 

:6079. ■ . .. . End -84 60 

-acne " • : -z.^^' - - . . ' Score . / ^57 ' -r-:^ ■ 

"6079. .62'78, 68 91 . '."7358 , 7603.. 7835, V9bl..8460 



54896 

115146 

402 

OJ000322_10.04 24 .C2.ol.ts 

6646 

none 



Seq. ID OJ000322j^l0.0424.C2 

Strand + 

End 8530 

Method TBLASfx : Soybean 

End 7058 

Score 137 



6646. .6783, 6648. .6779, 6795. .6887, 6804. .7058, 6805. .7056 



54896 

115146 

402 

OJ000.322_10 . 04 24 . C2 . o3 . tw 
6691 . ' ' 

none 

6691. .6780, 6820. .7089 



Seq. ID OJ000322_10.0424 .C2 

Strand + 

End 8530 

Method TBLASTX : Wheat 

End 7089 

Score 73 



54896 
115146 
402 

OJ000322_10 . 0424 . 02 . o3 . np 
6886 
629693 
6886. .6990, 7466. .8524 

probable integrase - common tobacco (fragment) 

gi|530742|embjCAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. ID OJ000322_10.0424 .C2 

Strand -f- 

End 8530 

Method AAT/NAP 

End 8524 

Score 505 



Seq. No. 


54896 








Seq. ID 


OJ000322_10.0424 


.C2 


Gene No. 


115146 








Strand 


+ 




Start 


402 








End 


8530 




Name 


OJ000322 10. 


.0424 


.C2.04 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7472 








End 


7840 




GI 


none 








.Score 


118 




Exons 


7472. .7636, 


7673 


. .7765, 


7778. 


. 7840 






Seq. No. 


54896 








Seq. ID 


OJ000322_10.0424 


.C2 


Gene No. 


115146 








Strand 


+ 




Start- 


402 








End 


8530 




Name 


OJ000322 10, 


.0424 


.C2.05. 


ts 


Method 


TBLASTX: Soybean 




Start 


7529 








End 


7804 




GI 


none 








Score 


192 




Exons 


7529. .7804, 


7597 


. .7713 










Seq. No. 


54896 








Seq. ID 


OJ000322_10.0424 


..C2 


Gene No. 


115146 








Strand 


+ 




Start 


402 








End 


8530 




Name. 


OJ000322 10. 


,0424 


.C2.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


8050 








End 


8451 




GI 


none*' 








Score 


224 




Exons 


8050. .8451, 


8058 


. .8423 










Seq. No. 


54896 








Seq. ID 


OJ000322_10.0424 


.C2 



55540 



Gene No. 


11-5146 


Strand 


+ 




Start 


4 02 


End 


8530 




Name 


OJ000322_10. 0424 .C2.o3. ts 


Method 


T-BLASTX : Soybean 




Start 


8233 , . . . 


End * ' 


8472 . 




GI ■ ■ ■ 


none , ' . 


Score 


227 




Exons 


8233. .8472, 8253. .8405 








Seq. No. 


54897 


Seq. ID 


OJ000322_10.0424 


.C3 


Gene No. 


115147 


Strand 


+ 




Start 


9246 


End 


11451 




Name 


OJ000322 10.0424.C3.o3.gs 


Method 


GENSCAN 




Start 


9246 


End 


11451 




GI 


none 


Score 


.41 




Exons 


9246. .9775, 9953. .10035, 10083 .. 10208, 


11387 . . 11451 




Seq. No. 


54897 


Seq. ID 


OJ000322_10. 0424 


.C3 


Gene No. 


115147 


Strand 


.+ 




Start 


9246 


End 


11451 




Name 


OJ0a0322 10.0424 .C3.ol.np 


Method 


AAT/NAP 




Start 


9372 


End 


10049 




GI 


7248393 


Score 


590 




Exons 


9372. . 10049 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No'. 


54897 


Seq. ID 


OJ000322_10. 0424 


.C3 


Gene No. 


115148 


Strand 






Start 


295 


End 


3379 




Name 


OJ000322 10.0424.C3.ol.gs 


Method 


GENSCAN 




Start 


295 


End 


3379 




GI 


none 


Score 


.6 




Exons 


295. .588, 652. .858, 1120.. 


1185, 1332.. 


1673, 1751. ,1883, 






2157. .2415, 2467. .2987, 2989. .3224, 3323. .3379 




Seq. No. 


54897 


Seq. ID 


OJ000322_10.0424 


.C3 


Gene No. 


115149 


Strand 






Start - 


12271 


End 


19071 




Name 


OJ000322 10.0424.C3.o4.gs 


Method 


GENSCAN ■ 




Start 


12271 


End 


18598 




GI 


none 


Score 


.73 




Exons 


12271. .12274, 12372.. 12481 


, 12578. . 12733, 13693 .. 15397 , 






15531. .15814, 15854. .16626 


, 16854. . 17127, 17143 17481, 






1838,4. .18510, 18538.. 18598 









Seq. No. 54897 

Gene No. 115149 

Start 12271 

Name OJ000322_10 . 0424 . C3 . o4 . np 

Start 12712 

GI - 7106512 

Exons 12712. .12775, 18467 .. 18598, 

GI Descrip. {AP001278) EST C98429 {E0138 ) 



Seq. ID 
Strand 
End 

Method"' 
End 
Score 



OJ000322 10. 0424. C3 



19071 
AAT/NAP 
18732 
108 

18672. .18732 
corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 54897 * ' Seq. ID 

Gene No. 115149 Strand 

Start 12271 End 

Name OJ000322_10 . 0424 . C3 . o2 . np Method 



OJ000322__10.0424 .C3 

19071 
AAT/NAP 



55541 



start 13558 End 19071 

GI 4680179 Score 4639. 

Exons 13558. .16935, 16969 .. 174 93, 19046. .19071 

GI Descrip. {AF111709) polypjrotein . [Oryza sativa subsp.. indica] 



Seq. No. 


54897 




Seq. ID 


OJ000322_10.0424 


Gene No. 


11514 9 




Strand 




Start 


12271 




End 


19071 


Name 


OJUUOoZz 10. 04^4. Co 


.06 , tw 


Method 


TBLASTX: Wheat 


Start 


13603 




End 


13936 


GI 


none 




Score 


112 


Exons 


13603. .13935, 13667 


. .13936 






Seq. No. 


, 54897 




Seq. ID 


OJ000322_10.0424 


Gene No. 


115149 




Strand 




Start 


12271 




End 


19071 


Name 


OJ000322 10. 0424. 03 


ol . tm 


Method 


TBLASTX: Maize 


Start 


13783 




E;nd 


14382 


GI 


none 




Score 


224 


Exons 


13783. .14223, 13799 


.14221, 


14221. .14382, 14227. .14 37 6 



Seq. No. 


54897 




Gene No. 


115149 




Start 


12271 




Name 


OJ000322 10. 0424. 03 


. ol . tw 


Start 


13936 




GI 


none 




Exons 


13936. . 14562, 13937 


. . 14506 


Seq. No. 


54897 




Gene No. 


115149 




Start 


12271 




Name 


OJ000322 10.0424.03 


. o4 . tm 


Start 


14431 




GI 


none 




Exons, 


14431. .14721, 14435 


. .14722, 


Seq. No. 


54897 




Gene No. 


115149 




Start 


12271 




Name 


OJ000322 10. 0424. 03 


.o2.ts 


Start 


. 14521 




GI 


none 




Exons 


14521. .14781, 14522 


. .14776 


Seq. No. 


54897 




Gene No. 


115149 




Start 


12271 




Name 


OJ000322 10.0424.03 


. o2 . tw 


Start 


14569 




GI 


none 




Exons 


14569. .15132, 14570 


. .15133 


Seq. No. 


54897 




Gene No. 


115149 




Start 


12271 




Name 


OJ000322 10.0424.03 


.o2.tm 



Seq. ID 

Strand 

End . . 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_10.0424.O3 
19071 

TBLASTX: Wheat 

14562 

254 



OJ000322__10.0424 .O3 
19071 

TBLASTX: Maize 

14723 

218 



14535. .14723 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000322_10.0424.O3 
19071 

TBLASTX : Soybean 

14781 . 

155 



OJ000322_10.0424.O3 
19071 

TBLASTX: Wheat 

15133 

347 



OJ000322_10.0424.O3 
19071 

TBLASTX: Maize 



55542 





Start 


15072 




End 


•15491 






GI 


none 




Score 


90 






Exons 


15 072.. 15149, 15124. 


• . 15360, 


15136. .15360, 15236. . 15361,. 








15359. .15490'," 15360. 


,154.91, 


15362. .15490- f.— 






Seq. No. 


54897 




Seq. ID 


OJ000322_10.0424 


.03 




•Gene No. 


115149 




Strand 








Start 


12271 




End 


19071 






Name 


OJ000322_10 . 04 24 .C3. 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


15136 . 




End 


15562 








none 




Score 


161 .... 




-'Exons 


15136. .15360, 15139. 


. 15360, 


1517 9. .15361, 15359. . 154 99, 








15360. .15533, 15360. 


. 15512, 


■15362. .15562 






Seq. No. 


54897 




Seq. ID 


OJ000322__10.0424 


.03 




Gene No. 


11514 9 




Strand 








Start 


12271 




End 


19071 






Name 


OJ000322_10.0424.C3. 


ol ..gp 


Method 


AAT/GAP 






Start 


15164 




■End 


15789 






GI 


3548944 




Score 


1028 






Exons 


15164 . . 15789 












GI Descrip. 


4512237/dbj IBAA75235 


1.1 1 2.0e-89 (AB014746) polyprotein 


[Hordeum 






vulgare] 












Seq. No. 


54897 




Seq. ID 


OJ000322_10.0424 


.03 




Gene No.. 


115149 




Strand 






i cf 


Start 


12271 




End 


19071 




t. ^ 


Name 


OJ000322_10 . 0424 .C3 . 


o3 . tm 


Method 


TBLASTX: Maize 




S . S 


Start 


15527 




End 


16027 






GI 


none 




Score 


70 






Exons 


15527 . . 15817, 15536. 


.15679, 


15848. .16027 




E 


Seq. No. 


. 54897 




Seq. ID 


OJ000322_10.0424 


.03 




Gene No. 


115149 




Strand 








Start 


12271 




End 


19071 




■M 


Name 


OJ000322_10 . 0,424 ..C3 . 


o5 . tw 


Method 


TBLASTX: Wheat 




=5. 


Start 


15563 




End - 


15865 






GI 


none 




Score 


237 




%. -J 


Exons 


15563. . 15865, 15579. 


.15845, 


15805. .15864 






Seq. No. 


54897 




Seq. ID 


OJ000322_10.0424 


.03 




Gene No. 


115149 




Strand 








Start 


12271. 




End- 


19071- 






Name 


OJ000322_10 . 0424 .03. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


15568 




End 


15973 






GI 


none 




Score 


102 






Exons 


15568 . . 15834, 15578 . 


.15937, 


1557 9. .15854, 15912. .15935, 








15914 . . 15973., 15941 . 


.15973 










Seq. No. 


54 8 97 




Seq. ID 


OJ000322_10.0424 


. 03 




Gene No. 


115149 




Strand 








Start 


12271 




End 


19071 






Name 


OJ000322 10. 0424. 03. 


o4 , tw 


Method 


TBLASTX: Wheat 






Start 


15914 




End 


16397 






GI 


none 




Score 


208 






Exons 


15914. .16291, 15917. 


.16264, 


15957. .16397, 16346.. 16396 





55543 



-Seq. No, 54897 Seq. ID 

Gene No, 115149 Strand 

Start 12271 ■ • End 

Name '"OJ000322_10 . 04 24 .C3 , o5 . tm Method . 

- Start " / ' 16095 End 

GI none Score 

Exons 16095. .16385, 16097,. 16384 



OJ000322_10,0424.C3 
19071 

TBLASTX: Maize 

16385. 

214 



Seq. No, 54897 Seq. ID 

Gene No, 115149 Strand 

Start 12271 End ' • 

Name OJ000322_10 . 0424 . C3 , o8 , tw Method' 

Start 16487 End 

GI none Score 

Exons 16487. .16597, 16559 .. 16651, 

16709. .16906, 16735. .16905 



OJ000322_10.0424 .C3 
19071 

TBLASTX: Wheat 
16906 
65 

16570. . 16665, 16697 .. 16750, 



Seq. No. 54897 Seq. ID 

Gene No. . 115149" , . ' Strand 

Start 12271 End 

Name OJ000322_10 . 0424 . C3 . o7 . tw Method 

Start 17218 End 

GI none /. Score 

Exons 17218.. 17472 



OJ000322_10.0424 .03 
19071 

TBLASTX: Wheat 

17472 

192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 
□ Start 

Name 
'Iz Start 

GI 

Exons 



54897 Seq. ID OJ000322_10 . 0424 . 03 

115149 Strand 

12271 End 19071 

OJ000322_10. 0424 ,C3,o2.gp Method AAT/GAP . 

18629 End . 18876 

3761181 Score 438 

18629. .18876 

4521193/dbj I AB013450. 1 1 AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



5489B 

115150 

245 

OJ000302_13.04 24 .Cl.ol.gs 

245 

none 

245. .332 



Seq. ID OJ000302_13.0424 .01 

Strand + ■ 

End 332 

Method GENSOAN 

End 332 

Score .8 



Seq. No, 54899 Seq. ID 

Gene No, 115151 Strand 

Start 403 End 

Name OJ000302__13 . 0424 , 02 . ol . gs Method 

Start 403 End 

GI none Score 

Exons 403., 458, 710.. 951 



OJ000302_13.0424 .02 
951 

GENSOAN 

951 

,84 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 



54900 

115152 

1 

OJ000302_13 . 0424 . 03 . ol . np 
1 

5103812 



Seq. ID OJ000302_13. 0424 .03 

Strand + 

End 2815 

Method AAT/NAP 

End 2812 

Score 680 



55544 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..29, 85. .174, 265. .333, 1102. .1242, 1520. .1568, 2021. .2124, 
2240. .2506, 2594. .2812 

(AC007591) Similar to gb|AJ005073 Mix (ALG-2-interacting 
protein X) from Mus mus cuius . ESTs gb|R90133, gb|Z17944 and 
gblAA'605465 come from this gene. [Arabldopsis thaliana] 



54900 Seq. ID 

115152 Strand 

1 End 

OJ000302_13 . 0424 . C3 . ol . gs Method 

85 End 

none Score 



OJ000302_13.0424.C3 
+ 

2815 
GENSCAN 
2815 
.89 



85. .174, 265. .333, 1102. .1242, 1520. .1568, 2021. .2124, 
2240. .2815 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

O 

;r. GI Descrip. 



54900 

115152 

1 

OJ000302_13.0424.C3.ol.gp 
110 

LIB3434-015-P1-K1-A2 



OJ000302_13.0424.C3 
+ 

2815 
AAT/GAP 
2358 
905 



Seq. ID 
Strand 
End 

Method 
End 
Score 

110. .174, 265. .333, 1102. .1242, 1520. .1568, 2021. .2124, 
2240. .2358 

'5103812/gb|AAD39642.1|AC007591_7 9.0e-62 {AC007591) Similar to 
gb_AJ005073 Alix (ALG-2-interacting protein X) from Mus 
musculus. ESTs gb_R90133, gb_Z17944 and gb_AA605465 come from 
this gene. [Arabidopsis thaliana] ' " 



s 

~ rr. 



Seq. No. 


54900 


Seq. ID 


OJ000302 


_13. 


0424 


.C3 


Gene No. 


115153 


Strand 


+ 








Start 


4845 


End 


9530 








Name 


OJ000302 13.0424.C3.o2.gs 


Method 


GENSCAN 








Start 


4845 


End 


9530 








GI 


none 


Score 


.53 








Exons 


4845. .7189, 8589. .8660, 9216. 


.9266, 9407. .9530 








Seq. No.- 


54900 


Seq. ID. 


OJ000302 


_13. 


0424 


.C3 


Gene No. 


115153 


Strand 


4- 








Start 


4845 


End 


9530 








Name 


OJ000302 13.0424.C3.o2.np 


Method 


AAT/NAP 








Start 


5497 


End 


7195 








GI 


6630464 


. Score 


898 








Exons 


5497. .7195 












GI Descrip. 


{AC007190) F23N19.4 [Arabidopsis thaliana] 








Seq. No. 


54900 


Seq. ID 


OJ000302_ 


_13. 


0424. 


.C3 


Gene No. 


115154 


Strand 


+ 








Start 


10468 


End 


10665 








Name 


OJ000302 13.0424.C3.o3.gs 


Method 


GENSCAN 








Start 


10468 


End 


10665 








GI 


none 


Score 


.92 








Exons 


10468. .10665 












Seq. No. 


54900... 


Seq. ID 


OJ000302_ 


_13.. 


0424, 


.C3 


Gene No. 


115155. 


Strand 


+ 








Start 


14416 


End 


14730 








Name 


OJ000302 13.0424.C3.o4.np 


Method 


AAT/NAP 









55545 



start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14416 End 14730 

7340909 Score 171 

14416. .14730 

(AP001550) hypothetical protein [Oryza' satiya] 



54900 
115156 
12815 

OJ000302_13.0424 .C3.o2.ts 
84 

none 

84. .173, 85. .174, 264.'. 338, 265. .333 



Seq. ID OJ000302_13.0424 .C3 
Strand 
End 

Method 
End 
Score 



14730 

TBLASTX : Soybean 

338 

122 



54900 

115156 

12815 

OJ000302_13.0424 .C3.o3.tm 

•84 
none 

84. .173, 84. .173, 85. .174, 
1101. .1214 



Seq. ID OJ000302_13.0424 .C3 



Strand 
End 

Method. 
End . 
Score 
264 . .338, 



14730 
, TBLASTX: Maize 
.... 1257 
134 

265. .333, 1099. .1257, 



Seq. No. 
Gene No . 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54900 . 
115156 ■ 
12815 

OJ000302_13 . 04 24 . C3 . o3 . ts 

1099 

none 

1099. .1251, 1101. .1214, 1508, 
2233.. 2283, 2234.. 2281 

54900 

115156 

12815 

OJ000302_13 . 0424 . 03 . o2 . tm 

1522 

none ■ 

1522.. 1566, 1523.. 1567, 2014. 
2232. .2357, 2234. .2341, 2236. 
2354. .2407, 2358. .2426, 2447. 



Seq. ID OJ000302_13.0424 .C3 
Strand 

End 14730 

Method TBLASTX : Soybean 

End 228 3 

Score 190 

.1567, 2014.-. 2124, 2025. .2126, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 13. 0424. C3 



14730 

TBLASTX: Maize 
2474 
78 . 

2124, 2019.. 2126, 2022.. 2126, 
2355, 2236.. 2358, 2350.. 2427, 
2473, 2448. .2474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54900 

115156 

12815 

OJ000302_13. 
. 5106 
none 
510'6. 
5430. 
5562. 
5958. 
6264. 
6344. 
6587. 



.5261, 
.6098, 
.5744, 
.6734, 
.7043, 
.6619, 
.6766, 



0424.C3.ol.ts 



5136.. 5411, 5292. 

5430.. 5969, 5439. 

5643.. 6503, 5736. 

6051.. 6260, 6105. 

6290.. 6469, 6297. 

6344.. 6607, 6377. 

6711.. 7154, 6813. 



Seq. ID OJ000302_13.0424.C3 
Strand 

End 14730 

Method TBLASTX : Soybean 

End 7154 

Score 78 

.5420, 5292.. 5411, 5429.. '5755, 
.5783, 5519. .5896, 5529. .6398, 
.6098, 5772.. 5945, 5853.. 6725, 
.6275, 6159.. 7007, 6231.. 6602, 
.6470, 6303.. 6938, 6338.. 6595, 
.6502, 6402.. 6575, 6483.. 7091, 
.7106, 6816. .7079 



Seq. No. 
Gene No. 



54900 
115156 



Seq. ID OJ000302_13.0424.C3 
Strand 



55546 



start 
Name 
Start 
GI 

Exons 



12815 

OJ000302_13. 

5112 

none 

5112. .5291, 
5430. .5618, 
5526. .5897, 



0424.C3.ol.tc 



5727. 
5946. 
6261. 
6378. 
6563. 
6756. 



.5894, 
, 6335, 
, 6647, 
, 6734, 
,6760, 
,6971, 



5112. 
5435. 
5586. 
5748. 
5985. 
6281. 
6383. 
6588. 
6816. 



5252, 
5617, 
5798, 
6098, 
6248, 
6607, 
6691, 
6935, 
7046 



5229. 
5436. 
5600. 
5753. 
6063. 
6342. 
6429. 
6615. 



End 14730 
Method TBLASTX : Cress 
End 7046 
Score 85 

.5393, '5304.. 5414, 5325.. 5411, 

.5696, 5439. .5786, 5475. .5696, 

.5755, 5708. .5893, 5712. .5894, 

.5956, 5817. .6023, 5844. .6209, 

..6419, 6156.. 6527, 6231.. 6458, 

.6563, 6350.. 6559, 6356.. 6523, 

.6668, 6483.. 6833, 6546.. 6743, 

.6878, 6629. .6880, 6711. .7007, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54900 

115156 

12815 

OJ000302_13.0424.C3.ol.tm 

5112 

none 

5112. .5294, 5421. .5546, 5429. 
5457., 5651, 5568.. 6071, 5665. 
5667.. 6164, 5793.. 6275, 5883. 
6198.. 6659, 6296.. 6595, 6297. 
6402. .6911, 6513. .7031, 6549. 



54900 
115156 
12815 

OJ000302_13.04 24 .C3.04 .gs 
12815 
none 

12815. .12875, 13583 .. 13709, 14371. .14491 



Seq. ID OJ000302_13.0424 .C3 
Strand 

End 14730 

Method TBLASTX : Mai ze 

End* 7*07 9 

Score 69 
.5650, 5430. .5651, 5457. .5966, 
.6078, 5666. .6124, 5667. .6176, 
.6386, 5982. .6491, 6108. .6596, 
.6785, 6326.-6598, 64-01.. 6607, 
.6650, 6612.. 7079, 6803.. 6928 

Seq. ID OJ000302_13. 0424 .C3 
Strand 

End 14730 

Method GENSCAN 

End 14491 

Score . 8 



Seq. No. 54900 Seq. ID 

Gene No. 115156 Strand 

Start 12815 ' End 

Name OJ000302_13 . 0424 . C3-. o3 . np Method 

Start 13413 End 

GI 5922622 Score 

Exons 13413. .13451, 13565 .. 13731, 13858 .. 14 14 4 , 
GI Descrip. (AP000492) EST D4 6034 (S10428 ) corresponds 



OJ000302 13. 0424. C3 



14730 
AAT/NAP 
14730 
154 

14571. , 14730 
to a region of 



the 



predicted gene.; hypothetical protein [Oryza sativa]- 
gi|6016855|dbj |BAA85198,1| (AP000570) EST D4 6034 ( S10428 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 54901 Seq. ID 

Gene No. 115157 Strand 

Start 62 End 

Name OJ000302_13 . 0424 . C4 . ol .gs Method 

Start 62 End 

GI none Score 

Exons 62. .125, 263. .381 



OJ000302_13.0424 .C4 
+ 

381 

GENSCAN 

381 

.84 



Seq. No. 
Gene No. 



54901 
115158 



Seq. ID OJ000302_13. 0424 .C4 
Strand + 



55547 





o 








£jna 


9977 
ZZ / / 










OAO A 
. U fl Z 4 


P4 i^9 


gs 


Me unou 


PTTMCPZiM 






o car u 


o yz. 








lijna 


9 9 7 7 








none 








Score 


. cSO 






Exons 


QQO OOTl 

0 y ^: . . / / 
















oeq . NO . 


D fi y u 1 








Cq/^ T Pi 

beq. lu 


p Tonri "^n 9 
UJ uuu ouz 


13. 0424. C4" 


Gene No. 


115159 








Strand 








Start 


1 








End 


249 






Naiue 




.0424 


.C4 .ol. 


np 


Method 










1 








End 


9 /I Q 
Z 4 y 








/ J 4 u -? u y 








Score 


1 94 
1 Z f± 






Exons 


1 0 A Q 

1 . . z fi y 
















ol uescixp. 


^/iir U U 130 U } 


hypothetical 


protein [Oryza 


sa L. 1 va J 






o e q . IN o . 










Seq. ID 


OJ000302 


13.0424 .C4 


oene lno . 


-1 ± O 1 D u 








Strand 








otarc 


1 1 0 Q 

1 iz y 








End 


4475 






Naine 




.0424 


.C4.01. 


tc 


Method 


TBLASTX: 


Cress 




o rare 


1 1 z y 








End 


4299 








none 








Score 


79 






Exons 


1129. .1314, 


1135 


.1314, 


1135. 


.1275, 1252. .1434, 


1327. 


. 1434, 




1459. .1704, 


14 DO 


1 o n o 
. 1 0 U J , 


1 4 DO . 


.1716, 1465. . 1638, 


1486. 


.1704, 




X4iyo..l/oX/ 


1549 


.1917, 


1606. 


.1827, 1620. .1805, 


1716. 


.1976, 




1-7/17 IQI/I 


1768 


.2118, 


1768. 


.1914, 1873. .2232, 


1963. 


.2151, 




/.WD * . bo , 


2025 


.2234, 


2074. 


.2442, 2085. .2258, 


2140. 


.2451, 




ZZ / O . , ^HD 1 f 


2362 


.2454, 


3964. 


.4203, 3967. .4230, 


3970. 


.4185, 




'^QTc; /lic:i 
jy/D. .41101, 


4002 


.4163-, 


4018. 


.4296, 4081. .4296, 


4111. 


.4299 


C A /-^ KT 

oecj . csio . 


D 4 y u 1 








Seq. ID 


OJ000302 


13. 0424. C4 


uene no . 


1 1 O 1 DU 








Strand 








o cari, 


1 1 9 Q 

X iz y 








End 


4475 






Name 


p TO nn '30 9 1 T 
UJUUUOUZ lo 


.0424 


C4.01. 


ts 


Method 


TBLASTX : 


Soybean 


bear L 


I 1 9 Q 

I I z y 








End 


4463 






PT 


none 








Score 


74 






Exons 


iizy . , izo4 , 


1324 


.1434, 


1327. 


.1443, 1465. .2202, 


1465. 


.1893, 




1-473. .1787, 


1474, 


.1803, 


1474. 


.1800, 1504. .1665, 


1539. 


.1793, 




1542. .1802, 


1549, 


.2418, 


1596. 


.1706, 1663. .2442, 


1767. 


.2090, 




17Q9 IQf^^ 

i/yz..iyDO, 


1873, 


.2508, 


1911. 


.2264, 2002. .2175, 


2067. 


.2306, 




zu/l. .Z44z, 


2179. 


.2454, 


2284 . 


.2472, 2323. .2454, 


2337. 


.2483, 




ZjOO. .Z4 / I/ 


2555. 


.2605, 


3957. 


.4142, 3960. .4256, 


3961. 


.4248, 




oy 04 . . 4 u ytj , 


3964, 


.4260, 


3967. 


.4260, 4017.. .4463, 


4018 . 


.4299, 




41ZU. .4ZDy 
















oeq . NO . 


0 4 y u 1 








Seq. ID 


OJ000302 


13.0424 .C4 


Gene No . 


1 lO 1 DU 








Strand 








o ear c 


T 1 O Q 

1 iz y 








End 


4475 






Name 


OJ000302 13 


.0424. 


C4.01. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1135 








End 


4475 








none 








Score 


70 ' 






Exons 


IUd . . ioi / , 


1465. 


.1881, 


1476. 


.1940, 1477. .1986, 


1477 . 


. 1671, 




1500. .1673, 


1588. 


.2097, 


1639. 


. 1860, 1686. .2195, 


1687. 


.2196, 




1792. .2301, 


1903. 


.2406, 


2002. 


.2454, 3961. .4230, 


3967 . 


. 4446,- 




4048. .4269, 


4359. 


.4475 












Seq. No. 


54902 








Seq. ID 


OJ000302 


13. 0424. C5 


Gene No. 


115161 








Strand 









55548 





C4- -a r-i- 










End 


5233 








Nsnie 


UJUUUOU^ Ij 


. U ft Z 4 


pc: ^1 
. . Ol . 


9P 


Method AAT/GAP 










Q n Q 








End 


2213 • 










none 








Score 


1466 








Exons 


Q n Q ■ ' 1 0 T T 


1 J / D . 


1 A C^Q 


1 c; c: 9 


1607, 


2046. .2213 








oecj. iNO . 


54902 








Seq. 


ID •OJ000302 


13.0424 .05 




Gene No. 


115161 








Strand 








Start 


854 








End 


5233 








Name 


OJ000302 13 


.042'4 


.C5.01. 


gs 


Method GENSCAN 








oT_ar L 


854 








End 


5233 










none 








Score 


.89 








ExonS 


854. .928, 971. .1097, 1099. .1277, 1376. .1468, 1562. .1639, 






2046. .2711, 


2821 


. .3066, 


3159. 


.3581, 


3998. .4634, 


5148. 


.5233 




oeq . LNO. 


c / on 9 








Seq. 


ID OJ000302 


13. 0424. C5 




Gene No. 


1 1 0 1 D 1 








Strand 








ouaru 


Q c, /I 








End 


5233 








Name 










Method TBLASTX: 


Maize 






C-l- a y\- 

o uarTz 


I 1 0/1 

I I U 4i 








End 


4522 










none 








Score 


170 








Exons 


1 1U4 . , IZo u , 


111/1 


1 9 7 R 


1 '5 '5 T 
loo f * 


.1435, 


1374 . . 1427, 


1551. 


.1610, 






Of) A A 9nQd 




91 flff 


9 1 n 


.2195, 


2109. .2189, 


2110. 


..2190, 






2202.. 2285, 


2214 


.2285, 


2224. 


.2298, 


2262. .2483, 


2299. 


.2550, 






2301. .2387, 


2303 


.2536, 


2357. 


.2548; 


2357. .2548, 


2357. 


.2587, 






2361. .2468, 


2361 


.2483, 


2361. 


.2483, 


2362. .2559, 


2366. 


.2551, 


? : 3 




2366. .2548, 


2366 


.2419, 


2368. 


.2571, 


2368. ,2556, 


2381. 


.2548, 






2420. .2551, 


2427 


.2483, 


2429. 


.2542, 


2431. .2553, 


2447. 


.2485, 


: . 3 




2574 . .2714, 


2575 


.2715, 


2576. 


.2665, 


2576. .2635, 


2634. 


.2714, 






2679'. , 2741, 


2783 


.3067, 


2818. 


.3075, 


2819. .3067, 


2875. 


.3000, 






2919. .3083, 


3150 


.3353, 


3156. 


.3350, 


3166. .3354, 


3354. 


.3488, 






3355. .3411, 


3362 


.3445, 


3437. 


.3583, 


3447. .3584, 


3471. 


.3584, 


= ' 




3553. .3585, 


3995, 


.4150, 


4052. 


.4150, 


4337. . 4501, 


4379. 


.4522 


f ^ 


oeq . INO . 


54902 








Seq. 


ID OJ000302 


13.0424 .05 




OCilti LNO • 


115161 








Strand 






c £; 


Start 


854 








End 


5233 








Name 


OJ000302 13 


.0424 , 


C5.01. 


np 


Method . AAT/NAP 








Start 


2077 








End 


4621 








GI 


5080792 








Score 


518 








Exons 


2077. .2233, 


2640. 


.2711, 


2821. 


.3076, 


3159. .3382, 


3428. 


.3581, 






3998. .4276, 


4306. 


.4621 













GI Descrip. (AO007576)' Unknown protein ' [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-54902 
115161 
854 

OJ000302_13, 0424 .05.01. ts 
2818 



none 

2818. 

2875. 

3986. 

4208. 



.2979, 2818. 

.2973, 2992. 

.4183, 3992. 

.4255, 4316, 



Seq. ID OJ000302_13.0424 .05 
Strand 

End . . 5233 
Method TBLASTX : Soybean 
-End 4 48 9 

Score 112 
.2994, 2822. .2983, 2825. .2980, 2863. .2997, 
.3060, 3162. .3356, 3216. .3335, 3507. .3590, 
.4.183, 3998. .4156, 4052. .4165, 4052. .4150, 
.4489, 4326. .4466, 4337. .4477, 4379. .4477 



Seq. No. 
Gene No. 



54902 
115161 



Seq. ID 
Strand 



OJ000302 13.0424.05 



55549 




<Zi- =i 7-1- 


O >J 1 








End 


5233 






o.innn'^n? i 

^»yu u u vj «-> y ^ xJ 


04 94 


rs n1 

J . X • 




Method 


TBLASTX : 


V^X C O O 












End 


4556 




\J X 


none 








Score 


144 








4nS9 


• *4 X D J , 


*i O X D 


..4555, 4338. ,4556 




Cart KIo 


54902 








Seq. ID 


OJ000302 


IT (14 9 4 PR 




115161 








Strand 






Start 


854 








End 


5233 




Name 


OJ000302 13 


.0424. 


C5.02. 


gp 


Method 


AAT/GAP 




c-|- r 1" 


2886 








End 


3239 




O X 


uC-osflcyp081e03bl 




Score 


449 






2886. .3066, 


3159. 


.3239 










OX LJCOL-XX^. 


M249402 2. 


Oe-84 


(AC006072) 


unknown protein [Arabidopsis 




thaliana] ' 














Seq. No. 


54902 








Seq. ID 


OJ000302 


IT 0494 PR 


Gene No, 


115161 








Strand 






O L. d X u 


854 








End 


5233 




Name 


OJ000302 13 


.0424. 


C5.01. 


tw 


Method 


TBLASTX: 


Wheat 


o Ldx U 


4055 








End 


4626 






none 








Score 


246 




von c: 


4055. .4162, 


4381. 


.4623, 




. .4624, 4382. .4624, 


4 4x4, ,4 OZ D 


Seq. No. 


54903 ■ ^ 








Seq. ID 


OJ0003b2 


'1'^ 0404 cn 

Xj,U4Z4.U/ 


Gene No. 


115162 








Strand 






O U dX u 


55 








End 


333 






OJ000302 13 


.0424. 


C7.01. 


gs 


Method 


GENSCAN 




o i_ d X u 


55 








End 


333 




\J X 


none 








Score 


.73 






55. .182, 244. .333 










Seq. No. 


54904 








Seq. ID 


OJ000302 


io D A 0 A CQ 
1j.U4z4.Uo 


Gene No. 


115163 








Strand 






O L. dX L. 


778 








End 


1268 




Name 


OJ000302 13 


,0424. 


C8.01. 


gs 


Method 


GENSCAN 




O L d X L 


778 








End 


1268 




\3 X 


none 








Score 


.91 






778. .927, 936. .1268 












54905 








Seq. ID 


OJ000302 


_13.0424,C9 




115164 








Strand . 


+ 




o L. d X L 


• 1300 . 








End 


8384 ■ 




Name 


OJ000302 13 


.0424 . 


C9.01. 


gs 


Method 


GENSCAN 




Start 


1300 








End 


8283 




\J X 


none 








Score 


.65 




Exons 


1300. .1513, 


1944 . 


.-20.4 8, 


2621 


..2769, 2859.-3257, 


3711, .3813 




4023. .4140, 


4269. 


.4495, 


4643 


..4745, 4955.. 5025, 


.5668. .5691 




•5825. .5899, 


5990. 


.6133, 


6204 


..6327, 6444. .7382, 


7459. .7520 




7620. .7802, 


7827. 


.7901, 


7982 


..8097, 8167. .8283 




Seq. No. 


54905 








Seq. ID 


OJ000302 


_13.0424.C9 


Gene No. 


115164 








Strand 


+ 




Start 


1300 








End 


8384 




Name 


OJ000302 13 


.0424. 


C9.01. 


np 


Method 


AAT/NAP 




Start 


3714 








End 


8384 




GI 


2443881 








Score 


949 





55550 



Exons 

GI" De scrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3714. ,3869, 3993, .4140, 4269. .4495, 4643. .4745, 4955. .5025, 
5825. .5899, 5990. .6133, 6204. .6327, 7304. .7358, 8333, .8384 
(AC002294) contains beta-transducin motif [Arabidopsis thaliana] 



54905 

115164 

1300 

OJ000302_13. 

4268 

none 

4268,'. 4381, 
4645. ,4746, 
5825. ,5899, 
6205. . 6327, 
6512, .6949, 
6941. .7402, 
7826. ,7903, 



0424.C9.ol.tm 



4271. .4495, 4289. 

4953-. .5021, 4953, 

5983. ,6132, 5988, 

6209,, 6331, 6210, 

6517,. 6948, 6933, 

7214. .7384, 7602. 

7827. .7904, 7982. 



Seq. ID OJ000302_13.0424 .C9 . 

Strand + 

End 8384 

Method TBLASTX : Mai ze 

End 8081 

Score 70 

.4498, 4294. .4509, 4643. ,4756, 

.5024, 4954. .5025, 5824. ,5898, 

.6125, 5993^.6133, 6182., 6325, 

.6338, 6436. .6516, 6443. ,6526, 

.7025, 6939. .7208, 6940. .7377, 

.7751, 7615. .7746, 7824. .7898, 

.8080, 7998. .8081, 8009. .8080 



Seq. No. 54905 
Gene No. . 115164 

Start 1300 

Name OJ000302_13 . 0424 . C9 . ol . tc 

Start 5843 

GI none 
Exons 



Seq. ID ■ OJ000302__13.0424 .C9 
Strand 
End 

Method 
End 
Score 



8384 

TBLASTX: Cress 

6130 

73 



5843. .5902, 5845. .5895, 5983, ,6129, 5990. .6130 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54905 

115164 

1300 

OJ000302_13.0424.C9.ol.ts 

7650 

none 



Seq, ID OJ000302_13.0424 ,09 

Strand + 

End 8384 

Method TBLASTX : Soybean 

End 8322 

Score 88 



7650. .7751, 7827, .7895, 7981. .8058, 7982. .8080, 8164. .8322, 
8165. .8284, 8206. .8310, 



Seq. No. 54906 Seq. ID 

Gene No. 115165 . Strand 

Start ' 1 ^ End 

Name OJ000302_13 . 0424 . CIO . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . , 314 



OJ000302_13. 0424. CIO 

1356 
AAT/GAP 
314 
592 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



54906 Seq. ID 

115165 Strand 
1 End 
OJ000302_13. 04 24 , CIO. ol.np . Method 
1 End 
'6759439.. Score 
1. .4 01, * 1208. .1266, 1335. .1356 
(AL137189) putative protein [Arabidopsis thaliana] 



OJ000302_13. 0424. CIO 

1356 
AAT/NAP 
1356 
259 



54906 . Seq. ID 

115165 - Strand. 

1 End 
OJ000302_13 .04 24. CIO . o2 . tm Method 

2 End 



OJ000302_13. 0424 .CIO 
1356 

TBLASTX: Maize 
222 



55551 



GI 

Exons 



none Score 142 

2, .136, 3. .104, 123. .194, 124. .195, 125. .196, 125. .202, 

179. .220, 189. .221, 196. .222 



Seq. No. • 54906 

Gene No. 115165 

Start 1 

Name OJ000302_13 . 04 24 . CIO , ol . gs 

Start 13 

GI none 

Exons 13.. 401, 623.-633 

Seq. No. 54906 

Gene No. 115165 

Start 1 

Name OJ000302_13 . 0424 . CIO . ol . ts 

Start 81 

GI none 

Exons 81,, 173, 188,. 421,, 209.. 400 



Seq. ID OJ0003p2__13. 0424 .CIO 
Strand 

End 1356 

Method GENSCAN 

End 633 

Score .76 



Seq, ID OJ000302_13, 0424 .CIO 
Strand 

End 1356 

Method TBLASTX : Soybean 

End 421 

Score 62 



Seq,- No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54906 

115165 

1 

OJ000302_13.0424 .ClO.ol.tm 

236 

none 



Seq. ID OJ000302_13.. 0424 .CIO 
Strand 

End 1356 

Method TBLASTX : Mai ze 

End 1266 

Score 169 



236. .400, 260. .406, 1205. .1255, 1207, .1266, 1209. .1262 



54907 

115166 

1122 

OJ000302_13.0424 ,Cll.o2.gs 

1122 

none 



Seq. ID OJ000302_13.0424.C11 

Strand + 

End 2438 

Method GENSCAN 

End 2438 

Score .73 



1122. .1179, 1417. .1570, 1687. .1724, 2386. .2438 



Seq. No. 54907 

Gene No. 115167 

Start 19 

Name OJ000302_13 . 0424 . Cll , ol . gs 

Start 19 

GI none 
Exons ' 19. . 285 



Seq. ID OJ000302_13. 0424. Cll 
Strand 

End 285 

Method GENSCAN 

End 285 

Score .59 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



54908 
115168 
1 

OJ000302_13,0424.C12.ol,np 
1 

4063751 



Seq. ID OJ000302__13.0424.C12 
Strand 

3048 
AAT/NAP 
3043 
556 



End 

Method 
End 
Score 

1..65, 527. .655, 867, .1139, 1447. .1641, 1742. .1840, 1951. .2115, 
2211. .2361, 2754. .3043 

(AC005851) putative ABC transporter [Arabidopsis thaliana] 



54908 

115168 

1 



Seq. ID OJ000302_13.0424 .C12 
Strand 

End 3048 



55552 



Name 
Start 
•GI 

Exons 



OJ000302_13 . 0424 . C12 . ol . gs Method GENSCAN 
313 End 3043 

none Score .85 

313. .388, 548. .633, 867. .1139, 1232,-. 1318, 1447. 
1742. .1870, 1972. .2094, 2190. .2361, '2754. .3043 



, 1641, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54908 
115168 
1 

OJ000302 
547 
none 
547. 
867. 
1230 



13.0424.C12.ol.ts 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

657, 548. .658, 549. .656, 554. .661, 
1142, 868. .1116, 1038. .1157, 1227. 
.1319, 1436. .1540, 1441. . 1542 



OJ000302_13.0424 .C12 
3048 

TBLASTX : Soybean 

1542 

127 

859. .939, 867. .944, 
1319, 1229.. 1318, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54908 



Seq. ID OJ000302_13. 0424 .012 



115168 Strand 
1 End 
OJ000302_13. 04 24 .012. ol.tw Method 
54 8 End 
none Score 
548. .655, 870. .1070, 874. .1020 



3048 

TBLASTX: Wheat 

1070 

95 



Q Seq. No. 54908 Seq. ID 

m Gene No. 115168 Strand 

=y Start 1 End 

Name OJ000302_13 . 0424 . 012 . ol . tm Method 

Start 566 End 

=3 GI none Score 
b3 Exons 



OJ000302_13. 0424. 012 
3048 

TBLASTX: Maize 

2304 

72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



566. .658, 582. .656, 859. .939, 867. .944, 867. .1142, 868. .1116, 
1041. .1142, 1227. .1319, 1228. .1350, 1229. .1318, 1441. .1641, 
1448. .1642, 1742. .1867, 1746. .1868, 1808. .1876, 1967. .2095, 
1969. .2097, 1970. .2095, 1987. .2097, 2190. .2303, 2197. .2304 



OJ000302 13.0424.012 



54908 Seq. ID 

115168 Strand 
1 End 
OJ000302_13. 0424 .012.01. gp Method 
611 End 
47076^1. R1084 Score 
611. .655, 867. .1139, . 1232. .1318, 1447. 
1972. .2038 

M063751 4.0e-21 .{AC005851) putative white protein [Arabidopsis 
thaliana] >gi_4 5104 09_gb_AAD214 95 . 1_ {AO006929) putative white 
protein [Arabidopsis thaliana] ' 



304 8 
AAT/GAP 
2038 
1431 

. 1641, ,1742. . 1870,. 



Seq. No. 54908 Seq. ID 

Gene No. 115168 Strand 

Start 1 End 

Name OJ000302_13 . 0424 . 012 . ol . tc Method 

Start 987 End 

GI none Score 
Exons 



OJ000302_13. 0424 .012 
3048 

TBLASTX :Oress 

2360 

118 



987. .1007, 1014. .1142, 1015. .1116, 1032. .1142, 1227. .1319, 
1228. .1320, 1229.. 1318, 1417. .1641, 1448. .1639, 1745. .1870, 
1961. .2095, 1972. .2097, 1978. .2097, 2196. .2360, 2197. .2358 



55553 



Seq. No. 54908 
Gene No, 115168 
Start 1 

Name OJ000302_13 . 0424 . C12 .62 .ts 

Start 1543 
GI none 

Exons 1543., 1641, 1544.. 1639, 1742. 

1972.. 2097, 1998.. 2096, 2196. 
2754. .2834, 2754. .2822, 2755. 



Seq. ID 
Strand 
End 

Method 
.End 
Score 



OJ000302 13.0424.C12 



3048- 

TBLASTX : Soybean 
2834 
108 

1870, 1809.. 1862, 1961.. 2095, 
2363, 2197.. 2364, 2210.. 2365, 
2829, 2756.. 2833 



Seq. No. 54908 

Gene No. 115168 

Start 1 

Name OJ000302_13 . 0424 . C12 . o2 . tm 

Start 2310 

GI none 

Exons 2310.. 2363, 2311.. 2370, 2754, 
2929.. 3048 



OJ000302_13.0424.C12 
3048 

TBLASTX: Maize 
■ 3048 
90 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3047, 2755. .3045, 2756. .3046, 



Seq. No. 

Gene No. 

Start 

Name 

Start; 

GI 

Exons 



54908 

115168 

1 

OJ000302 

2754 

none 



13.0424.C12.o2.tc 



Seq. ID OJ000302_13.0424 .C12 



Strand 
End 

Method 
..End 
Score 



3048 

TBLASTX: 

3043 

85 



Cress 



2754. .2825, 2756.-2824, 2812.. 3039, 2823. .3038, 2825. .3043 



Seq. No. 54908 Seq. ID 

Gene No. 115168 Strand 

Start 1 End 

Name OJ000302_13 . 0424 . C12 . o3 . ts Method 

Start 2835 End 

GI none Score 

Exons 2835.. 3038, 2837.. 3043 



OJ000302_13.0424 .C12 
3048 

TBLASTX : Soybean 

3043 

177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54909 Seq. ID OJ000302_13 . 0424 . C13 

115169 Strand 

1577 End 1662 

OJ000302_13.0424.C13.ol.gp Method AAT/GAP 

1577 End 1662 

5867_1.R1084 Score 113 

1577. .1662.. 

'464986/sp|P35I32|UBC9_ARATH 5.0e-58- UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2,19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ {Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34^9^ 11 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



54910 Seq. ID 

115170 Strand 

4 60 End 
OJ000302_13.0424 .C14 .ol.gs Method 

4 60 End 

none Score 
460. .566 



OJ000302_13.0424,C14 
+ 

566 

GENSCAN 

566 

.81 



-.55554 



Seq. No. 54910 Seq. ID OJ000302__13 . 0424 . C14 

Gene -No. 115171 Strand + 

Start 1388 ' End 1647 

Name. OJ000302_13 . 0424 . C14 . ol . gp Method ..' AAT/ GAP 

Start ■ 1388 End 1647 

GI LIB3431-010-P1-N1-F11 Score 453 

Exons 1388.. 1647 

GI Descrip. * 287403/dbj | D10838 | RICSBEl l.Oe-lll Rice gene for starch 
branching enzyme*' 





Seq. No. 


54911 








Seq. ID 


OJ000302 


_13.0424.C15 






1 1 SI 7? 

X X .J X / ^ 








Strand 


+ 








X / *i 








End 


317 






NT a mo 


Ci. 10 00 '^0 7 1 ^ 

VJUUUVJJUZ. XJ 


04 94 


n R 0I 

X C> . U X 


. gs 


Method 


GENSCAN 






04- -1 >-+- 


1 7d ~ 

X / *i 








End 


317 








none 








Score 


.58 








17 4 ? 1 7 
















Seq. No. 


54911 








Seq. ID 


OJ000302 


_13.0424.C15 




Gene No. 


115173 








Strand 








0 (_ d-u t_ 


X w ^ 1 








End 


4764 






Name 


n.iono'^O'? 1 


04 94 


PVR o9 


. gs 


Method 


GENSCAN 




1 £ 




1 00 A ~ 

X U Z ft 








End 


4764 




i.=r 












Score 


.76 






von Q 


1 094 1 1 ^7 


1 4 ft S 

X M 0 -J ■ 


1 fil ^ 

. X u X 0 , 


177ft 
X / / 0 • 


,1867, 1993. .2119, 


94 7*^ 9 S '^7 


f y 




^ / y\j * , ^ y \j ^ f 


^1 0^ 
0 X u 0 . 


'^1 74 


^^97 1 

OZ / X ■ 


.3321, 3768. .3875, 


40ft7 417(^ 






4630. .4764 
















0 C ^ . I N W , 


S4 Q1 1 

J *i _? X X 








Seq. ID 


OJ000302 


1 ^ 04 94 n S 

Xj, U4Z4 .k^XJ 




(^ono Mo 


1 1 R 1 7 
X X O X f u 








Strand 






I y 


0 UdX t. 


1 094 
X u z 1 








End 


4764 








0.7000^0 9 1 
V-/UUVJUJUZ x^ 


04 94 
u 1 *i . 


n s 0I 


■l-TTl 
. LllL 


Method 


TBLASTX: 


LYld X Z 




0 c dx (_ 


1 9S0 ~ 

X ^1 .J u 








End 


1587 






\3 X 


none 








Score 


166 






Exons 


1 9 qn 1 '^'^Q 

XZOU . . XOOj?^ 


X Z D 0 . 


. X 0 0 0 , 


197 0 


.1389, 14 


32. .1583, 


14fi9 IRPf^ 


. ^ 




XftOD. ..XOO / 














r "3 


Seq. No. 


54911 








Seq. ID 


OJ000302 


_13.0424 .C15 


f i 


Gene No. 


115173 








Strand 








Start 


1024 








End 


4764 






Name 


OJ000302 13, 


0424. 


C15.01 


.tc 


Method 


TBLASTX: 


Cress 




Start 


' 1281 








End 


1577 






GI 


none 








Score 


89 






Exons 


1281. . 1388, 


1285. 


.1389, 


1482. 


.1577, 14( 


36, . 1560 






Seq. No. 


54911 








Seq. ID 


OJ000302 


_13.0424:C15 




Gene No. 


115173 








Strand 








Start 


1024 








End 


4764 






Name 


OJ000302 13. 


0424. 


CI5.0I 


.np 


Method 


AAT /NAP 






Start 


1284 








End 


4280 






GI 


3687224 








Score 


926 






Exons 


1284 . . 1388, 


1485. 


.1613, 


1778. 


,1867, 1993.. 2072, 


2284. .2364, 






2477. .2537, 


2790. 


.2909, 


3103, 


,3174, 3396. .3514, 


3768. .3875, 






4087. .4280 















GI Descrip. (AC005169) putative N-acetyl-gamma-glutamyl-phosphate reductase 
[Arabidopsis thaliana] 



55555 



Seq. No. 54911 

Gene No. 115173 

Start ' 1024 

Name OJ000302_13 . 0424 . Ci5 . o2 . ts 

Start 1290 

GI - none 

Exons 1290. .1388, 1306. .1389, 1482, 
1797. .1865,. .1.993. .2070, 1994. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 13.0424.C15 



4764 

TBLASTX: Soybean 
2071 
88 

1616, 1486. .1611, 1778. .1876, 
2071 



Seq. No. 54911 
Gene No. 115173 
Start 1024 

Name OJ000302_13 . 0424 . C15 . ol . tw 

Start 1848 
GI none 

Exons 1848. .1868, 1848. .1868, 

2233. .2364, 2284..2367> 
2475.. 2561, 2476,. 2559, 



Seq. ID - OJ000302_13.0424 .015 
Strand 

End 4 7 64 

Method TBLASTX : Wheat 
End 2904 
Score 41 
1990. .2067, 1993. .2070, 1994. .2071, 
2285. .2365, 2460. .2555, 2462. .2554, 
2790. .2903, 2790. .2903, 2791. .2904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54911 
115173 

102'4 ■ 
^OJ000302_13.0424 .C15.o2.tm' ■ 
2027 
none 

2027. .2071, 2029. .2070, 2284, 
2292. .2369, 2460. .2555, 2475, 
2790. .2915, 2791. ,2907, 3103. 
3251.. 3298, 3271. .3300 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 13.0424.C15 



4764 

TBLASTX: Maize 
3300 

57 • 

2370, 2285.. 2365, 2289.. 2375, 

2561, 2476. .2559, 2788. .2913, 

3174, 3103. .3174, 3104. .3181, 



Seq. No. 54911 

Gene No. 115173 

Start 1024 

Name OJ000302_13 . 0424 . C15 . o3 . ts 

Start 2327 

GI nonjs 

Exons 2327.. 2365, 2475,. 2561, 2476, 
2790, .2915 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_13.0424.C15 
4764 

TBLASTX: Soybean 

2915 

70 



,2559, 2767.. 2907, 2790.. 2912, 



Seq. No. 54911 

Gene No. 115173 

Start . . 1024 

Name OJ000302_13 . 0424 . 015 . ol . ts 

Start 3103 

GI . none 

Exons 3103.. 3174, 3110,. 3181, 3254. 

3449. .3541, 3459. .3554, 3771. 



Seq. ID OJ000302_13.0424.C15 

Strand . - 

End ■ 4764 • - 

Method TBLASTX : Soybean 

End 4176 

Score 78 

.3325, 3271.. 3321, 3272. .3325, 
.3878, 3772. .3870, 4081. .4176 



Seq. No. 54911 

Gene No. 115173 

Start 1024 

Name OJ000302_13 . 0424 . 015 . o3 . tm 

Start 3433 

GI none 

Exons 3433.. 3483, 3434.. 3484, 3482, 
3766. .3876, 3767. .3877, 3768, 



Seq. ID OJ000302_13.0424.C15 
Strand 

End 4764 

Method TBLASTX : Mai ze 

End 4388 

Score 4 3 

.3544, 3483. .3554, 3766. .3876, 
.3878, 4081. .4188, 4081. .4188, 



55556 



4302. .4388 



Seq. No. 54912 Seq. ID 

Gene No. 115174 Strand- 

Start 100 End 

Name OJ000302_13 . 0424 . C18 . ol . gs Method 

Start 100 End 

GI none Score 

Exons 100.. 149, 486.. 526 



OJ000302_13.0424.C18 
+ 

526 

GENSCAN 

526 

.79 



Seq, No. 54913 'Seq, ID 

Gene No. 115176 Strand 

Start 720 End 

Name OJ000302_13 . 0424 . C20 . ol . gs Method 

Start 720 End 

GI none Score 

Exons 720.. 837, 1605.. 1689, 2905.. 3017 



OJ000302_13.0424 .C20 
+ 

3017 
GENSCAN 
3017 
. 65 



Seq. "No. 54914 

Gene No. 115177 

Start 1 

Name OJ000302_13 . 04 24 . C21 . ol . np 

Start 1 

GI 672396; 

Exons 1..282, 358 
2226. .2369, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.522, 645. .719, 1109.'. 1212, 1295. .1370, 
2680. .2895, 3067. .3300, 3504. .3905 



OJ000302_13.0424 .C21 
+ 

9642 
AAT/NAP 
3905 
991 

1994 . .2116, 



(AL136535) DNA-directed RNA polymerase subunit 
[Schizosaccharomyces pombe] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



54914 

115177 

1 

OJ000302_13.0424 .C21 .ol.gs 
158 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
158. .216, 222. .282,. 358. .522, 645. .719, 1109. .1212, 1295. .1370, 
1994.. 2116, .2226. .2369, . 2683. .2895, 3667 . .'3300, 3504.. 3767, 
4705.. 4822, 4 911 . . 5035,''^ 6502 . . 6573, 6670.. 6990, 7658.. 7750, 
8046. .8252, 8332. .8538, 8616. .8702, 8788. .8882, 9101. .9235, 
9321. .9642 



OJ000302_13.0424.C21 
+ 

9642 
GENSCAN 
9642 
.78 



Seq. No. 54914 

Gene No. 115177 

Start . 1 

Name OJ000302_13 . 0424 . C21 . o2 . np 

Start ' 6502 

GI 4309744 

:Exons 6502.. 6580, 6653.. 7179, 7287. 

8616. .8702, 8788. .8882, 9101. 



Seq. ID OJ000302_13.0424.C21 

Strand + 

End 9642 

Method AAT/NAP 

End 957 9 

Score ■ 1282 • 

.7600, 7929. .8252, 8332. .8538, 
.9259, 9317.. 9579 



GI Descrip, (AC006439) unknown protein [Arabidopsis thaliana] 



Seq. No. 54914 Seq, ID 

Gene-rNo. 115177 Strand 

Start 1 End 

Name OJ000302_13 . 0424 . C2 1 . ol . gp Method 

Start 9197 End 

GI uC-osflcyp084dllal Score 



OJ000302_13.0424.C21 
+ 

9642 
AAT/GAP 
9593 
420 



55557 




Exons 9197.. 9235, 9321.. 9593 

GI Descrip. ' 5103812/gb | AAD39642 . 1 | AC007591_7 4.0e-ll {AC007591) Similar to 
gb__AJ005073 Alix (ALG-2-interacting protein X) from Mus 
musculus. ESTs gb_R90133, gb_Z17944 and gb_AA605465 come from 
this gene. [Arabidopsis thaliana] ' . 



Seq. No. 


54914 




Seq. ID 


OJ000302_13.0424.C21 


Gene No , 


115178 




Strand 


+ 


Start 


10894 




End 


12046 


Name 


OJ000302 13.0424.C21.o2 


.gs 


Method 


GENSCAN 


Start 


10894 




End 


12046 


GI 


none 




Score 


.97 


Exons 


108 94. .11150, 11159. .11361, 1154 5. .11707, 117 64. .1204 6 


Seq. No. 


54914 




Seq. ID 


OJ000302_13.0424.C21 


Gene No . 


115179 




Strand 


+ 


Start 


13130 




End 


13644 


Name 


OJ000302 13.0424.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


117 




End 


1165 


GI 


none 




Score 


97 


Exons 


117. .284, 117. .284, 118 


. .285, 


356. .520, 


357. .521, 361. .546, 




366. .521, 642. .719, 644 


. . 670, 


1102. .1164, 1106. .1165 


Seq. No. 


54914 




Seq. ID 


OJ000302_13.0424.C21 


Gene No. 


115179 




Strand 


+ 


Start 


13130 




End 


13644 


Name 


OJ000302 13.0424. C21.03 


. tm 


Method 


TBLASTX: Maize 


Start 


1104 




End 


2389 


GI 


none 




Score 


145 


Exons 


1104. .1211, 1106. .1213, 


1108. 


.1212, 1269. .1370, 1297. .1371, 



1297. .1368, 1298. .1369, 1986. .2117, 1991. .2122, 1993, .2121, 
2222. .2368, 2223. .2369, 2237. .2389 



Seq.. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54914 

115179 

13130 

OJ000302 

2223 

none 



13.0424.C21.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_13. 0424 .C21 
+ 

13644 

TBLASTX: Cress 

2895 

87 



2223. .2339, 2685. .2891, 2692. .2895 



Seq. No. 54914 

Gene No. 115179 ■ ' 

Start 13130 

Name OJ000302_13 . 0424 . C21 . o2 . ts 

Start ■ 3133 

GI none 

Exons 3133.. 3303, 3135.. 3302, 3139. 

3501. .3731, 3638. .3715, 3708. 



Seq. ID OJ000302_13.0424 .C21 

Strand + 

End 13644 

Method TBLASTX : Soybean 

End 3854 

Score ..241 

.3306, 3176. .3313, 3498.. 3677, 
.3854, 3731.. 3853 



Seq. No. 


54914 








Seq. ID 


OJ000302_13.0424.C21 


Gene No. 


115179 








Strand 


+ 


Start 


13130 








End 


13644 


Name , 


OJ000302 13 


.0424 


C21.01 


. tm 


Method 


TBLASTX: Maize 


Start 


3141 








End 


3923 


GI 


none 








Score 


189 


Exons 


3141. .3302, 


3142 


.3306, 


3149. 


.3307, 3151.. 3303, 3501.. 3923, 



55558 



3501. .3908, 3724.. 3915 



Seq. No. 54914 
Gene No. 115179 
•/•Start 13130 
Name OJ000302_13 . 0424 . C21 . o2 . tm 

Start 8110 
GI none 

Exons 8110. .8253, 8121. .8255, 8121, 

8323. .8541, 8329. .8538, 8610, 
8785. .8832, 8790. .8828 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000302_13.0424.C21 
+ 

13644 - 

TBLASTX: Maize 
8832 



168 

8258, 8322.. 8537, 8322.. 8531, 
8702, 8613. .8696, 8615. .8701, 



Seq. No. 54914 Seq. ID 

Gene No. 115179 Strand 

Start 13130 • End 

Name OJ000302_13 . 0424 . C21 . o2 . gp Method 

Start 13130 End 

GI • 5004386 Score 

Exons 13130.. 13644 



OJ000302_13.0424.C21 
+ 

13644 
AAT/GAP 
13644 
867 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54915 Seq. ID OJ000302_13 . 0424 . C23 

115180 Strand 

1 End 739 

OJQQ0302_13 . 0424 . C23 . ol . np Method AAT/NAP 

1 End 64 5 

5103812 Score 727 

1. .645 

{AC007591) Similar to gb|AJ005073 Alix {ALG-2-interacting 
protein X) from Mus musculus. ESTs gb|R90133, gb|:Z17944 and 
gbiAA6054 65 come from this gene. [Arabidopsis thaliana] 



54915 



115180 Strand 

1 End 
OJ000302_13. 0424 .C23.ol.tm Method 

1 End 

none Score 

1..723, 1..717, 2. .739, 2. .718 

54915 Seq. ID 

115180 Strand 

1 End 
. OJ000302_13 . 0424 . C23 . ol . gs Method 

120 End 

none Score 
120. .714 



Seq. ID OJ000302_13.0424.C23 



739 

TBLASTX: Maize' 

739 

771 



OJ000302 13.0424.C23 



739 

GENSCAN 
714 



Seq. No. 54915 Seq. ID OJ000302_13 . 0424 . C23 

Gene No.. 115180 Strand 

Start 1 End " 739 

Name OJ000302_13 . 0424 . C23 . ol . gp Method AAT/GAP 

Start 369 End 593 

GI 2427958 Score 381 

Exons -369.. -593 >. 

GI Descrip. 5103812/gb | AAD39642 . 1 | AC007591_7 4.0e-ll (AC007591) Similar to 
gb_AJ005073 Alix (ALG-2-interacting protein X) from Mus 
musculus, ESTs gb_R90133, gb_Z17944 and gb_AA605465 come from 



55559 



this gene. [Arabidopsis thaliana] 





Sea. No. 


54915 • 


Seq, ID 


OJ000302 13 0424 C23 






115180 


Strand 






Start 


1 


End 


■ . 7 3 «5 




Name 


OJ000302 13.0424.C23.ol.ts 


Method 


TRT.A9TX • ^nvhp;^n 




Start 


466 


End 


723 




GI 


none 


Score 


91 




Exons 


466. .717, 476. .658, 496. .723 






Sea No . 


54916 


Seq. ID 


OJ00n322 13 0420 C2 






115181 


Strand 






Start 


175 


End 


2fi7 




Name 


OJ000322 13.0420.C2.ol.gs 


Method 


X_i LN V-'r^L^ 




Start 


175 


End 


287 




GI 


none 


Score 






P V n n 


175. .287 








Seq. No. 


54 916 


Seq. ID 


OJ000322_13.0420.C2 




Gene No. 


115182 


Strand 






Start 


907 


End 


3616 




Name 


OJ000322 13 0420 C2 ol an 


Method 


AAT/GAP 




o u d 1. i_ 


584 


End 


3606 




\J -L 


15081 1.R1084 


Score 


3079 . 




P von Q 


584. ,1133, 1210. .1491, 1576. 


.1733, 1956.. 2173, 2541.. 2771,- 






3281. .3318, 3452. .3606 










'3450842 8.0e-91 (AF080436) 


mitogen activated protein kinase 


3 zy 
f ^ 




kinase [Oryza sativa] ' 








Seq. No. 


54916 


Seq. ID 


OJ000322_13.0420.C2 




(^pnp No 


115182 


Strand 




n : ; 
T; r 


Start 


907 


End 


3616 


5 ^ 


Name 


OJ000322 13.0420.C2.o2.gs 


Method 


GENSCAN 


= 


Start 


907 


End 


3616 




GI 


none 


Score 


.81 




F.y on s 


907,. 1133, 1210.. 13.66, 1576, 


,1733, 1956. .2173, -2541, ,2771, 






3302. .3399, 3489. .3616 








Seq. No. 


54 916 


Seq. ID 


OJ000322_13. 0420.02 




(^p-np Mo 


115182 


Strand 




i_ ^ 


Start 


907 


End 


3616 




Name 


OJ000322 13.0420.C2,ol.tm 


Method 


TBLASTX: Maize 




Start 


970 


End 


2596 




GI 


none 


Score 


76 




F. X o n 


970. .1119, 970. .1176, 971. .1159, 1381. 


.1491, 1582. .1734, 






1586. .1735, 1608. .1739, 1978 


..2172,. 1979. .2170, 2537. .2596 




Seq. No. 


54916 


Seq. ID 


• OJ000322_13.0420.C2 




Gene No. 


115182 


Strand 






Start 


907 


End 


3616 




Name 


OJ000322 13.0420.C2.ol.np 


Method 


AAT/NAP 




Start 


1357 


End 


3526 




GI 


5932543 


Score 


648 




Exons 


1357.. 1491, 1576.. 1745, 1965 


,.2173, 2541. .2771, 3281. ,3318, 






3452. .3526 








GI Descrip. 


(AC009465) putative mitogen 


activated 


protein kinase kinase 



[Arabidopsis thaliana] 



55560 





Seq.. No. 


54916 








Seq. ID 


OJ000322_13.0420.C2 




Gene No. 


115182 








Strand 






Start 


907 








End 


3616 




Name 


OJ000322 13 


0420 


,C2.ol. 


to 


Method 


TBLASTX: Cress 




Start 


1381 ~ 








End 


2170 




GI 


none 








Score 


82 




Exons 


1381 1485, 


1575 


1724 , 


1582. 


.1725, 1582.. 1734, 1586.. 1735 






1974 2126, 


1975 


.-.2169, 


- 1976. 


.2170 






Seq. No. 


54916 








Seq. ID 


OJ000322_13. 0420.02 




Gene No. 


115182 








Strand 






Start 


907 








End 


3616 




Name 


OJ000322 13 


0420 


02 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


1384 ~ 








End 


1734 




GI 


none 








Score 


58 




Exons 


1384 1467, 


1384 


.1491, 


1388 . 


.1498, 1582.. 1722, 1582.. ,1734 






1613 1732 














Seq. No. 


54916 








Seq. ID 


OJ000322_13. 0420.02 




Cfine No . 


115182 








Strand 






Start 


907 








End 


3616 




Name 


OJ000322 13 


0420 


C2 .o2 . 


ts 


Method 


TBLASTX: Soybean 


■ ; ; 


Start 


1975 








End . 


2175 




GI 


none 








Score 


147 




Exon^ 


1975 2175, 


1976 


.2173 








~ I z 
5 ™ 


Seq. No. 


54916 








Seq. ID 


OJ000322_13.0420.C2 




Gene No 


115182 








Strand 




= , 2 


Start 


907 








End 


3616 


\ ^ 


Name 


OJ000322 13 


0420 . 


C2.o3. 


ts 


Method 


TBLASTX: Soybean 


? i 5 


Start 


2537 ~ 








End 


2770 




GI 


none 








Score 


87 


S 

f 1 


Exons 

i-J JTk 1 1 O 


2537 2710, 


2538 , 


.2672, 


2702 . 


.2770 






Seq. No. 


54917 








Seq. ID 


OJ000322_13. 0420.06 




Gene No. 


115183 








■ Strand 


+ 




Start 


932 








End 


6064 




Name 


OJ000322 13. 


0420. 


06. ol. 


np 


Method 


AAT/NAP 




Start 


932 








End 


6064 




GI 


4539658 








Score 


128 




Exons 


932.. 968, 2642.. 2777, 3073.. 3211, 6042 


..6064 . . 



GI Descrip.- (AF061282) serine carbdxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 
Gene No. 
Start : 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



54918 
115184 
1 ■ 

OJ000322_13..0420.C7.ol.np 
1 

6692675 
1..202, 902. .1142 

(AC007592) F12K11.2 [Arabidopsis thaliana] 



Seq. ID OJ000322_13.0420.C7 
Strand 

End 1148 

Method AAT/NAP 

End 1142 

Score 199 



54918 

115184 

1 



Seq. ID OJ000322_13.0420.C7 
Strand 

End 1148 



55561 



Name OJ000322_13 . 0420 , C7 . ol . gs 

Start 112 

GI none 

Exons 112;. 320, 902.. 1148 

Seq.. No. 54918 

Gene No. 115184 

Start 1 

Name OJ000322_13 . 0420 . C7 . ol . gp 

Start 143 

GI none 

Exons 143. . 542 



Method 

End 

Score 



GENSCAN 

1148 

.69 



Seq. ID OJ000322_13.0420.C7 
Strand 

End 1148 . 

Method AAT/GAP 

End 542 

Score 744 



Seq. No. 54919 
Gene No. 115185 
Start 1 

Name OJ000322_13 . 0420 . C8 . ol . np 

Start 1 
GI 6630696 
Exons ■-• 1..125, 556.. 1143 

GI Descrip. (AP000969) ESTs D22114 {C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] * 



Seq. ID OJ000322_13.0420.C8 
Strand 

End 1143 

Method AAT/NAP 

End 1143 

Score 837 



Seq. No. 








Seq. ID 


OJ000322_13.0420. 


Co 


Gene ■ No . 


1 1 D 1 0 O 






Strand 






0 t_ di. i_ 


1 

X 






End 


1143 




Name 


OJ000322 


13. 0420. 08. 


ol . gs 


Method 


GENSCAN 




Start 


343 






End 


630 




GI 


none 






Score 


.48 




Exons 


343. .502, 


539. .630 










Seq. No. 


54919 






Seq. ID 


OJ000322_13.0420. 


08 


Gene No. 


115185 






Strand 






Start 


1 






. End 


1143 




Name 


OJ000322 


13. 0420. C8. 


ol-. tm 


Method 


TBLASTX: Maize 




Start 


. 611 






End 


941 




GI 


none 






Score 


300 




Exons 


611. .940, 


612. .941 










Seq. No. 


54919 






Seq. ID 


OJ000322_13.0420. 


08 


Gene No. 


115185 






■ Strand 






Start 


1 






End 


1143 ' . 




Name 


OJ000322 


13. 0420. C8. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


743 






End 


1111 




GI- 


none 






Score 


77 




Exons 


743. .931, 


744. .932, 


927. .1091, 932. .1111 




Seq. No. 


54920 






Seq. ID 


OJ000322_13.0420. 


C9 


Gene No. 


il5186 






Strand 






Start 


83 






End 


719 




Name 


OJ000322 


13.0420.09. 


ol . np 


Method 


AAT/NAP 




Start 


83 






End 


541 




GI 


7443219 






Score 


733 




Exons 


83. .541 












GI Descrip. 


probable 


photosystem 


. II oxygen-evolving 


f complex protein 


2 




precursor 


- rice gi I 


4079798i 


|gb|AAC98778 


.11 {AF052203) 23 


kDa 



55562 



polypeptide of photosystem II [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54920 

115186 

83 

OJ000322_13.0420.C9.ol.tm 
83 

none 

83. .319, 87. .314, 419. .457, 
491. .544, 492. .542 

54920 

115186 

83 

OJ000322_13.0420.C9.ol.ts 
83 

none 

83. .319, 87. .314, 410. .469, 



Seq. ID OJ000322_13.0420.C9 
Strand 

End 71? 

Method TBLASTX : Mai ze 

End 544 

Score 239 

419. .475, 470. .493, 471. .494, 



Seq. ID OJ000322_13.0420.C9 

Strand 

End 719 

Method TBLASTX : Soybean 

End 601 

Score 172 
479. . 601 



Seq. No. 54920 Seq. ID 

Gene No. 115186 Strand 

Start 83 End 

Name OJ000322_13 . 0420 . 09 . ol . to ' Method 

Start 83 • End 

GI " none Score 

Exons 83.. 319, 96.. 314, 452.. 541 



OJ000322_13.0420.C9 
719 

TBLASTX: Cress 

541 

190 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54920 
115186 
83 

OJ000322_13.0420.C9.ol.tw 
84 

none 

84. .134, 86. .313, 87. .314, 488. 



OJ000322_13.0420.C9 
719 

TBLASTX: Wheat 
719 
242 

646, 651. .719 

OJ000322 13. 0420. 09 



Seq. ID 
Strand 
End 

Method 
End 
Score 



54920 Seq. ID 

115186 Strand 

83 End 719 

OJ000322_13 . 0420 . 09 . ol . gp Method AAT/GAP 

88 End 695 
555_1.R1084 Score 1121 
88. .695 

'4079798 ■l.Oe-121 (AF052203) 
II [Oryza sativa] ' 

54920 Seq. ID 

115186 • Strand 

83 End 719 

OJ000322^13 . 0420 . 09 . ol . gs Method GENSOAN 

89 End 541 
none Score 1 
89. .541 



23 kDa polypeptide of photosystem 
OJ000322 13.0420.09 



Seq. No. 54921 Seq. ID 

Gene No. 115187 Strand 

Start 3072 End 

Name OJ000322_13 . 04 20 . Oil . o2 . gs Method 



OJ000322_13. 0420. Oil 
, + 
3527 
GENSOAN 



55563 



start 
GI 

Elxons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



End 
Score 



3072 
none 

3072. .3527 

54921 
115188 

357 End 
OJ000322_13.0420.Cll.ol.gs Method 

357 End 

none Score 

357. .451, 530. .581, 1146. .1248, 1598. 



3527 
.93 



Seq. ID OJ000322_13. 0420. Oil 
Strand 

1902 
GENSCAN 
1902 
.63 

,1673, 1791.. 1902 
OJ000322 13.0420.C11 



54921 Seq. ID 

115189 Strand 
4443 End 4804 

OJ000322_13 . 0420 . Cll . ol . np Method AAT/NAP 
4443 End 4804 

6630696 Score ^ 559 

4443. .4804 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



I u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54921 Seq. ID 

11518 9 Strand 

44 4 3 End 

OJ000322_13 . 0420 . Cll . ol . tw Method 

4579 End 

none Score 



OJ000322_13. 0420. Cll 
4804 

TBLASTX: Wheat 

4804 

67 



4579. .4632, 4581. .4664, 4617. .4664, 4665. .4799, 4667. .4804, 
4667. .4804 



54922 

115190 

480 

OJ000322 

480 

none 

480. .557 



13.0420.C16.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_13.0420.C16 
557 

GENSCAN 

557 

.73 



Seq. No. 54923 Seq. ID 

Gene No. 115191 Strand 

Start 1 End 

Name OJ000322_13 . 0420 . C17 . ol . gp Method 

Start 1 End 

GI 2800133 Score 

Exons 1. . 108 



OJ000322_13.0420.C17 
108 

AAT/GAP 

108 

176 



Seq. No. 54923 Seq. ID 

Gene No. 115192 Strand 

Start 112 End 

Name OJ000322_13 . 0420 . C17 . o2 . gp Method 

Start 112 ^ End 

GI none" Score 

Exons 112.. 747 



OJ000322_13.0420.C17 
747 

AAT/GAP 

747 

1120 



Seq. No, 



54923 



Seq. ID OJ000322_13.0420.C17 



55564 



Gene No. 115192 Strand 

Start 112 End 747 

Name OJ000322_13 . 0420 . C17 . ol . gs Method GENSCAN 

Start 535 End 695 

GI none . . Score . 98' , 

Exons 535.. 695 



Seq. No. • 54924 
Gene No. 115193 
Start 1 

Name OJ000322_13 . 0420 . C20 . ol . np 

Start 1 
GI 5091617 
Exons 1..197, 267.. 733 

GI Descrip. {AC007454) Contains similarity to gi 1479356 protein kinase PKl 
from Zea mays, is a member of the PF 100954 S-locus glycoprotein 
family and contains a PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. ID OJ000322_13.0420.C20 
Strand 

End 733 

Method AAT/NAP 

End 733 

Score 395 



Seq. No. 54924 
Gene No. ' 115193 

Start 1 

Name OJ000322_13 . 0420 . C20 . ol . tc 

^5 Start, 11 

:^ GI none 

Exons 



Seq. ID OJ000322_13.0420.C20 
Strand 

End 733 

Method TBLASTX : Cress 

End 731 

Score 86 



11. .145, 18. .122, 338. .457, 470. .604, 681. .731 



Seq. No. 54924 

Gene No. 115193 

Start 1 

Name OJ000322_13 . 0420 . C20 . ol . gs 

Start 26 

GI none 

Exons 26.. 592, 594.. 710 



Seq. ID OJ000322_13.0420.C20 
Strand 

End 733 

Method GENSCAN 

End 710 

Score .85 



Seq. No. 54924 

Gene No. 115193 

Start 1 

Name OJ000322_13 . 04 20 . C20 . ol. tm 

Start 35 

GI none 

Exons 35. .133, 209. .451, 467. .604 



Seq. ID OJ000322_13.0420.C20 
Strand 

End 733 

Method TBLASTX : Mai ze ■ 

End 604 

Score 122 



Seq. No, 54924 

Gene No. 115193 

Start 1 

Name ^ OJ000322_13 . 0420 . C20 . ol . ts 

Start ^ 53 

GI none 

Exons 53. .199, 254. .583, 264. .452 



Seq. ID OJ000322_13.0420,C20 

Strand 

End 733 

Method TBLASTX : Soybean 

End 583 

Score 130 



Seq. No. 54924 

Gene No. 115193 

Start 1 

Name OJ000322_13 . 0420 . C20 . ol . tw 

Start 335 

GI none 



Seq. ID OJ000322_13.0420.C20 

Strand - - 

End 733 

Method TBLASTX : Wheat 

End 58 9 

Score 47 



55565 



Exons 



335. .589, 375. ,452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54925 

115194 

1268 

OJ000322_13.0420.C21.ol.tc 

1258 

none 



Seq. --ID OJ000322_13.0420.C21 
Strand 
End 

Method 
End . 
Score 



+ 

4905 

TBLASTX: Cress 

1633 

105 



1258. .1344, 1259. .1345, 1427. .1633, 1507. .1611 



54925 

115194 

1268 

OJ000322_13.0420.C21.or.ts 

1258 

none 

1258.. 1395, 1265.. 1396, .1399. 
1829... 1912, 4493. .4627,. .4494. 
4810. .•'4-905, 4811. .4903 . ' 

54925 

115194 

1268 

OJ000322_13.0420.C21.ol.tm 
12 67 ' 
none 
1267. 
1812. 
4508. 



.1341, 1268. 
,1847, 1829. 
.4630, 4723. 



.1633, 1348, 
.1912, 1830. 
.4893, 4727, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1632, 1424 
.4628, 4723 



OJ000322_13.0420.C21 
+ 

4905 

TBLASTX : Soybean 
4905 
184 

1633, 1812.. 1913, 
4803, 4724 . .4816, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1395, 1439 
.1916, 4496 
.4894 



OJ000322_13.0420.C21 
+ 

4 905 

TBLASTX: Maize' 
4 8 94 
397 

1621, 1510.. 1632, 
4621, 4497. .4625, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 



54925 

115194 

1268 

OJ000322_13.0420.C21.ol.tw ■ 

1267 

none 

1267.. 1395, 1268.. 1396, 1399. 

54925 

115194 

1268 

OJ000322_13,.0420.C21.ol.gs. 

1268 

none 



12( 



54925 •-■ 

115194 

1268 

OJ000322_13.04 20.C21.ol.np 

1268 

5777631 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1614, 1424. .1612 



OJ000322_13.0420.C21 
+ 

4905 

TBLASTX: Wheat 
1614 
181 



Seq. ID 
Strand 
^End 
Method 
End 
Score 



OJ000322_13.0420.C21 
+ 

4905 

GENSCAN , 

3000 

.79 



1633, 1830. .1917, 2879. .3000 



Seq. ID OJ000322_13.0420.C21 



Strand 
End 

Method 

End 

Score 



+ 

4905 
AAT/NAP 
4905 
750 



1268. .1633, 1830. .1917, 4495. .4627, 4726. .4905 
(AJ245900) CAA303719.1 protein [Oryza sativa]- 



54925 
115194 



Seq. ID OJ000322_13.0420.C21 
Strand + 



55566 





start 


1268 






End 


4905 






Name 


OJ000322_13.0420.C21. 


ol.gp 




Method 


AAT/GAP 






o Ua IT L 


d 4 7 R 






End 


4905 








T TR'^4'^9 — 09*7 — Dl — K'l — Tr7 
JjXDjfl / rX J\X C / 






Score 


772 






Exons 


















' RHP 07 /rrH 1 2ian'^Q97R 


1IAO007203 7 1 . Oe 


-32 (AO007203) 








nypouneuxcax protexn 


[Arabidopsis thaliana] ' 






O 6 . IN O . 








Seq. ID 


OJ000322_13.0420 


.021 




Gene No. 


115194 






Strand 


+ 






Start 


1268 






End 


4905 






Name 


n.Tnnn'^99 i ^ nzi9n' P9i 

UUUUUOZZ X O . U *i Z U . L/Z X . 


o2.tc 




Method 


TBLASTX:Oress 






o uarr. 








End 


4905 






PT 


none 






Score 


152 . 








AAQ"^ AfiOl AAQA Af^O 


:8, 4723. 


.4788, 4724. .4783, 4778. .4903, 






4ft 1 n A QHR 
ftOXU. .f±!?UO 














o e q . LN o . 


54925 






Seq. ID 


OJ000322_13.0420 


.021 




Gene No. 


. 115194 






. Strand 


■ + 






Start 


1268 






End 


4905 






Name 


OJ000322 13. 0420. 021. 


o2 . tw 




Method 


TBLASTX: Wheat 






onar c. 


4545 






End 


4905 




=: ~! 


PT 


none 






Score 


65 




% =F 


XT' V o 


4545. .4628, 4592. .4627, 4723. 


.4860, 4724. .4867, 4853. .4903, 


en 




Hoo f , .4 y U D 












i y 


o e <4 . iN o . 


54926 






Seq. ID 


OJ000322_13.0420, 


.022 






115195 






Strand 


+ 




s . 5 


Start 


1 






End 


394 




^-3 


Name 


OJ000322 13. 0420. 022. 


ol.gp 




Method 


AAT/GAP 






O L. d X. L 


1 






End 


159 






PT 


11838 1.R1084 






Score 


318 






Exons 


1..159 
















'5777631/emb|CAB534 92 


.11 3. 


Oe' 


-82 (AJ245900) OAA303719.1 


protein 






[Oryza sativa] * 














o e q . LN o . 


54926 






Seq. ID 


OJ000322_13.0420, 


.022 


^3 


Gene No. 


115195 






Strand 


+ ' 






Start 


1 






End 


394 






Name 


.OJ000322 13.0420.022. 


ol . np 




Method 


AAT/NAP 






onar r. 


1 






End 


394 






PT 


5777631 






Score 


400 






Exons 


1..394 














\jl uescnp . 


(AJ245900) CAA303719. 


1 protein [Oryza 


sativa] 






Seq. No. 


54926 






Seq. ID 


OJ000322_13.0420. 


.022 




Gene No. 


115196 






Strand 








O J. r. 


384 






End 


751 






Name 


OJ000322 13.0420.022. 


ol . tm 




Method 


TBLASTX: Maize 






o car t. 


31 






End 


426 






GI 


none 






Score 


199 






Exons 


31. .195, 32. .196, 34. 


.255, 


62 


..196, 260. .406, 265. .426 






Seq. ■ No. 


54926 






Seq. ID 


OJ000322_13.0420, 


.022 




Gene No. 


115196 






Strand 








Start 


384 






End 


751 






Name 


OJ000322 13.0420.022. 


ol . ts 




Method 


TBLASTX : Soybean 





55567 



Of- a >~■|- 


47 


End 


423 




none 


Score 


214 


P von Q 


47. .196, 61... .186, 68. .196, 76. .240, 260. .400, 260. .400, 265 


Seq. -No.^.,vN 


54926 


Seq. . ID 


OJ000322_13.0420.C22 


Gene No. 


115196 


Strand 


- 


O U Cl i. L. 


384 


End 


751 




OJ000322 13.0420.C22.ol.tc 


Method 


TBLASTX: Cress 




62 


End 


424 




none 


Score 


205 


P von Q 


62. .196, 67. .195, 260. .424, 


260. .394, 


265. .399 


Seq. No. 


54926 


Seq. ID 


OJ000322_13.0420.C22 


Gene No. 


115196 


Strand 


- 


Start 


384 


End 


751 


Mom o 


OJ000322 13.0420.C22.o2.tw 


Method 


TBLASTX: Wheat 


O L dX U 


74 


End 


196 




none 


Score 


211 


P V o n ^ ' 


- 74. .196, 76. .192, 80. .196 






Seq. No. 


54926 


Seq. ID 


OJ000322_13.0420.C22 


Gene No. 


115196 


Strand 


- 


O L. dx u 


.384 


End 


751 


Name 


OJ000322 13.0420.C22.ol.tw. 


Method 


TBLASTX: Wheat 


O L dl. L 


260 


End 


408 


V3 J. 


none 


Score 


^ JL \J 


Pvon Q 


260. .397, 263. .397, 264. .398, 271.. 408 




Seq. No. 


54926 


Seq. ID 


OJ000322_13 . 0420 . C22 


Gene No. 


115196 


Strand 


- 


Q-t- art 

O di- L. 


384 


End 


751 


Ma mo 


OJ000322 13.0420.C22.o2.gp 


Method. 


AAT/GAP 


O Ldl. u 


384 


End 


751 




none 


Score 


672 


P V on c 


384. .751 






cjoo Mo 


54927 


Seq.- ID 


O.J000322_13 . 0420 . C23 


Gene No. 


' 115197 


Strand 


■ + 


Start 


1 


End 


373 


Naine 


OJ000322 13.0420.C23.ol.np 


Method 


AAT/NAP 


O L. dl. L. 


1 


End 


373 


\J ± 


6735330 


Score 


280 


P von Q 
Hi Awl lo 


1. .155, 243. .373 








(AL137081) putative protein 


[Arabidopsis thaliana] 


C£i/-t Mo 


54927, 


Seq. ID 


OJ000322_13.0420.C23 


Gene No. 


115198 


Strand 




Start 


321 


End 


858 


Name 


OJ000322 13.0420.C23.ol. tw 


Method 


TBLASTX: Wheat 


O L. d X L 


3 


End 


487 


O X 


none 


Score 


89 


Exons 


3. .89, 17. .103, 89. .154, 90. 


.200, 91.. 


153, 225. .329, 233. .3< 




233. .361, 237. .365, 241. .372 


, 241.. 372 


, 431. .487, 439. .480 


Seq. No. 


54927 


Seq. ID 


OJ000322_13.0420.C23 


Gene No. 


115198 


Strand 




Start 


321 


End 


. 858 



55568 



Name 

Start 

GI 

Exons 



OJ000322_13 . 04 20 . C23 . ol . tm Method TBLASTX : Maize 
33 End 4 69 

none Score • 137- 

33. .185, 34. .153, 35. .160, 222. .314, 223. .357, 233. .361, 
■239.-. 361, 247 .-.372, 431.. 469 



Seq. No. 54927 Seq. ID 

Gene No. 115198 Strand 

Start 321 End 

Name OJ000322_13 . 0420 . C23 . ol . gs Method 

Start 321 End 

GI none Score 

Exons 321.. 458, 697.. 858 



OJ000322_13.0420.C23 
858 

GENSCAN 

858 

.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Iz Gene No. 
□ Start 
Lij Name 
.1 Start 

ry GI 

Exons 

GI Descrip. 



54928 Seq. ID 

115199 Strand 
1 End 
OJ000322_13 . 0420 . C25 . ol . gp Method 
1 End 
10271_1.R1084 Score 
1..119, 484. .564, 661. .775, 873. .894 

»3309086/gb|AAC26010.1 I 4.0e-66 {AF076253) calcineurin B-like 
protein 3 [Arabidppsis thaliana] >gi_4 9384 95_emb_CAB4 3853 . 1_ 
(AL078465) calcineurin B-like protein 3 [Arabidopsis thaliana] ' 



OJ000322_13.0420,C25 
+ 

894 

AAT/GAP 

894 

410 



OJ000322_13.0420.C25 
+ 

894 

AAT/NAP 

828 

300 



54928 Seq. ID. 

115199 Strand 
1 End 
OJ000322_13 . 04 20 . C25 . ol . np Method 
1 End 
7487041 Score 
1..119, 484. .564, 661. .828 

hypothetical protein T15N24.20 - Arabidopsis thaliana 
gi|3309086|gb|AAC26010.1| (AF076253) calcineurin B-like protein 
3 [Arabidopsis thaliana] gi | 4938495 | emb | CAB43853 . 1 | (AL078465) 
calcineurin B-like protein 3 [Arabidopsis thaliana] 
gi I 7269509 |emb|CAB79512. II (AL161565) calcineurin B-like protein 
3 [Arabidopsis thaliana] 



Seq. No. 


54928 




Seq. ID 


OJ000322_13.0420.C25 


Gene No. 


115199 




Strand 


+ 


Start 


1 




End 


894 


Name 


OJ000322 


13.0420.C25.ol.ts 


Method 


TBLASTX : Soybean 


Start 


32 




End 


774 


GI 


none 




Score 


81 


Exons 


32. . 121, 


69. .122, 481. .564, 4( 


33. .563, 


634. .696, 653. .751, 




655. .771, 


660. .773, 661. . 774' 






Seq. No. 


54928 




Seq. ID 


OJOOO322_13.042O.C25 


Gene No. 


115199 




Strand 


+ 


Start 


1 




End 


894 


Name 


OJ000322 


13.0420.C25.ol.tm 


Method 


TBLASTX:Maize 


Start 


35 • 




End ■ 


774 


GI 


none 




Score 


91 


Exons 


35. .121, 


69. .122, 475..564, 4? 


31. .564, 


483. .569, 659. .769, 




660. .770, 


660. .770, 661. .774 







55569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54928 Seq. ID 

115199 Strand 

1 End 

OJ000322_13 . 0420 , C25 . ol . to Method 

69 ■ End 

none Score 



OJ000322_13.0420.C25 
+ 

894 

TBLASTX: Cress 

774 

81 



69. .122, 83. .121, 478. .564, 481. .564, 483. .569, 634. .771, 
656. .769, 659. .772, 660. .770, 660. .773, 661. .774 



54929 Seq. ID 

115200 Strand 

417 End 
OJ000322_13.0420.C26.ol.gp Method 

417 End 

569680 Score 
417. . 698 



OJ000322_13.0420.C26 
698 

AAT/GAP 

698 

556 



Seq. No.. 

Gene No, 

Start 

Name 

Start 

GI' 

Exons 



54930 

115201 

58 

OJ000322 
58 

none 
58. .164 



13.0420.C28.ol.gs 



Seq. ID OJ000322^13.0420.C28 

Strand ■ > 

End 164 

Method GENSCAN 

End 164 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54930 Seq. ID OJ000322_13 . 0420 . C28 

115202 Strand 

1 End 710 

OJ000322_13 . 0420'. C28 . ol . np Method AAT/NAP 

1 End 710 

7489803 Score 336 

1. .710 

pol protein homolog - maize retrotransposon Opie-2 
gi|3645899|gb|AAC49502.1| (U68408) 5* end not determined 
experimentally [Zea mays] 



54930 Seq. ID 

115203 Strand 
64 0 End 
OJ000322_13 . 0420 . C28 . ol . tm Method 
2 End 
none Score 

2. .283, 6. .287 



OJ000322_13.0420.C28 
707 

TBLASTX: Maize 

287 

98 



Seq. No. 54930 -Seq. ID 

Gene No. 115203 Strand 

Start 640 End 

Name OJ000322_13 . 0420 . C28 . o2 . gs Method 

Start 640 End 

GI none Score 

Exons 640.. 707 



OJ000322_13.0420.C28 
707 

GENSCAN 

707 

.88 



Seq. No. 54931 Seq. ID 

Gene No. 115204 ■ Strand 

Start 399 End 

Name OJ000322_13 . 0420 . 029 . ol . np Method 

Start 399 End 



OJ000322_13.0420.C29 

2067 

AAT/NAP 

2067 



55570 








6539588 


Score 


1 /I 

X 4 J 






Exons 


399. .449, 1763. .2067 












(AP000837) hypothetical protein [Oryza 


sat 1 va J 






Seq. No. 


54931 


Seq. ID 


OJ000322_13.0420. 


.029 




Gene No. 


115204 


Strand 








o car L 


399 


End 


9 n 7 

Z U D / 






Name 


OJ000322 13.0420.C29.ol.gs 


Method 


P P M Q p a M 








513 


End 










hone 


Score 


. DO 






Exons 


513. .825, 832. .1333, 1348.. 


1637, 1806., 


on AD 

. Z u ^ u 






0 e q . LN 0 . 


54932 


Seq. ID 


UuUUUJZZ X J . U z u . 


p 1 






115205 


Strand 








Start 


1 


End 


722 






Name 


OJ000322 13.0420.C31.ol.np 


Method 


AAT/NAP 






ouar u 


1 


End 


722 








6630685 


Score 


756 






Exons 


1..722 










Kji uescnp. 


(ArUUDyby) bimxiar to copxa 


-type pol polyprotein. (AF105716; 






[Oryza sativa] 










Seq. No. 


54932 


Seq. ID 


OJ000322 13.0420, 


. 031 


1 ^ 


Gene No. 


115205 


Strand >* 






lis 


C-f- v+- 

0 LarT, 


1 


End 


722 






Name 


OJ000322 13.0420.C31.ol.tm 


Method 


TBLASTX : Maize 




E • ^ 


0 ran. 


1 


End 


503 




n 




none 


Score 


291 




- ~ 


Exons 


1. .495, 3. .503 








f i 3 


Seq. No. 


54932 


Seq. ID 


OJ000322_13 . 04 20 . 


. 031 




Gene No. 


115205 


Strand 






a 


0 L.ar L, 


1 


End 


722 




^ J 


Name 


OJ000322 13.0420.C31.ol.ts 


Method 


TBLASTX: Soybean 






otar L 


3 


End" 


485 






C T 


none 


' Score 


58 




W 


Exons 


3... 77, - 84. .296, 96... 485, 139.. 297, 351, 


..434 ^ 






Seq. No. 


54932 


Seq. ID 


OJ000322_13.0420. 


.031 




Gene No. 


115205 


Strand 








otair L 


1 


End 


722 






Name 


OJ000322 13.0420.C31.ol.tw 


Method 


TBLASTX: Wheat 






0 uar u 


249 


End 


638 






PT 
oX 


none 


Score 


76 






Exons 


249.. 506, 531.. 638 










Seq. No. 


54932 


Seq. -ID ■ 


OJ000322_13.0420, 


,031 




Gene No. 


115205 ' 


Strand 








0 U ail. 


1 ■ .. 


End 


722 






Name 


OJ000322 13.0420.C31.ol.gs 


Method 


GENSCAN 






0 Larc 


361 


End 


584 






GI 


none ( 


Score 


.56 






Exons 


• 361. .584 • 










Seq. No. 


54933 


Seq. ID 


OJ000322_13.0420. 


032 




Gene No. 


115206 


Strand 








Start 


258 


End 


781 





55571 



Name OJ000322_13 . 0420 . C32 . ol . np Method AAT/NAP 

Start 258 End 781 

GI 7444442 Score 104 

Exons 258 . . 781 

GI Descrip. gag/pol polyprotein - maize retrotransposon Hopscotch 

gi|531389|gb|AAA57005.1| (U12626) copia-like retrotransposon 
Hopscotch polyprotein [Zea mays] 





Seq. No. 


54934 


Seq. ID 


OJ000322_13.0420 


.C34 




Gene No. 


115207 


Strand 








ar u 


117 


tnu 


A r\A 
4 U 4 






Name 


UJUUUJ^Iz lo . U4 . L J4 . oi . gs 


Me rnoa 


GENSCAN 






o tar u 


1 1 T 


bna 


A r\ A 








none 


Score 


. yb 






Exons 


117 A f\A 
11/. . 4 U4 










beq . NO . 


C >l Q T c 


beq. ID 


OJUUUozz lo.04z0 


Coo 






± X O Z U 0 


Strand 


+ 






o uarr. 


801 


End 


1292 






Name 


OJ000322 13.0420.C35.ol.gs 


Method 


GENSCAN 






Q-f- =1 r--|- 


801 


End 


1292 








none 


Score 


.83 






Exons 


801. .892, 897. .1064, 1103. . 


1292 








beq . JMO . 


54935 


Seq. ID 


OJ000322_13.0420 


C35 


i_ fl 


Gene No . 


115209 


Strand 






fis 


btart 


1 


End 


1382 




%. ^ 


Name 


OJ000322 13.0420.C35.ol.np 


Method 


AAT/NAP 






btarr 


1 


End 


1382 




%J 




7487041 


Score 


144 






Exons 


1..18, 413. .521, 1342. .1382 










GI Descrip. 


hypothetical protein T15N24 


.20 - Arabidopsis thaliana 








gi|3309086|gb|AAC26010.1| (AF076253) calcineurin B-like 


protein 






3 [Arabidopsis thaliana] gi | 4 938495 | emb | CAB43853 . 1 | (AL078465) 


"J 




calcineurin B-like protein 


3 [Arabidopsis thaliana] 








gi 17269509 1 emb ICAB7 9512.1 1 


(AL161565)- calcineurin B-like protein 






3 [Arabidopsis thaliana] 










Seq. No. 


54935 


Seq. ID 


OJ000322_13.0420. 


C35 


£3 


Gene No. 


115209 


Strand 








b tar L. 


1 


End 


1382 






Name 


OJ000322 13.0420.,C35.ol.tc 


Method 


TBLASTX: Cress 






btart: 


412 


End 


■522 






GI 


none 


Score 


157 






Exons 


412. .522, 414. .521 










Seq. No. 


54935 


Seq. ID 


OJ000322_13.0420. 


C35 




Gene No. 


115209 


Strand 








Start 


1 . 


End 


1382 






Name 


OJ000322 13.0420.C35.ol.tm 


Method 


TBLASTX: Maize 






Start 


414 


End 


523 






GI 


none 


Score 


103 






Exons 


414. .521, 414. .521, 415. .522, 416. .523, 


433. .522 






Seq. No. 


54935 


Seq. ID 


OJ000322_13.0420. 


C35 




Gene No. 


115209 


Strand 








Start 


1 


. End 


1382 





55572 



Name OJ000322_13 . 0420 , C35 . ol . ts Method 

Start 414 End 

GI none Score 

Exons 414.. 521, 415.. 522, 436". .522 

Seq. No. 54936 Seq. ID 

Gene No. 115210 Strand 

Start 742 End 

Name OJ000322_13 . 0420 . C36 . ol . gs Method 

Start 742 -End 

GI none Score 

Exons 742.. 1508 



TBLASTX: Soybean 

522 

153 



OJ000322_13.0420.C36 
+ 

1508 
GENSCAN 
1508 
.64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000322_13.0420.C36 
Strand + 
End 7974 
Method AAT/NAP 
End 7974 
Score 279 
4629. .4990, 5425. .5522, 5796. .5928, 7814. .7898, 
(ACOllOOl) Similar to bZIP transcription factors 
thaliana] 



54936 

115211 

5020 

OJ000322_13.0420.C36.o2.np 

4629 

7523698 



7955. .7974 
[Arabidopsis 



Seq. No. 54936 ^. Seq. ID 

Gene No. 115211 Strand 

Start 5020 End 

Name OJ000322_13 . 0420 . C36 . o3 . gp Method 

Start 4871 End 

GI none Score 

Exons 4871.. 4966, 4987.. 5318 



OJ000322_13.0420.C36 

4- 

7974 
AAT/GAP 
5318 
818 



Seq. No. 54936 Seq. ID OJ000322 

Gene No. 115211 Strand + 

Start 5020 End 7974 

Name OJ000322_13 . 0420 . C36 . o2 . gs Method GENSCAN 

Start 5020 End 6226 

GI . none . ' Score . 99 

Exons . 5020.. 5522, 5796 .. 5928 , ,..6188 .. 6226' 



13.0420.C36 



Seq. No. 54936 Seq. ID OJ000322 

Gene No. 115211 Strand + 

Start . 5020 End 7974 

Name OJ000322_13 . 0420 . C36 . o4 . gp Method AAT/GAP 

Start -5788' End 7898 

GI 50880_1.R1084 Score 377 

Exons 5788.-5928, 7814.. 7898 

GI Descrip.. '2921823 2.0e-22^(AF046934) 
kawakamii] * 



13.0420.C36 



shoot-forming PKSFl [Paulownia 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54936 
115212. 
276 

OJ000322_13.04 20.C36.ol.np 
276 

7487041 

276. .373, 491. .573, 715. .838 

hypothetical protein T15N24.20 - Arabidopsis thaliana 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_13.0420.C36 
862 

AAT/NAP 
838 ' 
209 



55573 



gi|3309086|gb|AAC26010.1| (AF076253) calcineurin B-like protein 
3 [Arabidopsis thaliana] gi | 4938495 | emb | CAB43853 . 1 | (AL078465) 
calcineurin B-like protein 3 [Arabidopsis thaliana] 
gi|7269509|ernb|CAB79512.1| (AL161565) calcineurin B-like protein 
3 [Arabidopsis thaliana] 

Seq. No. 54936 Seq. ID OJ000322_13 . 0420 . C36 

Gene No. 115212 Strand 

Start 276 End 862 

Name OJ000322_13 . 0420 . C36 . ol . gp Method AAT/GAP 

Start 285 End 862 

GI uC-osflcypl06h04bl Score 508 

Exons 285.. 373, 491.. 573, 715.. 862 

GI Descrip. ' ' 3309086/gb | AAC26010 . 1 1 2.0e-28 (AF076253) calcineurin B-like 
protein 3 [Arabidopsis thaliana] >gi_4 9384 95_einb_CAB4 3853 . 1_ 
(AL078465) calcineurin B-like protein 3 [Arabidopsis thaliana] ' 



dorr Mr^ 


54936 






Seq. ID 


OJ000322__13.. 0420 . 036 


Gene No. 


•115213 






Strand 




Start 


878 






End 


1160 


Name 


OJ000322 13 


.0420. 036. o2 


. LIU 


Method 


TBLASTX: Maize 


o c arx. 


306 






End 


582 




none 






Score 


110 


Exons f 


- 306.. 380, 308.. 376, 310 


. . O y D , 


483. .578 


, 488. .577, 523. .582 


o e q . vio , 


54936 






. Seq. ID 


OJ000322_13. 0420. 036 


Gene No. 


115213 






Strand 




Start 


878 






End 


1160 


Name 


OJ000322 13 


.0420. 036. o2 




Method 


AAT/GAP 




878 






End 


1160 


PT 


4968584 






Score 


534 


HT* V O 


878. .1160 










oeq . JNO . 


54936 






Seq. ID 


OJ000322_13. 0420. 036 


Gene No. 


' 115214 . 






Strand 




Start 


5284 






End 


7916 


Name 


OJ000322 13 


0420. 036. ol 


tm 


Method 


TBLASTX: Maize 


Start . 


5284 






End - 


7916 


GI 


none 






Score 


55 


Exons 


5284. .5325, 


5284. .5319, 


5286. 


.5321, 5372. .5443, 5374. .5523, 




5374. .5547, 


5793. .5924, 


5793. 


.5873, 5899. .5928, 7813. .7914, 




7814 . ..7915, 


7815. .7916 








Seq. No. 


54937 






Seq. ID 


OJ000322__13. 0420.037 


Gene No. 


115215 






Strand 




Start 


857 






End 


1512 


Name 


OJ0P0322 13. 


0420. 037. ol. 


gs 


Method 


GENSOAN 


Start 


857 






End 


1455 


GI 


none 






Score 


. 96 


Exons 


857. .1455 










Seq. No. 


54937 






Seq. ID 


OJ000322_13. 0420.037 


Gene No. 


115215 






Strand 




Start 


857 






End 


1512 


Name 


OJ000322 13. 


0420.037. ol. 


np 


Method 


AAT/NAP 


Start 


968 






End 


1512 


GI 


5679312 






Score 


242 



55574 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



968. . 1512 

(AF164020) receptor kinase [Oryza sativa] 



54937 

115215 

857 

OJ000322_13 . 0420 . C37 , ol . tm 

980 

none 



Seq. ID OJ000322_13.0420.C37 
Strand 

End 1512 

Method TBLASTX : Mai ze 

End 1511 

Score 65 



980, .1123, 1008. .1124, 1127. .1405, 1256. .1405, 1412. .1510, 
1413. .1511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54937 

115215 

857 

OJ000322_13. 0420. 037. ol.tc 

1007 

none 



Seq. ID OJ000322_13. 0420. 037 
Strand 

End 1512 

Method TBLASTX: Oress 

End 1510 

Score . 77 



1007. .1153, 1008. .1172, 1250. .1387, 1391. .1510 



54937 

115215 

857- 

OJ000322_13, 0420. 037. ol.ts 

1037 

none 

1037.. 1147, 1038,. 1172, 1247, 



Seq. ID OJ000322_13, 0420. 037 
Strand 

End 1512 

Method TBLASTX: Soybean 

End 1501 

Score 81 

.1360, 1247.. 1501, 1296.. 1370 



54938 
115216 
1 

OJ000322_13. 0420. 038. ol.np 

1 

6630696 
l.,1112 

(AP000969) ESTs D22114 (010364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene .; Similar to retrovirus-related. ppl 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ000322_13. 0420. 038 
Strand 

End 1112 

Method AAT/NAP 

End 1112 

Score 1645 



54938 

115216 

1 

OJ000322_13.04 20.O38.ol,tw 

156 

none 



Seq. ID OJ000322_13. 0420.038 
Strand 

End 1112 

Method TBLASTX : Wheat 

End 892 

Score 39 



156. .230, 171. .437, 175. .438, 258. .485, 446, .892, 448. .882, 
450. .884 



Seq. No. 54938 

Gene No. 115216 

Start 1 

Name OJ000322_13 . 0420 . 038 . ol . ts 

Start 542 

GI none 

Exons 542.. 715, 719., 940, 723.. 938 



Seq. ID OJ000322_13. 0420.038 
Strand 

End 1112 

Method TBLASTX: Soybean 

End 940 

Score 105 



Seq, No. 



54938 



Seq. ID OJ000322_13. 0420.038 



55575 



Gene No. 115216 Strand 

Start 1 End 

Name OJP00322_13 .0420 , C38 . ol . tm Method 

Start 728 End 

GI none Score 

Exons . 728. .1036, 744. .914 

Seq. No. 54938 Seq. ID 

Gene No. 115216 Strand 

Start 1 End 

Name OJ000322_13 . 0420 . C38 . o2 . tw Method 

Start 8 93 End 

GI none Score 

Exons 893. .1048, 894. .1046 

Seq. No. 54939 Seq. ID 

Gene No. 115217 Strand 

Start 302 End 

Name OJ000322_13 . 0420 . C39 . ol : gs Method 

Start 302 End 

GI none Score 

Exons 302.. 412 



1112 

TBLASTX: Maize 

1036 

87 



OJ000322_13.0420.C38 
1112 

TBLASTX: Wheat 

1048 

149 



OJ000322__13.0420.C39 
+ 

412 

GENSCAN 

412 

.56 



Seq. No. 54939 Seq. ID 

Gene No. 115218 Strand 

Start " 4288 End 

Name OJ000322_13 . 04 20 . C39 . d3 . gs Method 

Start 4288 End 

GI none Score 
Exons 



OJ000322_13.0420.C39 
+ 

7 939 
GENSCAN 
7939 
.77 



4288. .4384/ 4485. .5015, 5537. .5724, 6101. .6390, 6525. .6636, 
6905. .7939 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



54939 

115218 

4288 

OJ000322_13.04 20.C39.o2.np 

4657 

7269936 



Seq. ID OJ000322_13.0420.C39 

Strand + 

End 7939 

Method AAT/NAP 

End, 7 930 

Score 1850 



4657. .5002, 5512. .5731, 6090. .6411, 6525. .6636, 6905. .7704, 
7747. .7930 

(AL161576) cyclic nucleotide and calmodulin-regulated ion 
channel-like protein [Arabidopsis thaliana] 



Seq. No. 


54939 


Seq. ID 


OJ000322_13. 


.0420. 


.C39 


Gene No. 


115219 


Strand 


+ 






Start 


10135 


End 


10884 






Name 


OJ000322 13.0420.C39.o3.np 


Method 


AAT/NAP 






Start 


10135 


End 


10884 






GI 


6899930 


Score 


139 






Exons 


10135. .104 35, 10836. .10884 










GT Descrip. 


(AL138651) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


54939 


Seq. ID 


OJ000322_13, 


,0420. 


.C39 


Gene No. 


115220 


Strand 








Start 


1 


End 


3492 






Name 


OJ000322 13.0420.C39.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1976 







55576 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6630696 Score 2435 

1..31, 491. .1976 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovif-'Cis-related pol 
polyprotein from transposon Tnt 1-94. {P10978) [Oryza sativa] 



54939 

115220 

1 

OJ000322_13.04 20.C39.o2 . tm 

733 

none 



Seq. ID OJ000322_13. 0420.C39 
Strand 

End 34 92 

Method TBLASTX : Mai ze 

End ' 1123 

Score 55 



733. .828, 735. .797, 829. .1119, 834. .1118, 1055. .1123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



54939 
115220 
1 

OJ000322_13.0420.C39.ol.gp . 
1042 

101595_1.R1084 
1042. .1118, 1234. .1873 

•3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-rel^ted POL polyproteins [Arabidopsis thaliana] * 



Seq. ID OJ000322_13.0420.C39 
Strand 

End 34 92 

Method AAT/GAP 

End 1873 

Score 1245 



54939 

115220 

1 

OJ000322_13. 042 0. 039. o2.gs 

1473 

none 



Seq. ID OJ000322_13.0420.C39 
Strand 

End 3492 

Method GENSCAN 

End 34 92 

Score .52 



1473. .1819, 2392. .2507, 2512. ,2848, 3447. .3492 



Seq. No. 54939 

Gene No. 115220 

Start 1 

Name OJ000322_13 . 042 0 . C39 . o4 . tm 

Start 1626 

GI none 

Exons 1626. .1934, 1629. .1820, 1705. 



Seq. ID OJ000322_13. 0420.C39 
Strand 

End 34 92 

Method TBLASTX: Maize ■ 

End 1934 

Score 130 
.1887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54939 

115220 

1 

OJ000322_13.0420.C39.o2.tw 

1685 

none 



Seq. ID OJ000322_13. 0420.C39 
Strand 

End 34 92 

Method TBLASTX: Wheat 

End 2082 

Score 153 



1685. .1867, 1686. .1970, 1705. .1896, 1947. .2081, 1984. .2082 



Seq. No. 54939 

Gene No. 115221 

Start 4649 

Name OJ000322_13 . 0420 . C39 . o5 . tm 

Start 4649' 

GI none 

Exons 4649.. 4753, 4.7^72.. 4888 



Seq. ID OJ000322_13.0420.C39 
Strand 

End 7 930 

Method TBLASTX : Mai ze 

End 4 88 8 

Score -"■'-137 



Seq. No. 



54939 



Seq. ID OJ000322_13.0420.C39 



55577 



Gene No. 


1 1 ROOT 








Strand 




Start 


4649 








End 


7930 


Name 


OJ000322_13, 


0420 


.C39.01 


. tc 


Method 


TBLASTX: Cress 




4 R 9 








End 


7639 




. none 








Score 


96 


Exons 


H DOZ . .4 / Do , 


A n CQ 
H f oo 


/I Q Q Q 

. . 4 y y 0 / 


4 / Dy . 


.5029, 5509. .5727, 6101. .6178, 




D O 1 . . DO y 4 / 


DOfl / 


. . D4 1 o / 


Do / D i 


.6411, 6496. .6642, 6522. .6641, 




DOZU. . f UDO f 


Do y y 


. . / Doy , 


9 1/11 
/ 1 4 1 . 


. / 0 O / 




Seq. No. 


54939 








beq. lu 


PTnnn999 1 9 nyi9n ptq 

UJUUUOZZ 10.U4ZU.v^oy 


Gene No. 


115221 








Strand 




o L a J. t. 


/I j5 Q 
4 D 4 y 








End 


7930 


Name 


UJUUUjZZ 10. 


n /I 9 n 
U 4 z u 


P T Q <^ 9 

. u J y . oz 


. US 


Method 


TBLASTX: Soybean 


o cart, 










End 


4914 




none 








Score 


269 


Exons 


4i doz . . ft y u y / 


/I tf; T Q 
4 D / O 


A Q^ A 
. . 4 y 1 4 








oeq . NO . 


0 fi y J y r'- 








Seq. ID 


OJ000322_13.0420.C39 


Gene No. 


115221 








Strand 




Start 


4649 








End 


7930 


Name 


nTnnn'599 1"^ 

UJUUUOZZ lo. 


U ft zu 


PTQ 

. u jy . oi 


. cm 


Method 


TBLASTX: Maize 


o rar t 


/I Q Q9 

4 o y z 








End 


7639 




none 








Score 


112 


Exons . 


fl o yz , , ouuo / 


c. c; n Q 
D J U O 


* . O / OO / 


c; n Q 


.5727, 6101. .6175, .6305. .6409, 




Doyo..Dy/0/ 


C Q Q Q 

Do y y 


"7 ^; "5 Q 

. . / OO y / 


T n 9 T 
/ Uoo . 


.7056, 7141. .7593 


Seq. No. 


54939 








Seq. ID 


OJ000322_13.0420.C39 


Gene No. 


115221 








Strand 




o uar L 


A i^A Q 








End 


7930 


Name 


THPl n "5 9 9 1 "5 

UJUUUoZZ io. 


U4ZU 


. c^oy . OO 


CS 


Method 


TBLASTX : Soybean 


o car L 


c; c; n Q 
oou y 








End 


6289 




none 








Score 


231 


Exons 


oouy. .o/oU/ 


OO 1 / 


c; T O 9 
. . O / Z O , 


CI n "5 

DlUO . 


.6174, 6104. .6175, 6197. .6289 


Seq. No. 


54939 








Seq. ID 


OJ000322_13.0420.C39 


Gene No. 


115221 








Stranjd 




o uar L. 


^ fi D4 y 








End 


7 930 


Name 




n A on 
U4 ZU 


P 9 Q /-\ 1 

. uoy . oi , 


CS 


Method • 


TBLASTX: Soybean 


b uar u 


Dyui 








End ■ 


7930 




none 








Score 


1043 


Exons 


oy u 1 . . / uoD / 


D y uz 


7 A c; 

. . / D4 O , 


9 1 yj 1 
/ 14 1 . 


.7605, 7784. .7828, 7880. .7930 


Seq. No. 


54939 








Seq. ID 


OJ000322_13.0420.C39 


Gene No. 


115221 








Strand 




otar L 


ft D 4 y 








End 


7930 


Name 


vJJUUUoZZ U. 


n yi on 
U 4 ZU 


P T Q /-V 1 

. coy . oi . 


tw 


Method 


TBLASTX: Wheat 


o car t. 


fOy yz 








End 


7327 




none 








Score 


370 


Exons 


Q9 "7 99'7 

D y y z , . / oz / , 


T fl 9 
/ UZ D 


, . / U Dl , 




.7273, 7141. .7326 


O tr L| . In vj . 


54939 








Seq. ID 


OJ000322_13-.0420.C39 


Gene No. 


115222 








Strand 




Start 


10212 








.End 


10437 


Name 


OJ00d322 13. 


0420 


.039. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


10212 








End 


10437 


GI 


none 








Score 


308 


Exons 


10212. .10436, 10213. .10437 







55578 






Seq. No. 


54940 


Seq. ID 


OJ000322_13 


.0420. 


C40 




Gene No. 


115223 


Strand 


+ 










1 


End 


2642 












Method 


• AAT/NAP 










1 ~ 

X 


End 


2642 










D o -7 -/ J u 


Score 


127 








von Q 


1 ^1 ft 9(^01 9fi49 














^ 2XT 1 "^ft 1 ^ on+- a i- i TT-o r^-ro-hciTn 
\r\.lj± OO \ju ± f ^LlLdLXvc pXwUtrXll 


[Arabidopsis thaliana] 








Seq. No. - 


54940 


Seq. ID 


OJ000322_13 


.0420. 


C40 






115223 


Strand . 


+ 










1 


End 


2642 










OJ000322 13.0420.C40.ol.tc 


Method 


TBLASTX: Cress 






o u dx u 


65 


End 


409 








GI 


none 


Score 


393 








T^' von Q 


65. .394, 75. .407, 78. .407, 260. .409 










Seq. No. 


54 94 0 


Seq. ID 


OJ000322_13 


.0420. 


C40 




o n o NT o 


115223 


Strand 


+ 








Q-t- a -ri- 
ot aX L 


1 


End 


2642 








N3.ine 


OJ000322 13.0420.C40.ol,gs 


Method 


GENSCAN 








o L aX U 


79 


End 


2394 






I J 


oX - . 


none 


Score 


.54 








Exori s 


79. .1702, 2266. .2394 










m 


Seq. No. 


54940 


Seq. ID 


OJ000322_13 


0420. 


C40 




rZono KIo 


115223 


Strand 


+ ■ 








O U ctX L, 


1 


End 


2642 








N3.rne 


OJ000322 13.0420.C40.ol.tm 


Method 


TBLASTX: Maize 




W 


O LdX L 


1367 


End 


1712 








CJ 
\J ± 


none 


Score 


305 






1 J 
£ 


Exons 


1367. .1708, 1368.. 1703, 1372 


..1707, 1374. .1712 








O C M • iN *J . 


54941 


Seq. ID 


OJ000322_13 


0420. 


C42 


1. z 


{^pnp KIo 


115224 


. Strand 


+ 






il 


Start 


359 


End 


442 








Name 


OJ000322 13.0420.C42.ol.gp 


Method 


AAT/GAP 






r ^ 


a rt 
O l_ d X L. 


359 


End 


442 








yj X 


LIB3477-003-P1-K1-E9 


Score 


122 






r ^ 


Exons 


359. .442 












VjX L'trbt-XXp. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 






sativa] ' 












Seq. No. 


54941 


Seq. ID 


OJ000322_13 


0420. 


C42 




Gene No. 


115225 


Strand 










o i_ d X u 


1 


End 


829 








Name 


OJ000322 13.0420.C42.ol.np 


Method 


AAT/NAP 








oT-dX t. 


1 


End 


829 








GI 


6735330 


Score 


291 








Exons 


1..34, 121. .347, 521. .642, 779. .829 










GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 








Seq. No. 


54941 


Seq. ID 


OJ000322_13, 


0420. 


C42 




Gene No. 


115225 


Strand 










Start 


1' 


End 


829 







5557 9 





















OJ000322 13.0420 


.C42.01 




ixie unoa 






Start 


1 






End 


645 




GI 


none 






Score 


47 




Exons 


1..36, 2. .28, 120. .314, 


133. . 


315, 271. 


.348, 507 






^ ± O m t \JH O 












Seq. No. 


-J 4 ;? 4 X 






Seq. ID- 


OJ000322 




Gene No. 


X J. ^ ^ ^ ^ 






Strand 






o Lair L. 


1 
± 






X-jilQ 


P 9 Q 
0 Z ^ 




Name 




r4 9 n1 


. gs 


Method 


GENSCAN 




Start 


191 ~~ 
J. ^ ± 






End 


347 




GI 


none 






Score 


. 61 




Exons 


121. .347 












Seq. No. 


54942 






Seq. ID 


OJ000322 




Gene No. 


115226 






Strand 


+ 




Start 


2892 






End 


4989 






OJ000322 13.0420. 


043. o3 


.np 


Method 


AAT /NAP 




Start,. 


2892 






End ,:■ 


4989 




GI 


7242910 






Score 


131 




Exons 


2892.. 3022, 4691. 


.4838, 


4907. 


.4989 






GI Descrip. 


(AP001383) hypothetical 


protein [Oryza 


sativa] 


f ^ 


Seq. No.- 


54942* 






Seq. ID 


OJ000322 




Gene No. 


115227 






Strand 






Start 


1251 






End 


8889 




Name 


OJ000322 13.0420. 


C43.01 


gs 


Method 


GENSCAN 


ru 


Start 


1251 . 






End 


8889 




GI 


none 






Score 


.52 


ij 


Exons 


1251. .1448, 1675. 


.3359, 


3743. 


.3824, 4190. .4328, 






5036. .5273, 7428. 


.7985, 


7991. 


,8889 






Seq. No. 


54942 






Seq. ID 


OJ000322_ 


5 


Gene No. 


115227 






Strand 






Start 


1251 






End 


8889 




Name 


OJ000322 13.0420. 


C43.02, 


np 


Method 


AAT /NAP 




Start 


3742 






End 


5643 




GI - 


7242910 






Score 


155 




Exons 


3742.. 3827, 3888. 


.4059, 


5505. 


.5643 






GI Descrip. 


(AP001383) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


54943 






Seq. ID 


OJ000322 




Gene No. 


115228 






Strand 


+ 




oi-ar L. 


6^9 






End 


732 




Name 


OJ000322 13.0420. 


C44.01. 


gs 


Method 


GENSCAN 




Start 


69 






End 


732 




GI 


none 






Score 


.89 




Exons 


69. .89, 546. .732 












Seq. No. 


54944 






Seq. ID 


OJ000322_ 




Gene No. 


115229 






Strand 






Start 


19 






End 


710 




Name 


OJ000322 13.0420. 


C46.01. 


gs 


Method 


GENSCAN 




Start 


19 






End 


710 




GI 


none 






Score 


.44 




Exons 


19. .124, 156. .710 











13.0420.C43 



13.0420.C43 



55580 




Q o rr KI 
O c . LM (J . 




oeq . X u 




OCllC INC . 


115230 


Strand 




Start 


1 


End 


809 


Name 


OJ000322 13.0420.C51.ol.np 


Method 


AAT/NAP 




1 . 


End 


809 




7332144 


Score 


57 


Exons 


1..131, 774. .809 








(AC024839) contains similarity to Pfam 


family PF00314 (Thaumal 




family), score=141.0, E=9.4e-59, N=l [Caenorhabditi's elegans] 


Seq. No. 


54946 


Seq. ID 


OJ000322_13.0420.C52 


Gene No. 


115231 


Strand 


- 




378 


End 


704 


Name 


OJ000322 13.0420.C52.ol.gs 


Method 


GENSCAN 


04- a r-4- 
O L ax L 


378 


End 


704 


uX 


none 


Score 


.54 


P V on Q 
Hi 1 lo 


378. .704 






Seq. No. 


54 947 


Seq.. ID 


OJ000322_13 . 0420 . C55 


Gene No. 


XX 


Strand 


+ 


O l-CLX L. 


631 


End 


681 


Name 


OJ000322 13.0420.C55.ol.gs 


Method 


GENSCAN 


o U ax t 


631 


End 


681 




none 


Score 


.58 , . • 


IT* V m c? 
HiXOIlb 


631. . 681 






O C q . LN O , 


54948 


Seq. ID 


OJ000322_13.0420.C60 


o Ti o KT o 


1 1 c; 9 '5 '5 


Strand 




Start 


1 


End 


764 


Name 


OJ000322 13.0420.C60.ol.np 


Method 


AAT/NAP 


O L a X U 


1 


End 


764 


\J X 


7489454 


Score 


77 


XT' V C! 


1..28, 588. .764 






vjX Lj'coOXX^. 


bacterial blight-resistance 


protein Xal - rice 




gil 294 3742 Idbj |BAA25068.1| 


(AB002266) XAl [Oryza sativa] 


Seq. No. 


54948 


Seq. ID 


OJ000322_13 .0420 . C60 


Gene No. 


1 1 S9 

X X yj J O 


Strand 




o L aX L 


1 


End 


764 


Name 


OJ000322 13.0420.C60.ol.gs 


Method 


GENSCAN 


OUax t. 


36 


End 


704 


oX 


none 


Score 


.66 


TT" V c? 


36. .704 






O c q . LN O . 


54949 


Seq. ID 


OJ000322_13.0420.C63 




115234 


Strand 




Start 


1 


End 


647 


Name 


OJ000322 13.0420.C63.ol.gp 


Method 


AAT/GAP 


o u a X L 


1 


End 


529 




10707 1.R1084 


Score 


217 


Exons 


1..34, 400. .529 






GI Descrip. 


'1001355/dbj |BAA10842'| 5.0e- 


-53 (D64006) 


auxin-induced protein 




[Synechocystis sp.]' 






Seq. No. 


54949 


Seq. ID 


OJ000322_13.0420.C63 


Gene No. 


115234 


Strand 




Start 


1 


End 


647 



55581 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start- 

GI 

Exons 



OJ000322_13 . 0420 . C63 . ol . tm Method TBLASTX : Maize 

384 End 647 

none Score 94 

384. .515, 385. .471, 596. .637, 597. .647 



54949 

115234 

1 

OJ000322_13.0420.C63.ol.gs 

404 

none 

404 . . 647 



Seq. ID OJ000322_13.0420.C63 

Strand 

End 647 

Method GENSCAN 

End 64 7 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



54949 
115234 
1 

OJ000322_13.0420.C63.ol.np 
404 

6692675 • 
404. .635 

(AC007592) F12K11.2 [Arabidopsis thaliana] 



Seq. ID OJ000322_13.0420.C63 
Strand 

End 647 

Method AAT/NAP 

End 635 

Score 140 



54950 
115235 
1 

OJG00322_13.0420.C65.ol.np 
1 

4531445 
1. .34, 402. .470, 591. .768 

(AC006224) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000322_13.0420.C65 
Strand ' - 
End 7 68 

Method AAT/NAP 
End 768 
Score 114 



54950 

115235 

1 

OJ000322_13.0420.C65.ol.gs 
13 _ . 

none 
13.. 371 



Seq. ID OJ000322_13.0420.C65 

Strand 

End 768 

Method GENSCAN 

End 371 

Score . .59 



Seq. No. 54950 

Gene No. 115235 

Start 1 

Name OJ000322_13 . 0420 . C65 . ol . tm 

Start 97 

GI none 
Exons 



Seq. ID OJ000322_13.0420.C65 
Strand 

End 768 

Method TBLASTX : Mai ze 

End 611 

Score 69 



97. .153, 97. .153, 155. .190, 189. .314, 199. .303, 375. .473, 
402. .476, 591. .611 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



54950 

115235 

1 

OJ000322_13.0420.C65.ol.ts 

216 

none 



Seq. ID OJ000322_13.0420.C65 

Strand 

End 768 

Method TBLASTX : Soybean 

End ; 659 . 

Score"*" 85 



216. .314, 220. .303, 402. .491, 409. .468, 591. .647, 591. .659 
54950 Seq. ID OJ000322_13 . 0420 . C65 



55582 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



115235 Strand 

1 End 

OJ000322_13.04 20.C65.ol. tc Method 

414 End 

none Score 



768 

TBLASTX: Cress 
664 

70' 



414. .497, 418. .471, 582. .659, 590. .664, 591. .662 



Seq. No. 54951 

Gene No. 115236 

Start 70 

Name OJ000322_13 . 0420 . C70 . ol . gs 

Start 70 

GI none 

Exons 70. .126, 263. .396, 580. .643 



Seq. ID OJ000322_13.0420.C70 

Strand + 

End 643 

Method GENSCAN 

End 64 3 

Score . 62 



Seq. No. 54952 

Gene No. 115237 

Start 238 

Name ., ' OJ000322_13 . 0420 . C71 . ol . gs 

Start 238 

GI none 

Exons 238.. 377 



Seq. ID OJ000322_13.0420.C71 

Strand 

End 377 

Method GENSCAN 

End 377 

Score .99 



Seq. No.: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000322_13.0420.C72. 
Strand 

599 

AAT/GAP 
595 
260 



54953 
115238 
1 

0J000322_13.0420.C72.ol.gp 
1 

10707_1.R1084 
1..58, 339. .401, 513. .595 

'1001355/dbj IBAA10842I 5.0e-53 (D64006) auxin-induced protein 
[Synechocystis sp.]* 



End . 
Method 
End 
Score 



54953 
115238 
1 

OJ000322_13.0420.C72.ol.np 

1 • 

6692675 
1..31, 280. .401, 513. .595 

(AC007592) F12K11.2 [Arabidopsis thaliana] 



Seq. ID OJ000322_13.0420.C72 
Strand 

End 599 

Method AAT/NAP- - 

End 595,,. 

Score 154 



54953 

115238 

1 

OJ000322_13.0420.C72.ol.gs 

282 

none 

282. .595 



Seq. ID OJ000322_13.0420.C72 
Strand 

End 599 

Method GENSCAN 

End 595 

Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54953 

115238 

1 

OJ000322_13. 04 20.C72 .ol.tm 

336 

none 



Seq. ID OJ000322_13.0420.C72 
Strand 

599 

TBLASTX: Maize 
599 
66 



336. .413, 336. .413, 486. .599, 511 

55583 



End - v. 
Method 
End 
Score 

597 



m 



Seq. No. 54954 

Gene No. 115239 

Start 1 

Name OJ000322_13 . 0420 . C73 . ol . np 

Start 1 

GI 5903066 

Exons 1 . .764 

GI Descrip. (AC008016) F6D8.26 [Arabidopsis thaliana] 



Seq. ID OJ000322_13.0420.C73 
Strand + 

764 

AAT/NAP 
764 
177 



End 

Method 

End 

Score 





beq. NO. 






beq. IL) 






Gene No . 


1 1 C O O Q 




btrana 


+ 




Start 


-1 

i 




hna 


I d4 




Name 


OJUUUJ^Z lo . U4zU . C / J . Ol 


.gs 


Metnoa 


TP XT O TV XI 

GENSCAN 




C -i i 

o tart 






hina 


c; 1 1 
Oil 




T 

GI 


none 




Score 


. / / 




Exons 


59. .511 










beq. No. 






beq. iU 


UJUUUJzZ IJ.U4zU.C/o 




Gene No. 






Strand 


+ 




Start 


1 




End 


1 d4 




Name 


UJUUUJZZ lo.U4zU.L/J,.Ol 


. t s 


Method 


i bLAb 1 A : boyoean 




Start 


c A n ■ 
04 / ■ 




End 


n £2 

/do 


~S " 


GI , • 


'-"hone ■ 




' Score 


1 T /T 
1 / D 




Exons 


C A n n A A C A O /COT C. c 

D^f,.f^.^f 04y..oyI/ DDO 


1 c ^ 
. . /DO 






y 


Seq. No. 


54955 




Seq. ID 


OJ000322_13.0420.C74 




Gene No. 


115240 




Strand 






otart 


197 




End- 


710 


J 


Name 


OJ000322- 13. 0420. 074. ol 


.gs 


Method 


GENSCAN 


i 3 


btart 


197 




End 


710 




GI 


none 




Score 


.73 




Exons 


197. .440, 547. .710 










Seq. No. 


54956 




Seq. ID- 


OJ000322_13.0420.C75 




Gene .No . 


115241 




Strand 


+ 




btart 


1 




End 


761 




Name 


OJ000322 13.0420.C7'5.61 


.np 


Method 


AAT/NAP 




Start 


1 




End 


761 




GI 


2088651 




Score 


205 




Exons 


1..45, 299. .761 










GI Descrip. 


{AF002109) putative anthocyanin 5-aromatic acyltransf erase 






[Arabidopsis thaliana] 










Seq. No. 


54956 




Seq. ID 


OJ000322_13.0420.C75 




Gene- No. 


115241 




Strand 


+ 




Start . 


1 




End 


■761 




Name 


OJ000322 i3.0420.C75.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


71 




End 


519 




GI 


none 




Score 


44 




Exons 


71. .127, 187. .276, 313. 


.519 








Seq, No. 


54957 




Seq. ID 


OJ000322_13.0420.C76 




Gene No. 


115242 




Strand 


+ 




■Start 


1 




End 


782 




Name 


OJ000322 13.0420.C76.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


782 



55584 



GI 7228442 Score 759 

Exons 1..782 

GI Descrip. {AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



oec[ . iNO . 


54957 


Seq. ID 




Gene No. 


115242 


Strand 


+ 


Start 


1 


End 


782 


Name 


OJ600322 13.0420.C76.ol.tw 


Method 


TBLASTX: Wheat 


btart 


30 


End 


o Q n 


bl 


none 


Score 


0 f 


Exons 


30. .83, 107. .208, 108. .203, 131. .214, 


lOD . . ZOU 


beq. NO. 


54957 


Seq. ID 


OJUUUJzz lo.U4zU.b/D 


bene no . 


115242 


Strand 


T 


Start 


1 


End 


TOO 


Name 


OJ000322 13.0420.C76.ol.gs 


Method 


GENSCAN 


Start 


174 


End 


70:8, . 


GI 


none 


Score 


.79 


Exons 


174 . .458, 602. .708 






beq. NO. 


54958 


Seq. ID 


OJ000322_12.0424.C2 


Gene No . 


115243 


Strand 


+ • • ■ , 


Start 


1 


End 


364 


Name 


OJ000322 12.0424.C2.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


364 


GI 


uC-osrlcyp0z3gUyDl 


Score 


677 


Exons 


1. .364 






GI Descrip. 


M455280/emb|CAB36816. 1 1 7.0e 


-26 (AL035527) putative protein 




[Arabidopsis thaliana] ' 






beq. No. 


54958 


Seq. ID 


OJ000322_12.0424 .C2 


Gene No. 


115244 


Strand 




Start 


836 


End 


1369 


Name 


OJ000322 12.0424.C2.ol.gs 


Method 


GENSCAN 


b tarii 


836 . 


End 


.1369 




none 


Score 


. 94 


Exons 


836. .1369 






beq. NO. 


54958 


Seq. ID 


OJ000322_12.0424 .02 


Gene No . 


115245 


Strand 




o L.ar L. 


2710 


End 


3099 


Name 


OJ000322 12.0424.C2.o2.gs 


Method 


GENSCAN 


Start 


2710 


End 


3099 


GI 


none 


Score 


.99 


Exons 


2710. .3099 






Seq. No. 


54959 


Seq. ID 


OJ000322_12.0424.C3 


Gene No. 


115246 


Strand 




Start 


564 


End 


1064 


Name 


OJ000322 12.0424 .C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


555 


End 


1041 


GI 


none • 


Score 


138 


Exons 


555. .650, 556. .651, 563. .649, 


796. .885 


, 798. .884, 799. .909, 



800. .898, 954. .1037, 955. .1038, 978. .1037, 994. .1041 



55585 





Seq. No. 


54959 


Seq. ID 


OJ000322_ 


12. 


0424 


.03 




Gene No. 


115246 


Strand 












O L. di. L. 






X V/ D 4 










Nsrtie 


n,Tnnn'^99 19 0494 o1 rrc: 


fie UilOU 














■=1^4 ~ 

>J D 4 




X U D 4 
















fi Q 
. O -7 












S *^4 fi4 Q QS4 1 n fi4 














Seq. No. 


54960 


Se.q. ID 


OJ000322_ 


12. 


0424 


.09 




Gene No. 


115247 


Strand 


+ 












fi4 ? 




Q1 7 

-? X / 










Ns-ine - 






O £j In O k^rtlN 










q-t- a v-4- 


D *a Z 
















none 




. J X 












64 ? Q1 7 














O . LNU . 


R4 Qfin 

J 4 _? D V 


Seq. ID 


OJ000322_ 


12. 


0424 






Gene No. 


115248 


Strand 












Start • 


1 


End 


2886 












OJ000322 12.0424.C9.ol.np . 


Method 


AAT/NAP 










q-l- a -rl- 
O Udi. L 


1 


End 


2542 












6498436 


Score 


470 










Exons 


1..58, 1144 . .1300, 1551. .1691*: 


1787. .2293, 2342. 


.2542 




J 




(AP000815) hypothetical -protein [Oryza 


sativa] 








n 


o c . In U . 


54960 


Seq. ID 


OJ000322_ 


12. 


0424 


PQ 


y 


Gene No. 


115248 


Strand 










=1 


Start 


1 


End 


2886 








^. 


Narne 


OJ000322 12.0424.C9.o2.np 


Method 


AAT/NAP 










O Ldi. U 


1 


End 


2886 












6705984 


Score 


146 








LI 




1..84, 2685. .2886 
















(AB033235) gag-pol polyprotein [Oryza 


sativa] 










Seq. No. 


54961 


Seq. ID 


OJ000322_ 


12. 


0424 


.011 




Gene No. 


r-115249 


Strand 












O U d J. L. 


109 


End 


94 0 










Name 


OJ000322 12.0424.Cll.ol.gs 


Method 


GENSCAN 












109 


End 


537 










o ± 


none 


Score 


.5 










Exons 


109. .158, 322. .358, 461. .537 














Spa Nn 


54961 


Seq. ID 


OJ000322_ 


12. 


0424 


PI 1 

* ^ X X 




Gene No. 


115249 


Strand 












Start 


109 


End 


940 










Name 


OJ000322 12.0424.Cll.ol.np 


Method 


AAT/NAP 










Start 


322 


End 


940 










GI 


2500037 


Score 


76 










Exons 


322. .358, 461. .537, 905. .940 













GI Descrip. PUTATIVE ALLANTOINASE gi | 7428266 | pir | | G64782 probable 
allantoinase (EC 3.5.2.5) - Escherichia coli 

gi I 1773192 |gb|AAB40264. II (U82664) similar to S. cerevisiae dall 
[Escherichia coli] gi | 1786722 | gb | AA073614 . 1 | {AE000157) putative 
hydrolase [Escherichia coli] gi I 27 35238 | gb | AAB93853 . 1 | {U89279) 
GlxB3 [Escherichia coli] 



Seq. No. 



54962 



Seq. ID OJ000322 12.0424.012 



55586 



Gene No. 115250 Strand 

Start 1 End 642 

Name OJ000322_12 . 0424 . C12 . ol . gp Method AAT/GAP 

Start 1 End 637 

GI none Score 503 

Exons 1..29, 81. .212, 365. .461, 553. .637 



O ^ V-J . W • 


54962 




Spa ID 


OJ000322 12 0424 


. C12 




115250 




Strand 






start 


1 




End 


642 




Name 


OJ000322 12.0424.C12.ol. 


gs 


Method 


GENSCAN 




Start 


91 




End 


642 






none 




Score 


.85 






91. .212, 365. .405, 452.. 


642 








Spa No 


54963 




Seq. ID 


OJ000322_12.0424 


.C13 




115251 




Strand 


+ 




Start 


72 




End 


1370 




Name 


OJ000322 i2.0424.C13.ol. 


tm. 


Method 


TBLASTX: Maize 






71 




End 


1008 






none 




Score 


144 




Exons 


71. .148, 72. .146, 92. .148, 


257. .310, 260. .313, 891. .1001, 




898. .1008, 899. .1000 










OCv^ . Ln(J • 


54963 




Seq. ID 


'OJ000322_12.0424 


.C13 




115251 




Strand 


+ 




Start 


72 




End 


1370 




Name 


OJ000322 12. 0424. 013. ol. 


gs 


Method 


GENSCAN 




Start 


72 




End 


1000 




GI 


none 




Score 


.81 




Exons 


72. .147, 897. .1000 










Seq. No. 


54963 




Seq. ID 


OJ000322_12.0424 


.C13 


Gene No. 


115251 




Strand 


+ 




Start 


72 




End 


1370 




Name 


OJ000322 12.0424.C13.ol. 


np 


Method 


AAT/NAP 




Start 


72 




End 


1370 




GI 


7485643 




Score 


233 




Exons 


72. .147, 258. .311, 897.. 


100 


8, 1353.. 1370 




GI Descrip. 


hypothetical protein F17L22 


.180 - Arabidopsis thaliana 






gi I 4455280 |emb|CAB36816. 


11 


(AL035527) 


putative protein 





[Arabidopsis thaliana] gi | 72 68969 | emb | CAB8 127 9 . 1 | {AL161555) 
putative protein ' [Arabidopsis thaliana] 



2_12.0424.C13.ol.gp 



Seq. No. 54963 

Gene No. 115251* 

Start 72 

Name. ... OJ000322 

Start 282 

GI uC-osflcyp023g09bl 

Exons 282.. 311, 897.. 1009 

GI Descrip. M455280/emb | CAB36816 . 1 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_ 
+ 

1370. 
AAT/GAP 
1009 
226 



12.0424.C13 



7.0e-26 {AL035527) putative protein 



Seq. No. 54964 Seq. ID OJ000322_12 . 0424 . C14 

Gene No. 115252 Strand + 

Start 476 End 2050 



55587 






\JkJ \J \J \J ^ ^ ^ X^. VJ*!^*! .^X*! .k^X.^O 


I" H oH 


O H* IN O LN 












90^0 










Q (^O T"0 


Q9 










90S0 








Seq. No. 


54964 


Seq. ID 


OJ000322_12 


.0424 


C14 


Gene' No. 


115253 


Strand 








O LCli. L. 




CjI ILl 


9 4 00 






NsiTie 


n,Tnnn'^99 19 0494 4 o9 nc; 


Mo I" 0(H 


O Hi tv O k-/i-i.LN 






Qi- -r-l- 
O UciX L 


9940 ~ 


I-jX lU 


9 4 00 








none 


Score 


4 ^ 






ill AvJI lo 


9940 9400 










O C ^ • LN U • 


S4 QfiS 

J 1 _? U J 


O C . X 1^ 


n.T000?99 1 9 


04 94 






115254 


Strand 








Start 


991 


End 


1397 






Name 


OJ000322 12.0424.C15.ol.gp 


Method 


AAT/GAP 






O L di- u 


610 


End 


1397 








83139 1.R1084 


Score 


918 








610. .891, 984. .1119, 1297.. 


1397 








OX L/coOXX^. 


W28827/sp| P40757 1 ALLA RANCA 3.0e-26 ALLANTOINASE 


PRECURSOR 




>gi_458126 (U03471) allantoinase [Rana 


catesbeiana 


] ' ' 




Seq. No. 


54965 


Seq. ID . 


OJ000322_12 


.0424, 




Gene No. 


115254 


Strand 








O LcLX L 


991 


End 


1397 






Name 


OJ000322 12.0424.C15.ol.tm 


Method 


TBLASTX: Maize 




O LdX L 


982 


End 


1122 






oX 


none 


Score 


196 








982. .1122, 983. .1120 










Seq. No. 


54965 


Seq. ID 


OJ000322_12 


.0424. 


C15 


Gene No. 


115254 


Strand 








O U CtX 


991 


End 


1397 






Name 


OJ000322 12,0424.C15.ol.gs 


Method 


GENSCAN 






O LdX L 


991 


End 


1119 






w X 


none 


Score 


.87 








991. .1119 










O C . LN O . 


54966 


Seq. ID 


OJ000322_12 


.0424. 


C17 




115255 


Strand 


+ 






Start 


771 


End 


2803 






Name 


OJ000322 12.0424.C17.ol.np 


Method 


AAT/NAP 






Start 


771 


End 


2803 






O X 


7485436 


Score- 


193 






IT' V n o 


771. .811, 884. .1065, 2613.. 


2803 








OX L^coUXX^J. 


hypothetical protein F13M22 


.24 - Arabidopsis thaliana 






gi|3236256|gb|AAC23644.1| (AC004684) putative C2H2- 


-type 


2in( 




finger protein [Arabidopsis 


thaliana] 








Seq. No. 


54966 


Seq. ID 


OJ000322_12 


.0424. 


C17 


Gene No. 


115255 ■ 


Strand 


+ 






Start 


771 


End 


2803 . 






Name 


OJ000322 12.0424.C17.ol.gs 


Method 


GENSCAN 






Start 


774 


End 


1730 






GI 


none 


Score 


.56 







Exons 774.. 1730 



55588 



Seq. No. 54966 

Gene No. 115255 

Start 771 

Name OJ000322_12 . 0424 . C17 . ol . tm 

Start 893 

GI none 
Exons 



Seq. No. 54966 

Gene No. 115255 

Start 771 

Name OJ000322_12 . 0424 . C17 . ol . ts 

Start. 941 

GI none 

Exons 941. .1048, 942. .1136 



Seq. ID OJ000322_12.0424.C17 

Strand -i- 

End ' 2803 

Method TBLASTX : Mai ze 

End 1063 

Score 270 



893. .1048, 894. .1058, 986. .1063 



Seq. ID OJ000322_12.0424.C17 

Strand + 

End 2803 

Method TBLASTX : Soybean 

End 1136 

Score 189 



Seq. No. 54967 

Gene No. 115256 

Start 68 ■ ' 

Name OJ000322_12 . 04 24 . C19 . ol . gs 

Start 68 

GI none 

Exons 68.. 312*, 762.. 879. 



Seq. ID OJ000322_12.0424 .C19 
Strand 

End 1539 

Method GENSCAN 

End 879 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54967 
115256 
68 

OJ0003.22_12.0424 .C19.ol.np 
664 ^' 
6691191 
664. .1539 

{AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ000322_12.0424 .C19 
Strand 

End 1539 

Method AAT/NAP 

End 1539 

Score 719 



54967 

115256 

68 

OJ000322_12.0424 .C19.01 .ts 

757 

none 



Seq. ID OJ000322_12. 0424 .C19 
Strand 

End / 1539 

Method TBLASTX : Soybean 

End 1241 

Score 70 



757. .846, 940, .1056, 1070. .1177, 1075. .1167, 1079. .1240, 
1125. . 1241 



Seq. No. 54967 

Gene No. 115256 

Start 68 

Name OJ000322_12 . 0424 . C19 . ol . tw 

Start 1112 

GI none 
Exons 



Seq. ID 'OJ000322_12. 0424 .C19 
Strand 

End 1539 

Method TBLASTX: Wheat 

End 1537 

Score 54 



1112. .1537, 1122. .1253, 1130. .1534 



Seq. No. 54967 

Gene No. 115256 

Start 68 

Name OJ000322_12 . 0424 . C19 . o2 . gs 

Start 1223 

GI none 



Seq. ID OJ000322_12.0424 .C19 
Strand 

End • 1539 ■ 

Method GENSCAN 

End 1537 

Score .97 



55589 




P von Q 
Ju Awl io 


1223 1537 








Seq. No. 


54967 




Seq. ID 


OJ000322_12.0424.C19 


Gene No. 


115256 




Strand 






68 




End 


1539 


LNdlLLC 


OJ000322 12 


0424 n Q o2 ts 






O 1- ct I. U 


1 24 4 ~ 






1 504 

X J U *l 




none 






17 4 


IT von Q 


1244 isn4 


1 24 S 1502 








54 968 




Seq. ID 


nt700n322 1 2 0424 r2i 


Gene No . 


115257 




Strand 




start 


1 




End 


744 


Name 


OJ000322 12. 


0424.C21.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


744 


GI 


7489738 




Score 


865 


Exons 


1. .744 








GI Descrip. 


gag-pol polyprotein - mai-ze copia-iike 


retrotransposon Sto-4 




-gi 1-4234 852 | gb | AAD12997 . 1 1 


{AF082133) gag-pol polyprotein [Zea 



mays] 



Seq. No. 54968 Seq. ID 

Gene No. 115257 Strand 

Start 1 ■ ' > . End 

Name OJ000322_12 . 0424 . C21 . ol . tm Method 

Start 14 6 End 

GI none Score 

Exons 146.. 346, 148.. 441, 415.. 576 



OJ000322_12.0424 .C21 
744 

TBLASTX: Maize 

576 

112 



Seq. No. 54968 Seq. ID 

Gene No. 115257 Strand 

Start 1 End 

Name OJ000322_12 . 0424 . C21 . ol . gs Method 

Start 172 End 

GI none Score 

Exons 172.. 599 



OJ000322_12.0424.C21 
744 

GENSCAN 

599 

.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54968 Seq. ID 

115257 Strand 

1 End 

OJ000322_12. 0424 .C21.ol.tw Method 

241 End 

none Score 



OJ000322_12.0424..C21 
744 

TBLASTX: Wheat 

743 

160 



241. .690, 245. .733, 647. .742, 648. .743 



Seq. No. 54969 

Ge"«4e No. '115258 

Start 1 : 

Name OJ000322_12 . 0424 . C22 . ol . np 

Start 1 

GI 4539658 

Exons 1..99, 215, 

GI Descrip. {AF061282) 
•bicolor] 



Seq. ID OJ000322_12.0424 .C22 

Strand + 

End ^ 441 

Method. AAT/NAP 

End 441 

Score 62 

.441 

serine carboxypeptidase-like protein- [Sorghum 



Seq. No. 
Gene No. 



54969 
115259 



Seq. ID OJ000322_12.0424.C22 
Strand + 



55590 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 
Seq. No. 



414 End 

OJ000322_12 . 0424 . C22 . ol . gs Method 

414 End 

none Score 
414. .637, 1943. .2351 



3099 
GENSCAN 
2351 
.81 



54969 
115259 
414 

OJ000322_12.0424.C22.o2.np 
506 

5917666 
506. .637, 1754. .3099 

(AE159297) extensin-like protein [Zea mays] 



Seq. ID OJ000322_12.0424 

Strand + 

End 3099 

Method AAT/NAP 

End 3099 

Score 186 



C22 



54970 

115260 

1 

OJ000322_12.0424.C25.ol.np 
1 

5689413 



Seq. ID OJ000322_12.0424. 
Strand 

End 2269 . 

Method AAT/NAP 

End 1231 

Score 193 



C25 



1..128, 217. .327, 573. .685, 1111. .1231 
{AB028961) KIAA1Q38 protein [Homo sapiens] 



End 

Method 
End 
Score 



54970 
115260 
1 

OJ000322_12.0424 .C25.ol.tc 
3 

none 

3. .128, 220. .327, 221. .325 

54970 
115260 
1 

OJ000322_12.0424.C25.ol.tm 
3 

none 

3. .128, 28. .129, 220. .327, 221. .325 



Seq. ID OJ000322_12.0424, 
Strand 

2269 

TBLASTX: Cress 
327 
60 



025 



Seq, ID OJ000322_12.0424 . 
Strand 

2269 

TBLASTX: Maize 
327 
59 ' 



C25 



End 

Method 
End • 
Score 



54970 

115260 

1 

OJ000322_12.0424.C25.ol.tw 
3 

none 



Seq. ID OJ000322_12.0424 , 
Strand 

End 2269 

Method TBLASTX : Wheat 

End 327 

Score 56 



C25 



3. .128, 31. .129, 220. .327, 221. .325 



54970 

115260 

1 

OJ000322_12.0424 .C25.ol.ts 
33 

none 



Seq. ID OJ000322_12.0424 , 
Strand 

End 2269 

Method TBLASTX : Soybean 

End 328 

Score 62 



C25 



33. .131, 34. .129, 232. .327, 242. .328 

54970 Seq. ID OJ000322_12 . 0424 . 



C25 



55591 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



115260 Strand 
1 End 2269 

OJ000322_12.0424 .C25.ol.gs Method GENSCAN 
447 End 2269 , 

none Score . 8 

447. .766, 1162. .1239, 1868. .1993, 2128. .2269 



Seq. No. 54971 Seq. ID 

Gene No.- 115261 Strand 

Start 193 ' End 

Name OJ000322_12 . 0424 . C27 . ol . gs Method 

Start 193 End 

GI none Score 

Exons 193,. 274, 1049.. 1167 



OJ000322_12,0424.C27 
+ 

1167 
GENSCAN 
1167 
.77 



Seq. No. 
Gene No. 
Start 
Name 
, Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54971 Seq. ID OJ000322_12 . 0424 . C27 

115262 Strand + 
1331 End 1499 
OJ000322_12.0424 .C27.o3.np - -Method AAT/NAP 
1331 ' End 1499 
4378066 Score 65 
1331. . 1499 

(AF098806) polyprotein [Sorghum bicolor] 

gi I 4 680208 | gb | AAD27 571 . 1 1 AF114171_12 {AF114171) polyprotein 
[Sorghum bicolor] 

54971 Seq. ID OJ000322_12 i 0424 . C27 

115263 Strand 

5 End • 1499 

OJ000322_12 . 0424 . C21 . ol . np Method AAT/NAP 
5 End 1499 

6063554 Score 173 

5. .178, 1250. .1499 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. , No: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54971 Seq. ID 

115263 Strand 
5 End 
OJ000322_12 .04 24 .027 .o2.np Method 
726 End 
5852178 Score 
726. .825, 1165. .1306, 1467. .1499 

(AL117265) zhbOOOS.l [Oryza sativa] 



54972 
115264 * 
213 

OJ000322 

213 

none 

213. .453 



12.0424.C32.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_12.0424.C27 

1499 
AAT/NAP 
1499 
133 



OJ000322_12.0424.C32 
453 

GENSCAN 

453 

.62 



Seq. No. 
Gene No. 
Start 



54973 

115265 

1 



Seq. ID 

Strand 

End 



OJ000322 12.0424.C33 



2139 



55592 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



* OJ000322_12, 0424 .033. ol.np Method AAT/NAP 



End 
Score 



2139 
359 



4325357 
1..678, 1477. .2139 

{AF128395) • contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 {GB:X81801) 
[Arabidopsis thaliana] 



549>3 

115265 

1 

OJ000322_12. 0424 .033.01. gs 
58 

none 



Seq. ID OJ000322_12, 0424 .033 
Strand 

End 2139 

Method GENSOAN 

End 2075 

Score ,44 



58. .459, 523. .821, 1196. .1580, 1863. .2075 



Seq. No. 54973 Seq. ID 

Gene No. 115265 Strand 

Start 1 End 

Name OJ000322_12 . 0424 . 033 . o2 . tw ' Method 

Start 322 End 

GI none Score 

Exons 322.. 507, 523.. 684 



OJ000322_12. 0424 .033 
'2139 

TBLASTX : Wheat ' 

684 

114 



S*eq. No. 54973 Seq. ID 

Gene No. 115265 Strand 

Start 1 End 

Name OJ000322_12 . 0424 . 033 . ol . tc Method 

Start 1455 End 

GI none Score 

Exons 1455.. 1763 



OJ000322_12. 0424 .033 
2139 

TBLASTX :Oress 

1763 

200 



Seq. No. 54973 Seq. ID 

Gene No. 115265 Strand 

Start 1 End 

Name 0 J000322_12 . 0424 . 033 . ol . tw Method 

Start 1482 End 

GI none ' ' ' ■ Score 

Exons 1482. .1589, 1563. .1778, 1794. .1910 



OJ000322_12, 0424 .033 
2139 

TBLASTX: Wheat 

1910 

66 



Seq. No. 54974 Seq. ID OJ000322_12 . 0424 . 034 

Gene No. 115266 Strand + 

Start 765 End 1153' 

Name OJ000322_12 . 0424 . 034 . ol . np Method AAT/NAP 

Start 765 'End ' 1153 

GI 4417306 Score 136 

Exons 765. .1153 

GI Descrip. (AC006446) putative Athila retroelement ORFl protein 
[Arabidopsis thaliana] 



Seq. No. 


54975 


Seq. ID 


OJ000322_12.04Z4.O35 


Gene No. 


115267 


Strand 




Start 


1139 


End 


1251 


Name 


OJ000322 12.0424.035.ol.gs. 


Method 


GENSOAN 


Start 


. 1139 


End 


1251 


GI 


none 


Score 


.5 


Exons 


1139. .1251 







55593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54976 

115268 

600 

OJ000322_12 . 0424 . C36 . ol . gs 

600 . 

none 

600.. 739, 763.. 1000 

54977 

115269 

77 

OJ000322_12.0424 .C37.ol.gs 
77 

none 

77. .408, 1266. .1320 



Seq. ID OJ000322_12.0424.C36 

Strand + 

End 1000 

Method GENSCAN 

End 1000 

Score .54 



Seq. ID OJ000322_12.0424 .C37 
Strand 

End 1320 

Method GENSCAN 

End 1320 

Score .69 



54978 
115270 
2197 

OJ000322_12.0424 .C38 .ol.np 
2197 
2708709 
2197. .2569 

(AF038575) Wiskott-Aldrich Syndrome protein homolog 
[Schizosaccharomyces pombe] 



Seq. ID OJ000322_12.0424.C38 

Strand + 

End 2569" 

Method AAT/NAP 

End 2569 

Score 52 



Seq. No. 54978 

Gene No. 115271 

Start 142 

Name OJ000322_12 . 0424 . C38 . ol . gs 

Start 142 

GI none 
Exons 



Seq. ID OJ000322_12.0424 .C38 
Strand 

End 2300 

Method GENSCAN 

End 2300 

Score . 65 



142. .266, 1365. .1401, 1896. .1943, 2238. .2300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54979 
115272 
1 

OJ000322_12. 0424. C39. ol.np 
1 

7327811 

1..139, 248. .485, 1246. .1453 

(AL161946) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000322_12.0424.C39 

Strand + 

End 1734 ■ 

Method AAT/NAP 

End 1453 

Score 505 



54979 

115272 

1 

OJ000322_12.0424.C39.ol. tc 
64 

none 



Seq. ID OJ000322_12,0424.C39 

Strand + 

End 1734 ' 

Method TBLASTX: Cress 

End 1429 

Score 81 



64. .138, 241. .357, 246. .326, 340. .510, 367. .486, 1252. .1329, 
1253. .1312, 1271. .1429, 1313. .1405 



Seq. No. 54979 

Gene No. 115272 

Start 1 

Name OJ000322 12 . 0424 . C39 . o2 . ts 



Seq. ID OJ000322_12.0424.C39 

Strand + 

End 1734 

Method TBLASTX : Soybean 



55594 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
f^. Name 

Start 
If GI 
E'^ Exons 
flj GI Descrip. 

Seq. No. 
~Z Gene No. 

Start 
I y Name 
s Start 
tl GI 

Exons 

Seq. No. 
^^3 Gene No. 
C3 Start 
fi Name 

Start 

GI 

Exons 

Seq. No. 

Gene No., 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



64 End 510 

none Score 67 

64. .138, 241. .300, 295. .510, 402. .485 



54979 

115272 ' 
1 

OJ000322_12 . 0424 . C39 . ol . tm 
64 

none 



Seq,. ID OJ000322_12.0424.C39 

Strand + 

End 1734 

Method TBLASTX : Mai ze 

End 4 65 

Score 138 



64. .156, 72. .212, 72. .149, 219. .464, 238. .465, 246. .464 



54979 

115272 

1 

OJ000322_12.0424.C39.ol.gs 

268 

none 

268. .485, 1246. ,14'56 



Seq. ID OJ00032'2_12. 0424. 039 

Strand + 

End 1734 

Method GENSCAN 

End 1456 

Score .51 



54979 
115272 
1 

.OJ000322_12 . 0424 .039 . ol . gp 
396 

LIB34 34-055-P1-K1-B3 
396. .485, 1246. .1734 

*2213626 8.0e-26 (AO000103) F21J9.18 [Arabidopsis thaliana] ' 



Seq. ID OJ000322_12. 0424. 039 

Strand + 

End 1734 

Method AAT/GAP 

End 1734 

Score 1027 



54979 

115272 

1 

OJ000322_12. 0424. 039. ol.ts 

1237 

none 



Seq. ID OJ000322_12. 0424. 039 

Strand + 

End 1734 

Method TBLASTX : Soybean 

End 1478 

Score 318 



1237. .1455, 1241. .1456, 1242. .1478, 1243. .1476 



54979 

115272 

1 

OJ000322_12. 0424 .039. o2.tm 

1245 

none 



Seq. ID OJ000322_12.0424;O39 

Strand + 

End 1734 

Method TBLASTX : Mai ze 

End 1458 

Score 93 



1245. .1370, 1249. .1443, 1250. .1456, 1330. .1458 



54980 
115273 

1 

OJ000322_12. 0424 .04 0.01. np 

1 

7021732 
1..123, 555. .1136 

(AO024081) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000322_12. 0424. 040 

Strand , + 

End 1162 

Method AAT/NAP 

End 1136 

Score 436 



54980 

115273 

1 



Seq. ID OJ000322_12. 0424.040 
Strand + 
End 1162 



55595 





OJ000322 12.0424.C40.ol.tm 


Method 


TBLASTX: Maize 






28 


End 


1162 ■ 






none 


Score 


138 




von Q 


28. .123, 28. .114, 30. .119, 


554. .823, 


555. .767, 794. .889, 






825. .890, 917. .1156, 921. .1160, 921.. 


1160, 922. .1161, 923.. 


Seq. No. 


54980 


Seq. ID 


OJ000322_12.0424. 


C40 


Gene No. 


115273 


Strand 


+ 






1 


End 


1162 




N3.nie 


OJ000322 12.0424.C40.ol.gs 


Method 


GENSCAN 






556 


End 


1139 






none 


Score 


■ .89 




IT V 0 n Q 


556. .1139 










54981 


Seq. ID 


OJ000322_12.0424. 


C41 


Gene No. 


115274 


Strand 






Start 


274 


End 


378 




N3.nie 


OJ000322 12.0424.C41.ol.gp 


Method 


AAT/GAP 








End 


376 






5004157 


Score 


181 




Th" V 0 n c 


274. .376 










1061305/emb|X79934'| ZMD0F2 3 


.Oe-16 Z.mays Dof2 mRNA 




Seq. No. . 


54981 


Seq. ID 


OJ000322_a2.0424. 


C41 


Gene No. 


' 115274 


Strand 






0 U dX L 


274 


End 


378 




Name 


n.7nnn^99 19 0494 r4i ni 

\JU \J \J \J J ^ ^ X^.U*i^*i.^*iX.(JX.yo 


Method 


GENSCAN 






274 


End 


378 




oX 


none 


Score 


.88 






274. .378 








Seq. No. 


54982 


Seq. ID 


OJ000322_12.0424. 


C42 


Gene No. 


115275 


Strand 






Q-i- a r-4- 

ouaru 


2473 


End 


3067 




Name 


OJ000322 12.0424.C42.o2.gs 


Method 


GENSCAN 




0 uax L 


2473 


End 


3067 




VJ X 


none 


Score 


.4 




Exons 


. 2473. .2630, 3019. .3067 








Qorr Mo 
Oct^ . LNU . 


54983 


Seq. ID 


OJ000322_12.0424. 


C43 




115276 


Strand 


+ 




Start 


52 


End 


1211 




Name 


OJ000322 12.0424.C43.ol.np 


Method 


AAT/NAP 




Start 


52 


End 


1208 






629829 


Score 


1554 




Exons 


52. . 1208 








T T^ci 0 V T 'o 
\j JL L/fc;ot^XX^. 


protochlorophyllide reductase (EC 1.3 


.1.33) - wheat 






gi 1 510677 1 embi CAA54042 1 {X76532) protochlorophyllide reduct. 




[Tr.iticum aestivum] 








C . LN W . 


54983 


Seq. ID 


OJ000322_12.0424 . 


C43 


Gene No. 


115276 


Strand 


+ 




Start 


52 


End 


1211 




Name 


OJ000322 12.0424.e43.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


1211 




GI 


none 


Score 


.62 




Exons 


54. .849, 870. .1211 









55596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Des'crip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000322_12.0424.C43 
+ 

2525 
AAT/GAP 
2525 
496 



54983 Seq. ID 

115277 Strand 
1907 End 

• OJ000322_12.0424.C43.o2.gp Method 
1907 End 
13076_1.R1084 Score 
1907. .2104, 2466. .2525 

M758922/ref |NP_004269.1|pPIGL| 2.0e-28 phosphatidylinositol 
glycan, class L >gi_4 23998 6_dbj_BAA74 7 75 . 1_ (AB017165) PIG-L 
[Homo sapiens] ' 

54983 Seq. ID OJ000322__12 . 0424 . C43 

115278 Strand 

104 End 1360 

OJ000322_12 . 0424 . C4 3 . ol . gp Method AAT/GAP 
104 End 1360 

1444_1.R1084 Score 2430 

104. .1360 

' 629829/pir I I S39394 l.Oe-146 protochlorophyllide reductase (EC 
1.3.1.33) - wheat >gi_510677_emb_CAA54 04 2_ (X76532) 
protochlorophyllide reductase [Triticum aestivum] ' 



54983 : 

115279 

1703 

OJ000322_12.0424 .C4 3.ol.tm 

108 

none 



Seq. ID OJ000322_12.0424 .C43 
Strand 
End 

Method 
End 
Score 



2525 

TBLASTX: Maize 

1213 

44 



108. .158, 109. .159, 154. .846, 243. .281, 342. .731, 780. .845, 
825. .1211, 826. .948, 1004. .1210, 1067. .1213 



Seq. No. 

Gene No. 
3 Start 
J Name 
1 Start 
I GI 

'Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54983 

115279 

1703 

OJ000322_12.0424 .C4 3.01. ts 

234 

none , 

234. .281, 244. .732, 342. .731, 
848. .949, 1007. .1213 

54983 

115279 

1703 

OJ000322_12.0424.C43.ol.tc 

244 

none 



Seq. ID OJ000322_12.0424.C43 
Strand 
End 

Method 
End 
Score 

781. .810, 825. .1214, 826. .936, 



2525 

TBLASTX : Soybean 

1214 

600 

825. .1214, 826. 



Seq. ID OJ000322 12.0424.C43 



Strand 
End 

Method 

End 

Score 



2525 

TBLASTX: Cress 

1211 

625 



244. .810, 342. .728, 825. .1211, 848. .949, 1007. .1204 



54983 Seq. ID 

115279 Strand 

1703 End 
OJ000322_12 . 0424 . C4 3 . o2 . gs Method 

1703 ' * End 

none Score 
1703. .2125 



OJ000322_12.0424 .C43 

2525 
GENSCAN 
2125 
.8 



55597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54983 
115279 
1703 * 

OJ000322_12 . 0424 . C4 3 . o2 . tm 

1911 

none 



Seq. ID OJ000322_12.0424 .C43 
Strand 
End 

Method 
End 
Score 



2525 

TBLASTX: Maize 

2525 

260 



1911. .2108, 1916. .2104, 2463. .2525, 2467. .2523 



54984 . Seq. ID 

115280 Strand 
293 End 
OJ000322_12 . 0424 . 04 4 . ol . gp Method 
293 End 
13076_1.R1084 Score 
293. .360, 898. .946, 1286. .1443, 1808. 
M758922/ref |NP_0042 69.1 IpPIGLI 2 . Oe 
glycan, class L 
[Homo sapiens] ' 



OJ000322_12.0424 .C44 
+ 

2082 
AAT/GAP 
2071 
997 
.2071 

28 phosphatidylinositol 



">gi_4 23998 6__dbj_BAA7 4 77 5. 1_ (AB017165) PIG-L 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54984 

115280 

293 

OJ000322_12.0424..C44 .ol.gs 

293 - 

none 



Seq. ID OJ000322_12.0424.C44 

Strand + 

End 2082 

Method GENSCAN 

End 2082 

Score .49 



293. .360, 898. .1094, 1357. .1443, 1892. .2082 



54984 

115281 

2914 

OJ000322_12. 0424 .04 4.02. gs 

2914 

none 

2914. .3374 

54985 
115282 

1: 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_12. 0424. 044 

3374 
GENSOAN 
3374 
.97 



Seq. ID OJ000322_12. 0424. 045 



Strand 
End 

Method 
End 
Score 



OJ000322_12 . 0424 . 045 . ol . np 
1 

4454470 
1..66, 198. .1618 

{AO006234) putative sugar transporter [Arabidopsis thaliana] 



1618 . 
AAT/NAP 
1618 
1535 



54985 . Seq. ID 

115282 Strand 

1 End' 
OJ000322_12 . 0424 . 045 . ol . gs Method 

239 End 

none Score 
239. .1612 



OJ000322_12. 0424. 045 
+ 

1618 
GENSOAN 
1612 
.79 



*Seq. No. 54985 Seq. ID 

Gene No. 115283 Strand 

Start 2809 End 

Name OJ000322_12 . 0424 . 04 5 . ol . ts Method 

Start 215 End 



OJ000322_12. 0424. 045 

+ ' . ■ 

4487 

TBLASTX : Soybean 
4483 



55598 



GI 

Exons 



none Score 565 

215. .799, 226. .741, 895. .1158, 896. .1507, 1222. .1434, 

2989. .3042, 3430. .3579, 3431. .4075, 3712. .3951, 4081. .4344, 

4088. .4345, 4439. .4483 



Seq. No; 54985 

Gene No. 115283 

Start 2809 

'Name OJ000322_12 . 04 24 . C45 . ol . tm 

Start 227 

GI none 
Exons 



Seq. ID OJ000322_12.0424 .C45 
Strand + 
End 4487 
Method TBLASTX: Maize 
End 4483 
Score 500 

227. .793, 229. .744, 641. .781, 893. .1147, 901. .1164, 1195. .1428, 
1196. .1432, 3431. .4066, 3433. .3642, 3712. .3984, 3920. .3985, 
4091. .4348, 4099. .4347, 4439. .4483 



Seq. No. 54985 

Gene No. 115283 

Start .2809 

Name OJ000322_12 . 0424 . C4 5 . ol . tc 

Start 326 

GI none 
Exons 



Seq. ID OJ000322_12.0424.C45 

Strand + 

End 4487 

Method TBLASTX: Cress 

End 4321 

Score 255 



326. .799, 902. .1048, 1034. .1147, 1232. .1402, 1424. ,1495, 
3530. .4015, 4100, ,4246, 4232. .4321 



OC*^ . LNtJ . 


54985 




Seq. ID 


OJ000322_12.04 24 .C4 5 




115283 




Strand 


+ 


Start 


2809 




End 


4487 


Name 


OJ000322 12. 


0424.C45.ol.tw 


Method 


TBLASTX: Wheat 


Start 


601 




End 


4075 


GI 


none 




Score 


200 


Exons 


601. .744, 602. .799, 635. .790, 


3805. .3951, 3806. .4075, 3920. 


Seq. No. 


54985 




Seq. ID 


OJ000322_12. 0424 .C4 5 


Gene No. 


115283 




Strand 


+ 


Start 


2809 




End 


4487 


Nartie" 


OJ000322 12'. 


0424 ..C45.o2.gs 


Method 


GENSCAN 


Start 


2809 • 




End 


4465 


GI 


none 




Score 


.69 


Exons 


2809. .3043, 


3432. .4465 






Seq. No. 


54985 




Seq. ID 


OJ000322_12.0424.C45 


Gene No. 


115283 




Strand 


+ 


Start 


2809 




End 


4487 


Name 


OJ000322 12. 


0424,C45,o2.np 


Method 


AAT/NAP 


Start 


2809 




End 


■4487 


GI 


4454470 




Score 


1184 


Exons 


2809. ,3045, 


3375. .4487 






GI Descrip. 


(ACOO'6234) putative sugar transporter 


[Arabidopsis thaliana 


Seq. No. 


54986 




Seq. ID 


OJ000322_12. 0424.046 


Gene No. 


115284 




Strand 


+ 


Start 


1 




End 


627 


Name 


OJ000322 12. 


0424.C46.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


627 


GI 


7487670 




Score 


75 


Exons 


1..51, 415.. 


627 






GI Descrip. 


hypothetical 


protein T5C23, 140 


- Arabidopsis thaliana 



55599 



gi|4539462|ertib|CAB39942.1| (AL049500) putative protein 
[Arabidopsis thaliana] gi | 7267871 1 ertib | CAB78214 . 1 1 (AL161532) 
putative protein [Arabidopsis thaliana] 



Seq. No. 54986 Seq. ID 

Gene No. 115285 Strand 

Start 588 End 

Name OJ000322_12 . 0424 . C4 6 . ol . gs . Method 

Start 588 End 

GI none Score 

Exons 588*". .753 



OJ000322_12.0424.C46 
+ 

753 

GENSCAN 

753 

.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54986 

115286 

1622 

OJ000322_12. 04 24 .C4 6. o2.gs 

1622 

none 



Seq. ID OJ000322_12.0424.C46 

Strand + 

End 3535 

Method GENSCAN 

End 3535 

Score .69 



1622.. 1971, 2986. .3146, 3384.. 3535 



54986 
115287 
4311 

:OJ000322_12..04 24 .C4 6.ol.gp 
'4311 

21771_1.R1084 
4311. .4390 

M454472/gb|AAD20919! 4.0e-27 {AC006234) unknown protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ000322_12.0424.C46 

Strand + 

End 4390 

Method AAT/GAP 

End ■ 4390 

Score 126 



54987 

115288 

382 

OJ0.00322_12.04 24 .C4 7.ol.gs 

3B'2 
none 



Seq. ID OJ000322_12.0424.C47 
Strand 

End 1634 

Method GENSCAN 

End 1552 

Score . . 82 



382.. 722, 1197.. 1284, 1372.. 1552 



Seq. No. 54987 

Gene No. 115288 

Start 382 

Name OJ000322_12 . 0424 . C47 . ol . np 

Start 492 

GI 5923666 

Exons 492.. 725, 1137.. 1284, 1372. 
GI Descrip. 



Seq. ID OJ000322_12.0424 .C47 
Strand 

1634 
AAT/NAP 
1634 
542 



End 

Method 
End 
Score 
1634 

{AC009326) putative receptor ser/thr protein kinase [Arabidopsis 
thaliana] . . , 



Seq. No. 54987 

Gene No. 115288 

Start 382 

Name OJ000322_12 . 0424 . C47 . ol . ts 

Start 513 

GI none 
Exons 



Seq. ID OJ000322_12.0424 .C47 
Strand 

End 1634 

Method TBLASTX : Soybean 

End 1566 

Score 115 



513. .722, 517. .639, 1173. .1283, 1183. .1296, 1210. .1287, 
1371. .1565, 1372. .1566 



55600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54987 

115288 

382 

OJ000322_12 . 04 24 . C47 . ol . tm 

603 

none 



Seq. ID OJ000322_12. 0424.C47 
Strand 

End 1634 

Method TBLASTX : Mai ze 

End - ■ .1613 ^ 

Score 7 6 



603. .725, 615. .728, 674. .736, 1137. .1283, 1146. .1283, 
1198. .1284, 1207. .1344, 1370. .1609, 1371. .1613, 1372. -.1437, 
1377,. 1610 



Seq. No. 54987 

Gene No. 115288 

Start 382 

Name OJ000322_12 . 0424 . C47 . ol . to 

Start 648 

GI none 
Exons 



Seq. ID OJ000322_12.0424.C47 
Strand 

End 1634 

Method TBLASTX : Cress 

End 1580 

Score 69 



648. .722, 1152. .1283, 1213. .1410, 1372. .1566, 1374. .1580 



Seq. No. 54987 

Gene No. 115288 

Start 382 

Name OJ000322_12 . 0424 . C47 . ol . tw 

Start 1185 

GI none^ 
Exons 



Seq. ID OJ000322_12.0424.C47 
Strand 

End 1634 

Method TBLASTX : Wheat 

End 1580 

Score 54 



1185. .1307, 1213. .1287, 1372. .1437, 1374. .1580 



\Ji Seq. No. 54988 

□ Gene No. 115289 

[y Start 55 

,1 Name OJ000322_12 . 0424 . C48 . ol . gs 

III Start 55 

GI none 

Exons 55.. 114, 1512.. 1724 



Seq. ID OJ000322_12.0424 .C48 

Strand + 

End 1724 

Method GENSCAN 

End 1724 

Score . 68 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
-.-^Start 
GI 

Exons 

GI Descrip. 



54988 
115290 
1206 

OJ000322_12. 04 24 .C48.ol.np 
1206 
4454475 
1206. . 1413 

(AC006234) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000322_12.0424.C48 
Strand 

End' 1688 

Method AAT/NAP 

End 1413 

Score 128 



54988 
115290 
1206 

OJ000322_12. 0424 .C4 8 .ol.gp 
1245 

LIB3434-044-P1-K1-G7 
1245. .1688 

'4454475/gb|AAD20922| 6.0e-10 {AC006234) unknown protein 
[Arabidopsis thaliana] * 



Seq. ID OJ000322_12.0424.C48 
Strand 

End 1688 

Method AAT/GAP 

End .1688 

Score 800 



Seq. No. 54988. 

Gene No. ' 115290 
Start 1206 

Name OJ000322 12 . 0424 . C4 8 . ol . tm 



Seq. ID OJ000322_12.0424 .C48 
Strand 

End 1688 

Method TBLASTX: Maize 



55601 



start 1252 End 1432 

GI none Score 164 

Exons 1252.. 1416, 1255.. 1377, 1259.. 1432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54989 Seq. ID 

115291 Strand 

1910 End 

OJ000322_12.0424 .C49.ol.np Method 

1365 End 

7339707 Score 



OJ000322_12.0424.C49 

2307 
AAT/NAP 
2307 
139 



1365. .1511, 1577. .1787, 2234. .2307 

(AP001539) hypothetical protein [Oryza sativa] 



Seq. No. 


54 989 








Seq. ID 


OJ000322_12.0424.C49 


Gene No. 


llbzyi 








Strand 




Start 


1910 








End 


2307 


Name 


OJU00J2Z 12 


.0424 


.049. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1678 








End 


2156 


GI 


none 








Score . 


35 


Exons 


1678. ,1752, 


1686 


. . 1730, 


1687. 


.1728, 1724. .1762, 1731. .1793, 




1872. .2000, 


1880 


. 1999, 


1895. 


.2032, 1980. .2156, 2003.. 2125 


Seq. No. 


54989 








Seq. ID 


OJ000322_12.0424.C49 


Gene No. 


115291 








Strand 




Start 


1910 








End 


2307 


Name 


OJ000322 12 


.0424 


C49.02 


.np ■ 


Method 


AAT/NAP 


Start 


1880 








End 


2199 


GI 


6598934 








Score 


122 


Exons 


1880. .2199 












GI Descrip. 


(AC018721) 


unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


54989 








Seq. ID 


OJ000322_12.0424 .C49 


Gene No. 


115291 








Strand 




Start 


1910 








End 


2307 


Name 


OJ000322 12 


.0424. 


C49.01 


.gs 


Method 


GENSCAN 


Start 


1910 








End 


2117 


GI 


none 








Score 


.52V^^ • 


Exons 


1910. -.2117 













OJ000322_12.0424.C50 
+ 

1685 
AAT/NAP 
155 
144 



Seq. No. 54990 Seq. ID 

Gene No. 115292 Strand 

Start 1 End 

Name OJ000322_12 .04 24. C50 . ol . np Method 

Start 1 ' End' 

GI 7488218 Score 

Exons 1 . . 155 

GI Descrip. probable transcription' factor - Arabidopsis thaliana 

gi I 2245059|emb!CAB10482. 1 I (Z97342) transcription factor like 
protein [Arabidopsis thaliana] gi | 7268453 | emb | CAB80973 . 1 | 
(AL161545) transcription factor like protein [Arabidopsis 
thaliana] 



Seq. No. 54990 Seq. ID OJ000322_12 . 0424 . C50 

Gene No. 115292 Strand + 

Start 1 ■ End 1685 

Name OJ000322__12 . 04 24 . C50 . ol . gs Method GENSCAN 

Start 3 End 1685 



55602 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
3. .133, 751. .819, 1480. .1685 



.79 



54990 

115292 

1 

OJ000322__12.0424 .C50.ol.tin 

3 

none 



Seq. ID OJ000322_12.0424.C50 

Strand + 

End 1685 

Method TBLASTX: Maize 

End 1655 

Score 197 



3. .134, 749. .808, 757. .828, 1307. .1399, 1308. .1370, 1308. .1400, 
1309.. 1404, 1310.. 1399, 1563.. 1655, 1567.. 1653, 1568.. 1654, 
1569.. 1655 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI -.^ , 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54991 
115293 
1 

OJ000322_12.0424 .C51.ol.np 
1 

4539658 ' 
1..128, 237. .360, 979. .1022 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ000322_12. 0424. 051 
Strand 

End 1022 

Method AAT/NAP 

End 1022 

Score 185 



54991 

115293 

1 

OJ000322_12, 0424 .C51.ol.tm 

227 

none 



Seq. ID OJ000322_12.0424.C51 
Strand 

End 1022 

Method TBLASTX : Mai ze 

End 4 61 

Score 106 



227. .343, 227. .346, 331. .447, 332. .460, 339. .461, 341. .460 



54992 
115294 
1 

OJ000322_12.0424 .C52.ol.np 
1 

6273652 , • 

1. .141, 256. .411, 501. .627 ■ ■ 

(AL132824) putative allantoinase [Streptomyces coelicolor A3 (2) 



Seq. ID OJ000322_12.0424.C52 

Strand + 

End 627 

Method AAT/NAP 

End 627 

Score 195 



54992 

115294 

1 

OJ000322_12 . 0424 . C52 . ol . tm 

252 

none 



Seq. ID OJ000322_12.0424.C52 

Strand + 

End 627 

Method TBLASTX : Mai ze 

End 611 

Score 14 9 



252. .413, 255. .410, 256. .420, 500. .610, 501. .611 



54992 . 

115294 

1 

OJ000322_12.04 24 .C52.ol.ts 

253 

none • * 



Seq. ID. OJ000322_12.0424.C52 

Strand + 

End 627 

Method TBLASTX : Soybean 

End 627 

Score 60 



253. .405, 255. .401, 255. .413, 256. .420, 500. .625, 501. .626, 
532.. 627 



55603 




oecj . wo . 


Oh ^ i7Z 


oeq. lu 


Pi Trinrj'3 9 0 i o 

UJUUUOZZ 


CiAOA 
, Ufl Z 4i 


, CDZ 


oene lnu . 


1 1 ^OQA 


Strand 


+ 






Start" 


1 


End 


627 






Name 


OJ000322 12.0424.C52.ol.gp 


Method 


AAT/GAP 






a -r-f- 

o uaiT L 


254 


End 


564 








3760247 


Score 


392 








254. .411, 501, .564 










oJ. uescxTip. 


728827/spl P40757 1 ALLA RANCA 3, 


.Oe-26 ALLANTOINASE PRECURSOR 




>->gi_458126 (U03471) allantoinase [Rana 


ca uesDexana . 


1 
1 




Seq. No. 




oeq , JlU 


nTnnn'^99 i9 


, U Z fi 


. L.OZ 


Gene No. 


115294 


strand 


+ 








1 


End 


627 






Name 


OJ000322 12.0424.C52.ol.gs 


Method 


OXLLNO^rilN 






C -t- 3 ■^~■i- 
0 Ua J- L 


256 


End 


4 0 D 






r T 


none 


Score 








Exons 


256. .456 










oeq i iNo . 


C /I Q Q 

0 4 y y o 


oeq. lU 


nTnnn'^99 i9 


r\AO A 
. U ^ Z fi 


. uo o 


Gene No. 


115295 


Strand " 








Start 


431 


End 


1239 






Name 


OJ000322 12.0424.C53.ol.np 


Method 


A 7\ fp / M Z\ D 

/ LNHir 






o rar t. 


431 


End 


T O Q Q 

xzoy 








5902448 


Score" 


y 41 D 






iiiXons 


431, ,822, . 1046. ,1239 










vjI uescrip. 


{AB030283) orf3 [Oryza sativa] 










Seq. No. 


54993 


Seq, ID 


OJ000322_12, 


.0424 


. J 


Gene No. 


115296 


Strand 








o L arx. 


313 


End 


428 






Name 


OJ000322 12.0424.C53.ol.gs 


Method 


GENSCAN 






o tar L 


313 


End 


428 








none 


Score 


.61 






CiXons 


313.-428 










oeq . wo , 


54994 ' ■ 


Seq. ID 


OJ000322_12. 


.0424 




Gene No. 


115297 


Strand . 


+ — 






Start 


1 


End 


3847 






Name 


OJ000322 12.0424,C54.ol.np 


Method 


AAT/NAP 






o xzar u 


1 


End 


3776 








5852180 


Score 


90 






Exons 


1..115, 698. .759, 1932. .2232, 


2394 . .2565, 3671, .3776 




GI Descrip, 


(AL117265) zhbOOOlO.l [Oryza sativa] 








oeq . JNo . 


54994 


Seq. ID 


OJ000322_12. 


0424 


.C54 


Gene No. 


115297 


Strand 


+ 






Start 


1 


End 


3847 






Name 


OJ000322 12.0424.C54.o2.np 


Method 


AAT/NAP 






ocart 


1 


End 


1063 






C T 


4680186 


Score 


218 






Exons 


l.,41, 859. .1063 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


. indica] 






Seq. No. 


54994 


Seq. ID 


OJ000322_12. 


0424 


.C54 


Gene No.' 


115297 


Strand 


+ 






Start 


1 


End 


3847 






Name 


OJ000322 12.0424.C54.ol.gs 


Method 


GENSCAN 







55604 



OZ.CiI.T~ 




Cjna 


1 


yj 1. 


none 


Score 




Exons 








CI o rr Mr^ 


J fi ^ ^ 4 


O C • . X u 




Gene No. 


115297 


strand 


+ 


Start 


1 


End' 


3847 


Nsme 




Method 


AAT/NAP 


o LclX L 




End 


3847 




4 DO U X O O 


Score 


212 


T*^ V o 


■^n"^! "^lilQ "^IRfl "^347 








^rirxxx/ur'; gay pux pxuLexn 


[Oryza sativa subsp. 


Q Q Kl o 

o e q . IN u . 


O 1 ^ ^ 4 


Seq. ID 


OJ000322 


fipnp No 


115298 


Strand 




Start 


608 


End 


992 


Name 


OJ000322 12.0424.C54.ol.gp 


Method 


AAT/GAP 


Start 


608 


End 


992 


GI. 


uC-osflcyp033a04bl' 


Score 


682 


Exons 


608. .992 






GI Descrip. 


•6016845/cibj | AP000570 . 1 1 AP000570 S.Oe- 


59 Oryza 



indica] 



DNA, chromosome 1, clone : P0711E10 • 



Seq... No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54994 

115299 

1455 

OJ000322_12.0424.C54 .oS.np 

1455 

6907087 



OJ000322 12. 0424. 054 



Seq. ID 
Strand 

End 4049 
Method AAT/NAP 
End 4049 
Score .529 
1455. .1556, 2096. .2752, 2800. .2865, 4029. .4049 
(AP001129) ESTs 072771 (E2215 ), AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 
U • Start 
[ ™ Name 
li Start 
U GI 
[=1 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No, 
Start 
Name 



54994 . Seq. ID 

115299 Strand 

1455 End 

OJ000322_12. 0424. 054 .o2.gs Method 

1971 End 

none Score 



OJ000322_12. 0424. 054 
4049 ■ . 

GENSOAN . " 

3857 

.68 



1971. .2690, 2713. .2770, 3004. .3144, 3793. .3857 

54994 -Seq. ID OJ000322_12 . 0424 . 054 

115299 Strand 
1455 End 4049 

OJ000322_12. 0424 .054 .o2.gp Method AAT/GAP 
.2935 . , End 3145 

1631463 ' Score 343 

2935.. 3145 

4680178/gb|AF111709. 1 IAF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



54995 Seq. ID 

115300 Strand 
1 End 

OJ000322_12. 0424. 055. ol.np • Method 



OJ000322_12. 0424 .055 

1179 
AAT/NAP 



55605 



start 
GI 

Exons 

GI Descrip. 



End 
Score 



1179 
472 



6907087 
1..243, 698. .1179 

(AP001129) ESTs C7277 1 (E2215 ) , AU082313 ( E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 





C rr \1 
D e q . LN O . 




OtrC^ . XL) 


n. 1000^99 1 9 


0 4 9 4 
. U Z 4 


PR s 




Gene No;' 


. 115300 


Strand 










Start 


1 


End 


1179 








Name 






vjr Ej ln o 














T 1 9 Q 

X X Z !? 










none 


Score 


7 ^ 








Exons 


f>f^9 Q4 4 1 DftD 1 1 9 Q 












O e q . LN O • 




Qorr T n 

oeq . X u 


OTOnO'^99 19 


0 4 9 4 
. U fi Z 4 


PRQ 




Gene No. 


115301 


strand 










Start 


536 


End 


712 








Narue 


n.Tnnn'^99 1 9 0494 PRQ nl rrQ 


L^J C L 1 liJ vj. 


i_j LN O ^^rilN 








O t.a.X L. 


D O D 




71 9 
/ XZ 








PT 


none 


Score 










17" V o 


c; Q 719 

OOD. • /X^ 












O c . IN (J . 


^ 4 Q Q 7 


o cC^ . X U 


n TOOO'^99 1 9 
wUUUUOZZ xz 


0 4 9 4 

. U fi Z 4 


D X 




Gene No . 


115302, 


Strand 








fn 


Start 


647 


End 


688 








Name 


riTOOO'^99 19 C\AOA ^f^^ n1 riQ 

WUVJuUO^Z. X^*U4Z4.V^OX.UX.yo 




O Hi LN O ^-^iALM 








Q-l- a vl- 

o uar u 


A4 7 ~ 


TT-nH 

iijnci 


DO O 










none 


Score 


Q4 






- ■ s 


Exons 


f>47 f^ftfl 










'^J 

I is 


Q o rr XT 
O c . LN U . 


S 4 Q Qft 
O ^ o 


Qo/^ T Pi 


nTOOO'^99 19 


04 9 4 
U ft Z ft 


P(^9 

DZ 






115303 


Strand 


_|_ 






B 




112 


End 


-J >J o 






f 1 


Name 


OJ000322 12.0424.C62.ol.gs 


Method 


GENSCAN 








Start 


112 


End 


558 








r T 


none 


Score 


7 1 
. / X 








TT* v c? 


112. .236, 519. .558 












Q o rr M 
O G . IN O . 


54998 


Seq. ID 


P TO 00^99 19 
^juuuu^zz xz 


0424 


C62 






115304 


Strand 


_L 








Q-t- a v-t- 

o uar L. 


584 


End' 


1 9 R 
X Z D J 








Name 


OJ000322 12.0424.C62.ol.np 


Method 


n AT /MAP 








Start 


584 


End 


1253 








GI 


484643 


Score 


39 








Exons 


584,. 739, 767. .837, 1232.. 1253 










GI Descrip. 


proiine-rich cell wall protein - carrot 


gi 1470322 


(L01775) 






proline-rich protein [Caucus 


carota] 










Seq. No. 


54999 


Seq. ID 


OJ000322_12, 


0424. 


063 




Gene No. 


115305 


Strand 










Start 


922 


End 


1991 








Name ■ 


OJ000322 12.0424.C63.ol.gs 


Method 


GENSCAN 








Start 


922 


End 


1991 








GI 


none 


Score 


. 67 








Exons 


922. .1078, 1158. .1280, 1903. 


1991 









55606 



r J 



beq. NO. 


DDUUU 


beq. lu 




. LDO 


Gene No. 


115306 


Strand 






Start 


1 


End 


845 




Name 


OJ000322 12.0424.C65.ol.np 


Method 


AAT/NAP 




b Lart. 


1 


End 


845 






6634722 


Score 


192 




Exons 


1..599, 799. .845 








(ji uescnp . 


(AC012463) T2E6.5 [Arabidopsis thaliana] 




Seq, No. 




Seq. ID 


/^TAAAQOO 10 A/IO/t 

UJUUUozz iz.U4z4 


.065 


Gene No, 


115306 


Strand 






b uart 


1 


End 


845 




Name 


OJ000322 12.0424.C65.ol.gs 


Method 


GENSCAN 




b uari: 


132 


End 


484 






none 


Score 


.72 




Exons 


132. .484 








Seq. No. 


c c n n A 


Seq. ID 


/^TAAAQOO 10 AylO/l 


.065 


Gene No. 


115306 


Strand 






b uaru 


1 • ■ ■ 


End 


845 




Name 


OJ000322 12. 0424 .C65.01. ts 


Method 


TBLASTX : Soybean 




b tart 


135 


End 


584 






none 


Score 


56 




Exons 


135. .215, 157. .225, 282.. .584 








Seq. No. 


55000 


Seq. ID 


OJ000322 12.0424 


.065 


Gene No. 


115306 


Strand 






bt ar u 


1 


End 


845 




Name 


OJ000322 12.0424.C65.ol.tw 


Method 


TBLASTX: Wheat 




btar L 


165 


End 


584 






none 


Score 


36 




Exons 


165. .215, 166. .210, 315. .584, 


319. .525 






Seq. No. 


55000 


Seq. ID 


OJ000322_12.0424 


.065 


Gene No. 


115306 


Strand 






btart 


1 


End 


845 ' 




Name ."^ 


OJ000322 12.0424.C65.ol.tm 


Method 


TBLASTX: Maize 




bt ar L 


246 . 


End 


590 






none 


Score 


71 




Exons 


246. ,590, 253. .441 








beq . NO . 


55001 


Seq. ID 


OJ000322_12.0424 


. Coo 


Gene No. 


115307 


Strand 


+ . 




Start 


1 


End 


3497 




Name 


OJ000322 12.0424 .068.01. np 


Method 


AAT/NAP 




b tart: 


1 


End 


3380 






5042454 


Score 


64 




Exons 


1. . 66, 3305. .3380 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




o e Cj^ . IN O . 


55001 


Seq. ID 


OJ000322_12.0424 


. L-OO 


Gene No. 


115307 


Strand 


+ 




Start 


1 • 


End 


3497 




Name 


OJ000322 12.0424.C68.o2.gs 


Method 


GENSCAN 




Start 


2085 


End 


3497 




GI 


none 


Score 


.71 




Exons 


2085.. 2207, 2752.. 2821, 2938. 


.2981, 3327.. 3497 





55607 



Seq. No. 55001 

Gene No. 115308 

Start 2012 

Name OJ000322_12 . 0424 . C68 . o2 . np 

Start 2012 

GI 5922623 

Exons 2012.. 2039, 
GI Descrip-. 



OJ000322 12.0424.C68 



Seq. ID _ 
Strand 

End 3530 
Method AAT/NAP 
* End 3530 
Score 73 

3441. .3530 

(AP0004.92) hypothetical protein [Oryza sativa] 
qi|6016856|db.j IBAA85199.il {AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 55002 Seq. ID OJ000322 

Gene No. 115309 Strand + 

Start 1 - End 1444 

Name OJ000322_12 . 0424 . C69 . ol . np Method AAT/NAP 

Start 1 End 1444 

GI 6063554 Score 120 

Exons 1..79, 599.. 629, 1271.. 1444 

GI Descrip. {AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



12.0424.C69 



X98611 (E0464) 
hypothetical 



Seq. No-. 55002 Seq. ID 

Gene No. ' 115309 Strand 

Start 1 End 

Name OJ000322_12 . 0424 . C69 . ol . gs Method 

Start 99 End 

GI none Score 

Exons 99.. 197, 600,. 680 



OJ000322_12. 04 24 .C69'- 
+ 

1444 
GENSCAN 
680 
. 97 



=n Seq, No. 55002 Seq. ID OJ000322_12 . 0424 . C69 

Gene No, 115310 Strand 

- Start 599 End 829 

U Name OJ000322_12 . 0424 . C69 . ol . gp Method AAT/GAP 

Start 599 End 829 

GI^^, 101153_1.R1084 ■ Score 353 ■ 

l\. Exons 599. ^829 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l,0e-115 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. No. 


55003 






Seq. ID 


OJ000322 


Gene No. 


115311 ■ 






Strand 


+ 


Start 


1 






End 


1675 


Name 


OJ000322 12 


.0424 .C70.O1 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1673 


GI 


7340868 






Score 


71 


Exons 


1..87, 324. 


.469, 1651.. 


1673 






GI Descrip. 


{AP001551) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


55003 






Seq. ID 


OJ000322 


Gene No. 


115311 






Strand 


+ 


Start 


1 






-End 


1675 


Name 


OJ000322 12 


.0424.C70.ol 


.gs 


Method 


GENSCAN 


Start 


1339 






End 


1675 


GI 


none 






Score 


.64 


Exons 


1339. .1497, 


1590. .1675 









55608 



o ^ • 1>HJ . 








Seq; ID 


OJ000322 


Gene No. 


115312 






Strand 




Start 


817 






End 


2921 


Name 


OJ000322 12 


.0424 


.C70.p2.np 


Method 


AAT/NAP 


o tar L 


817 






End 


2768 




5295955 






Score 


895 


Exons 


817. .1411, 


1451. 


.1514, 1594.. 


1970, 2651.. 2768 




(AB026295) 


Similar to Epstein 


-Barr virus (EBV) 




[Ofyza sativa] 








Seq. No. 


55003 






Seq. ID 


OJ000322 




115312 






Strand 




o t aru 


817 






End 


O Q O 1 


Name 


OJ000322 12 


.0424 


.C70.o2.gs 


Method 


GENSCAN 


o car u 


2146 






End 


O O O 1 


n T 


none 






Score 




■Exons 


2146. .2227, 


2642 


..2765, 2912. 


.2921 




Seq. No. 


55003 






Seq. ID 




Gene No. 


115313 






Strand 




ocar L 


4645 






End 


5021 


Name 


OJ000322 12 


.0424 


:C7'0.o3.np 


Method 


AAT/NAP 




4590 / 






End 


5021 . 




4680186 






Score 


228" 


17* C 

cjXons. 


4590. .4764, 


4995 


.5021 






GI Descrip. 


{AF111709) 


unknown [Oryza sativa subsp. 


indica] 


Seq. No. 


55003 






Seq. ID 


OJ000322_ 


Gene No. 


115313 






Strand 




Start 


4645 






End 


5021 


Name 


OJ000322 12 


.0424, 


C70.o3.gs 


Method 


GENSCAN 


Start 


4645 






End 


4958 


GI 


none 






Score 


.8 


Exons 


4645. .4731, 


4858. 


.4912, 4939. 


.4958 





genome. {V01555) 



1^ Seq. No. 


55004 


Seq. ID 


OJ000322_12 


.0424 . 


C71 


'r-. Gene No. 


115314 - 


Strand 


+ • 






Start 


227 


End 


3184 






^=1 Name 


OJ000322 12.0424.C71.ol.gs 


Method 


GENSCAN 






C3 Start 


227 


End 


3184 






GI 


none 


Score 


.65 






Exons 


227. .377, 1467. .1538, 2882.. 


.3103, 3181. 


.3184 






Seq. No. 


55004 


Seq. ID 


OJ000322_12 


0424. 


C71* 


Gene No. 


115314 


Strand 


+ 






Start 


227 


End 


3184 






Name 


OJ000322 12.0424.C71.ol.gp 


Method 


AAT/GAP - 






Start 


1781 


End 


1872 






GI 


uC-osflcyp022c06b2 


Score 


148 






Exons 


1781. .1872 










GI Descrip. 


'5042437/gbl AC00778 9. 1 1AC00778 9 8. Oe-25 


Oryza sativa BAG 


T49B20 




genomic sequence, complete 


sequence ' 








Seq. No. 


55004 


Seq. ID 


OJ000322_12. 


0424, 


C71 


Gene No. 


115314 


Strand 








Start 


227 


End 


3184 







55609 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 



OJ000322_12 .0424 .071 . ol . np Method AAT/NAP 
2520 End 2608 

7340868 Score 48 

2520. .2608 

{AP001551) hypothetical protein [Oryza sativa] - 



55005 
115315 
1 

OJ000322_12. 0424 .073. ol.np 
1 

6983860 
1. .195 

{AP001168) Similar to 22 kOa kafirin cluster; Ty3-Gypsy type 
{AF061282) [Oryza sativa] 



Seq. ID OJ000322_12. 0424 .073 

Strand + 

End 195 

Method AAT/NAP 

End 195 

Score 311 



55005 
115316 
165 . 

OJ000322_12. 0424. 073. ol.gs 
165 
none 

165. .202, 586. .852 

55006 ■ 
115317 
19 

OJ000322_12 . 0424 . 074 . ol . gs 
19 

none 

19. .473, 1091. .1160, 1658. .1875 



Seq. ID OJ000322_12. 0424 .073 

Strand + 

End ' 852 

Method GENSOAN 

End 852 

Score . 68 



Seq. ID OJ000322_12. 0424. 074 

Strand - - 

End 1875 

Method GENSOAN 

End 1875 

Score .61 



55007 

115318 

1015 

OJ006322_12 . 0424 . 07 6 . ol . gs 

1015 

none 

1015. .1236 



Seq. ID OJ000322_12. 0424. 076 
Strand 

End 1236 

.Method* GENSOAN 

End V, 1236 

Score . 69 



55008 
115319 

1 . . 

OJ000322_12. 0424 .078. ol.np 
1 

7340909 
1. . 67,. 252. .440 

{AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ000322_12. 0424. 078 
Strand + 
End - . 530- 
Method AAT/NAP 
End 440 
Score 99 



55008 

115319 

1 

OJ000322^12. 0424. 078. ol.gs 

225 . 

none 

225. .345, 448. .530 



Seq. ID OJ000322_12. 0424. 078 

Strand + 

End 530 

Method GENSOAN 

End 530. 

Score . 93 



55610 



Seq. No. 55009 Seq. ID OJ000322_12 . 0424 . C80 

Gene No. 115320 Strand 

Start 1 End 567 

Name OJ000322_12 . 0424 . C80 . ol . np Method AAT/NAP 

Start 1 End 402 

GI 7248394 Score 468 

Exons 1. .4 02 ' 

GI Descrip. (AP001389) ESTs C97394 {C60113) , AU075824 {R0165 ) , D38985 (R0165) 
correspond to a region of the predicted gene . -^Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
{AC006446) 



Seq. No. 55009 Seq. ID 

Gene No. 115320 Strand 
Start ' 1 End 

Name OJ000322_12 . 0424 . 08 0 . o2 . tm Method 

Start 1 . End 

GI none , Score 

Exons 1..195, 13.!l95 



OJ000322_12.0424.C80 
567 

TBLASTX: Maize 

195 

130 



Seq. No. 55009 Seq. ID 

Gene No. 115320 Strand 

Start 1 End 
Name ■ OJ000322_12 . 0424 . 080 . ol .gs' Method 

Start 18 ' . End 

GI none Score 

Exons 18.. 567 



OJ000322_12. 0424 .080 

567 • 
GENSOAN 
567 ' 
.72 



Seq. No. 55009 Seq. ID 

Gene No. 115320 Strand 

Start 1 End 

Name OJ000322_12 . 0424 . O80 . ol . tw Method 

Start 111 . End 

GI none Score 

Exons 111.. 455, 112.. 465, 115. 
481. .516 



OJ000322_12. 0424.080 
567 

TBLASTX: Wheat 
516 
218 

,456, 155. .457, 460. . 516, 470. .511, 



Seq. No. 55009 ' Seq. ID 

Gene No. 115320 Strand 

Start 1 End 

Name OJ000322_12 . 0424 . O80 . ol . tm Method 

Start 197 End 

GI none Score 

Exons 197, .457, 197. .442, 199. .462 



OJ000322_12. 0424. 080 
567 

TBLASTX: Maize 

462 

287 



Seq. No. 55010 Seq. ID 

Gene No. 115321 Strand 

Start 1 End . 

Name OJ000322_12 . 0424 . 083 . ol . np Method 

Start 1 End 

GI 5852181 Score 

Exons 1..23, 931.. 1183 

GI Descrip., {AL117265) zhbOpll.l [Oryza sativa] 



OJ000322_12. 0424 .083 

1183 
AAT/NAP 
1183 
126 



Seq. No. 
Gene No. 



55010 
115321 



Seq. ID 
Strand 



OJ000322 12.0424.083 



55611 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000322_12.0424 .C83.ol.gs 

637 

none 

637. .761, 959. .1089 



End 1183 

Method GENSCAN 

End 1089 

Score .85 



55011 

115322 

1028 

OJ000322_12. 0424 .08 6. ol.gp 
675 

2265_1.R1084 

675.. 1348, 1560.. 1803, 1904 



OJ000322 12.0424.C86 



Seq. ID 
Strand 

End 364 9 

Method AAT/GAP 
End 2382 
Score 2691 
2382 

*542200/pir I I S41890 4.0e-86 hypothetical protein - garden 
asparagus >gi_4 52714_emb_CAA54 526_ {X77320) unknown [Asparagus 
officinalis] ' 



Seq. No. 55011 

Gene No. 115322 - ' 

Start 1028 

Name OJ000322_12 . 0424 . C86 . ol . gs 

Start 1028 

GI none 

Exons 1028. . 134 8, 148 9. .1539, 1560, 
3224.-3649 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_12.0424.C86 

3649 
GENSCAN 
3649 
. 61- 



1803, 1904. .2154, 2741. .2824, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq./ No . 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 



55011 

115322 

1028 

OJ000322_12.0424.C8 6.ol.np 

1031 

542200 



Seq. ID OJ000322_12.0424.C86 
Strand 

End 3649 
Method AAT/NAP 
End 2115 
Score 829 
1031. .1348, 1560. .1803, 1904. .2115 

hypothetical protein - garden asparagus gi | 452714 | emb | CAA54 52 6 | 
(X77320) unknown [Asparagus officinalis] 



55011 

11-5322 . ' \ 

1028 

OJ000322_12.0424 .C8 6.01. tm 

1053 

none 



Seq. ID • OJ000322_12.0424 .C86 

Strand • - ' 

End 364 9 

Method TBLASTX : Mai ze 

End 1713 

Score 348 



1053. .1241, 1073. .1366, 1074. .1334, 1560. .1712, 1561. .1713 



55011 

115322 

1028 

OJ000322_12. 0424 .C8 6.ol.tc 

1073 

none 



Seq. ID OJ000322_12.0424 .C86 
Strand 

End 364 9 

Method ' TBLASTX: Cress 
End 2127 
Score 300 



1073. .1345, 1074. .1343, 1109. .1348, 1621. .1707, 1626. .1715, 
1686. .1805, 1723. .1806, 1942. .2043, 2053. .2127 



55011 

115322 

1028 

OJ000322 12.0424 .C86.ol.ts 



Seq. ID OJ000322_12. 0424 .C86 
Strand 

End 364 9 

Method TBLASTX : Soybean 



55612 



start 1073 End 1742 

GI none Score 316 

Exons 1073. .1372, 1074. .1343, 1085. .1348, 1560. .1742, 1564. .1707 



Seq. No. 55011 

Gene No'. 115322 

Start 1028 

Name , OJ000322_12 . 0424 . C86 . ol 

Start 1656 

GI none 

Exons 1656.. 1817, 1657.. 1818, 
2052.. 2120 

Seq. No. 55011 

Gene No. 115322 

Start 1028 

Name OJ000322_12 . 0424 .C86. o2 

Start , 1719 

GI none 

Exons 1719.. 1808, 'I719..1805, 
2069. .2116 



Seq. ID OJ000322_12.0424.C86 
Strand 

End 3649 

.tw Method TBLASTX: Wheat 

End 2120 

Score 189 
1912. .2118, 1913. .2119, 2033. .2119, 



Seq. ID OJ000322_12.0424.C86 
Strand 

End 3649 

.tm Method TBLASTX: Maize 

End * 2118 

Score 86 
1942. .2055, 1943. .2029, 2035. .2118, 



Seq. No. 55012 Seq. ID OJ000322_12 . 0424 . C87 

Gene No. 1^15323 > ' Strand 

Start 843' End 2349 

Name OJ000322_12 . 0424 . C87 . ol . np Method AAT/NAP 

Start 812 End 2349 

GI 6539553 Score 2510 

Exons ^812.. 2349 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. No. 55012" Seq. ID 

Gene No. 115323 Strand 

Start ^ 843 End ■ 

Name OJ000322_12 . 0424 . C87 . 61 . gs Method 

Start 843 End 

GI none Score 

Exons 843.. 2279 



OJ000322_12.0424.C87 
2349 

GENSCAN - 
2279 
. 97 



Seq. No, 55012 

Gene No. 115323 

Start 843 

Name OJ000322_12 , 0424 . C87 . ol . tw 

Start 949 

GI none 

Exons 949.. 1335, 950.. 1330, 987.. 
1354 . . 1425 



Seq. ID OJ000322_12.0424 .C87 



Strand 
End 

Method 
End' 
Score 
1334, 1344 



2349 

TBLASTX: Wheat 

14 25 

417 

.1424, 1350. .1424, 



Seq. No. 55012 Seq. ID 

Gene No. 115323 Strand 

Start 843 End 

Name OJ000322_12 . 0424 . C87 . o3 . ts Method 

Start 1062 End 

GI none Score 



OJ000322_12.0424.C87 
2349 

TBLASTX: Soybean 

1430 

62 



55613 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
• Gene No. 

Start 

Name 

Start 
'^^ GI 
^,3 Exons 

f\l Seq. No. 

Gene No. 
f=~ Start 

Name 
^3 Start 
ry GI 

Exons 

J=! Seq. No. 
"'-I Gene No. 
U Start 
i.3 Name 
Start 

)i GI 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1062.. 1286, 1102.. 1278, 1305.. 1430, 1305.. 1430 

OJ000322 12.0424.C87 



55012 Seq. ID 

115323 Strand 

843 End 
OJ000322_12 . 0424 . C87 . o2 . tm Method 

1282 End 

none Score 

1282. .1620, 1293. .1619 



2349 

TBLASTX: Maize 

1620 

200 



55012 

115323 

843 

OJ000322_12.0424.C87.o2.ts 

1431 

none 

1431. .1790, 1576. .1776 



Seq. ID OJ000322_12. 0424 .087 
Strand 

End 2349 

Method TBLASTX : Soybean 

End 1790 

Score 121 



55012 

115323 

843 

OJ000322_12.0424.C87.o2.tw 

1629 

none 

1629.. 1835, 1639.. 1770, 1830. 

55012 

115323 

843 

OJ000322_12. 0424 .087. ol.tm 

1710 

none 

1710. .2174, 1857. .2159 



Seq. ID OJ000322_12. 0424 .087 
Strand 

End 2349 

Method TBLASTX : Wheat 

End 217 4 

Score 50 

2174, 1854.. 2027 

r 

Seq. ID OJ000322_12. 0424 .087 
Strand 

End 2349 

Method TBLASTX : Mai ze 

End 2174 

Score 83 



55012 

115323 

843 

OJ000322_12. 0424. 087. ol.ts ' 

1845 

5509260 

1845. .2294, 1864. .1923, 1996. 



Seq. ID OJ000322_12. 0424. 087 
Strand 

End 234 9 

Method TBLASTX: Soybean 

End 2294 

Score 58 
.2091 



55012 V 

115323 

843 

OJ.000322_12. 0424 .087 .ol.tc 

1956 

none 

1956. .2216, 2140. .2214 



Seq. ID OJ000322_12. 0424. 087 
Strand 

End 2349 

Method TBLASTX : Oress 

End 2216 

Score 58 



55012 

115323 

843 

OJ000322_12. 0424 .087 .o3.tw 

2229 

none 



Seq. ID OJ000322_12. 0424. 087 
Strand 

End 2349 

Method TBLASTX: Wheat 

End 2349 

Score 86 . 



55614 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2229. .2339, 2229. .2348, 2230. .2349 



Seq. ID OJ000322_12.0424 .C90 
Strand 

End 105 

Method AAT/GAP 

End 105 

Score 175 



55013 
115324 
1 

OJ000322_12 . 0424 . C90 , ol . gp 
1 

LIB3474-009-P1-K1-F11 
1..105 

M455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
•{Arabidopsis thaliana] * 



55014 
115325 
1 

OJ000322_12. 0424 .C93.ol.np 
1 

.6539553 ' 
1. . il48 

(AP000836) Similar to Oryza australiensis retrotrarisposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | {AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. ID OJ000322_12.0424 .C93 
Strand 

End 14 97 

Method AAT/NAP 

End 1148 

Score 1827 



55014 

115325 

1 

OJ000322_12. 0424 .093. o2.tm 
1 

none 

1..168, 1..195, 2. .187 

55014 

115325 

1 

OJ000322_12. 0424 .093. ol.gs 

426 

none 

426. .1040, 1342. .1497 

55014 

115325 

1 

OJ000322_12. 0424 .093.01. tm 

706 

none 

706. ,1011, 708. .1019 

55014 ' 
115325 
1 

OJ000322_12. 0424 .093.01. tw 

767 

none 



Seq. ID OJ000322_12. 0424 .093 
Strand 

End 14 97 

Method TBLASTX: Maize 

End 195 

Score 226 



Seq. ID OJ000322_12. 0424. 093 
Strand 

End 14 97 

Method GENSOAN 

End 1497 

Score ' .87 



Seq. ID OJ000322_12. 0424 .093 
Strand 

End • 14 97 

Method TBLASTX : Mai ze 

End. 1019 

Score 273 



Seq. ID OJ000322_12. 0424 .093 
Strand 

End 1497 

Method TBLASTX : Wheat 

End 1154 

Score 185 



767. .919, 768. .1154, 769. .1038, 771. .1094, 1078. .1143 
55015 Seq. ID OJ000322 12.0424.094 



55615 



Gene No. 115326 Strand + 

Start 1 End 874 

Name OJ000322_12 . 0424 . C94 . ol . np Method AAT/NAP 

Start 1 End 874 

GI 7228442 , Score 1519 

Exons 1. .874 ' 

GI Descrip. (AP001366) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 55015 

Gene No. 115326 

Start 1 

Name OJ000322_12 . 0424 .C94 .ol.tw 

Start 14 

GI none 

Exons 14.. 172, 19.. Ill, 23.. 142 

Seq. No. 55015 

Gene No. 115326 

Start 1 

Name OJ000322_12 . 0424 .C94 . ol . gs 
Start . 41 

GI nibne 

Exons 4 1 . . 615 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000322_12.0424.C94 
+ 

874 

TBLASTX: Wheat 

172 

203 



OJ00G322_12.0424.C94 
+ 

874 

GENSCAN 

615 

.69 



fn Seq. No. 

?;= Gene No. 

^ Start 

7"=^ Name 

W Start 

%J GI 

fij Exons 

I-t^ GI ' Descrip. 



55016 Seq. ID OJ000322_12 . 0424 . C95 

115327 Strand + 

1 End 3145 

OJ000322_12.0424.C95.ol.np Method AAT/NAP 

1 End 2588 

5441880 Score 2119 

1..416, 1005. .1303, 1380. .1638, 1883. .1956, 1993. .2016, 

2107. .2238, 2354. .2588 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55016 

115327 

1 

OJ000322_12.0424.C95.ol.gs 
80 

none 

80. .282, 382. .416, 501. .911, 
1979. .2016, ' 2107. .2238, 2302. 

55016 

115327 

1 

OJ000322'_12. 0424 .C95.ol.gp 
1131 

LIB3475-007-P1-K1-G8 
.1131.. 1303, 1380.. 1630 



Seq. ID OJ000322_12. 0424 .C95 

Strand + 

End 3145 

Method GENSCAN 

End 2867 

Score .74 
1005. .1303, 1380. .1638, 1731. .1913,- 
.2349, 2354. .2556, 2707. .2867 

Seq. ID OJ000322_12. 0424 .C95 ' 

Strand + 

End 3145 

Method AAT/GAP 

End 1630 

Score 789 



'5441880/dbj IBAA82378.il 5.0e-75 {AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] * 



55616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55016 , ,Seq. ID OJ000322_12 . 0424 . C95 

115327 Strand 
1 End 
OJ000322_12 . 0424 . C95 . o2 . gp Method 
2692 End 
LIB3431-045-P1-N1-A10 Score 
2692.. 3145 

'5441876/dbj IAP000367.1 IAP000367 O.Oe-fOO Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



OJ000322_12.0424. 
+ 

3145 
AAT/GAP 
31.4 5 
872 



55016 Seq. ID 

115327 Strand 
1 End 
OJ000322_12 . 0424 . C95 . o2 . np Method 
2706 End 
7228442 Score 
2706. .2891 

(AP001366) EST C2.8952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. {AC003981) [Oryza sativa] 



OJ000322_12.0424.C95 
+ 

3145 
AAT/NAP 
2891 
236 



55017 Seq. ID 

115328 " ' Strand 

870 > End 
OJ00Q322_12.0424.C96.ol.gs Method 

870 End 

none Score 

870. .1291, 2472. .2520 



OJ000322_12.0424 .C96 
+ 

5444" 
GENSCAN 
2520 
.77 



Seq. No. 


55017 


Seq. ID 


OJ000322_12.0424.C96 


Gene No. 


115328 


Strand 


-f 


Start 


870 


End 


5444 


Name 


OJ000322 12.0424.C96.ol.np 


Method 


AAT/NAP 


Start 


870 


End 


5181 


GI 


7021733 ' 


Score 


390 


Exons 


870. .993, 1120. .1291, 4956.. 


5181 




GI Descrip. 


(AC024081) unknown protein [Arabidopsis thaliana] 


Seq. No. 


55017 


Seq. ID 


OJ000322_12.0424.C96 


Gene No. 


115328 


Strand 


+ 


Start 


870 


End 


5444 


Name 


OJ000322 12.0424.C96.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1086 


End 


5163 


GI 


none 


Score 


201 


Exons 


1086. .1292, 1124. .1306, 4290 


..4376, 4963. .5163, 4968. .5078 


Seq. No. 


55017 


Seq. ID 


OJ000322_12.0424.C96 


Gene ' No . 


115328 


Strand 


+ 


Start 


870 


End 


5444 


Name 


OJ000322 12.0424 .C96.ol.tc 


Method 


TBLASTX: Cress 


Start 


1122 


End 


5175 


GI 


' none 


Score 


194 


Exons 


1122. .1292, 1124 . . 1291,-- 4200 


..4376, 4963. .5025, ■ 49^68. .5027, 




5038. .5175 






Seq. No. 


55017 


Seq. ID 


OJ000322_12.0424.C96 



55617 




Gene No. 


115328 


Strand 


+ 




C -4- V V 

btar L 


870 


End 






Name 


OJ000322 12.0424.C96.o2.gs 


Method 


17 M C 7i M 




btart 


3992 


End 


D^i 1 4 






none 


Score 






Exons , - 


3992. .4081, 4167. .4369, 4956. .5214 






Seq. No. 


55017 


Seq. ID 


OJ000322_12,0424 


.C96 


Gene No. 


115328 


Strand 


+ 




O +- -1 •fc-4- 

otart 


870 


End 


A A 
0 4 4 4 




Name 




Method 






Start 


5092 


End 


^ A A A 
3 4 4 4 




GI 


3762250 


Score 


0 DZ 




Exons 


5092. .5444 








Seq. No. 


55018 


Seq. ID 


OJ000322_12.0424 


.C97 


Gene No. 


115329 


Strand 


+ 




Start 


918 


End 


4146 




Name 


OJ000322_12.0424 .C97 .o2.np 


Method 


AAT/NAP 




Start 


Q1 P 
^ X 0 


End^ 


4146 




GI 


7021732 


Score 


492 




Exons 


918. .942, 2699. .3320, 3351., 


.3401, 3432, 


.3637, 4102. .4146 


GI Descrip. 


{AC024081) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


55018 


Seq. ID 


OJ000322_12.04'24 


• by/ 


Gene No. 


115329 


Strand 


+ 




Start 


918 


End 


4146 




Name 


ujuuujzz iz . U4Z4 . by / . 01 . np 


Method 


AAT/NAP 




Start 


1172 


End 


1260 




GI 


5852084 


Score 


81 




Exons 


1172. .1260 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


55018 


Seq. ID 


OJ000322_12.0424 


.C97 


Gene No. 


115329 


Strand 


+ 




btari: 


y 1 0 > , , 


. End 


4146 




Name 


OJ000322 12.0424.C97.ol.tm 


Method 


TBLASTX: Maize 




Start 


3204 


End 


3371 




GI 


none 


Score 


188 




Exons 


3204. .3371, 3207. .3371 








Seq. No. 


55019 


Seq. ID 


OJ000322_12.0424 


.ClOO 


Gene No. 


115330 


Strand 






otar u 


368 


End 


802 




Name 


OJ000322 12.0424.C100.ol.gs 


Method 


GENSCAN 




Start 


368 


End 


802 






none 


Score 


.48 




Exons 


368. .422, 705. .802. 








Seq. No. 


55020 


Seq. ID 


OJ000322_04.0418 


.C2 




115331 


Strand 


+ 




start 


1 


End 


1582 




Name 


OJ000322 04.0418.C2.ol.np 


Method 


AAT/NAP 




Start 


i 


End 


956 




GI 


7487703 


Score 


467 




Exons 


1..69, 199. .310, 401. .607, 


790. . 956 






GI Descrip. 


hypothetical protein T5J17. 


20 - Arabidopsis thaliana 





55618 



gi|4490736|enib|CAB38898.1| (AL035708) putative protein 
[Arabidopsis thaliana] gi | 7271040 | emb | CAB80648 . 1 | (AL161596) 
putative protein [Arabidopsis thaliana] 



Seq. No. 55020 

Gene No. 115331 

Start 1 

Name OJ000322_04 . 0418 . C2 . ol . gs 

Start 172 
GI - none 

Exons 172.. 310, 401.. 607, 1212.. 1315, 1496.. 1582 



Seq. ID OJ000322 04,0418.02 



Strand 
End 

Method 

End 

Score 



+ 

1582 
GENSCAN 
1582 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55020 Seq. ID 

115332 Strand 

4 4 64 End 

OJ000322_04 . 04 18 . C2 . o3 . gs Method 

4 4 64 End 

none Score 



OJ000322_04.0418.C2 
+ 

7609 
GENSCAN 
7499 
.45 



4464. .4-502, 4542. .4802, 4894. .5190, 5280.. 5447, 5618. .5785, - 
5878. .5958, 6069. .6135, 6551. .6648, 6890. .6962, 7051. .7121, 
7238. .7287, 7370. .7499 



Seq. No. 

'Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



55020 Seq. ID 

115332 Strand 
4464 * End 

OJ000322_04 . 0418 . C2 . o2 . np Method 
4513 End 
2062155 Score 
4513. .4802, 4894. .5190, 5280. .5447, 5618 
6069.. 6135, 6551.. 6648, 6981.. 7121, 7238 
7566. .7609 

(AC001645) mitochondrial processing peptidase alpha subunit 
precusor isolog [Arabidopsis thaliana] 



OJ000322_04.0418.C2 

•+ 

7609 
AAT/NAP 
7609 
863 

5785, 5878. .5958, 
7287, 7370.. 7482, 



OJ000322_04.0418.C2 

+■ 

7609 
AAT/GAP 
6945 
1008 



,5958, 6069. .6135, 6551. .6648, 



Seq. No. 55020 Seq. ID 

H Gene No. 115332 Strand 

"J Start 4 4 64 jr. ^ End 

U Name OJ000322_04 . 04 18 . C2 . ol . gp . Method 

.3 Start 5358 End 

GI 61106^1. R1084 Score 

:% Exons 5358.-5447, 5618.. 5785, 5878 

^3 6890. .6945 

GI Descrip. ' 266567/sp | P29677 | MPPA_SOLTU 4.0e-48 MITOCHONDRIAL PROCESSING 
PEPTIDASE ALPHA SUBUNIT PRECURSOR (ALPHA-MPP) 
(UBIQUINOL-CY.TOCHROME C REDUCTASE SUBUNIT II) 

>gi_421956_pir S23558 mitochondrial processing peptidase (EC 

.;• 3.4.99.41) alpha chain precursor - potato 

>gi_21493_emb_CAA46990_ (X66284) mitochondrial processing 
peptidase [Solanum tuberosum] ' 



Seq. No. 55020 Seq. ID 

Gene No. 115333 Strand 

Start 7602 End 

Name OJ000322_04 . 04 18 . C2 . o2 . gp ' Method ' 

Start' 7602 ■ End 

GI 4716805 Score 

Exons 7602.. 7954 



OJ000322_04.0418.C2 
+ 

7954 
AAT/GAP 
7954 
615 



55619 



Seq. No. 55020 Seq. ID OJ000322_04 . 04 18 . C2 

Gene No. 115334 Strand + 

Start 8112 End 8753 

Name OJ000322_04 , 04 18 . C2 . o3 . gp Method AAT/GAP 

Start 8112 End 8753 

GI ' 34745_1'.R1084 Score 1213 

Exons 8 112.. 87 53 

GI Descrip. '2529662 8.0e-16 (AC002535) putative small nuclear 

ribonucleoprotein, Sm D2 [Arabidopsis thaliana] >gi_3738278 
(AC005309) putative small nuclear ribonucleoprotein, Sm D2 
[Arabidopsis thaliana] ' 



Seq. No. 


55020 






Gene No. 


115335 






Start 


13017 






Name 


OJ000322 04 


.0418. 02. o2. 


4- rr\ 
ZTCl 


Start 


162 






GI 


none 






Exons 


162. .311, 172. .294, 214 


. .342, 




771. .956, li 


32. .943, 787 


. . y 4 O , 




1234. .1305, 


1235. .1291 




Seq. No. 


55020 






Gene No. 


115335 






Start 


13017 






Name 


OJ000322 04 


.0418.C2.o3. 


ts 


Start 


403 






GI 


none 






Exons 


403. .489, 414. .488, 481 


. .579, 


Seq. No. 


55020 






Gene No. 


115335 






Start 


13017 






Name 


OJ000322 04 


.0418. 02. ol. 


tc 


Start 


4638 






GI 


none 






Exons 


4638. .-4802, 


4897. .5193, 




Seq. No. 


55020 






Gene No. 


115335 






Start 


13017 






Name 


OJ000322 04 


0418. 02. ol. 


tm 


Start 


4692. 






GI 


none 






Exons 


4692. .4793, 


4888. .5193, 


4944 . 




. 5,626.. 5811, 


5880. .5954, 


5881. 




6553. . 6648, 


6869. .6961, 


6895. 




7240. .7290, 


7241. .7288, 


7293. 


Seq. No. 


55020 






Gene No. 


115335 






Start 


13017 






Name 


OJ000322 04. 


0418;C2.ol. 


ts 


Start 


"4692 






GI 


none 






Exons 


4692. .4802, 


4897. .5193, 


4944 . 



Seq. ID OJ000322_04.0418.C2 

Strand + 

End 13068 

Method TBLASTX : Mai ze 

End 1305 

Score 151 

399. .593, 400, .594, 404. .595, 
1099. .1152, 1100. .1150, 



Seq. ID OJ000322_04 .'0418.02 

Strand + 

End 13068 

Method TBLASTX : Soybean 

End 609 

Score 119 



,609 



Seq. ID 

Strand 

End 

Method 

End 

Scoire 



OJ000322_04.0418.C2 
+ 

13068 

TBLASTX :Oress 
5438 
101 

.5217, 5298.. 5438, 5315.. 5407 

Seq. ID OJ000322_04.0418.C2 

Strand + 

End 13068 

Method TBLASTX: Maize 

End 7490 

Score 109 . 
.5192, 5277. .5441, 5618. .5782, 
.5976, 6068. .6166, 6552. .6647, 
.6957, 7049.. 7189, 7050.. 7127, 
.7490, 7368.. 7481 

Seq. ID OJ000322_04.0418.O2 

Strand + 

End . 13068 

Method TBLASTX : Soybean 

End 5441 

Score 99 

.5180, 5074. .5190, 5292. .5441 



55620 



Seq. No. 55020 

Gene No. 115335 

Start 13017 

Name OJ000322_04 . 0418 . C2 . o2 . ts 

Start 5611 

GI none 

Exons 5611, .5811, 5618. .5797, 5877, 
6067.. 6132, 6068.. 6136 



Seq. ID OJ000322_04 .0418.C2 

Strand + 

End 13068 

Method TBLASTX : Soybean 

End 6136 

Score 157 

.5975, 5877. .5951, 5881. .5976, 



Seq. No. 55020 Seq. ID 

Gene No, 115335 • Strand 

Start 13017 End 

Name OJ000322_04 , 04 18 . C2 . o4 . ts Method 

Start 6553 End 

GI none Score 

Exons 6553.. 6648, 6895.. 6966, 6896.. 6961, 6898 

7050.. 7127, 7235.. 7288, 7240.. 7290, 7367 



OJ000322_04.0418.C2 
+ 

13068 

TBLASTX : Soybean 
7469 
91 

,6966, 7049. .7183, 
,7468, 7368. .7469 



Seq. No. 55020 
Gene No, 115335 
Start 13017 

Name OJ000322_04 , 04 18 . C2 . o3 . tm 

Start 8390 
GI none 
Exons 8390. 

8457. 

8758. 

9101. 



.8455, 8391. .8480, 8398. 

.8594, 8466. .8663, 8561, 

.8853, 8759. .8854, 8782, 

.9187, 9103.. 9168, 9105. 



9286. .9354, 9287. .9355 



Seq. ID OJ000322_04.0418.C2 

Strand + 

End 13068 

Method TBLASTX : Mai ze 

End 9361 

Score -63 

.8475, 8450, .'8503, 8451, ,8504, 
.8740, 8561. .8686, 8643. ,8738, 
.8901, 8924. ,9049, 8969. .9073, 
.9188, 9118. .9189, 9275. .9361, 



Seq. No. 55020 

Gene No. 115335 

Start 13017 

Name OJ000322_04 . 04 18 . 02 . o5 . ts 

Start 10144 

GI none 

Exons ■ 10144 .. 10191, 10145 .. 10201, 
10457. .10558, 10458 .. 10535, 



Seq. ID OJ000322_04 . 0418 .C2 

Strand + 

End 13068 

Method TBLASTX : Soybean 

End 11159 

Score 39 
10281. .10373, 10286. .10372, 
10924. .10986, 11112. .11159 



Seq. No. 55020 
Gene No. 115335 
Start 13017 

Name OJ000322_04 . 04 18 . C2 . o4 . tm 

Start 10145 
GI none 
Exons 10145. 

10286. 

10459. 



10201, .10145, 
10378, 10451, 
10554, 10924, 



Seq. ID OJ000322_04 ,0418,02 

Strand + 

End 13068 ■ 

Method TBLASTX: Maize 

End 11210 

Score 7 9 



10201, 10281. . 10427, 10282 .. 1037 4 , 
10540," 10457. .10558, 10458. .10553, 
10986, 10937. .11002, 10939. .11013, 



11103. ,11210, 11113. .11199 



Seq. No. 55020 Seq. ID 

Gene No. 115335 Strand 

Start 13017 End 

Name OJ000322_04 , 04 18 . 02 . o2 . tc Method 

Start 10281 End 

GI none Score 



OJ000322_04 .0418.02 
+ 

13068 

TBLASTX: Oress 

10558 

67 



55621 



Exons 



10281. .10400, 10286. . 10372, 10457 10558 , 10458. .10541 



Seq. No. 55020 

Gene No. 115335 

Start 13017 

Name OJ000322_04 . 0418 . C2 . ol . tw 

Start 10301 

GI none 

Exons 10301. .10375, 10301 .. 10378 , 
10458. .10562, 10921 .. 10986, 



Seq. ID OJ000322_04.0418.C2 

Strand + 

End 13068 

Method TBLASTX : Wheat 

End 11002 

Score 84 
10305. .10400, 10457. .10558, 
10937. .11002 



Seq. No. 55020 Seq. ID OJ000322 

Gene No. 115335 , Strand + 

Start 13017 End 13068 

Name OJ000322_04 . 04 18 . 02 . o4 . gp Method AAT/GAP 

Start 13017 End 13068 

GI 33042_1.R1084 Score 62 

Exons 13017. .13068 

GI Descrip. ' 60068 92/gb 1 7VAF00667 . 1 | AC008153_ 
protein [Arabrdopsis thaliana] ' 



04. 0418. C2 



19- ■2.0e-57 ' (AC008153) • unknown 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55021 Seq. ID 

115336 Strand 

2034 ; End 
OJ000322_04 . 0418 . C3 . ol . np . Method 

2034 End 

480566 Score 

2034.. 2219, 2375. .2397 



04. 0418. 03 



beta-f ructofuranosidase 
gi 1397 631 |emb|CAA80358 | 
[Solanum tuberosum] 



(EC 3.2.1.26) 
(Z22645) beta- 



OJ000322_ 
+ 

2397 
AAT/NAP 
2397 
79 



- potato 

f ructofuranosidase 



55021 

115336 

2034 

OJ000322_04 .0418. 03 .ol . tm 
2048, 

none ■ ■ 



Seq. ID OJ000322_04.0418.O3 

Strand + ■ 

End 2397 

Method TBLASTX : Maize 

End 2223 

Score 4 4 



2048. .2092, 2108. .2221, 2109. .2222, 2110. .2223, 2110. .2223 



Iz^ Seq. No. 
^3 Gene No. 

Start 

Name 

Start 

GI 

Exons 



55021 

115336 

2034 

OJ000322_04 .04 18.03. ol.ts 

2048 

none 



Seq. ID OJ000322_04.0418.O3 

Strand + 

End 2397 

Method- TBLASTX : Soybean 

End 2218 

Score 44 



204 8. .20.9.2.,. 2108. ..2218, 2109.. 2216, 2110.. 2217 



Seq. No. 55022 

Gene No. 115337 

Start 122 

Name OJ000322_04 . 04 18 . 04 . ol . gs 

Start 122 

GI none 
Exons 



Seq. ID OJ000322_04. 0418 .04 

Strand + 

End 3845 

Method GENSOAN 

End 3845 

Score . 7 



122. .453, 764. .976, 1909. .2150, 2360. .2453, 2559. .2729, 
3025. .3202, 3238. .3845 



55622 



Seq. No, 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55022 Seq. ID 

115337 Strand 

122 End 

OJ000322_04 . 04 18 . C4 . ol . np Method 

259 End 

7435481 Score 



OJ000322_04 .0418.C4 
+ 

3845 
AAT/NAP 
2759 
.1820 



259. .976, 1663. .1825, 1913. .2150, 2360, .2453, 2559. .2759 
beta-f ructofuranosidase (EC 3,2.1.26), cell wall - wheat 
(fragment) gi | 3342242 | gb ! AAC96066 . 1 | (AF030421) cell wall 
finyertase; beta-f ructofuranosidase; f ructosidase [Triticum 
aestivum] 



55022 

115338 

9088 

OJ000322_04 ,0418.C4 .o3.gs 

9088 

none 

9088. .9571, 9584. .10578 



Seq. ID OJ000322_04 ,0418.C4 

Strand + 

End 10578 

Method GENSCAN 

End 10578 

Score ,99 



Seq. No. 
Gene No. 
■ Start 
Name 
Start 
GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55022 

115339 

4813 

OJ000322_04 .0418.04 .o2.gs 

4813 

none 

4813. ,5141, 5503. ,5560 



Seq. ID OJ000322_04 ,0418,04 
Strand 

End 5560 

Method GENSOAN - 

End 5560 

Score .53 



55022 
115340 
9161 

OJ000322_04 .0418.04 .o2.np 
9161 
4678208 
9161. .10683 

(AO007134) putative sugar transporter [Arabidopsis thaliana] 



Seq. ID OJ000322_04.0418.C4 
Strand 

End 10683 

Method AAT/NAP 

End 10683 

Score 1455 



55022 Seq. ID 

115341 Strand 

11466 End 

OJ000322_04 .0418.04 .ol.tc Method 

115 End 

none Score 



OJ000322_04 .0418-.O4 
11808 

TBLASTX:Oress 

2735 

410 



115. .234, 117. .455, 121, .453, 463. .708, 481. .666, 722. .751, 
726. .752, 758. .811, 766. .972, 842. .973, 1657. .1761, 1665. .1760, 
1906. .1974, 1981. .2115, 2013, .2096, 2092. .2160, 2558. .2626, 
2559.. 2735 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



55022 

115341 

11466 

OJ000322_04 .0418.04 .o3.tw 

117 

none 



117. .191, 121. .192, 186. .344, 187 
55022 Seq 



Seq. ID OJ000322_04 .0418.0.4 
Strand 

End 11808 

Method TBLASTX : Wheat 

End 34 5 

Score 119 
345 



ID OJ000322 04. 0418. 04 



55623 



Gene No. 

Start 

Name 

Start 

GI 

Exons' 



115341 Strand 

11466 End 

OJ000322_04 , 04 18 . C4 . ol , tm Method 

120 End 

none Score 



11808 

TBLASTX: Maize 

2752 

942 



120. .728, 121. .726, 126. .728, 332. .730, 746. .976, 746. .976, 
757. .981, 835. .978, 1656. .1823, 1657. .1824, 1905. .2033, 
1906. .2034, 1907. .2050, 2031. .2225, 2032. .2133, 2101. .2160, 
2352. .2438, 2360. .2431, 2558. .2641, 2559. .2642, 2585. .2752, 
2586. .2735 



Seq. No. 55022 Seq. ID 

Gene No. 115341 Strand 

Start 11466 End 

Name OJ000322_04 . 04 18 . C4 . o2 . ts Method 

Start 120 End 

GI none Score 
Exons 



OJ000322__04.0418.C4 
11808 

TBLASTX : Soybean 

2752 

942 



120. .728, 121. .726, 126. .728, 332. .730, 746. .976, 746. .976, 
757. .981, 835. .978, ''1'656. .1823, 1657. .1824, 1905. .2033, • 
1906. .2034, 2031. .2225, 2032. .2133, 2101. .2160, 2352:\2438, 
2360. .2431, 2558. .2641, 2559. .2642, 2585. .2752, 2586. .2735 



Seq. No. 55022 

Gene No. 115341 

Start 11466 

Name OJ000322_04 . 0418 .C4 . o5 . tm 

Start' 3392 

GI none 

Exons 3392.. 3547, 3393.. 3821 



Seq. ID OJ000322_04 . 0418 .04 
Strand 
'■^:".End . 
Method 
End 
Score 



11808 

TBLASTX: Maize 

3821 

259 



Seq. No. 55022 

Gene No. 115341 

Start 11466 

Name OJ000322_04 .0418 .04 . o2 . tm 

Start 9223 

GI none 

Exons 9223.. 9300, 9223.. 9534, 9302. 

9901. .10113, 9902.:10114 



Seq. ID OJ000322_04 .0418 .04 
Strand 

End 11808 

Method TBLASTX: Maize 

End 10114 

Score 68 

.9532, 9562.. 9897, 9563.. 9898, 



Seq. No. 


55022 








Seq. ID 


OJ000322_04.0418.O4 


Gene No. 


115341 








Strand 




Start 


11466 








End 


11808 


Name 


OJ000322 04, 


.0418, 


.04 .o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


9223 








End 


9444 


GI 


none 








■ Score ■ 


60 


Exons 


9223. . 9444, 


9290. 


. .9388 








S'eq . No . 


55022 








Seq. ID 


OJ000322_04.0418.C4 


Gene No. 


1153.41 








Strand 




Start 


11466 








End 


11808 


Name 


OJ000322 04, 


.0418, 


.04 .ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9235 








End 


10557 


GI 


none 








Score 


396 


Exons 


9235. . 9882, 


9302. 


. .9883, 


9889, 


.10557, 


9890. . 10543 



Seq. No. 
Gene No. 



55022 
115341 



Seq. ID OJ000322_04 .0418.04 
Strand 



55624 






X 1 fi DD 






bna 


1 1 Q flQ 
X XoUo 


N3me 




fi /I 1 Q nA 
U4 X 0 . 


. O^c . cC 


Method 


i dLAo i A : uress 


C 4- •= 








bna 


XUX / O 


bi 


none 






Score 


1 4 J 


Exons 


y/XO. .XUX/D/ 


Q T /I T 


y y 4 D/ y y u / 


1 n n c, Q 
, . X uuo y , 


xuuxd , . xuxzy 


o c q . IN o . 


O O U ^ 






o e q . X u 


r\ 1 n n n 0 0 ha hai 


Gene No. 


115341 






Strand 




Start 


11466 






End 


11808 


Name 


OJ000322 04. 


0418. C4 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


9902 






End 


10186 


GI 


none 






Score 


198 


Exons 


9902. .10186, 


9904. . 


10185 







Seq. No. 


c c n o o 




Seq. ID 


OJU00ozz_U4 . 04 lo . C4 


Gene No . 


XXoo4 X 




Strand 




Start 


114 DD 




End 


11808 




OJ000322 04. 0418. C4. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


10114 




End 


10557 


GI 


none 




Score 


393 


Exons 


10114 . .10557, 10115. 


.10543 






Seq. No. 


55022 




Seq. ID 


OJ000322_04.0418.C4 


Gene No. 


115341 




Strand 




Start 


11466 




End 


11808 


Name 


OJ000322 04. 0418. C4. 


o5 . tc 


Method 


TBLASTX: Cress 


Start 


10298 




End 


10543 


GI 


none 




Score 


152 


Exons 


10298. .10543, 10300. 


. 10542' 






Seq. No. 


55022 




Seq. ID 


OJ000322_04.0418.C4 


Gene No. 


115341 




Strand 




Start 


11466 




End 


11808 


Name 


OJ000322 04. 0418. C4. 


ol . gp 


Method 


AAT/GAP 


Start 


11245 




End 


11656 ■ 


GI 


4716889 




Score 


502 


Exons 


11245. . 11656. 








GI Descrip. 


2529662 8.0e-16 {AC002535) 


putative small nuclear 



ribonucleoprotein, Sm D2 [Arabidopsis thaliana] >gi_3738278 
(AC005309) putative small nuclear ribonucleoprotein, Sm D2 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55022 

115341 

11466 

OJ000322_04.0418.C4.o2.tw 

11463 

none 



Seq. ID- OJ000322_04.0418.C4 



Strand 
End 

Method 

End 

Score- 



11808 

TBLASTX: Wheat 

11782 

202 



114 63. .1157 9, 114 64. .11583, 114 64 .. 1 1583, 114 65 .. 1158 4 , 
114 65. . 11584, 11639. .11782, 11672. .1177 9 



Seq. No. 55022 Seq. ID 

Gene No. 115341 Strand 

Start 11466 End 

Name OJ000322_04 . 04 18 . C4 . o4. . tm Method 

Start 11463 End 

GI none Score 



OJ000322_04,0418.C4 
11808 

TBLASTX: Maize 

11780 

202 



55625 



Exons 



11463, .11579, 11464.-^1583, 114 65 .. 11584 , 11672 .. 11779, 
11673. .11780 



Seq. No. 55022 

Gene No. 115341 

Start 11466 

Name OJ000322_04 . 0418 . C4 . 63 . ts 

Start 11464 

GI none 

Exons 11464. .11583, 114 66 .. 11579, 
11673. .11786 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_04.0418.C4 
11808 

TBLASTX : Soybean 

11786 

174 



11672. .11779, 11673. .11783, 



Seq. No. 55022 

Gene No. 115341 

Start 11466 

Name OJ000322_04 . 04 18 . C4 . o3 . tc 

Start ' 11466 

GI none 

Exons 11466. .11570, 114 66 .. 11579, 11467 
11673. .11783, 11674. .11808 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322_04.0418.C4 
11808 

TBLASTX: Cress 

11808 

73 



,11583, 11672. .11779, 



Seq. No. 


55022 


Seq. ID 


OJ000322_04 .041? 


3.C4 


Gene No. 


115341 


Strand 






Start. 


11466 


End 


11808 




Name 


OJ000322' 04 .0418.04. o4.gs 


Method 


GENSCAN 




Start 


11466 


End 


11779 




GI 


none 


Score 


.99 




Exons 


11466. .11582, 11675.. 11779 








Seq. No. 


55022 


Seq. ID 


• OJ000322_04 .041? 


3. 04 


Gene No. 


115341 


Strand 






Start 


11466 


End 


11808 




Name 


OJ000322 04.0418.C4.o3.np 


Method 


AAT/NAP 




Start 


11469 


End 


11779 




GI 


7488341 


Score 


303 




Exons 


11469. .11582, 11675. .11779 








GI D.escrip. 


small nuclear ribonucleoprotein T30B22 


.5 - Arabidopsis 


thaliana 



gi|3738278-J^b|AAC63620.1| (AO005309) putative small nuclear 
ribonucleoprotein D2 [Arabidopsis thaliana] 
gi|7362764|emb|OAB83134.1| (AL162651) small nuclear 
ribonucleoprotein-like protein [Arabidopsis thaliana] 



Seq. No. 55023 Seq. ID 

Gene No. 115342 Strand 

Start 86 End 

Name OJ000322_04 . 04 18 . 05 . ol . gs Method 

Start 8 6 End 

GI none Score 

Exons 86.. 251, 306.. 745 



OJ000322_04.0418.O5 
+ 

745 

GENSOAN 
745 

•;69 



Seq. No. 55023 

Gene No. 115343 

Start 2728 

Name OJ000322_04 . 04 18 . 05 . ol . np 

Start 2258 

GI 7486242 
Exons 



Seq. ID OJ000322_04.0418.O5 

Strand + 

End 6410 

Method AAT/NAP 

End 6410 

Score 313 



2258.. 2325, 2718.. 3035, 3119.. 3370, 4030.. 4268, 4460.. 4652, 



55626 



4894. .5662, 5766. .5835, 5933. .5982, 6081. .6179, 6336. .6410 
GI Descrip. hypothetical protein F27F23.19 - Arabidopsis thaliana 
gi I 3135269 I gbl AAC16469.il (AC003058) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55023 Seq. ID 

115343 Strand 

2728 End 

OJ000322_04 . 04 18 . C5 . o2 . gs Method 

2728 End 

none Score 



OJ000322_04 .0418.05 
+ 

6410 
GENSCAN 
6179 
.67 



2728. .3035, 3119. .3359, 3980. .4281, 4476. .4652, 4897. ,5114, 
5349. .5661, 5741. .5814, 5933. .5995, 6091. .6179 



Seq. No. 55023 

Gene No. 115343 

Start 2728 

Name OJ000322__04 . 0418 .C5 . o2 . tm 

Start 4894 

GI none 

Exons 4894.. 4980, 4895.. 5128, 4901, 

Seq. No. 55023 

Gene No. 115343 

Start .^2728 

Name OJ000322_04 . 04 18 . C5 . ol . tm 

Start 5555 

GI none 

Exons 5555. 

5739. 



Seq. ID OJ000322_04.0418.C5 

Strand + 

End 6410 

Method TBLASTX: Maize 

End 5146 

Score 130 

.4987, 4976.. .5146, 4984. .5145 



OJ000322_04.0418.C5 
+ 

6410 

TBLASTX :Maize 

6218 

62 



,5629, 5558., 5617, 5617. 
.5837, 5930.. 5995, 5933, 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

.5661, 5618.. 5659, 5729.. 5836, 
.5998, 6089.. 6217, 6090.. 6182, 



6090. .6218 



Seq. No. 55024 Seq. ID OJ000322 

Gene No. 115344 Strand + 

Start 44 End 1269 

Name OJ000322_04 . 04 18 . 07 . ol . gs Method GENSCAN 

Start 44 End 1269, 

GI none " . . . Score .77 

Exons 44.. 160, 1201.. 1269 



04. 0418. C7 



OJ000322_04.0418.O7 

1291 
AAT/NAP 
1291 ' 
654 



Seq. No. 55024 Seq. ID 

Gene No. 115345 Strand 

Start 685 End 

Name OJ000322_04 . 04 18 . 07 . ol . np Method 

Start 685 End 

GI 131136 Score 

Exons .685.. 1291 

GI Descrip. PHOTOSYSTEM I P700 CHLOROPHYLL A APOPROTEIN Al 

gi I 72671 1 pir I I A1RZP7 photosystem I P700 apoprotein Al - rice 
chloroplast gi | 11982 | emb | OAA33996 | (X15901) PSI P700 apoprotein 
Al [Or'yza sativa] gi | 226605 | prf | | 1603356AB photosystem I P700 
apoprotein Al [Oryza sativa] 



Seq. No. 55024 Seq. ID 

Gene No. 115346 Strand 

Start 1526 End 

Name OJ000322 04 . 04 18 . 07 . o2 . tm Method 



OJ000322_04 .0418.07 
1978 

TBLASTX: Maize 



55627 



Q 4- -a r-h 


36 


End 


277 




P T 


none 


Score 


73 




Exons 


36. .113, 38. .115, 115. .177, 


118. .177, 


175. .225, 191. .226, 




208.. 276, 227.. 277, 231.. 275 






Seq. No. 


55024 


Seq. ID 




P7 


Gene No. 


115346 ' 


Strand 






ouari. 


1526 


End 


1 Qlft 




Name 


OJ000322 04.0418. C7.01. to 


Method 






o uax L. 


R ^n 




X ^ _? 4 






none 


Score 


112 






850. .942, 952. .1026, 1093.. 


1293, 1094. 


.1294 




Seq. No. 


55024 


Seq. ID 




CI 


Gene No. 


115346 


Strand 






O Lax U 


1526 


End 


1 Q7 ft 
X ^ / 0 




NaiTie 


OJ000322 04.0418.C7.ol.ts 


Method 


1 oxirto lA, . otjyutJciii 




o car u. 


ft 

0 o u 




1 9 Q/1 

X ^ J? 4 






none 


Score 


116 ■ ' 






8501.942, 946.. 1026, 1070.. 


1294, 1093. 


.1293 




Seq. No. 


55024 


Seq. ID 


nTnnn^99 ha daiq 

UJUUUjZZ U . U 4 X o . 


P7 


Gene No. 


115346 


Strand 






o L an, 


1526 


End^ 


1 Q7 ft 
X / o 




Name 


OJ000322 04.0418.C7.ol.tm 


Method 


i D Li/io i A . lYia X z e 




o cart. 


ft 

0 o u 


Ejnu 


X z y 4 






none 


Score 


64 




Exons 


850. .942, 946. ,1026, 1093.. 


1260, 1093. 


.1293, 1094. .1294 




Seq. No. 


55024 


Seq. ID 


piTnriri'599 O/i OjIiq 


P7 


Gene No. 


115346 


Strand 






O L. ar I, 


1526 


End 


1 Q7 ft 

X y / 0 




Name 


OJ000322 04 .0418.C7.ol.gp 


Method 






o L.arr. 


1526 


End 


1 Ql ft 
X y / o 






572451 


Score 


ft Q 

. o J 




Exons 


1526. .1978 








o e q . LN o . 


55025 


Seq. ID 


OJ000322_04.0418. 


C8 


Gene No . 


115347 


Strand 






Start 


1 


End 


2214 




Name 


OJ000322 04 .0418.C8.ol.np 


Method 


AAT/NAP 




Start 


1 . 


End 


2214 




GI 


5295969 


Score 


141 




Exons 


1..28, 367. .680, 2181. .2214 








GI Descrip. 


(AB026295) ESTD24 835 (R2634 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAG T06D20 genomic sequence, complete sequence .( U90439) [Oryza 
sativa] 



Seq. No. 55026 

Gene No. 115348 

Start 1 

Name OJ000322_04 . 04 18 . C9 . ol . np 

Start 1 

GI 2129709 

Exons 1..26, 1918.. 2558, 7203.. 7268 

GI Descrip. reverse transcriptase - Arabidopsis thaliana retrotransposon 



Seq. ID OJ000322_04 .0418.09 

Strand + 

End 8468 

Method AAT/NAP 

End 7268 

Score 170 



55628 



Tall-1 gi 1 976278 (L47193) reverse transcriptase [Arabidopsis 
thaliana] 



Seq. No. 55026 
Gene No. . 115348 

Start 1 

Name OJ000322_04 . 0418 . C9 . ol . gs 

Start 242 

GI none 
Exons 



Seq. ID OJ000322_04.0418.C9 

Strand + 

End 8'4 68 

, Method GENSCAN 

End 3i06 

Score .69 



242. .284, 600'.. 625, 1852. .2175, 2223. .2664, 2769. .3011, 
3096. .3106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start* 

GI 

Exons 



55026 

115348 

1 

OJ000322_04 .0418.C9.o3.gs 

5394 

none. 



Seq. ID OJ000322_04.0418.C9 

Strand^ + 

End 8468 

Method GENSCAN, 

End 8468 

Score . 66 



5394. .,5440, 5970. .6014, 687S.. 6921, 7584. '.7781, 7945. .84( 



55026 

115348 

1 

OJ000322_04 . 0418 .C9 . ol . gp 

7743 

4878182 

7743. .8008 



Seq. ID OJ000322_04 . 0418 .C9 

Strand + 

End 8 4 68 

Method AAT/GAP 

End 8008 

Score 532 



Seq. No. 55026 

Gene No. 115349 

Start 3320 

Name OJ000322_04 . 04 18 . 09 . o2 . gs 

Start 3320 

GI none 

Exons 3320.. 3642, 3699.. 3909 



Seq. ID OJ000322_04.0418.C9 
Strafid 

End 3909 

Method GENSCAN 

End 3909 

Score . 63 



f== Seq. No. 

Gene No. 

Start 
IZ Name 
^^-^ Start 

GI 

Exons 



55026 

115350 

3948 

OJ000322__04 .0418.C9.ol.tc 

3948 

none 



Seq. ID OJ000322_04.0418.C9 
Strand 

End 4713 

Method TBLASTX: Cress 

End . 4713 

Score 39 



3948. .4010, 4107. .4157, 4279. .4341, 4426. .4-536, 4609. .4713 



Seq. No. 55027 

Gene No. 115351 

Start 335 ^ " 

Name OJ000322_04 . 04 18 . CIO . ol . gs 

Start 335 

GI none 

Exons 335.. 544 



Seq. ID OJ000322_04. 0418. CIO 

Strand + 

End 544 

Method GENSCAN 

End 54 4 

Score .69 



Seq. No. 55027 
dene No. il5352 
Start 345 

Name OJ000322_04 . 04 18 . CIO . ol . gp 

Start . 345 



.:.^Seq. ID OJ000322_04 . 04 18 . CIO 
Strand 

End 54 6 

Method AAT/GAP 

End 54 6 



55629 





CT 


/I Q Q 0 Q "5 
4 C5 0 U 0 D J 


Score 


Jo i 






Exons 


/I c; c, yi ^; 










Seq. No. 


55028 


Seq. ID 


OJ000322 04.0418 


.C12 




Gene No. 


115353 


Strand 


+ 








i D J 


bna 


D / D i 






Name 


ujuuu.3Z^: Ufi . u 4 i 0 . biz . oi . gs 


Method 


brjNbbAN 






otarr 


i DO 


i^na 










none 


Score 








Exons 


iDj..ZJ// iDZi..i/iy, ZU<i:4.. 


0 R n Q 








oeq. JNo. 


R c: n 0 Q 


Seq. ID 


OJ000322_04 .0418 


m 9 
. biZ 




osne iNo . 




Strand 


+ 






brarc 


163 


End 


5751 






Name 


OJ000322 04.0418.C12.ol.np 


Method 


AAT/NAP 






Start 


1054 


End 


2508 








7486242 


Score 


160 






Exons 


1054. .1134, 1521. .1862, 1930 


..2193, 2231.. 2508 






GI Descrip. 


hypothetical protein F27F23. 


19 - Arabidopsis thaliana 








gi|3135269|gb|AAC16469.1| (AC003058) unknown protein 








[Arabidopsis thaliana] 










beq. NO, 


55028 


Seq. ID 


OJ0.00322_04 .0418 


m 9 
• biz 




Gene No. 


115353 


Strand 


. + 




~ji 


Start 


163 


End 


5751 






Name 


OJ000322 04.0418.C12.o2.np 


Method 


AAT/NAP 




ry 


btart 


2085 


End 


5751 






bi 


3695059 


Score 


713 






Exons 


2085. .2131, .3355. .3527, 3612 


..4168, 5733. .5751 




LLJ 


GI Descrip. 


(AF064787) rac GTPase activating protein 1 [Lotus japonicus 


Fi s 


beq. NO. 


55028 


Seq. ID 


OJ000322_04.0418 


C12 




kaerie lno - 


115353 


Strand 


+ 




- — 


Start 


163 


End 


5751 






Name 


OJ000322 04.0418.C12.ol.gp 


Method 


AAT/GAP 






btaru 


2107 


' End 


2457 






r" T 


21137 1.R1084 


Score 


639 




. 


Exons 


2107. .2457- 








13 


GI Descrip. 


»5902181/gb|AAD01211.2| l.Oe 


-30 (AF005050) aspartyl 








aminopeptidase [Homo sapiens 


] ' 








Seq. No. 


55028 


Seq. ID 


OJ000322 04.0418 


C12 




Gene No. 


115353 


Strand 


+ 






b care 


163 


End 


5751 






- Name 


OJ000322 04.0418.C12.o2.gs 


Method 


GENSCAN 






b tar u 


3331 


End 


4191 






bi 


none 


Score 


1 






Exons 


3331. .3527, 3612. .4191 










beq. NO. 


55028 


Seq. ID 


OJ000322_04.04i8. 


C12 






115354 


Strand 








Start 


5607 


End 


5955 






Name 


OJ000322 04.0418.C12.o2.tm 


Method 


TBLASTX: Maize 






Start 


1074. 


■'%nd 


2174' 






GI 


none 


Score 


85 






Exons 


1074. .1139, 1081. .1137, 1520 


..1708, 1554. .1709, 1579. .1713, 






1594. .1716, 1821. .1901, 1822 


..1881, 2023. .2076, 2023. .2112, 



55630 



2127. .2174 





oou^ o 








ocq . X u 


r\ 7000*5 9 9 
UJ UUU jZZ 


0 /! 0 /I 1 Q 

yjH . U 41 X 0 


p 1 9 
ox z 


Gsne No . 


1 1 R "5 C, ^ 








bu r ana 










0 DU / 








tjna 


R Q R R 

0 y D 0 






Nam© 


UJUUUJZZ Ufi 


HA "] Q 


. L^X Z . Oo 


. cm 


A "I- /^/~) 

Netnou 


i DljAb 1 A . 


Max ze 






9099 ~ 
z 0 z z 








Hjiia 


9 ROfi 
ZOUo 








none 








Score 


Xo / 






Exons 




9 "5 Q Q 

z 0 0 y 


9 ROQ 
. . Z DUC5 












Seq. No. 


55028 








Seq. "id 


OJ000322 


_04 .0418 


C12 


ijene no . 


X X 0 0 O T 








Strand 










0 DU / 








End 


5955 






Name 


piTnrtn'599 n/i 

UJUUUJZZ 


. u X 0 


. L-XZ . ox 


. u.m 


Method 


TBLASTX: 


Maize 




o uari. 


0 4 uz 








End 


4170 








none 








Score 


140 






Exons 


J fl UZ . . JOZ / , 


J U J 


"5 R 0 /I 


J DU y . 


.3686, 3610. .3819, 


3732. .3908, 




3819. .4169, 


3820 


. .4170 












o e q . IN o . 


c c n 9 p 
o o u z 0 








Seq. ID 


OJ000322 


_04 .0418. 


C12 


Gsn© No . 


1 1 R "5 R /I 

X XO 








Strand 








b uar L 


0 DU / 








End 


5955 






Name 


UdUUUJZZ U4 


, U4 Xo 


ux z . 0 X 


. t S 


Method 


TBLASTX: 


Soybean 




C -t- -K*+- 

b t art. 


n ^: 








End " 


4068 








none 








Score 


239 






Exons 


3606. .3815, 


3610 


.3816, 


3822. 


.3938, 3823.. 4068 






oeq . JNO - 


c cn9 p 
O OUZ 0 








Seq. ID 


OJ000322 


_04 .0418. 


C12 


Gene No . 


T 1 C "3 R /I 
X X 0 004 








Strand 








b L ax^ L 


O DU / 








End 


5955 






Name 


n Tonri "^9 9 ha 
UJUUUOZZ U4 


. U 4 X 0 


u xz , ox 




Method 


TBLASTX: 


Cress 




bcar u 


0 D X y 








End 


4095 








none 








Score 


247 






Exons 


3619. .3819, 


3621, 


.3686, 


3732. 


.3818, 3819. .4082, 


3820. .4095 


b e q . LN o . 


R cn 9 0 








Seq. ID 


OJ0Q0322 


_04.0418. 


012 


Lrene no . 


1 T R 0 R /I 








Strand 










0 DU / 








End 


5955 






Name 


UUUUUjZZ U4 


HA 1 Q 
U X 0 . 


L-XZ . OX 


. LW 


Method 


TBLASTX: 


Wheat 




O udX t 


00 / ± 








End 


4170 






P T 


none 








Score 


282 






I-j AUI io 


0071 AMCi 
00 / X. .IX/U, 




. f± X D _/ 












Seq. No. 


55028 








Seq. ID 


OJ000322 


_04 .0418. 


C12 


Gene No. 


115354 








Strand 








Start 


5607 








End 


5955 






Name 


OJ000322 04. 


0418. 


C12.03 




Method 


GENSCAN 






Start 


5607 








End 


5955 






GI 


none 








Score 


.81 - 






Exons 


5607. .5704, 


5766. 


.5955 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55029 

115355 

3818 

OJ000322__04 , 

3818 

3914212 



0418.C15.o2.np 



Seq. ID OJ000322_04 .0418.C15 

Strand + 

End 6151 

Method AAT/NAP 

End 6151 

Score 1812 



55631 



Exons 3818.. 6151 

GI Descrip. 5-OXOPROLINASE (5-OXO-L-PROLINASE) ( PYROGLUTAMASE) (5-OPASE) 
gi 1 1732065 (□70825) 5-oxo-L-prolinase [Rattus norvegicus] 





Seq. No. 


55029. 


Seq. ID 


OJ000322_04.0418 


.015 




oene in o . 


115355 


Strand 


+ ' 








3818 


End 


6151 






Name 


OJ000322 04.0418.C15.ol.gp 


Method 


AAT/GAP 








5265 


End 


5759 








uC-osflm202111d01bl 


Score 


945 






Exons 


5265. .5759 










bi uescnp. 


•3914212/spl P97608 lOPLA RAT 


2.0e-32 5- 


0X0 PROLINASE 








{5-OXO-L-PROLINASE) (PYROGLUTAMASE) (5 


-OPASE) >gi 1732065 






(U70825) 5-oxo-L-prolinase [Rattus norvegicus] ' 






beq . iNO . 


55029 


Seq. ID 


OJ000322_04 .0418 


. 0 




Gene No . 


115356 


Strand 








o caru 


2253 


End 


4002 






Name 


OJ000322_04 .0418.C15.ol.np 


Method 


AAT/NAP 






Start 


O O Q 


End 


4002 






GI 


6562258 


Score 


166 






Exons 


2253. .2619, 3968. .4002 










GI Descrip. 


f'(AL132 980) putative protein 


[Arabidops 


is thaliana] 




- 

J 


beq . NO . 


55029 


Seq. ID 


OJ000322_04.0418 




ri 


Gerie No . 


115356 


Strand 










2253 


End 


4002 




z 


Name 


OJ000322 04.0418.C15.o2.ts 


Method 


TBLASTX: Soybean 






C -1 1 v~4- 

b tarr 


2424 


End 


2588 




■ I 


GI 


4301121 


Score 


148 




3 


Exons 


2424. .2588, 2425. .2574' 








y 


GI Descirip . 


882341 3.0e-21 (U24702) LRPl 


[Arabidopsis thaliana] 






beq. iNO. 


55029 


Seq. ID 


OJ000322_04.0418 


.015 




Gene No . 


115356 


Strand 








btar L 


2253 


End 


4002 




■A, 


Name 


OJ000322 04.0418.C15.o2.tc 


Method 


TBLASTX: Cress 






b Lan: 


2433 


End 


2592 




3 




none 


Score 


108 






Exons 


2433. .2591, 2440. .2592 










Seq. No. 


55029 


Seq. ID 


OJ000322_04 .0418 


.C15 




Gene No . 


115357 


Strand 








buart 


4034 


End 


4475 






Name 


OJ000322 04. 0418. 0-15. ol.ts 


Method 


TBLASTX: Soybean 






b uaru 


4034 


End 


4207 






bl 


5175354 


Score 


224 






Exons 


4034.. 4207, 4034. -.4171, 4036 


. .4200 








GI Descrip. 


3914212/sp P97608 OPLA RAT 4 


. Oe-13 5-OXOPROLINASE 








( 5-OXO-L- PROLINASE ) ( PYROGLUTAMASE ) { 5 


-OPASE) >gi 1732065 






(U70825) 5-oxo-L-prolinase [Rattus norvegicus] 






Seq. No. 


55029 


Seq. ID 


OJ000322__04 .0418 


.C15 




Gene No. 


115357 


Strand 








Start 


4034 


End 


4475 






Name 


OJ000322 04.0418.C15.ol.tc 


Method 


TBLASTX: Cress " 






Start 


4090 


End 


4475 





55632 






GI 


none 






Score 


181 








Exons 1 


.4 uy U . . 4 J , 


4Uyi. .420/, 


y| O O A 

4 2oU . 


.4471, 4283.-4474, 


4285. .4473, 






4 oZV . .44 f D 
















- 

Seq. No. 


c c o o n 






Seq. ID 


OJ000322 


_04.0418 


.C15 




Gene No. 


115358 • 






Strand 










Start 


4391 






End 


4912 








Naiue 


UJUUUo^;Z U4 


U4 lb . LlO . OZ 


. tm 


Method 


TBLASTX: 


Maize 






Start 


4 J y 1 






End 


4912 








GI 


none 






Score 


164 








Exons 


4 1 . .4 dUU , 


4o/l. .4 /ZD, 


A C\ O 

4 olo . 


.4713, 4754. .4849, 


4 / D D . . 4 < 








4o/D..4oyy, 


4 o / / . . 4 y 12 














Seq. No. 


55029 






Seq. ID 


OJ000322 


U 4 . U 4 1 0 


. Olo 




Gene No. 


115359 






Strand 










Start 


4 y o 1 






End 


5131 








Name 


OJUUUo^cz U4 


U4 lo , Clo . oo 


. ts 


Method 


TBLASTX : 


Soybean 






Start 


4 y 51 






End 


5131 








GI - 


none 






Score 


199 








Exons 


4 yo 1 . . 0 lu y , 


4 yoz . . 0 lo 1 














Seq. No. 


55029 






Seq. ID 


OJ000322 


r\ A A / 1 o 
U4 . U4 Xo 


, Clo 




Gene No. 


115360 






Strand 










■ Start 


5425 






End 


.5827 








Name 


OJ000322 04. 


0418 . C15 . ol 


. tm 


Method 


TBLASTX: 


Mai ze 






Start 


54 25 






End 


5827 






r ! i 


GI 


none 






Score 


108 






f ^ 


Exons 


5425 . . 5508 , 


5426 . . 5509, 


5429 . 


.5509, 5502.. 5825, 


5504. .5? 


327 




Seq. No. 


55030 






Seq. ID 


OJ000322 


U4 . U4 lo 




\J 


Gene No. 


115361 






Strand 


+ 






?: = 

: y 


Start 


1 






End 


380 








Name 


OJ000322 04 . 


0418.C20.ol 


gp 


Method 


AAT/GAP 








Start 


1 






End 


380 






H. -i 


GI 


/I O O A O 

4ooUo DO 






Score 


267 






" - 3 
ll 


Exons 


1 . . o 4 , 1 DO . . 


258, 338. .380 












Seq. No. 


55030 






Seq. ID 


OJ000322 


r\ A A /I T o 
U4 . U 4 lo 


OzU 


f 1 


Gene No. 


115362 






Strand 


+ 






f ^ 


btart 


493 






End 


1306 








Name 


OJ000322 04. 


0418.C20.ol, 


gs 


Method 


GENSCAN 








Start 


493 






End 


1306 










none 






Score 


.58 








Exons 


493. .634, 730. .762, 840. 


.890, 


1208. .1306 








Seq. No. 


55031 






Seq. ID 


OJ.000322 


_04.0418, 


C21 




Gene No. 


115363 






Strand 


+ 








o tar L, 


1 






End 


2623 








Name 


OJ000322 04. 


0418.C2.1.O1. 


np 


Method 


AAT/NAP 








Start 


1 






End 


2623 








GI 


7413533 






Score 


1245 








Exons 


1..100, 564. 


.836, 1171.. 


1318, 


1439.. 1678, 1984. 


.2116, 








2203. .2384, 


2591. .2623 














GI Descrip. 


{AL162972) aspartyl aminopeptidase-iike protein 


[Arabidopsis 






thaliana] 
















Seq. No. 


55031 






Seq. ID 


OJ000322 


_04.0418. 


C21 



55633 



Gene No, 

Start 

Name 

Start- 

GI 

Exons 



115363 Strand 

1 End 

OJ000322_04 .0418X21. ol.tc Method 

3 End 

none Score 



+ 

2623 

TBLASTX: Cress 

816 

167 



3. .119, 3. .104, 8. .118, 8. .118, 551. .712, 555. .797, 556. .798, 
565. .816 



Seq. No: *' 55031 

Gene No. 115363 

Start 1 

Name OJG00322_04 . 04 18 . C21 . ol . tm 

Start 38 

GI none 
Exons 



Seq. ID OJ000322_04 .0418.C21 

Strand + 

End 2623 

Method TBLASTX : Mai ze 

End 2055 

Score 78 



38. .118, 39. .122, 541. .753, 555. .743, 751. .837, 774. .824, 
1172. .1234, 1298. .1324, 1429. .1680, 1436. .1681, 1972. .2055 



Seq. No. 

Gene -No . 

Start 

Name 

Start 

GI 

Exons 



55031 

115363 

1 

OJ000322_04 .0418.C21.ol.gs 

66 

none 



.Seq. ID OJ000322^04.0418.C21 

Strand + 

End . 2623 

Method GENSCAN 

End 2384 

Score .78 



66. .100, 522. .563, 1171. .1318, 1439. .1678, 1984. .2116, 
2203.. 2384' 



Seq. No. 55031 

Gene No. 115363 

Start 1 

Name OJ000322_04 . 04 18 . C21 . ol . ts 

Start 564 

GI none 

Exons 564.. 836, 565.. 858, 1172.. 1237 



Seq. ID OJ000322_04 .0418.C21 

Strand + 

End 2 623 

Method TBLASTX : Soybean 

End 1237 

Score 366 



Seq. No. 55031 

Gene No. 115363 

Start 1 

Name OJ000322_04 . 04 18 . C2 1 . o2 . ts 

Start 1423 

GI none 
Exons 



Seq. ID OJ000322_04 .0418.C21 

Strand +. 

End 2623 

Method TBLASTX: Soybean 

End 2407 

Score 224 



1423. .1569, 1436. .1681, 1648. .1680, 1969. .2058, 1972. .2055, 
2190. .2390, 2205. .2384, 2282. .2407 



Seq. .No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



55031 

115363 

1 

OJ000322_04 . 0418 .021 . o2 . tc 

1556 

none 



Seq. ID OJ000322__04 .0418.021 

Strand + 

End 2623 

Method TBLASTX :.Cress 

End 2390 

Score 110 



1556. .1681, 1981. .2046, 1983. .2036, 2111. .2227, 2163. .2363, 
2202.. 2348, 2282.. 2362, 2355.. 2390 



55031 

115363 

1 

OJ000322_04 . 04 18 .021 . ol . gp 
2067 



Seq. ID OJ000322_04 .0418.021 

Strand + 

End 2623 

Method AAT/GAP 

End 2384 



55634 



GI 2801262 Score 376 

Exons 2067.. 2116, 2203.. 2384 

GI Descrip. 5902181/gb | AAD01211 . 2 | l.Oe-30 (AF005050) aspartyl 
aminopeptidase [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55031 Seq. ID 

115363 Strand 
1 End 
OJ000322_04 .0418.C21.o2.tm Method 
2208 End 
none Score 
2208.. 2390, 2211.. 2390 

55032 Seq. ID 

115364 ' Strand 
1 End 
OJ000322_04 .0418. C22 . ol . gp Method 
1 End 
2801262 Score 
1..31, 1864. .1947 
5902181/gb|AAD01211.2 I l.Oe-30 
aminopeptidase [Homo sapiens] 

55032 Seq. ID 

115364 Strand 

1 End 

OJ000322_04 .0418. C22 . ol . gs Method 

535 End 

none Score 
535. .704, 838. .1032, 1864. .1969 



OJ000322_04.0418:C21 
+ 

2623 

'TBLASTX: Maize 
2390 
291 



OJ000322_04. 0418. 022 
+ 

1969 
AAT/GAP 
1947 
185 



(AF005050) aspartyl 



OJ000322_04 . 0418 .C22 

1969 
GENSCAN 
1969 
.57 



55032 Seq. ID 

115365 Strand 

4 690 End 

OJ000322__04 .0418.C22.o2.gp Method 

4 690 End 

LIB34 32-052-P1-K1-G9 Score 
4690. .4742, 4777. .51*45 

M263696/gb| AAD15382 I 4.0e-18 {AC006223) hypothetical protein 
[Arabidopsis thaliana] * 



OJ000322_04.0418.C22 
+ 

5145 
AAT/GAP 
5145 
584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55032 Seq. ID OJ000322_04 . 04 18 . 022 

115366 . Strand 

559 End 1010 

OJ000322_04 .0418. 022 . ol . np Method AAT/NAP 
559 End 1010 

.6815062 - Score . 214 

559.. 622, 848..10i0 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAO 
F16P2 genomic sequence;mudrA like protein (AO004561) [Oryza 
sativa] 



Seq. No. .55032 •Seq. ID 

Gene No'. 115367 " ..: * Strand 

Start 2696 ' End 

Name OJ000322_04 .0418. 022 . o2 . gs Method 

Start 2696 End 



OJ000322_04. 0418. 022 

7011 

GENSCAN 

6124 



55635 






none 








Score 


.59 








^ \j y \j * * f 


9999 

C. Zf y y m 


3067 


^ ^ Z/ -J m 


.3413, 3608.. 3788, 


4418. .4473, 




f4-?Uu. .OO/X/ 


Sft fi9 


61 94 












O C • LN vj . 


0 J u 0 ^ 








Seq. ID. 


OJ000322 


_04.0418 


.C22 


Gene No. 


115367 








Strand 








Start 


2696 








End 


7011 










.0418. 


C22.02 


.np 


Method 


AAT/NAP 






O Ceil. L 










End 


7011 








fl ^ D J 0 J? D 








Score 


536 






P von Q 


jD^^. . J D !? -7 / 


3885. 


.3986, 


4788. 


.5772, 6919. .7011 






PlCiGOT"TO 

X UcoOXX^* 


V M.^.^ \J\J D ^ ^ 0 } 


hypothetical 


protein [Arabidopsis thaliana] 




CI o rr Tsl o 
O C . IN U • 


0 0 u 0^ 








Seq. ID 


OJ000322 


_04.0418, 


.022 


O T*> o KI o 


X X 0 J D 0 








Strand 








Start 


6950 








End 


8024 






Name 


OJ000322 .04 


.0418. 


022. o3 


. tm 


Method 


TBLASTX: 


Maize 






97 fiS 








End 


3703 






ox 


none 








Score 


121 






Exon s 


97 fi^ 9 Q9n 


97 

£. I DO . 


9 Q9n 


97*^7 


.2931, 2769. .2930, 


2984. .3064, 






3000. 


.3068, 


3006. 


.3068, 3290. .3412, 


3291. .3413, 






3300. 


.3413, 


3605. 


.3703, 3607. .3702 






Seq. No. 


55032 








Seq. ID 


OJ000322 


U fl . U fi X 0 . 


P9 9 


Gene No. 


115368 








Strand 








O UdX U 


0 J? J u 








End 


8024 






Name 


n Tnnn'^9 9 o/i 

\J\J \J\J\J 0 ^ ^ Uri 


.0418. 


C22.01 


. tm 


Method 


TBLASTX: 


ria X Z e 




ol_aX L 


0 i/Z X 








End 


5213 






vjX 


none 








Score 


130 






P von Q 


^Q91 ^QP^ 


4769. 


.5137, 


4788 . 


.5213, 4801. .5049 






Seq. No. ' 


55032 








Seq. ID 


OJ000322 


_04.0418, 


.022 


Gene No. 


115368 








Strand 








Cf- a V--*- 
O LdX L 










End 


8024 






Name 


nTnnn'^99 n^i 

WuUUUOZZ U 


.0418. 


C22.01 


.ts 


Method 


TBLASTX: 


Soybean 




otax U 


4 ^ 0 VJ 








End 


5327 






none 








Score . 


105 






Exons 




4980. 


.5324 












Cf^rr Mo 


J J U J z 








Seq. ID 


OJ000322 


_04.0418. 


.022 


Gene No. 


115368 








Strand 








Start 


6950 








End 


8024 






Name 


n. 7000^99 C\A 


.0418. 


C22.03 


.np 


Method 


AAT/NAP 






0 car L 


D Z?^ U 






End 


8024 








ft O X f± D 0 O 








Score 


960 






Exons 


(ZQOCi 1 fi7 1 


7768. 


.8024 












vjX UcoOX X£J . 




root cap protein 1 


[Zea mays] 






Seq. No. 


55032 








Seq. ID 


OJ000322 


_04 .0418 , 


,022 


Gene No. 


115368 








Strand 








Start 


6950 








End 


8024 






Name 


OJ000322 04 


.0418. 


C22.03 


.gs 


Method 


GENSCAN 






Start 


6950 






End 


8018 






GI 


none 








* Score 


.99 






Exons 


6950. .7671, 


7768. 


.7934, 


7966. 


.8018 








Seq. No. 


55032 








Seq. ID 


OJ000322 


_04.0418. 


022 



55636 






Gene No. 


115368 








Strand 








o L a J- t 










cjnQ 


QCiO A 

OUZfi 






NfliTie 




. U 1 0 


PO 9 r^A 
. L/ZZ . 041 


. L,m 


Method 


1 dLiAo I A . lYia 1 z e 
















ona 


11 Ql, 
/ 1 o J 








none 








Score '^. 


1 Oil 
lU / 






Exoris 




/ uuz 


7 1 Q 1 
. . / 1 0 1 












o e q . IN o . 










Seq. ID 


OJ000322_04;0418 


.C22 




.Gene No. 


115368 








Strand 








Start 


6950 








End 


8024. 






Naine 


UuUUUjZZ U 


. Ufi 1 0 


POO 1 
. UZZ . O 1 


. lC 


Method 


TBLASTX: Cress 








"7 n ^ 1 

/ U D 1 








End 


7657 








none 








Score 


96 






XT' 1^ o 


/Uol. . /ZOl, 


1 n^o 
1 u dz 


7 O t; 
. . / Z DO , 


1 'iOl 

/oof. 


.7504, 7359. .7502, 7586. .7606, 






/DU. . / OO / 
















Seq. No. 


55032 








oeq. lu 


UJUUU^^ZZ U41.U4ilO 


POO 
. L-ZZ 




Gene No. 


115368 








o urana 


















End 


8024 






Name 


vJJUUUJZZ U4 


. U4 1 0 


POO /-V Q 

. Lz z . o o , 


. uS 


Method 


TBLASTX : Soybean 






o uari. 


"7 n Qi ~ 

f Uy 1 








End 


7276 






P T 


none 








Score 


86 






Exons 




7 1 1 n 
/ 1 1 U 


. . / /LOO 










S3 


Seq. No. 


'55032 








Seq. ID 


OJ000322_04 .0418 


POO 

. czz 


L 1 3 

hi 


Gene No. 


115368 








Strand 
















End 


8024 






Name 


pTnnn'50o n/i 
UJUUUoZZ U4 


n /1 1 Q 
. U4 lo 


. UZ Z . Oz , 


. L S 


Method 


TBLASTX : Soybean 




r ''^ 


O L_a IT L. 


7 O Q 7 . ' 








End 


7657 






PT 
O J. 


none 








Score 


96 






Exons 


7 T Q7 7 

/jy/. . /DUD, 


7 /I 1 Q 
/ 4i 1 y 


1 f^l A 


7 i^n7 


.7657 






? i s 
: li 


Seq. No. 


55032 








Seq. ID 


OJ000322_04 .0418, 


o o 
, CZz 


5 


Gene No. 


115368 








Strand 










D I?0 U 








End 


8024 






Name 


vJJUUUOZZ Ufi 


. U fi lo 


coo r\0 

. v^ZZ . oz . 


, um 


Method 


TBLASTX: Maize 






ox a J.U 


7 ^ QQ 
/ f± y y 








End 


7840 








none 








Score 


84 






Exons 


7 / QQ 1 aiQ 


7 Ron 


1 ^1 A 


1 (^0(^ 
/ DZ D . 


.7679, 7769, .7840 






Seq. No. 


55032 








Seq. ID 


OJ000322_04.0418, 


.022 




Gene No. 


115368 








Strand 








O L d IT u 


D y O U 








End 


8024 






Name 


PTnnn'509 ha 
Uu UUU JZZ . 


n /1 1 Q 

. U 1 0 


COO 1 
. uZZ . O 1 . 




Method 


TBLASTX: Wheat 






ouairr. 










End 


7849 






ol 


none 








Score 


49 






Exons 


7c:qQ 7^;qi 
/ O OO . . / DO 1 , 


7 R Q 


. .7574, 


7626. 


.7682, 7760. .7849, 7761..7^ 


Ul 




Seq. No. 


55033 








Seq. ID 


OJ000322_05.0419. 


.02 




Gene No. 


115369 








Strand 


+ 






Start 


70 








End 


273 






Name 


OJ000322 05. 


.0419 


.C2 . ol .qs 


Method 


GENSCAN 






Start 


70 








End 


273 






GI 


none 








Score 


.67 






Exons 


70. .273- 
















Seq. No. 


55034 








Seq. ID 


OJ000322_05.0419, 


,03 



55637 



Gene No. 


115370 




Strand 


+ 




Start 


1504 




End 


2502 




LN dlLlC 




C3 , ol .gp 


Method 


AAT/GAP 






X J U 1 




End 


2502 






1 n SO 9 R T Dft 4 
xujvj ^.r\xwo*i 




Score 


1170 






1 sn4~ 1 R 1 Q^n 


.2039, 2289. 


2502 










(U95968) beta-expansin [Oryza 


Q ^5 "f" "i 1 ' 

o d L. X V d J 


Seq. No, 


55034 




Seq. ID 


OJ000322 


_05.0419.C3 


Gene No. 


115370 




Strand 


+ 




O L di. L 


1 sn4 

X J U *1 




End 


2502 




Name 




C3 . ol , gs 


Method 


GENSCAN 




'j LaiL L 


± \J ± u 




End 


2472 






mono 




Score 


. 94 




F von Q 


1(^1^ IP^S iQ^n 


.2039, 2289. 


2472 






O O . IN (J . 


J J U J *i 




Seq. ID 


OJ000322 


OS 04 1 Q 




115370 




Strand 


+ 




Start 


1504 




End 


2502 




Name 


OJ000322 05.0419, 


C3 . ol . np 


Method 


AAT/NAP 




O Ldi. u 


1616 




End 


2502 




Kd ± 


7489455 




Score 


471 




III AtJIlo 


1616.. 1666, 1736. 


.1835, 1930., 


2039, 2289.. 2502 






beta-expansin - rice gi | 2224 915 | gb | AAB617 10 . 1 1 


f riQR Qf^P \ 




beta-expansin [Oryza sativa] 








q O /T^ M 

O C (-J . LN U . 


55034 




Seq. ID 


OJ000322 


OS 04 1 Q 


VjJtrllC LNU . 


115370 




Strand 


+ 




Start 


1504 




End 


2502 




Name 


OJ000322 05.0419. 


C3.ol.tm 


Method 


TBLASTX: 


Maize 


O L di. L. 


1736 




End 


2473 






none 




Score 


196 






1736. .1846, 1738. 


.1842, 1923.. 


2042, 1928. .2038, 


1 Q*^ R 904 9 




2122. .2172, 2166. 


.2198, 2286.. 


2360, 2286.. 2360, 






2361... 2420, 2374. 


.2472 








O C LJ^ ■ LN U • 


55034 




Seq. -ID 


OJ000322 


OR 04 1 Q 


Gene No. 


115370 




Strand 


+ 




Start 


1504 




End 


2502 




INdilLC 


OJ000322 05,0419, 


C3.ol.tw 


Method 


TBLASTX: 


VV H C d L. 


q-f- -a y.+- 
0 L dX L 


1775 




End 


2360 




w ± 


none 




Score 


112 






1775. .1846, 1783. 


.1845, 1923.. 


2042, 1928.. 2035, 


1 Q^P 904P 




2282. .2359, 2286. 


.2360, 2286.. 


2360 






q farr Mo 


55035 




Seq. ID 


OJ000322 


OR 04 1 Q P4 


Gene No . 


115371 




Strand 


t 




Start 


1 




End 


1126 




iSfame 


OJ000322 05.0419. 


C4 . ol . gp 


Method 


AAT/GAP 




Start 


1 




End 


1126 




GI 


1050 2.R1084 




Score 


1398 




Exons 


1..31, 408. .1126 










GI Descrip. 


'2224915 l.Oe-96 


{U95968) beta-expansin [Oryza 


sativa] ' 



Seq. No. 
Gene No. 
Start 



55035 

115371 

1 



Seq. ID OJ000322_05.0419.C4 
Strand + 
End 1126 



55638 




Name OJ000322_05 . 0419 . C4 . ol . np Method- AAT/NAP ' 

Start 1 End 750 

GI 7489455 Score 336 

Exons 1..62, 411.. 750 

GI Descrip. beta-expansin - rice gi | 2224 915 | gb I AAB61710 . 1 | (U95968) 
beta-expansin [Oryza sativa] 



beg . NO . 




beg. xu 


ujuuuo^z uo,U4xy 


A 


Ljene lno . 


1 X 0 J / 1 


04- r»/^ 

b L r ana 


j_ 




Start 


1 


End 


1126 




Name 


OJ000322_05.0419VC4 .ol.gs 


Method 


GENSCAN 




ouar L. 


f± ± 1 


Htna 


7 R 
/ D D 




PT 


none 


Score 


. 0 O 




Exons 


/111 "7 R "5 








o e g . IN o . 


c c f) "5 R 


beg . 1 u 


wjuuujzz u 0 . u fi X y 


C A 
. L.4i 


Gene No . 


1 1 R '5*7 0 
X X Do i ^ 


Strand 






Start 


3222 


End 


5418 




Name 


OJ000322_05.0419.C4 .ol.tw 


Method 


TBLASTX : Wheat- 




o c.a r L 




Cina 


7 R7 

lot 






none 


Score 


ion 
X o U 




Exons 


jyo.-fiDo, 4uy..o4y, ft^:D..4o^:/ 


R R R ROQ 


R£^R 7R£; RC7 


7 R O 




^^"7 / *? RT 
D/ff.. /O/ 








beg . NO . 


R RH '5 R 
:0 D U J D 


beg. xu 


p»Tnnn'5oo hr nyiiQ 
UJUUUJ^Z UD.U4Xy 


/I 


Gene No. 


115372 


Strand ' 






Start 


3222 


End 


5418 




Name 




Method 


i oXi/ib X A . iMiai ze 




o rarr 


41 U 0 


bna 


7 R T 
/DO 






none 


Score 






Exons 


AC\Q 7R9 IR"^ Zl 1 fl 479 

fiUo../oz, fiuy../oj/ fixu..4i/^:, 


ft z u , . / y y , 


^;7 /I 7 R 1 




oeg . NO . 


RRiT^R 


beg. xu 


UJUUUozz uo.U4xy 




Gene No. 


115372 


Strand 






Start 


3222 


End 


5418 




Name 


ujuuujzz ud . U4 X y . . ox . ls 


Method 


ibXiAbiA: boyoean 




o rarr 


/ n Q 
4i u y 


bna 


7 R n 
/ DU 






none 


Score 


X4 / 




Exons 


/I n Q R 4 "5 ROQ C^CA 7Rn 

4uy..o4iO/ ozy..DD// DO4../0U 








beg . NO . 


R R n T R 


beg. xu 


UJUUUozZ UD.U4Xy 


. C4 




1 1 R?79 


Strand 






Start 


3222 


End ■ 


5418 




Name 


OJ000322 05.0419.C4 .o2.gp 


Method 


AAT/GAP 




Start 


2842 


End 


3460 




GI 


none 


Score 


986 




Exons 


2842. .3326, 3423.. 3460 








Seg. No. 


55035 


Seg. ID 


OJ000322_05.0419 


.C4 


Gene No. 


115372 


Strand 






Start 


3222 


End 


5418 




Name 


OJ000322 05.0419.C4.o2.gs 


Method 


GENSCAN 




Start 


3222 


End 


5418 




GI 


^ none 


Score 


.92 




Exons 


3222.. 3326, 3423.. 3794, 4309. 


.4374, 5386. .5418 





Seg. No. 



55035 - Seg. ID OJ000322_05 . 04 19 . C4 

55639 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



115372 
3222 

OJ000322_05.0419.C4,o2.np 

3228 

7486533 

3228, .3347, 3480. .3794, 4309.. 
hypothetical protein F6N15.11 



Strand 

End 5418 
Method AAT/NAP 
End 4 37 4 

Score 199 
.4374 

Arabidopsis thaliana 
gi|3193326|gb|AAC19308.1| (AF069299) contains similarity to 
transcriptional activators such as Ra-like and myc-like 
regulatory R proteins [Arabidopsis thaliana] 

gi I 7267092 I emb|CAB80763. 1 1 (AL161471) putative transcriptional 
regulator [Arabidopsis thaliana] 



55035 

115372 

3222 

OJ000322_05.0419.C4.o2.tm 

3302 

none 

3302. .3331, 
3637. .3744, 



3424. .3504, 3543. 
3640. .3675, 3694. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3596, 3544 
.3795, 3738 



OJ000322 05. 0419. 04 



5418 

TBLASTX: Maize 
3797 
46- 

3597, 3632. .3676, 
3797 



Seq. No. 55036 

£3 Gene No. 115373,. 

Start 403 

Iz Name OJ000322__05 . 04 19 . C5 . ol , gs 

start 403 

GI none 

C3 Exons 403.. 766, 830.. 1011, 1122. 



Seq. ID OJ000322_05.0419.C5 
Strand - •/ 
1160 
GENSCAN 
1160 
.59 



End 

Method 
End 
Score 
.1160 



Seq. No. 

Gene No. 

Start 
- Name 
Q Start 

GI 

1^2 Exons 

Seq. No. 
iJ Gene No. 
[3 Start 

Name 

Start 

GI 

Exons 



55037 

115374 

1320 

OJ000322_05.0419.C6.ol.gs 

1320 

none 



Seq. ID OJ000322_05.0419.C6 
Strand 

End 2807 

Method GENSCAN^ 

End 2807 

Score .72 



1320. .1421, 1810. .1850, 2122. .2435, 2733. .2807 

55038 Seq. ID OJ000322_05 . 04 1 9 . C7 

115375 Strand 

89 End 1443 

OJ000322_05 . 04 1 9 . C7 . ol . gs Method GENSCAN 

89 End 1443 

none Score .55 

89. .240, 679. .896, 1387. .1443 



Seq. No. 55039 

Gene, No.' 115376 

Start 1036 

Name OJ000322_05 . 04 19 . C8 . ol . gs 

Start 1036 

GI none 

Exons 1036.. 1200 



Seq. ID OJ000322_05.0419.C8 

Strand + 

End 1200 

Method GENSCAN 

End 1200 

Score .43 



Seq. No. 
Gene No. 
Start 



55039 

115377 

2051 



Seq. ID 

Strand 

End 



OJ000322 05.0419;'C8 



3078 



55640 



Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000322_05 . 04 19 . C8 . o2 . gs Method 

2051 End 

none Score 
2051. .2184, 2862. .3078 



GENSCAN 

3078 

.78 



OJ000322 05. 0419. C9 



55040 - Seq. ID 

115378 Strand 

1 End 817 

OJ000322_05.0419.C9.ol .np Method AAT/NAP 

1 End 817 

7288006 Score 230 
1..129, 224. .643, 740. .817' 

{AL13864 6) zinc finger protein-like [Arabidopsis thaliana] 



55040 Seq. ID 

115378 Strand 

1 End 

OJ000322_05 . 04 19 . C9 . ol . gs Method 

14 End 

none Score 
14. .817 



OJ000322_05.0419.C9 
817 

GENSCAN 

817 

.61 



Seq. No. 55041 Seq. ID 

Gene No. 11537 9 Strand 

-Start ' 194 End 

Name OJ000322_05 .1)4 19 . CIO . ol . gs Method 

Start 194 End 

GI none Score 

Exons 194.. 280, 675.. 770 



OJ000322_05.0419.C10 
770 

GENSCAN 

770 

.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55042 
115380 
313 

OJ000322_05.0419.C12.ol.gp 
205 

62731_1.R1084 
205,. .489, 594. .703, 877. .1005 

'2224915 8.pe-37 {U95968) beta-expansin [Oryza -sativa] ' 



Seq. ID OJ000322_05.0419.C12 

Strand + 

End 1138 

Method AAT/GAP 

End 1005 

Score 935 



55042 Seq. ID 

115380 Strand 
313 End 1138 

OJ000322_05 . 04 19 . C12 . ol . np Method AAT/NAP 
310 End 1138 

7489455 Score 638 

310. .386, 416. .489, 594. .703, 877. .1138 
beta-expansin rice gi r22249.15 | gb | AAB61710, 1 1 
beta-expansin [Oryza sativa] 



OJ000322_05.0419.C12 
+ 



■(U95968) 



55042 
115380 
313 

OJ000322__05. 0419,C12.ol.gs 
313 
none 

313. .357, 378. .489, 594. .703, 882. .1121 



Seq. ID OJ000322 05.0419.C12 



Strand 
End 

Method 

End 

Score 



+ 

1138 
GENSCAN 
1121 
.81 



55641 





O C ^ > ^ • 


^ U \J H ^. 




t^c:;^^ . XL-/ 




. ^ X ^ 




Gene No. 


115380 




Strand 








Start 


313 




End 


1138 






Name 


\J\J \J \J \J J C. £~ ,U»J.\J*±XJ.k_/X^.VJ^ 






TRT,A9TX • Who;::! t 

J. OXl/^O J. /V • VV 1 1 c d L. 






O Ld-L L. 


J t> J . 




End 


7nQ 












OL^L^X c 


4 ^ 








'^fi'^ ^Qfi 4Q1 41Q 


S?fi 


4 ?? 4 QD 


4^0 4 Q? 4^1 


R '^4 






SQQ fi4^ fiin 7nR fill 


709 










O C • IN , 


J U *1 ^ 




O C vJ . X J_/ 


o.Tnnn'^99 n4iQ 


• X <^ 




Gene No, 


115380 




Strand 








Start 


313 




End 


1138 








WiJUVJUJ^^ V-J.U'iXZ/.V^X^.^X 




Method 


TBLASTX: Maize 








^ft fi ~ 
o o 




End 


1138 






O J. 






Score 


132 








Ififi 4Qn ^Qn 4Q1 d^Q 


4 Ql 

. , 4 3X , 


430. .492, 


448. .543, 601.. 


O -7 -7 , 






fiD^ fi4^ fil 0 7nft fill 


7nQ 


885. .1136, 893. .1138 






Seq. No. 


55042 




Seq. ID 


OJ000322_05.0419 


.C12 




Gene No. 


115380 




Strand 


+ 






O Ldi- L 


^ X ^ 




End 


1138 






Name 


\JU\J\J\J^^^ VJJ.VJ1XZ7.^^X^.vJX 


• U o 


Method 


TBLASTX : Soybean 






tD Udi. I- 


^ z? ^ < 




End 


1133 




3 


\J J. 


n o n o 




Score 


75 V 




1 

=5: 




47^=1 ^Q'^ 4fi9 fil7 


7nQ 


628. .705, 


950.. 1132, 954, 


. X X O J 


y 


Seq. No. 


55042 




Seq. ID 


OJ000322_05. 0419 


.C12 




Gene No. 


115380 




Strand 


+ 






O U d J. u 


313 




End 


1138 




ii. 


LNdlUt? 


OJ000322 05.0419.C12.ol 


. tw 


Method 


TBLASTX: Wheat 




1 


^1-;^ r••t- 
o L di. L 


941 




End 


1138 




i 2 


jl 


none 




Score 


178 








941. .1054, 941. .1138, 942. .1136 






3 


Seq. No. 


55043 




Seq. ID 


OJ000322_05.0419 


.C15 




Gene No. 


115381 




Strand 








Start 


7 




End^ 


503 








OJ000322 05.0419.C15.ol 


.gs 


Method ' 


GENSCAN 




d 


O L. di. L 


7 




End 


503 








none. 




Score 


.77 




J 




7. .279, 394. .503 












Seq. No. 


55044 




Seq. ID 


OJ000322__05.0419 


.C16 




Gene No. 


115382 




Strand 


+ 






O U d 1. u 


96 




End 


1697 






Mamo 
diiit^ 


OJ000322 05.0419.C16.ol 


gs 


Method 


GENSCAN 






O UdX U 


96 • 




End 


1697 








none 




Score 


-.52 






XT' V C3 


96. .173, 574. .912, 989. 


1101, 


1523. .1697 






Spa Mo 


55045 




Seq. ID 


OJ000322_05.0419 


• X o 




Gene No. 


115383 




Strand 


+ 






Start 


1 




End 


1315 






Name 


OJ000322 05.0419.C18.o2. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1315 






GI 


7242910 




Score 


124 ■ 






Exons 


1..49, 1068. .1315 











55642 



GI Descrip. (AP001383) hypothetical protein [Oryza sativa] 



Seq. No. 55045 Seq. ID 

Gene No. 115383 Strand 

, Start : 1 , End 

Name pJ000322_05 . 0419 . C18 . ol . np Method 

Start 389 End 

GI 7485627 Score 

Exons 389., 492, 742.. 1024 

GI Descrip. hypothetical protein F17K2.13 - Arabidopsis thaliana 
gi 12979555 I gb I AAC06164.il {AC003680) unknown protein 
[Arabidopsis thaliana] 



OJ000322_05.0419.C18 
+ 

1315 
AAT/NAP 
1024 
164 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55045 Seq. ID 

115384 Strand 
4169 End 
OJ000322_05.0419.C18.o2.gs Method 
4169 End 
none Score 
4169. .4325, 5812. .5882, 6158. .6184 

55p46 Seq. ID 

115385 Strand 
457 End 
OJ000322_05.0419.C19.ol.gs Method 
457 End 
none Score 
457. .578, 2841. .2938 



OJ000322_05.0419.C1? 
+ 

618-4 
GENSCAN 
6184 
.56 



OJ000322_05.04I9.C19 
+ 

2938 
GENSCAij 
2938 
.57 



Seq. No. 55046 Seq. ID OJ000322_05 . 0419 . C19 

Gene No. 115386 Strand 

Start 841 End 1362 

Name OJ000322_05 . 0419 . C19 . ol . gp Method AAT/GAP 

Start 841 End 1362 

GI LIB3434-038-P1-K1-F1 Score 744 

Exons 841.. 1362 

GI Descrip. * 5257255/db j I APb00364 . 1 | AP0p0364 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 * 



Seq. No. 


55047 






Seq. ID 


OJ000322 


Gene No. 


115387 






Strand 


+ 


Start 


6 






End 


590 


Name 


OJ000322 05 


.0419.C20. 


ol . gs 


Method 


GENSCAN 


Start 


6 






End 


590 


GI 


none 






Score 


.49 


Exons 


6. .133, 578 


. .590 








Seq. No. 


55047 






Seq. ID 


OJ000322 


Gene No. 


115388 






Strand 




Start 


1 






End 


1592 


Name 


OJ000322 05 


.0419. C20. 


ol . np 


Method 


AAT/NAP 


Start 


1 






End 


1592 


GI 


4914331 






Score 


107 


Exons 


1..41, 1443 


. .1592 








GI Descrip. 


(AC0d5489) 


F14N23. 17 


[Arabidopsis thaliana] 


Seq. No. 


55047 






Seq. ID 


OJ000322 



55643 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



115388 Strand 
1 End 
OJ000322_05 .0419. C20 . o2 . gs Method 
836 End 
none Score 
836. .855, 1001. .1166, 1226. .1350, 1364 



1592 
GENSCAN 
1592 
.47 
. .1592 



Seq. No. 55048 Seq. ID 

Gene No. 115389 Strand 

Start 71 End 

Name OJ000322_05 . 04 19 . C21 . ol , gs Method 

Start 71 End 

GI none Score 

Exons 71. .325, 355. .418 



OJ000322_05.0419.C21 
418 

GENSCAN 

418 

.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55049 

115390 

620 

OJ000322_ 

620 

none 

620. .726 



05.0419.C26.ol.gs 



Seq. ID OJ000322_05.0419.C26 

Strand + 

End 726 

Method GENSCAN 

End 726 

Score . 9 



Seq. No. 55049 Seq. ID 

Gene No. 115391 Strand 

Start 1766 End 

Name OJ000322_05 . 04 19 , C26 . o2 . gs Method 

Start 1766 End 

GI none Score 

Exons 1766,. 1818, 2274.. 2382 



OJ000322_05.0419.C26 

2382 
GENSCAN 
2382 
.58 



Seq. No. 


55050 




Seq. ID 


OJ000322 


_05.0419 


.C27 


Gene No. 


115392 




Strand 


+ 






Start 


1 




End 


1502 






Name 


OJ000322 05.0419.C27.ol 


.gp 


Method 


AAT/GAP 






Start 


1 




End 


1336 






GI 


1050 3.R108,4 




Score 


1347 






Exons 


1. .298, 402'; .511,' 648. A 


329, 1175. .1336 








GI Descrip. 


'2224915 3.0e-60 {U95968) beta-expansin JOryza 


sativa] ' 




Seq. No. 


55050 




Seq. ID 


OJ000322 


_05.0419 


.C27 


Gene No. 


115392 




Strand 


+ 






Start 


1 




End 


1502 






Name 


OJ000322 05.0419.C27.ol 


gs 


Method 


GENSCAN 






-S^tart 


115 




End 


1502 






GI • 


none 




Score 


. 99 






Exons 


115, .298, 402. .511, 648 


.829, 


1175. .1502 






Seq. No. 


55050 




Seq. ID 


OJ000322 


_05.0419 


.C27 


Gene No. 


115392 




Strand 


+ 






Start 


1 




End 


1502 






Name 


OJ000322 05.0419.C27.ol 


np 


Method 


AAT/NAP 






Start 


148 




End 


1496 






GI 


7489455 




Score 


7T6^- ■ 






Exons 


148. .298, 402. .511, 648 


.829, 


1175. .1496 






GI Descrip. 


beta-expansin - rice gi 


2224915 |gb|AAB61710. 1 | 


(U95968) 





beta-expansin [Oryza sativa] 



55644 





Seq. No. 


55050 








± ± ^ O Z? J 






C-t- 3 y--|- 

o Lctl. L 


± o 






N3mG 




Llll 






± Z J 








none 






IT" V e 


19'^ 9^^'^ T79 9f;/l "^ftc: 


f^i n 

. O XU , 




Seq. No. 


55050 






Gene No. 


115393 








J. ^ o o 






N3nie 










o o o 








none 






Exons 


^R^ 414 4^1 R1 4 4^*^ 


. O X O / 






1 1 79 1 94f^ 1 ^Ofl 14^f^ 


1 4 04 
X *4 U 4 . 




Seq'. No. 


55050 






Gene No. 


115393 






C+- -a V--)- 


1 9R R 
X ^ o o 






Nsme 


nTnnn'^99 n^^ n4iQ p97 ^9 


■|-T*T 

t. w 






P R 
J o 0 








none 








?RS sin ^R^^- R1-4 4nQ 


R99 


?: i 




(lA 7 7 19 
D4 f , , I XZ 






Seq. No. 


55050 




i J 


Gene No. 


115393 






Ol. a J- T- 


1 9RR 
XZ 0 0 






NHitie 






- Li 


Q-l- jq -r-l- 
o Lciir L 


D D U 








none 






T*' V *^ c 


(^f^n 7RS ^fi'? 7R1 744 


7 Ql 






1179 14f^R" 1 1 7T 14f^Q 
XX / Z. .XflDD^i; XX / O. .X*1D" 






Seq. No. 


55050 




w 


Gene No. 


115393 






r-i- 


1 9RR 
X z o o 




11 


Nsme 


nTnnn'^99 ns n4iQ P97 oi 






O t-d J. L 


71 ~ 
/ X J 








none 






TT* ^ /~\ T~\ c 


71"^ 7Q1 71"^ 7Q1 71/1 


7 0 9 






7QQ Q'5n QQ/1 QO/I 1 1 /l Q 


1 j1 Q 

. . X 4 y 




O c q . LN O , 


55050 






-Gene No. 


115393 






Start 


1288 






Name 


OJ000322 05.0419.C27.o2. 


gp 






1288 






GI 


2192 1.R1084 






Exons 


1288. .1531 






GI' Descrip. 


M097015/gb|U43955|XXU43955 2 






complete cds * . 






Seq. No. 


55051 






Gene No. 


115394 





Seq. ID OJ000322_05.0419.C27 
Strand 
End 

Method 
End 
Score 
386. .514, 



1531 

TBLASTX:Maize 

519 

131 

409.. 519, 410.. 514 



Seq, ID OJ000322_05.0419.C27 
Strand' 
End 

Method 
End 
Score 
645. .707, 
.1502 



1531 

TBLASTX: Soybean 
1502 
95 

726. .785, 1149. .1307, 



Seq. ID OJ000322_05.0419.C27 
Strand 
End 

Method 
End 
Score 
645. .710, 



1531 

TBLASTX: Wheat 

712 

202 

645. .710, 647. .712, 



Seq. ID OJ000322_05.0419.C27 
Strand 

End 1531 

Method TBLASTX : Mai ze 

End 1469 

Score 182 

789. .830, 791. .829, 1149. .1463, 



Seq. ID OJ000322_p5,0419.C27 
Strand 

End 1531 
Method TBLASTX : Wheat 
End 1496 
Score 93 

744. .791, 782. .829, 789. .830, 
5, 1172. .1486 

Seq. ID OJ000322_05.0419.C27 
Strand 

End 1531 
Method AAT/GAP 
End 1531 
Score 262 

Oe-20 Expression vector pBRz, 



Seq. ID OJ000322_05.0419.C31 
Strand + 



55645 





120 






4 X U ^ 






OJ000322 05 


.0419.C31.ol.gs 










120 




onu 


4 X 






. none 




Score 






Exons 


120. .364, 1206. .1286, 2013. 


.ZXX7, ^ f / o 


..000// H / . 


4 1 ^^9 


O c . IN U , 


55051 




• X u 


.n.7nnn'^99 


04 1 Q n'^i 

U4Xj/.k^-jX 


Gene No. 


115394 




Strand 


+ ~ 




Start 


120 




End 


4162 




Name 


OJ000322 05 


.0419.C31.o2.np 


Method 








1594 




End 


^^9 9 






7340868 




Score 






TT' \^ c 


1594 . .1650, 


3372. .3522 








uescxip. 


(AP001551) 


hypothetical protein [Oryza 


oa c X va J 




C o M Oi 

oeq . vio > 


55051 




Seq. ID 




n 4 1 Q C^l 




115394 




Strand 






start 


120 




End 


4162 




Name 


OJ000322 05 


.0419.C31.ol.np' 


Method 


AAT/NAP 




Start 


■ 1725 




End 


1901 




GI 


7489185 




Score 


69 




Exons 


1725. .1901 










GI Descrip. 


prohibitin 


- common tobacco 


gil 194 6329 |gb|AAC4 9690., 


|"'(/' (U69154) 




prohibitin 


[Nicotiana tabacum] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55052 Seq. ID 

115395 Strand 

1 End 

OJ000322_05 . 0419. C32 . ol . np Method 

1 End 

3258569 Score 



OJ000322_05.0419.C32 
+ 

1088 
AAT/NAP 
1088 
269 



1..24, 203. .409, 500. .717, 807. .1088 

(U89959) Similar to yeast general negative regulator of 
transcription subunit 1 [Arabidopsis thaliana] 



"hi 


Seq. No. 


55052 


Seq. ID 


OJ000322_ 


05 


.0419. C32 


5- — 


Gene No. 


115395 


Strand 


+ 








Start 


1 


End. 


1088 






\ ^ 


Name 


OJ000322 05.0419.C32.ol.gs 


Method 


GENSCAN 








Start 


98 


End 


1027 






^ 


GI 


none 


Score 


.89 








Exons 


98. .398, 489. .717, 807. .1027 












Seq. No. 


55053 


Seq. ID 


OJ000322_ 


05 


.0419. C33 




Gene No. 


115396 


Strand 


+ 








Start 


1 


End 


1183 








Name 


OJ000322 05.0419.C33.ol^np 


Method 


AAT/NAP 








Start ■ 


1 


End 


1183 








GI.. 


7444451 


Score 


1053 








Exons 


1. .1183 












GI Descrip. 


probable gag/pol polyprotein - 


■ long-staminate rice 








retrotransposon retrofit gi | 258 6082 | gb | AAB82754 . 


11 


{U72725) 






retrofit [Oryza longistaminata] 










Seq. No. 


55053 


Seq. ID 


OJ000322_ 


05 


.0419. C33 




Gene No. 


115396 


Strand 


+ 








Start 


1 


End 


1183 







55646 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
f Start 
J Name 
n start 
li GI 
^ Exons 

GI Descrip. 



Seq. No. 

% Gene No. 

1 Start 

""^ Name 

" Start 

3 GI 

J Exons 

^ GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



OJ000322_05.0419.C33.ol.gs 

145 

none 

145. .424, 465. .531, ,769. .814 

55053 

115396 

1 

OJ000322_05.0419.C33.ol.tw 

352 

none 



Method 

End 

Score 



GENSCAN 

814 

.52 



Seq. ID OJ000322_05.0419.C33 

Strand + 

End 1183 

Method TBLASTX: Wheat 

End 7 37 

Score 60 



352. .540, 356. .532, 356. .718, 357. .737, 402. .719 



55053 

115396 

1 

OJ000322_05.0419.C33.ol.tm 

447 

none 

447. .737, 521. .736 



Seq. ID OJ000322_05.0419.C33 

Strand + 

End 1183 

Method TBLASTX : Mai ze 

End 7 37 

Score 266 



55054 
115397 
1 

OJ000322_05.0419.C34 .ol.np 
1 

7444451 
1..2033 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 258 6082 | gb | AAB82754 . 1 | {U72725) 
retrofit [Oryza longistaminata] 



Seq.- ID OJ000322_05.0419.C34 

Strand + 

End 2033 

Method AAT/NAP 

End 2033 

Score 2141 



55054 

115397 

1 

OJ000322_05.0419.C34 .o2.ts 

• 496 

5509260 



Seq. ID OJ000322_05.0419.C34 

Strand + 

End ' 2033 

Method TBLASTX : Soybean 

End 1007 

Score 61 



496. .594, 600. .917, 647. .901, 912. .1007, 920. .979. 



55054 

115397 

1 

OJ000322_05 . 0419. C34 . o4 . tm 

590 

none 

590. .799, 609. .809 



Seq. ID OJ000322_05. 0419.C34 

Strand + 

End 2033 

Method TBLASTX: Maize 

End 809 

Score 178 



55054 

115397 

1 

OJ000322_05.0419.C34 .ol. tc 

627 

none 

627. .896, 641. .895 



Seq. ID OJ000322_05.0419.C34 

Strand + 

End 2033 

Method TBLASTX : Cress 

End 8 96 

Score 284 



55647 



Seq. No. 55054 

Gene No. 115397 

Start 1 

Name OJ000322_05 . 04 1 9 . C34 . o2 . 

Start 678 

GI none 

Exons 678.. 920, 695. .775, 836. 



tw. 



Seq. ID OJ000322_05,0419.C34 

Strand + 

End 2033 

Method TBLASTX : Wheat 

End 1181 

Score 200 



.901, 924. .1016, 1008. .1181 



Seq, No. 55054 

Gene No. 115397 

Start 1 

Name OJ000322_05 . 0419 . C34 . o2 . 

Start 810 

GI none 

Exons 810.. 917, 833.. 901, 923, 



Seq. ID OJ000322_05. 0419. 034 

Strand + 

End 2033 

tm Method TBLASTX : Maize 

End 1250 

Score 107 
.1114, 924. .1250, 1157. .1204 



Seq. No. 55054 

Gene No. 115397 

Start 1 

Name OJ000322_05 . 0419 . C34 , o3 . tc 

Start 1071 

GI none 

Exons 1071.. 1319 

Seq. No. 55054 

Gene No. 115397 

Start 1 

Name OJ000322_05 . 04 19 . C34 . ol . tw 

Start 1185 

GI none 

Exons 1185.. 1622, 1190.. 1621 



Seq. ID OJ000322_05. 0419. 034 

Strand + 

End 2033 

Method TBLASTX: Cress 

End 1319 

Score 194 



Seq. ID OJ000322_05. 0419.034 

Strand + 

End 2033 

Method TBLASTX : Wheat 

End 1622 

Score 426 



Seq. No. 55054 

5 Gene No. 115397 

[1 Start 1 

H.l Name OJ000322_05 . 04 19 , 034 . o3 . 

Start 1319 

GI none 

U Exons 1319.. 1510, 1320.. 1511 

Q Seq. No. 55054 

Gene No. 115397 

Start 1 

Name OJ000322_05 . 04 19 . 034 . ol . 

Start 1386 

GI none 

Exons 1386.. 2018, 1388.. 1513, 



Seq. ID OJ000322_05. 0419. 034 

Strand + 

End 2033 

tm Method TBLASTX : Maize 

End 1511 

Score 287 



Seq. ID OJ000322_05. 0419. 034 

Strand -i- 

End 2033 

ts Method TBLASTX : Soybean 

End 2018 

Score 519 
1580. .1756, 1584. .1904, 1808. .1975 . 



Seq. No. 55054 

Gene No. 115397 

Start 1 

Name OJ000322_05 . 04 19 . 034 . ol . tm 

Start 1512 

GI none 

Exons 1512.. 1574, 1553.. 1687, 1554, 

1710.. 1763, 1790.. 1975, 1809.. 1976 



Seq. ID OJ000322_05, 0419.034 

Strand + 

End 2033 

Method TBLASTX : Mai ze 

End 1976 

Score 39 

1682, 1688,. 1738, 1689.. 1976, 



55648 



■Seq. No. 55054 

Gene No. 115397 

Start 1 

Name OJ000322_05 . 0419 . C34 . o2 . tc 

Start 1560 

GI none 
Exons 



Seq. ID OJ000322_05.0419.C34 

Strand + 

End 2033 

Method TBLASTX : Cress 

End 2009 

Score 62 



1560. .1649, 1658. .1780, 1659. .1781, 1815. .2009 



Seq. No. 55055 

Gene No. 115398 

Start 328 

Name OJ000322_05 . 0419 . C35 . ol . gp 

Start 328 

GI 3409_1.R1084 

Exons 328 . . 711 

GI Descrip. • 3281868/emb | CAA19764 | 7.0e-47 (AL031004) putative protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ000322_05.0419.C35 

Strand + 

End 711 

Method AAT/GAP 

End 711 

Score 504 



Seq. No. 55056 

Gene No. 115399 

Start 1 

Name OJ000322_05 . 04 1 9 . C3 6 . ol . np 

Start 1 

GI 3258569 

Exons ' 1..167, 258.. 459, 662.. 711 

GI Descrip. (U89959) Similar to yeast general negative regulator of 
transcription subunit 1 [Arabidopsis thaliana] 



Seq. ID OJ000322_05.0419.C36 
Strand 

End 711 

Method AAT/NAP 

End . 711 

Score " 28 4- 



Seq. No. 55056 

Gene No. 115399 

Start 1 

Name OJ000322_05 . 04 19 . C36 . ol . tm 

Start 55 

GI none 
Exons 



■'Seq, ID OJ000322_05. 0419.C36 
Strand 

End 711 

Method TBLASTX : Mai ze 

End 514 

Score 125 



55-.. 168, 66. .173, 67. .168, 256. .345, 257. .355, 258. .347, 
347. .424, 347. '.421, 351 . . 431 , 354 . . 422 , 435... 500, 467. .514, 
473.. 505 



Seq. No. 55056 

Gene No. 115399 

Start 1 

Name OJ000322_05 . 04 19 . C36 . ol . tc 

Start 66 

GI none 
Exons 



Seq. ID OJ000322_05.0419.C36 

Strand 

End 711 

Method TBLASTX : Cress 

End 321 

Score 66 



66. .158, 66. .170, 67. .168, 258. .320, 268. .321 



Seq. No. 55056 

Gene No. 115399 

Start 1 

Name OJ000322_05 . 04 19 . C36 . ol . gs 

Start 287 

GI " none 

Exons 287 . .499 



Seq. ID OJ000322_05.0419.C36 
Strand 

End 711 

Method GENSCAN 

End 499 

Score .77 



Seq. No. 
Gene No. 
Start 



55057 

115400 

367 



Seq. ID OJ000322_05.0419.C37 
Strand + 
End 440 



•;5564 9 



• 



Name 

Start 

G'l 

Exons 



OJ000322_05 .0419. C37 , ol . gs Method GENSCAN 

367 End 440 

none Score . 91 
367. .440 



Seq. No. 55058 

Gene No. 115401 

Start 279 

Name OJ000322_05 . 04 19 . C39 . ol . gs 

Start 279 

GI none 

Exons 279.. 349, 540.. 753 

Seq. No. 55059 

Gene No. 115402 ' 

Start 462 

Name OJ000322_05 . 04 19 . C41 . ol . gs 

Start 462 

GI none 

Exons 4 62.. 580 



Seq. ID OJ000322_05.0419.C39 
Strand 

End 753 

Method- GENSeftN 

End 753 

Score .99 



Seq. ID OJ000322_05.0419.C41 

Strand -h 

End 580 

Method GENSCAN 

End 580 

Score .91 



Seq. No. 

Gene No. 

Start 

Na'ine 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55059 Seq. ID 

115403 Strand 

1383 . ■ ' End 

OJ000322_05 . 04 19 . C41 . ol . gp Method 
1314 End 
1050_1.R1084 Score 
1314. .1533, 1638. .1762 

'2224915 l.Oe-157 (U95968) beta-expansin [Oryza sativa] ' 



OJ000322_05.0419.C41 
+ 

18 97 • 
AAT/GAP 
1762 
589 



55059 

115403 

1383 

OJ000322_05.0419.C41.ol.tw 

1379 

none 

1379.. 1426, 1392.. 1451, 1473, 
1637.. 1750, 1704.. 1751 



Seq. ID OJ000322_05.0419.C41 

Strand + 

End 1897 

Method TBLASTX : Wheat 

End 1751 

Score • 4 3 

.1535, 1475. .1534, 1636. .1746, 



Seq. No. 55059 Seq. ID 

Gene No. 115403 Strand 

Start 1383 End 1897 

Name OJ000322_05 . 04 19 . C41 . ol . np Method AAT/NAP 

Start 1383 End 1897 

GI 7489455 . Score 423 

Exons 1383.. 1533, 1638.. 1747, 1879.. 1897 

GI Descrip^. beta-expansin - rice gi | 2224915 | gb |,AAB61710 . 1 1 
beta-expansin [Oryza sativa] 



OJ000322_05.0419.C41 
+ 



(U95968) 



Seq. No. 55059 Seq. ID 

Gene No. 115403 Strand 

Start 1383 End 

Name OJ000322_05 . 04 19 . C4 1 . o2 . gs Method 

Start 1383' End 

GI none Score 

Exons 1383.. 1533, 1638.. 1747 



OJ000322_05.0419.C41 
+ 

1897 
GENSCAN 
1747 
. 93 



55650 



Seq. No. 


55G59 




Seq. ID 


OJ000322_05.0419.C41 


Gene No. 


115403 




Strand 


+ 


O Lai L. 


X O O J. 




End 


1897 


Nsrne 


Kjouuyjo^^ u 3 . u *i X y 


. V^fl X , OX . Lul 


Method 


TBLASTX: Maize 








End 


1764 


PT 


none 




Score 


121 


Exons 




1 R^4 1 fi^l 
. .XOjI, xdox 


..1747, 1636. .1764, 1637. .1750 


Seq. No. 


55060 




Seq. ID 


OJ000322_05.0419.C45 


Gene No. 


115404 




CJ-I- r~a nr? 
• O L X ailLi 




C +- -a y^f- 


D ± 1. 




End 


491 


Nsine 




P 4 R 1 r^a 
.^40.0X.yo 


Method 


GENSCAN 




J ± 1 




End 


491 


C T 


none 




Score 


.5 


Exons 


O ± ± * .ril/X 








Seq. No. 


55061 




Seq. ID 


OJ000322_05.0419.C48 


Gene No. 


115405 




Q+- r-a nH 

o Lrana 


j_ 




O ^ J 




End 


1354' 


Nsme 




P4 ft /^c '. 


Method 


GENSCAN 


o uan. 


<^ Q 
D y J 




End 


1354 


PT 


none 




Score 


.91 


17* cy 

liiXons 


D^O..^!30/ lU/D.. 


110C 19/19 


1354 




Seq. No. 


55062 




Seq. ID 


OJ000'322_05.0419.C49 


Gene No. 


115406 




Strand 


+ 


o raru 






End 


615 


Name 




. u y . o X . gp 


Method 


AAT/GAP 


Q-l- a r--t- 
O to, J. L 


X O D 




End 


615 


PT 


none 




Score 


925 




X O D . . O X O 








Seq. No. 


55062 




Seq. ID 


OJ000322_05.0419.C49 


Gene No. 


115407 ■ 




Strand ' 




O Ua J- L 






End 


4752 


Name 


nTnnn'^99 or n4iQ 


.C49.ol.tm 


Method 


TBLASTX: Maize 


O Lair L 


4 Q 1 ~ 




' End 


1017 


PT 


none 




Score 


78 


Exons 


fiyx..xuuj/ fiyz.. 


575, 492. .1007, 493. .1017, 493. .1008 


ij C • L>l • 


SS06? 




Seq. ID 


OJ000322_05.0419.C49 


Gene No. 


115407 




Strand 




Start 


498 




End 


4752 


Name 


OJ000322 05.0419 


.C49.ol.np 


Method 


AAT/NAP 


Start 


4 98 




End 


4752 


GI 


7485028 




Score 


1163 


Exons 


498.. 1030, 1380. 


.1581, 2252. 


.2513, 3342 


. .3531, 4613. .4752 



GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi|2245015|emb|CAB10435.1| (Z97341) glucosyltransf erase like 
protein [Arabidopsis thaliana] gi | 72684 10 1 emb | CAB78702 . 1 | 
(AL161544) glucosyltransf erase like protein [Arabidopsis 
thaliana] 



Seq. No. 55062 * Seq. ID 

Gene No. 115407 Strand 

Start 498 End 

Name OJ000322 05 . 04 19 . C4 9 . o2 . ts Method 



OJ000322_05.0419.C49 
4752 

TBLASTX : Soybean 



55651 



start 
GI 

Exons 



555 ^ End 1038 

none Score 14 6 

555. .710, 592. .810, 665. .811, 750. .812, 807. .932, 808. .870, 
930.. 1037, 931. .1038 



Seq. No. 55062 

Gene No. 115407 

Start 498 

Name OJ.000322_05 . 04 19 . C4 9 . ol . tc 

Start 930 

GI none 
Exons 



Seq. ID OJ000322_05.0419.C49 
Strand 

End 4752 

Method TBLASTX : Cress 

End 1458 

Score 157 



930. .1037, 1140. .1289, 1142. .1288, 1160. .1291, 1387. .1458 



Seq. No. 55062 

Gene No. 115407 

Start 498 

Name OJ000322_05 . 04 1 9 . C4 9 . ol . ts . 

Start 1166 

GI none . ' . 

Exons 1166.. 1288, 1167.. 1289, 1377, 
1382. .1588, 1387. .1581, 1391, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1559, 1377 
.1588 



OJ000322 05.0419.C49 



4752 

TBLASTX : Soybean 
1588 
140 

' 1565, 1381. .1584, 



Seq. No. 55062 
Gene No. 115407 
Start 498 

Name OJ000322_05 . 0419 . C4 9 . o2 . tm 

Start ' 1205 
GI none 

Exons 1205.. 1288, 1206.. 1289, 1206. 

1387. .1596, 2252. .2437, 2256. 
2456. .2509, 3341. .3487, 3345. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1289, 
.2402, 
.3485 



OJ000322_05.0419.C49 
4752 

TBLASTX :Maize 
3487 
96 

1377. .1586, 1382. .1582, 
2256. .2438, 2257. .2403, 



Seq. No. 55062 

Gene No. 115407 

Start 498 

Name OJ000322_05 . 04 1 9 . C4 9 . ol . tw 

Start 1214 ' 

GI none 

Exons 1214.. 1288, 1215.. 1262, 1371. 

2252.. 2308, 2253.. 2306 



OJ000322_05.0419.C49 
4752 

TBLASTX: Wheat 

2308 

53 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1583, 1385.. 1594, 1387.. 1596, 



Seq. No. 


55062 




Seq. ID 


OJ000322_05.0419.C4 9 


Gene No. 


115407 




Strand 




Start 


498 




End 


4752 


Name 


OJ000322 05.0419.C49.o2. 


gs 


Method 


GENSCAN 


Start 


1375 


End 


3664 


GI 


none 




Score 


.95 


Exons 


1375. .1581, 2252. .2513, 


3342. 


.3664 




Seq. No. 


55062 




Seq. ID 


6j000322_05.0419.C49 


Gene No. 


115407 




Strand 




Start 


498 




End 


4752 


Name 


OJ000322 05.0419.C49.o2. 


gp 


Method 


AAT/GAP 


Start 


2220 




End 


3515 


GI 


uC-osflcypl72h02bl 




Score 


806 


Exons 


2220.. 2513, 3342.\3515 








GI Descrip. 


»224 5015/emb|CAB104 35.1 1 


3.0e 


-55 (Z97341) glucosyltransf erase 



55652 




like protein [Arabidopsis thaliana] ' 



O • L^\J » 


«J O U VJ^ 




Seq. ID 


OJ000322_05. 0419.049 


^ o in o M 


X J. O M U / 




Strand 




o Ldl. U 






End 


4752 


Name 




04 1 Q CA Q o9 -t-r^ 


Method 


TBLASTXrOress 




94 ns ~ 

^ U »J 




End 


3518 




none 




Score 


156 


Exons 


2405. .2437, 


2459.. 2509, 3341. 


.3517, 3351. .3518 


O C 4 • IN (J . 


J U D ^ 




Seq.' ID 


OJ000322_05. 0419. 049 




X X J 1 u / 




Strand 










End 


4752 


Name 


WU \J *J ^ ^ \J ^ 


04 1 Q r4 Q n"^ f c; 


Method 


TBLASTX: Soybean 




9 4 R ~ 

4 Z) D 




End 


3502 




none 




Score 


131 






'^4 1 R09 ^4 R 


.3497 




Seq. No. 


55063 




Seq. ID 


OJ000322_05, 0419. 050 


Gene No. 


115408 




Strand 


+ 


Start 


775 




End 


938 


Name 


OJ000322 05 


.0419. 050. ol.np 


Method 


AAT/NAP 


Start 


775 




End 


938 


GI 


6069646 




Score 


121 


Exons 


775. .938 








GI Descrip.' 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAO F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 55063 

Gene No. 115409 

Start 429 

Name , OJ000322_05 . 04 19 . 050 . ol . gs 

Start ■ '429 

GI none 

Exons 429.. 657, 1353.. 1575, 1788. 

3675. .3816, 3818. .3947 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_05. 0419. 050 

3947 
GENSCAN 
3947 
.62 



.1791," 3026.'r5261, 3393..351'4, 



Seq. No. 


55064 




Gene No. 


115410 




Start 


1951 




Name • 


OJ000322 07 


.0419. 03. ol. 


Start 


1951 




GI 


none 




Exons 


1951. .2348, 


2461. .2676, 


Seq. No. 


55064 




Gene No. 


115410 




Start 


1951 




Name 


OJ000322 07 


.0419. 03. ol. 


Start 


2233 




GI 


4585884 




Exons 


2233. .2274, 


3786. .4065, 


GI Descrip. 


(AC005B50) 


Hypothetical 



Seq. ID OJ000322_07.0419.O3 

Strand + 

End 6661 

gs Method GENSCAN 

End ■3119 

Score .59 
3044 . .3119 

Seq. ID OJ000322_07.0419.O3 

Strand + 

End 6661 

np Method AAT/NAP 

End 4610 

Score ' 384 
4156. .4610 

protein [Arabidopsis thaliana] 



55653 




Seq.- No. 


55064 








Seq. ID 


OJ000322_07.0419 


.C3 


Gene- No. 


115410 








Strand 


+ 




b tart 


i y D i 








End 


6661 




Name 




A >1 T A 

. U4 ly . 


. Co . OZ . 


gs 


Method 


GENSCAN 




Start 


o4 0 D 








End 


6661 




GI 


none 








Score 


.48 




Exons 


o4 O D . . 4 UOD, 


• 4 lOD . 


A A A C 

, . 4 4 4 D, 


C T O A 

0 /o9 . 


.5901, 6641. .6661 




Seq. No. 


55064 








Seq. ID 


K)J000322_07.0419 


.C3 


Gene No. 


115410 








Strand 


+ 




Start 


lyoi 








End 


6661 




Name 




A /I T A 

. 04 1 y . 


. CJ . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 










End 


4067 






none 








Score 


332 




Exons 


o I OZ . . 4 Uo / , 


'D O A O 


/ A C A 

. 4 Do y , 


O O A T 

oozl . 


.4066, 3945. .4067 




Seq. No. 


55064 








Seq. ID 


OJ000322_07.0419 


.C3 


Gene No. 


. ■ 115410 








Strand 


+ 




btart 










End 


6661 




Name 


OJUUUozz U / 


A /I T A 

. 04 ly . 


Co . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


J / /4 








End 


4184 




GI 


none 








Score 


201 




Exons 


J77 4 . . 4 031, 


O A A A 

392 9. 


. 4015 , 


4155. 


.4184 






Seq. No. 


55064 








Seq. ID 


OJ000322_07.0419 


.C3 


Gene No. 


115410 








Strand 


+ 




btar L 


1 yo X 








End 


6661 




Name 


OJ0U032^ 07 


.0419. 


C3 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


>1 1 yi A 

4 14 U 








End 


4480 




GI 


none 








Score 


138 




Exons 


A 1 A r\ A *^ A A 

414U. .4z44, 


4151. 


.424 3, 


/I A yi T 

4247 . 


.4480, 4251. .4454 




Seq. No. 


55064 








Seq. ID 


OJ000322_07.0419 


.C3 


Gene No. 


115410 








Strand 


+ 




b tart 


1 yol 








End 


6661 




Name 


/^taaaooo at 


A >1 T A 

.0419. 


C3 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


/I 1 o c 

4 loo 








End 


4453 




Gi 


none 








Score 


410 




Exons 


41oD. .4442, 


4 loo . 


. 4 4 42, 


4 lo 6 . 


.4443, 4187. .4453 




Seq. No. 


55065 








Seq. ID 


OJ000322_07.0419 


.C4 


Gene No. 


115411 








Strand 


+ 




btart 


172 








• End 


1177 




Name 


OJ000322 07 


.0419. 


C4.01. 


gs 


Method 


GENSCAN 




Start 


172 








End 


*il7 7 




GI 


none 








Score 


.94 




Exons 


172. .231, 791. .1177 










Seq. No. 


55065 








Seq. ID 


OJ000322_07.0419. 


.C4 


Gene No. 


115412 








Strand 


+ 




Start 


1431 








End 


1762 




Name 


OJ000322 07 


.0419. 


C4.01. 


gp 


Method 


AAT/GAP 




Start 


1431 








End, 


1762 




GI 


none 








Score 


601 




Exons 


1431. .1762 














Seq. No. 


55065 








Seq. ID 


OJ000322_07.0419. 


.C4 



55654 



Gene No. 115413 
Start 10223 

Name OJ000322_07 . 0419 . C4 . o2 . np 

Start 10223 

GL - 7486422 

Exons 10223.. 10639 

GI Descrip. hypothetical protein F4I1. 

gi I 3128177 I gb I AAC16081.il 
[Arabidopsis thaliana] 



Strand 

End. 

Method 

End 

Score 



+ 

10639 
AAT/NAP 
10639 
295 



12 - Arabidopsis thaliana 
(AC004 521) unknown protein 



Seq. No. 


55065 






Seq. ID 


OJ000322_07.0419.C4 


Gene No. 


115413 






Strand 


+ 


otar L 


10223 






End 


1 n "3 Q 

lUb 


Name 


OJ000322 07 


.0419.C4.o3 


gs 


Method 


GENSCAN 


otart 


10223 






End 


'y r\ ^ r\ 




none 






Score 


1 


Exons 


10223. . 10630 








Seq. No. 


55065 






Seq. ID 


OJ000322 07. 0419. C4- 


Gene No. 


115414 






Strand 




Start 


1441 






End 


3247 


Name 


OJ000322 07 


0419. C4 .ol. 


np 


Method 


AAT/NAP 


oTiarL 


1441 






End 


Z J14 




7484725 






Score 


c r\ o 

509 


Exons 


1441. .146^, 


1553. .2314 








GI Descrip. 


hypothetical protein - 


upland 


cotton 


gi 1 60 694 2 | gb j AAA7 9366 . 1 




{U13760) unknown [Gossypium hirsutum] 




beq. NO. 


55065 






Seq. ID 


OJ000322_07. 0419. C4 


Gene No. 


115414 






Strand 




Start 


1441 






End 


3247 


Name 


OJ000322 07. 


0419.C4.o2. 


gp 


Method 


AAT/GAP 


Start 


1919 






End 


3247 




uC-osrocyp005e09bl 




Score 


894 


Exons 


1919. .2346, 


3213. .3247 








GI Descrip. 


M544419/gb IAAD22328.il 


AC006955 14 2. 


De-23 (AC006955) unknowi 


protein [Arabidopsis thaliana] ' 




Seq. No. 


55065 






Seq. ID 


OJ000322_07.0419.C4 


Gene No . 


115415 






Strand 




btart 


11367 






End 


16648 


Name 


OJ000322 07. 


0419.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1644 






End 


2186 


GI 


none 






Score 


202 


Exons 


1644. .1916, 


1730. .1915, 


1922, . 


2074, 1932.. 2069, 2061.. 2150, 




2066. .2185, 


2067. .2186 








Seq. No. 


55065 






Seq. ID 


OJ000322_07.0419.C4 


Gene No. 


115415 






Strand 




Start 


11367 






End 


16648 


Name 


OJ000322 07. 


0419. C4 .o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1730 






End 


2186 


GI 


none 






Score 


124 


Exons 


1730. .1912, 


1731. .1907, 


1922. . 


2185, 1929.. 2186 


Seq. No. 


55065 






Seq. ID 


OJ000322_07.0419.C4 


Gene No. 


115415 






Strand 





55655 






11367 




End 


16648 




Naine 


OJ000322 07. 0419. C4 


.o2.ts 


Method 


TBLASTX : Soybean 






1730 




End 


2183 






none 




Score 


129 




Exons 


1730.. 1909, 1731.. 1910, 1907.. 2182, 1926.. 2183, 




Seq. No..- ' 


55065 




Seq. ID 


OJ000322_07.0419 


.C4 


Gene No. 


115415. 




Strand 


- 






11367 




End 


16648 




Nsine 




. Oo . lw 


Method 


TBLASTX: Wheat 






10214 




End 


10390 






none 




Score 


212 




Exons 


10214. .10378, 10217 


. .10390 








Seq. No. 


55065 




Seq. ID 


OJ000322_07.0419, 


.C4 


Gene No. 


115415 




Strand 






o tax L. 


11367 




End 


16648 




Naiue 




. 04 , tm 


Method 


TBLASTX: Maize 




o taiTt 


10215 




End 


10498 






none 




Score 


91 




Exons 


10215. .10319, 10223, 


. .10399, 


10223. . 10387, 10436. .10498 




Seq. No. 


55065 




Seq. ID 


OJ000322_07.0419. 


.04 


Gene No. 


115415 




Strand 






o rarr 


11367 




End 


16648 




Name 




rt "3 4- rt 

. oo . ts 


Method 


TBLASTX: Soybean 




ot art: 


10219 




End 


10612 






none 




Score 


179 




Exons 


10219. .10287, 10223, 


. .10399, 


10436. . 10612, 10480. .10587 




Seq. No. 


55065 




Seq. ID 


OJ000322_07.0419. 


X4 


Gene No. 


115415 




Strand 








11367 




End 


16648 




Name 


'OJ000322 07. 0419. C4, 


, o3 . tc 


Method 


TBLASTX: Cress 




btiar u 


10220 




End 


10579 






none 




Score 


175 




Exons 


10220. .10399, 10436, 


..10579 








oeq , NO . 


55065 




Seq. ID 


OJ000322_07.0419, 


. 04 


o "Pi o M 


115415 




Strand 






Start 


11367 




End 


16648 




Name 


OJ000322 07. 0419. 04. 


.o3.gp 


Method 


AAT/GAP 




o t ar L 


11050 




End 


12448 ■ 






413 3.R1084 




. Score 


2127 




Exons 


11050. .11504, 11597, 


, .11807, 


11901. . 12267, 12363.. 12448 




GI Descrip, 


'2754849 l.Oe-133 (AF039000) 


putative 


serine-glyoxylate 






aminotransferase [Fritillaria agrestis 


V 




O rt rt- M rt 

beq. NO. 


55065 




Seq. ID 


OJ000322_07.0419. 


04 


Gene No . 


115415 




Strand 








11367 




End 


16648 




Name 


OJ000322 07. 0419. C4. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11355 




End 


13053 




GI 


none 




Score, 


149 




Exons 


11355. . 11495, 11362. 


.11505, 


11594. .11809, 11598. . 11633, 






11682. .11810, 11877. 


.12257, 


11888. .12268, 12364 .. 12648, 






12365. . 12457, 12515. 


.12649, 


12888. . 13052, 12895. .13053 





55656 



Seq. No; 55065 
Gene No. 115415 
Start 11367 

Name OJ000322_O7 . 04 19 . C4 . ol . tc 

Start 11364 
GI none 
Exons 11364. 

11688. 

12364 . 

12895. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ00Q322_07.G419.C4 
16648 

TBLASTX: Cress 

13062 

99 



11495, 11371. .11505, 11594 .. 11809, 11597. 
11810, 11886. .12260, 11888 .. 12268 , 12033. 



.12648, 12365. .12442, 12515. 
, 13062 



12649, 12888, 



.11704, 
, 12275, 
, 13061, 



Seq. No. 55065 

Gene No. 115415 

Start 11367 

Name OJ000322_07 . 0419 . 04 . o4 . gs 

Start 11367 

GI none 

Exons 11367 .. 11504,. 11597 . . 11807, 
- 12851. . 13062, 14917. .15022, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11901 

15630 



OJ000322 07. 0419. C4 



16648 
GENSCAN 
16648 
.54 

12267, 12363. 
15794, 16558. 



.12647, 
16648 



Seq. No. 

Gene No., 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55065 Seq. ID OJ000322_07 . 04 19 . C4 

115415 Strand 

11367 . End 16648 

OJ000322_07.'0419.C4,o3.np . Method AAT/NAP^" ~ 

11370 End 13055 

2754849 Score 1711 

11370. .11504, 11597. .11807, 11901 12267 , 12363 .. 1264 7 , 

12851. .13055 

(AF039000) putative serine-glyoxylate aminotransferase 
[Fritillaria agrestis] 



Seq. No. 55065 
Gene No. 115415" 
Start 11367 

Name ' OJ000322_07 . 04 1 9 . C4 . ol : tm 

Start 11425 
GI none 
Exons 11425. 

11595. 

11888. 



.11505, 11427. .11495, 
.11633, 11597. .11809, 
.12268, 12364. . 12453, 



. Seq. ID 
Strand 
End 

Method 
End 
Score 

11442 

11682 



OJ000322 07. 0419. C4 



16648 

TBLASTX: Maize 
12525 
98 

11585, 11594 
11810, 11886 



12374. . 12457, 12454. 



11809, 
12272, 
12525 



Seq. No. " 55065 • 
Gene No. 115415 
Start 11367 

Name OJ000322_07 . 0419 . C4 . ol . tw 

Start 11427 
GI none 

Exons 11427. .11546, 11427 .. 114 95, 

11597. . 11641, 11645. .11809, 
11900. . 12016 



Seq. ID 
Strand 
End 

Method 
. End 

Score 
11594. .11638, 
11682. .11810, 



OJ000322 07. 0419. C4 



16648 

TBLASTX: Wheat 
12017 
104 

11595. . 11633, 
11796. . 12017, 



Seq. No. ■ 55065 Seq. ID 

Gene No. 115415 Strand 

Start 11367 End. 

Name OJ000322_07 . 04 19 . C4 . o2 . tw Method 

Start 12442 End 



OJ000322_07.0419.C4 
16648 

TBLASTX: Wheat 
13059 



55657 



GI 

Exons 



none Score 195 

12442. .12648, 12515 1264 9, 12888 13052, 12895. .13059 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55065 Seq. ID OJ000322_07 . 04 19 . C4 

115415 Strand 

11367 End 16648 

OJ000322_07.0419.C4 .o4 .gp Method AAT/GAP 

12497 End 13109 

LIB3431-060-P1-K1-E4 Score 689 

12497. .12647, 12851. .13109 

'3288821 :2.0e-49 (AF063901) alanine : glyoxylate aminotransferase 
transaminase [Arabidopsis thaliana] 
>gi_4733989_gb_AAD28669.1_AC007209_5 {AC007209) 
alanine-glyoxylate aminotransferase [Arabidopsis thaliana] * 



55065 
115415 
11367 
OJ000322 
12526 
none 
12526 
12895 
13727 



07.0419.C4.o3.tm 



.12648, 
.13065, 
.13771 



12527. 
13721. 



.12649, 
.13765, 



Seq. ID OJ000322_07.0419.C4 
Strand 

End 16648 

Method TBLASTX: Maize 

End 13771 

Score 215 
1288 6. .13059, 12888. .13064, 
13723. . 13770, 13725. .137 69, 



Seq. No. 55066 Seq. ID OJ000322_07 . 04 1 9 . C5 

Gene No. 115416 Strand + 

Start 1 End 727 

Name OJ000322_07 . 041 9 . C5 . ol . np Method AAT/NAP 

Start 1 End 44 6 

GI 7486067 Score 59 

Exons 1..24, 214.. 446 

GI Descrip. hypothetical protein F24G24,100 - Arabidopsis thaliana 
gi|4538959|emb|CAB39783.1| {AL049488) putative protein 
[Arabidopsis thaliana] gi | 7267727 | emb | CAB78153. 1 1 (AL161517) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


55066 








Seq. ID 


OJ000322 


_07 


.0419, 


.05 


Gene No. 


115416 








Strand 


+ 








Start 


1 








End 


727 








Name 


OJ000322 


07. 0419. 05 


.ol 


. gs 


Method 


GENSCAN 








Start 


269 








End 


727 








GI 


none 








Score 


.47 








Exons 


269. .335, 


509. .727 
















Seq. No. 


55067 








Seq. .ID 


OJ000322 


_07 


.0419. 


X6 


Gene No. 


115417 








Strand ^■ 










Start 


260 








End 


575 








Name 


OJ000322 


07. 0419. 06 


.ol 


.gs 


Method 


GENSOAN 








Start 


260 








End 


575 








GI 


none 








Score 


.48 








Exons 


260. .402, 


454. .575 
















Seq. No. 


55068 








Seq. ID 


OJ000322_ 


_07 


.0419, 


.07 


Gene No. 


115418 








Strand 










Start 


1 








End 


859 








Name 


OJ000322 


07. 0419. 07 


.ol 


. np 


Method 


AAT/NAP 









55658 



o Ua J. L. 


1 

X 




O J ^ 


CJ 
\j ± 


X o J / ^ o o 


q 0 0 T~<a 


87 












^{]fiftft7?r f 1 hr-i 1 1 -i n-1 TH^illnc; 

\ \J O O O f ^ f XXJi^J-XXXXli J. ^UCIXXLlO 


rra 1 1 n ^ 1 

CL X X LIO J 




Seq. No. 


55068 


Seq. . ID 


OJ000322_07.0419.C7 


Gene No. 


115418 


Strand 




OL.Cli.l_ 


1 

X 




R S Q 


Nsme 


n.Tnnn^99 ni ndiQ n oi rrQ 




O III IM O V-'rt.iN 




O 4 




ft S4 

O J *i 




1 HJl Its 


q yo 






fi4 90d 19f^ ftS4 






Seq. No. 


55069 


Seq. ID 


OJ000322_07.0419.C12 


Gene No. 


115419 


Strand 


+ 


O L. Cl i. L. 


\j -? 


LjLLkJL 


17^ 

X f o 


Nsme 


wu uuuo^^ u/.u*ix^.k^xz.ox.yo 


Mo "1" Vi W 








Hina, 


1 -7 ^ 
X / O 






Q (^/^ T'O 

O ^v_;x 


4 




U -7 • ■ X / J 






O ^ ^ < LN (J . 


55070 


Seq. ID 




Gene No. 


115420 


Strand 




Start ' 


'734 


End 


6770 




OJ000322 07.0419.C14.o2.ts 


Method 


TBLASTX : Soybean 




692 


End 


2428 




none 


Score 


135 


III A(JIlo 


692. .850, 962.. 1099, 970.. 1098, 1301.. 


1483, 1305. .1484, 




2163.. 2.252, 2168.. 2230, 2335. 


.2427, -2342. .2428 


o ti . IN u . 


55070 


Seq. ID 


OJ000322_07.0419.C14 




115420 


Strand 




Start 


734 


End 


6770 


Name 


OJ000322 07.0419.C14.o2.tc 


Method 


TBLASTX: Cress 


q-t- a rt 


728 


End 


2431 




none 


Score 


114 


ill AV^liO • 


728. .787, 803. .859, 968. ,1099, 968.-1096, 970,,. 1098, 1299. .1472, 




■ 1301.. 1483, 1328.. 1483, 2159. 


.2230, 2160.. 2231, 2335,. 2430, 




2342. .2431 






Otrv^ . LNvJ « 


55070 


Seq. ID 


OJ000322_07.0419.C14 




115420 


Strand 




Start 


734 


End 


6770 


Name 


OJ000322 07.0419.C14.ol.gs 


Method 


GENSCAN 


O L dX o 


734 


End 


' 6752 


ox 


none 


Score 


.57 


Exons 


734 . .847, .970. .1096, 1305. .1481, 2121. 


.2232, 2331. .2565, 




2584. .2848, 2989. .3113, 3455. 


.3591, 3635., 3674, 37 67-. 4 8 1 6, 




5077. .5172, 5275. .5361, 5445. 


.5525, 6191. ,6403, 6506, .6752 


Sea No 


55070 


Seq. ID 


OJ000322_07.0419.C14 


Gene No. 


115420 


Strand 




Start. . 


734 


End 


6770 


Name 


OJ000322 07.0419.C14.ol.np 


Method 


AAT/NAP 


Start 


737 


End 


4204 


GI 


1709923 


Score 


695 


Exons 


737. .847, 970. .1096, 1305. ,1481, 2121. 


.2232, 2331. .2460, 



55659 



4175'.. 4204 

GI Descrip. PHOSPHORIBOSYLGLYCINAMIDE FORMYLTRANSFERASE PRECURSOR (GART) 
(GAR TRANSFORMYLASE) { 5 * -PHOSPHORIBOSYLGLYCINAMIDE 
TRANS FORMYLASE) gi | 7 4 33568 | pir | IT11574 phosphoribosylglycinamide 
formyltransferase (EC 2.1.2.2) - cowpea gi | 984 818 | gb | AAA75367 . 1 | 
(U30875) glycinaitiide ribonucleotide transf ormylase (GART) [Vigna 
unguiculata] 



Seq. No. 55070 

Gene No. 115420 

Start 734 

Name OJ000322_07 . 04 19 . C14 . o3 . tm 

Start 1314 

GI none 
Exons 



Seq. ID OJ000322_07.0419.C14 

Strand . - 

End 6770 

Method TBLASTX : Mai ze 

End 2213 

Score ' 190 



1314. .1484, 1316. .1471, 1319. .1501, 1320. .1484, 2120. .2194, 
2121. .2213, 2144. .2212 



Seq. No. 55070 

Gene No. 115420 

Start 734 

Name OJ000322_07 . 04 19 . C14 . ol . ts 

Start 3372 

GI nori"e . .. 

Exons 3372.. 3539, 3395.. 3535, 3594. 

3929.. 4021, 4127.. 4150 



Seq. ID OJ000322_07.0419.C14 
Strand 

End 6770 

Method TBLASTX : Soybean 

End 4150 

Score 120 

.3662, 3767. .3946, 3771. .3947, 



Seq. No. 55070 
Gene No. 115420 
Start 734 

Name OJ000322_07 .0419. C14 . o2 . tm 

Start 3386 
GI none 

Exons 3386.. 3535, 3387.. 3539, 3388, 

3780. .3887, 3782. .3856, 3789. 
3874. .3984 



Seq. .ID 
Strand 
End 

Method 
End 
Score 



OJ000322 07.0419.C14 



6770 

TBLASTX: Maize 
3988 
204 

3543, 3603.. 3677, 3637. 
3872, 3839.. 3988, 3870. 



.3675, 
,3959, 



=3= Seq. No. 55070 

=1 Gene No. 115420. 

Z start 734 

; Name OJ000322_07 . 04 19 . C14 . o2 . tw 

=^ Start 3766 

GI none 

Exons '3766.. 3930, 3767.. 3934, 3768, 



Seq. ID OJ000322;^07.04.L9.C14 
Strand 

End 6770 

Method TBLASTX : Wheat 

End 3936 

Score 195 
.3935, 3769.. 3936 



Seq. No. 55070 
Gene No. 115420 
Start 734 

Name OJ000322_07 . 04 19 .-,014 . ol . tw 

Start 3976 
GI none 

Exons 3976.. 4059, 3977.. 4042, 4000, 

4118. .4150, 4131. .4217, 4132, 
4229. .4249, 4232. .4318, 4241, 
4278. .4436, 4278. .4526, 4279, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000322 07.0419.C14 



6770 

TBLASTX: Wheat " * 
4567 
69 

4050, 4114. .4143, 4117. .4155, 
4206, 4133. .4234, 4154. .4234, 
4402, 4241. .4399, 4276. .4428, 
4527, 4517. .4567 



Seq. No. 
Gene No. 



55070 
115420 



Seq. ID OJ000322_07.0419.C14 
Strand 



55660 



start 
Name 
Start 
GI 

Exons 



734 

OJ000322_07 . 04 19 . C14 . ol . tm 

4115 

none 

4115. ,4177, 4283. .4420, 4287. 

4462. ,4572, 4478, .4543, 4582, 

4903.-4956, 4907, .4963, 4911. 

5078. .5179, 5275. .5409, 5276. 

5467. .5526, 5472. .5528, 6179. 

6193. .6414, 6485. .6757, .6507. 



End 

Method 

End 

Score 



6770 

TBLASTX: Maize 

6770 

105 



4406, 4288.;4416, 4292. .4327, 

4818, 4608. .4820, 4610. .4819, 

4964, 5065.. 5175, 5073..:5174, 

5362, 5445. .5465, 5466. .5528, 

6406, 6180. .6404, 6191. .6415, 

6758, 6510.. 6770 



Seq. No. 55070 

Gene No. 115420 

Start 734 

Name OJ000322_07 . 0419 . C14 . ol . gp 

Start 4134 

GI none 

Exons 4134.. 4682 



Seq. ID OJ000322_07.0419.C14 
Strand 

End 6770 

Method AAT/GAP 

End 4 682 

Score 996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55070 Seq. ID OJ000322_07 . 04 19 . C14 

115420 Strand 

734 End 6770 

OJ000322_07 .0419.014 .o2.np Method AAT/NAP 

4 622 End 6691- 

7493180 Score 96 

4622. .4816, 4910. .4963, 5077. .5172, 5275. .5361, 5445. .5522, 
6506.. 6691 

probable zinc metalloproteinase - fission yeast 
(Schizosaccharomyces pombe) gi | 3790252 | emb | CAA21441 . 1 | 
(AL031966) putative Zn-protease [Schizosaccharomyces pombe] 



Seq. No, 
Gene No, 
Start 
Name 
Start . 
Gf. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start-- 

GI 

Exons 



55070 Seq. ID 

115420 Strand 

734 : End 
OJ000322_07 . 04 19 . 014 . o2 . gp Method 

4687 End 

none • . Score 

4687.'. 4816, 4910.. 4976 

55070' 

115420 Strand 

734 End 
OJ000322_07 ,0419. 014 . ol . tc Method 

4727 End 

none Score 



OJ000322_07. 0419. 014 

6770 
AAT/GAP 
4976 
326 



Seq. ID OJ000322_07. 0419. 014 



6770 

TBLASTX: Cress 

5483 

63 



4727, .4819, 4758. .4817, 4907. .4963, 4910. .4960, 5077. .5175, 
5078. .5182, 5275. .5364, 5276. ,5362, 5445. ,5483 



55070 Seq. ID 

115420 Strand 

734 End 
OJ000322_07. 0419.014 .o3.gp Method 

4 730 End 

none Score 

4730. .4816, 4910. .5024 



OJ000322_07.0419.C14 

6770 
AAT/GAP 
5024 
238 



Seq. No. 



55070 



Seq. ID OJ000322_07.0419.C14 



55661 



Gene No. 115420 

Start 734 

Name OJ000322_07 . 04 19 . C14 . o3 . ts 

Start 6296 

GI none 

Exons 6296.. 6337, 6300.. 6335, 6338. 
6500. -.6721 



Strand 
End 

Method 

End 

Score 



6770 

TBLASTX : Soybean 

6770 

40 



,6412, 6354. .6395, 6492.. 6770, 



Seq. No. 55071 Seq. ID 

Gene No. 115421 Strand 

Start 1700 End 

Name OJ000322_07 . 04 19 . C15 . ol . gs Method 

Start 1700 End 

GI none Score 

Exons 1700.. 1881 



OJ000322_07, 
+ 

1881 
GENSCAN 
1881 
.88 



0419. C15 



Seq. No. 55071 Seq. ID 

Gene No. 115422 Strand. 

Start '66 End, 

Name OJ000322_07 . 04 1 9 . C15 . ol . gp Method 

Start 66 End 

GI none Score 

Exons 66 . . 317 



OJ000322_07.0419.C15 

317. 

AAT/GAP 

317 

484 



Seq. No. 55072 

Gene No. 115423 

Start 68 

Name OJ000322_07 . 04 19 . C16 . ol . gs 

Start 68 

GI none 

Exons 68. .169, 336. .465, 1532. .1954, 2791. .4341 



Seq. ID OJ000322_07.0419.C16 

Strand + 

End 4345 

Method GENSCAN 

End 4341 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55072 

115423 

68 

OJ000322_ 
340 

417154 
340. .465, 



Seq. ID OJ000322_07.0419.C16 
Strand + 
End .4345 
Method . AAT/NAP 
End '4 338 . _ 

Score 34 99 
4338 

HEAT SHOCK PROTEIN 82 gi | 100685 | pir | | S2554 1 heat shock protein 
82 - rice (strain Taichung Native One) gi | 20256 | emb | CAA77 978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



07 .0419.C16.ol.np 



1532.. 1954, 2791. 



55072 

115423 

68 

OJ000322_07 .0419.C16.ol.gp 



Seq. ID OJ000322_07.0419.C16 

Strand ' + 

End 4345 

Method AAT/GAP 

End 4345 

Score 2722 . 



2859 ' ■ 

269_1.R1084 
2859. .4345 

'417154/spl P33126|HS82_ORYSA O.Oe+00 HEAT SHOCK PROTEIN 82 

>gi_100685__pir S25541 heat shock protein 82 - rice (strain 

Taichung Native One) >gi_20256_emb_CAA7 7 97 8_ (Z11920) heat shock 
protein 82 {HSP82) [Oryza sativa]' 



Seq. No. 
Gene No. 



55072 
115424 



Seq. ID 
Strand 



OJ000322_07. 
+ 



0419. C16 



55662 



start 7792 End 8213 

Name OJ000322_07 . 04 19 . C16 . o2 . gp Method AAT/GAP 

Start 7792 End 8213 

GI LIB3477-003-P1-K1-E9 Score 107 
Exons 7792.. 7856, 8184.. 8213 

GI Descrip. ' 24 98586/sp | Q40638 I MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN CRY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 







55072 








.vSeq. ID 


OJ000322 


_07. 0419.016 






115425 








Strand 










5767 








End 


10161 






Naitie 


OJ000322 07 


.0419 


.CI6.0I 




Method 


TBLASTX: 


Soybean 






316 








End 


4341 








none 








Score 


155 






V 1^ ^ 


316. .465, 363. .464, 369 


4 fi7 

. . 4 D / , 


379. .465, 


1529. .1636, 1532. .1633, 






1537. .1635, 


1634 


. .1693, 


X D I fi . 


.1667, 1675. .1764, 


1 C7 Q 1 7 fin 






1682. . 1768, 


1760 


. .1957, 


± f DO . 


.1944, 1824. .1961, 


97 Q7 9P7 1 






-/ 2799. -.2909,- 


3021 


. .3224, 


0 U Z ± . 


.3212, 3022.. 3255, 


^Dft ^ ^917 






3085. .3255, 


3274 


. .3339, 


3346. 


.3411, 3348. .3644, 


OOfiO, ,JfiX2?, 






3349, .3780, 


3449 


. .3619, 


3472. 


,3630, 3609.. 3665, 


3722. .3763, 






3760. ,3795, 


3767 


. .3814, 


0 0 0 u . 


.4254, 3892. .4089, 


3942. .4226, 






4300. .4341 
















o e q . In O . 


55072 








Seq. ID 


OJ000322 


07 - O A 1 Q P 1 


Ell 




115425 








Strand 






? i i 


o tart 


5767 








End 


10161 






Name 


OJ000322 07, 


.0419 


.016. ol 


.tc 


Method 


TBLASTX: 


Cres s 


^ ST 


Start 


331 








End 


4341 








none 








Score 


189 






Exons 


331. .465, 348. .467, 354 




1532.. 1957, 1575. 


T 7nn 
. 1 / uu , 






1581. . 1958, 


1600 


. .1944, 


X 0 Z fi . 


.1946, 278 


!8, .2871, 


0700 OQQf, 






2793. .2909, 


2840 


. .2893, 




.3644, 3007. .3795, 


ouuo . . oDiy , 


S 




3472. .3630, 


3609 


. .3665, 


^7 1 Q 


,3799, 3750.. 4226, 


3880. .4311, 






4306. , 4341 
















oeq . rJO . _ 


55072 








Seq. ID 


OJ000322 


_07. 0419,016 




Gene No . 


115425 








Strand 






^ J 


o L ar u 


5767 








End 


IOI6I' ' 




f~\ 


Name 


OJ000322 07. 


.0419 


,016. o3 


. uW 


Method 


TBLASTX: 


Wheat 




Start 


333 








End 


1777 






GI 


none 








Score 


208 






Exons 


333. .467, 351. .464, 379 


. .465, 


1532. .1774, 1534. 


.1776, 1535.. 1777 




Seq. No. 


55072 








Seq. ID 


OJ000322 


_07. 0419. 016 




Gene No. 


115425 








Strand 








Start 


5767 








End 


10161 






Name 


OJ000322 07. 


,0419 


.016.01 


.tm 


Method 


TBLASTX: 


Maize 




Start 


336 








End 


4350 






GI 


none 








Score 


204 






Exons 


336, .467, 351. .41 


54, 379 


. .465, 


1532. .1957, 1575. 


. 1700, 






1597, , 1944, 


1755 


. . 1952, 


2788. 


.2871, 2797. .2886, 


2843. .2899, 






2997. .3644, 


3007 


. .3795, 


3008. 


.3034, 3018. .3212, 


3083. .3616, 






3472. .3630, 


3483 


. .3665, 


3719. 


.3802, 3750.. 4232, 


3880. .4350, 






4312. . 4344 















Seq. No. 55072 



Seq. ID OJ000322_07. 0419. 016 

55663 




Gene No. 


115425 








Strand 






Start 


5767 








End 


10161 




Nsme 


\JU \J \J \J ~J ^ ^ \J 1 


04 1 Q 
. U ft X ^ . 


n o9 

. X D . UZ 




Method 


TBLASTX: 


wnea L 




9-700 ~ 
z / 0 0 








End 


3237 






none 








Score 


139 




Exons 


0700 OQIA 


97fifi 
z / 0 0 . 


. z 0 0 0 , 


97 Q*^ 
z / y 0 


..2903, 2840.. 2899, 


9 QQ7 "59 




JU\J/ » • 0 ^ J f f 


0 u u 0 . 


. 0 U 0 *i , 


^01 R 
J u,x 0 


..3212, 3085.. 3237 




o e q . IN o . 


c c fj7 0 
00 U / Z 








Seq. ID 


OJ000322 


u / . U 41 X y . UX D 


Gene No. 


115425 








Strand 






Start 


5767 








End 


10161 




Naine 




Od 1 Q 


PI o1 

V.^ X D . tj X 




Method 


TBLASTX: 


wnea t. 


o Lari. 


0 J X o 








End 


4140 




PT 


none 








Score 


408 




Exons 




0 J XO . 


. ofi X y , 


J J xo 


..3795, 3449. .3616, 


OH /z . . JooU , 






^7 1 Q 


1 7 


Joou 


..4140, 3892. .4089, 


jyfiz . , 41 xjy 


o e q . LN o . 


R R 07 9 








Seq. ID 


OJ000322 


u/.U4ixy,uxD 


Gene No. 


115.425 








Strand 






Start- 


5767 








End 


, 10161 




Name 


0 1000*^99 07 


.0419. 


C16.03. 


.np 


Method 


AAT/NAP 




onar L. 


1=; 9 P 9 








End 


10161 




P T 










Score 


257 




X** c 


R9P9 R'^ZlCl 


9607. 


.10161 










uescrip. 




DNA-binding protein-like [Arabidopsis thaliana] 


Seq. No. 


55072 








Seq. ID 


OJ000322 


_07.0419.C16 


Gene No. 


115425 








Strand 








R7 *^7 








End 


10161 




Name 


n Ton n '5 9 9 n7 
U J U U U J z z u / 


.0419. 


C16.02, 


.gs 


Method 


GENSCAN 




oT_ar t. 


7 7 








End 


7470 






none 








Score 


. 96 




X-^ 


R7^^7 7/170 
O/D/. . f H / U 














O c; ■ LN (J . 


R R 07 9 
O O U / Z 








Seq. ID 


OJ000322 


_07.0419.C16 


Gene No. 


115425 ' 








Strand 






Start 


'5767 ^ 








End 


10161 . 




Name 


n 7000*^9 9 07 


,0419. 


C16.02. 


,np 


Method 


AAT/NAP 




oiiari. 


c^7 

0 / DO 








End 


8700 






c; T T Q "5 c; 








Score 


851 




TP c 


t^7 fiQ C^QQ fl 


7070. 


.7429, 


8596 


. .8700 






\j± Ucbcrip. 


/AT 091711^ 1 
\ riJ-iU Z X / X X ^ ] 


putative protein 


[Arabidopsis thaliana] 


oeq . iNO . 


i^iR n 7 9 

0 0 u / z 








Seq. ID 


OJ000322 


_07.0419.C16 


oene Lvo . 


1 1 R 9 R 
X X O 4 Z 0 








Strand 






o T_ a ri. 


R 7 (^7 








End 


10161 




Name 


uu uuuozz u / 


.0419. 


C16.02. 


tm 


Method 


TBLASTX:] 


Maize 


o uar L 










End 


7131 




GI 


none 








Score 


126 




Exons 


5779. .5949, 


5923. 


.6375, 


5948. 


..6262, 6066.. 6119, 


6181. . 6375, 




6193 6363 


6202. 


. 6375, 


6413. 


. .6544, 6415. .6690, 


6442. . 6540, 




6520. . 6708, 


6520. 


.6690, 


6529. 


. .6693, 6529. .6618, 


6622. .6690, 




6631. . 6783, 


6664. 


.6786, 


6715. 


. .6801, 6760. .6975, 


6802. .6975, 




6814. .6978, 


6822. 


.6863, 


6862. 


. .6924, 6901. .6984, 


6907. .6990, 




6955. .6990, 


7012. 


.7131 










Seq. No. 


55072 








Seq. ID 


OJ000322 


_07.0419.C16 



55664 



Gene No. 


115425 








Strand 






O L a J- U 


D / O f 










xux bx 




Naine 


Uu uuu z u / 


. u 41 X y 


ux b . OZ 


. ES 


Method 


i dXiAo i a ; 


Soybean 




D y 0 J 








tina 


bZ DZ 




none 








Score 


XXo 




Exons 


D y 0 J . . -L y / 


Q Q Q 

0 y DO , 


• bZ DZ , 


bUDy . 


. bZDU 






oecj . NO . 


c c n -7 o 
DOU / Z 








Seq. ID 


OJ000322 


U / . U4 X y . CX b 


Gene No. 


115425 








Strand 






Start 


5767 








End 


10161 




Name 




. u X y . 


L/ X b . 04 


. cw 


Method 


TBLASTX: 


wnea u 


o rar u 


bU DO 








End 


6987 






none 








Score 


143 




Exons 


oU DO . . DO 0 O , 


du / u . 


. bOo 4 / 


bXOU . 


.6246, 6160.. 6222, 


d4UU . . boly , 




D4XD. .DDX^i, 


D4 0 y . 


*^R99 
. bDZZ , 


bDZ b . 


.6702, 6607.. 6819, 


boX4 . . byo / 


beq . NO . 










Seq. ID 


OJ000322 


U / . U4 X y . OX b 


Gene No . 


1 1 c; /I 0 t: 
X X D 4 Z o 








Strand 






o car L 


0 / D / 








End 


10161 


- 


Name 


UJ UUUoZZ u / 


. Ufi X y . 


L.X b . OZ 




Method 


TBLASTX: 


Cress 


Start 


6094 








End 


7138 




GI 


none 








Score 


57 




Exons 


OUpH* . DZ Z D f 


D XZ Z . 


. bxyy. 


bx ou . 


.6339, 6214. .6384, 


bZ X / , . boo 41 , 




• DZ X / . . DO / Z , 


dZZ d . 


c /I n o 
. d4 UZ , 


C3 Q 7 

boy / . 


,6516, 6397.. 6516, 


b4 42 , . bDO / , 




DOZU . . DbOO f 


^; c; o n 
boZ U - 


/"TOO 

. b /oOf 


c c; Q c 
bDOD . 


,6804, 6610. .6729, 


• oolo . . D./ oO, 




D / X O . . DO U 4 , 


Do X X . 


. Do 'i 0 , 


bo X X . 


,6990^ 6814.. 6987, 


bo X 4 . . by y b. 




DO / Z . . Oy y X / 


D y y / . 


7 1 '5 7 


7 n 7 Q 

/ u / y . 


.7138 






oeq . NO . 


C C A T o 

OOU / Z 








Seq. ID 


OJ000322 


U / . U4Xy.CXb 


Gene No. 


115425 








Strand 






Start 


5767 








End 


10161 




Name 


UJ uuuozz u / 


HA 1 Q 

U4i X y . 


L/Xb . Oo 


us 


Method 


TBLASTX: 


Soybean 


o nam 


DZ / fl 








End 


6996 




r'T 


none 








Score 


76 




1^ C 


DZ / 4i . . DOO X , 


b4 O / . 


7 "5 R 

. b / OD , 


bD X X . 


.6651, 6578. ,6733, 


bbU4 . . boU X , 




DDXU. . D/oD^ 


bo Uo . 


. by y b , 


Q n Q 
boUo . 


.6936, 68 


39. .6990 




Seq. No. 


55072 








Seq. ID 


OJ000322 


_07.0419.C16 


Gene No. 


115425 








Strand 






o i-aj-T- 


D / O / 








End 


10161 




Name 


UJ u uu ozz u / . 


U4 X y . 


CX b . Oo . 


gs 


Method 


GENSCAN 




o car u 


Q /I c 
o 4 0 D 








End 


10112 




C T 


none 








Score 


. 97 




Exons 


O^IOD. .xuxxz 














Seq. No. 


55072 








Seq. ID 


OJ000322 


_07.0419.C16 


Gene No. 


115425 








Strand 






o I- ar t. 


D / D / 








End 


10161 




Name 


UJ UUUOZZ u./. 


U41 X y . 


L X b . O o . 


gp 


Method 


AAT/GAP 




o car L 


y u du 








End 


9446 




GI 


568457 








Score 


767 




Exons 


9060. , 9446 














Seq. No. 


55073 








Seq. ID 


OJ000322 


_07.0419.C17 


Gene No. 


115426 








Strand 






Start 


1187 








End 


1586 




Name 


OJ000322 07. 


0419. 


C17.01. 


gs 


Method 


GENSCAN 





• 55665 






T 1 0.1 
1X0/ 


bna 


1 c; Q c 




none 


Score 


. / D 


Exons 


IIQT IcicQ ICIQC 






O KI 

oeq . iNo . 


0 DU / 4 


beq. lu 


pvTnnnQoo m n/iio pici 

ujuuuo^iz u/.U4iy.Liy 


Gene No. 


115427 


Strand 


+ 


Start 


569 


End 


2220 


Name 


OJ000322 07.0419.C19.ol.np 


Method 


AAT/NAP 


o rar L 


569 


End 


2220 




4826399 


Score 


158 


Exons 


569. .1307, 1337. .1455, 2184.. 


2220 




GI Descrip , 


{AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 


oecj . INO . 


55075 


Seq. ID 


OJ000322_07.0419.C20 


Gene No. 


115428 


Strand 


+ 


Start 


1 


End 


1725 


Name 


OJ000322 07.0419.C20.ol.np 


Method 


AAT/NAP 


b rar u 


1 


End 


1725- 




• 6665543 


Score 


7 65 


Exons 


1..1107, 1582. .1725 








{AC013289) putative protein kinase [Arabidopsis thaliana] 


beq . NO . 


550.75 


Seq. ID 


OJ000322_07.0419.C20 


Gene No. 


115428 


Strand 


'■ + 


Start 


1 


End 


1725 ■ 


Name 


OJ000322 07.0419.C20.ol.tc 


Method 


TBLASTX: Cress 


ouaru 


78 


End 


1054 


C T 


none 


Score 


95 


Exons 


78. .290, 291. .488, 302. .472, 


504. .830, 


513. .659, 515. .682, 




728. .811, 921. .1040, 965. .1054 




oeq. NO. 


55075 


Seq. ID 


OJ000322 07.0419.C20 


Gene No. 


115428 


Strand 


+ 


Start 


1 


End 


1725 


Name 


OJ000322 07.0419.C20.ol.ts 


Method 


TBLASTX : Soybean 


o L.ar u 


80 


End 


830 




hone 


Score 


67 


Exons 


80.. 19.3, 102.. 164, 140. .364, 


309. .488, 


344 . .472, 348.. 491, 




349.. 495, 501.. 830, 527.. 682, 


728. .829 




oeq . NO . 


55075 


Seq. ID 


OJ000322_07.0419.C20 


Gene No. 


115428 


Strand 


+ 


Start 


1 


End 


1725 


Name 


OJ000322 07.0419.C20.ol.tm 


Method 


TBLASTX: Maize 


o tar t. 


87 


End 


1040 


P T 


none 


Score 


118 


Exons 


87. .350, 191. .283, 285. .506, 


290. .475, 


513. .827, 527. .670, 




728.. 826, 921.. 1040 






Seq. No. 


55075 


Seq. ID 


OJ000322__07.0419.C20 


Gene No. 


115428 


Strand 


+ 


Start 


1 


End 


1725 


Name 


OJ000322 07.0419.C20.ol.gs 


Method 


GENSCAN 


Start 


108 


End 


1217 


GI 


none 


Score 


.71 



Exons 108.. 1217 



55666 



-Seq. No. 55075 

Gene No. 115428 

Start 1 

Name OJ000322_07 . 04 19 . C20 . ol . tw 

Start 146 

GI none 
Exons 



Seq. ID OJ000322_07.0419.C20 

Strand +' 

End 1725 

Method TBLASTX : Wheat 

End 5 63 

Score 5 6 



146. .289, 146. .328, 147. .290, 290. .490, 291. .494, 305. .496,^ 
385. .498, 492. .563, 503. .556 



Seq. No. 55075 Seq. ID 

Gene No. 115428 Strand 

Start 1 End 

Name OJ000322_07 . 04 1 9 . C20 . o2 . tw Method 

Start 564 End 

GI none Score 

Exons 564.. 692, 696.. 830, 728.. 829 

Seq. No. 55076 Seq. ID 

Gene No. 115429 , Strand 

Start 175 End 

Name OJ000322_07 . 04 19 . 021 . ol . gs Method 

Start 175 End 

GI none Score 

Exons 175.. 1382 ■ ■ ' 



OJ000322_07.0419.C20 
+ 

1725 

TBLASTX: Wheat 

830 

119 



OJ000322_07.0419.C21 
+ 

2421 
GENSCAN 
1382 
.97 



LJ 



Seq. No. 55076 Seq. ID 

Gene No. 115429 Strand 

Start 175 End 

Name OJ000322_07 . 04 1 9 . C21 . ol . np Method 

Start 182 End 

GI 6665543 Score 

Exons ' 182.. 1260, 2380.. 2421 

GI Descrip. (AC013289) putative protein kinase [Arabidopsis thaliana] 



OJ000322_07.0419.C21 
+ 

2421 
AAT/NAP 
2421 
778 





Seq. No. 


55076 










Gene No. 


115429 








— Jj. 


Start . 


• ^75 








b : 


Name 


OJ000322 


07.0419.C21 


.ol 


. ts 


t a? 


Start 


258 










GI 


none 








i J 


Exons 


258. .326, 


339. .485, 


477 


. .656, 




Seq. No. 


55076 










Gene No. 


115429 










Start 


175 










Name 


OJ000322 


07.0419.C21 


.ol 


. tw 




Start 


338 










GI 


none 










Exons 


338. .490, 


339. .659, 


339 


. .452, 






666. .731 










Seq. No. 


55076 










Gene No. 


115429 










Start 


175 










Name 


OJ000322 


07.0419.C21 


.ol 


. tc 




Start 


357 










GI 


none 









Seq. ID OJ000322_07.0419.C21 

Strand + 

End ■ 2421 

Method TBLASTX: Soybean 

End 1061 

Score 70 

512. .652, 660. .1061, 680. .1000 

Seq. ID OJ000322_07.0419.C21 

Strand + 

End 2421 

Method TBLASTX: Wheat 

End 731 

Score 70 



Seq. ID OJ000322_07.0419.C21 

Strand + 

End 2421 

Method TBLASTX: Cress 

End 1214 

Score 342 



55667 




Exons 


357 656 


449 637 672 


. 1016, 


680. .976, 1023. .1214 


Seq. No. 


55076 






Seq. ID 


OJ000322_07.0419.C21 


Gene No. 


115429 






Strand 


+ 


Start 


175 






End 


2421 


Name 


OJ000322 


07 0419 C21 ol 


tm 


Method 


TBLASTX: Maize 


Start 


357 ~ 






End 


1214 


GI 


none 






Score 


356 


P V n n 5? 


357 656 


4 67 64 6. '681 


. 1016, 


694. .957 


, 695.. 1000, 1023.. 1214 


Seq. No. 


55076 






Seq. ID 


OJ000322_07.0419.C21 


Gene No. 


115429 






Strand 


+ 


Start 


175 






End 


2421 


Name 


OJ000322 


07. 0419. 021. o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


732 






End 


1004 


GI 


none 






Score 


125 


Exons 


732. .851, 


734. .847, 863. 


.1003, 


864. .1004 



Seq. No. 55077 Seq. ID 

Gene No. 115430 Strand 

Start 238 End 

Name OJ000322_07 .0419. C22 . ol . gs Method 

Start 238 End 

GI none ^' ' Score 

Exons - 2-38.. 393 



OJ000322_07.0419.C22 
+ 

393 

GENSCAN 

393 

.91 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55078 Seq. ID .OJ000322_07 . 04 19 . C26 

115431 Strand + 

105 End 1247 

OJ000322_07 . 0419.C26.ol.np Method AAT/NAP 

105 End 1247 

7489616 Score 105 

105. .239, 1227. .1247 

hypothetical protein 74 - rice mitochondrion 

gi I 769706 I dbj IBAA06810.il (D32052) ORF74 [Oryza sativa] 



55078 Seq. -ID 

115432 Strand 

107 End 
OJ000322_07.0419.C26.ol.gs Method 

107 End 

none Score 

107. .225, 462. .635 



OJ000322_07..0419.C26 
635 

GENSCAN 

635 

.54 



Seq. No. 55079 Seq. ID OJ000322_07 . 04 1 9 . C27 

Gene No. 115433 Strand + 

Start 1077 End 2058 

Name OJ000322_07 . 04 19 . C27 . o2 . np Method AAT/NAP 

Start 1077 End 2058 

GI 1709923 Score 300 

Exons 1077.. 1186, 1846.. 2058 

GI Descrip. PHOSPHORIBOSYLGLYCINAMIDE FORMYLTRANSFERASE PRECURSOR (GART) 
(GAR TRANS FORM YLASE) { 5 ' -PHOSPHORIBOSYLGLYCINAMIDE 
TRANSFORMYLASE) gi | 7 4 335 68 | pir | IT11574 phosphoribosylglycinamide 
formyltransferase (EC 2.1.2.2) - cowpea gi i 9848 18 | gb | AAA75367 . 1 | 
(U30875) glycinamide ribonucleotide transf ormylase (GART) [Vigna 
. unguiculata] 



55668 



Seq. No. 


55079 


Seq. ID 


OJ000322_07.0419.C27 


Gene No. 


115434 


Strand 




Of- a r1- 


216 


End 


2037 


Nsme 


OJ0a0322 07.0419.C27.ol.np 


Method 


AAT/NAP 




145 ~ 


End ■ 


1054 


\j± 


6665543 


Score 


519 




145. .1054 








(AC013289) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


55079 


Seq. ID 


OJ000322_07.0419.C27 




115434 


Strand 


- 




216 


End 


2037 


Nsine 


OJ000322 07.0419.C27.ol.gs 


Method 


GENSCAN 


0 L ai L 


216 


End 


1249 




none 


Score 


.71 


Exons 


216. .603, 7.18. .898, 1114. .1249 




Seq. No. 


5507 9 


Seq. ID 


OJ000322_07. 041.9.C27 




115434 


Strand 






216 


End 


2037 


Nsme 


OJ000322 07.0419.C27.ol.tc 


Method 


TBLASTX: Cress 


0 Lair U 


336 


End 


1055 




none 


Score 


58 


HiXorio 


336. .467, 355. .414, 558. .893, 


577. .888, 


906. .1055, 922. .1050 


0 C ^ . LN W ■ 


55079 


Seq. ID 


OJ000322_07. 0419.C27 


Gene No. 


115434 


Strand 




Start 


216 


End 


2037 


Name 


OJ000322 07.0419.C27.ol.tni 


Method 


TBLASTX: Maize 


Start 


348 


End 


1060 


GI 


none 


Score 


170 


Exons 


348. .467, 450. .530, 551. .832, 


561. .875, 


562. .861, 885. .1049, 




893. .1060, 919. .1059 









Seq. No. 


55079 








Seq. ID 


OJ000322_07.0419.C27 




Gene No. 


115434 








Strand 






Start 


216 








End 


2037 




Name 


OJ000322 


_07.0419.C27 


.01 


ts 


Method 


TBLASTX: Soybean 




Start 


558 








End 


1055 




GI 


none 








Score 


191 




Exons 


558. .881, 


559. .873, 


887 


.1045 


,906. .1055, 920. .1030, 922. .1050 




Seq. No. 


55079 








Seq. ID 


OJ000322_07.0419.C27 




Gene No. 


115434 








Strand 






Start 


216 








End 


2037 




Name 


- OJ000322 


07.0419.C27 


.02 


tw 


Method 


TBLASTX: Wheat 




Start 


'558 








End 


824 




GI 


none 








Score 


64 




Exons 


558. .692, 


559. . 687, 


717 


.824 








Seq. No. 


55079 








Seq. ID 


OJ000322_07.0419.C27 




Gene No. 


115434 








Strand 






Start ■ 


216 








End 


2037 




Name 


OJ000322 


07.0419.C27 


.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


825 








End 


1062 




GI 


none 








Score 


40 



55669 



1^ ^-r C 


825. .884, 832. .885, 887 


. . 1 U 4 Z 


, 900..1ff61, 903.. 


iU4y, yiu. .11 




y 1 u . .1 u bz 














Seq. No. 


55079 








Seq. ID 


OJ000322 


_07.0419.C27 


Gene No. 


1 1 /t "5 /I 

1 1 0 ft 05* 








Strand 






Q-t- a 

O L alTL 










End 


2037 




Name 


OJUUUozz U / 


. U4 ly , 


/ . OZ 


. tC 


Method 


TBLASTX: 


Cress 




1 n T ^; 








End 


2028 




CT 


none 








Score 


97 




Exons 


lU/D. .114 / , 


1 m T 
lU / / . 


1 1 /I Q 

, . 114o , 


1 fi 4 4 
1 0 ft ft . 


.2026, 1844. .1999, 


IQCC onoQ 
lOOD . . zuz 0 


beq. vio . 


55079 








Seq. ID 


OJ000322 


n/iiQ con 
u / . U 4 1 y . L-Z / 


Gene No. 


115434 








Strand 






Start 


0 1 

Z 1 D 








End 


.2037 




Name 


UJ U U U JZZ U / 


n /1 1 Q 
. u 4 1 y . 


con /-vO 
UZ / . OZ 


. ts 


Method 


TBLASTX : 


S 0 y b e a n 


o tart 


1 ri T 

lU / D 








End 


2037 






none 








Score 


79 




Exons 


lU / D . . 1 Uo , 


1 m "7 
lU / / . 


. 1 ijy , 


1 Q /! /l 
1 0 4 4 . 


.2026, 1844. .2002, 


'] on ^ 0 r\on 
lo / D. .ZUJ / , 




1 yz 4 . . zuzz 














beq. NO. 


55079 








Seq. ID 


OJ000322 


nn n/iQ con 
U / . U4 1 y . bZ / 


Gene No. 


115434 








Strand 






Start 


01c 
Z 1 b 








End 


2037 




Name 


UUUUUoZZ U / 


. u 4 1 y . 


con 

LZ / . OZ 


. .tm 


Method 


TBLASTX: 


Maize 


b car L 


lu y4 








End 


2013 






none 








Score 


105 




Exons 


iuy4 . .Hop, 


1 0 Q 

lu yo . 


1 1 Q "7 

. 1 lo / , 


1 1 1 "3 

1 1 1 0 . 


.1187, 1838. .1999, 


VQ A 0. oni'5 




Its 4 0 . . ZUUU , 


1 0 c £r 


. ZU 1 1 










Seq. No. 


55080 








Seq. ID 


OJ000322 


_07.0419.C29 


Gene No. 


1 1 c; /I "5 c; 
1 1 0 4 JO 








Strand 






o tar u 


yo 








End 


198 




Name 


OJUUU Jzz U / 


. U4 ly . 


cz y . oi 


.gs 


Method 


GENSCAN 




bLarr 


yb 








End 


198 






none 








Score 


.7 




Exons 


Q C 1 Q 0 

y D . . 1 yo 














beq . iNo . 


■ 55081 








Seq. ID 


OJ000322 


nn ri/iiQ co{~\ 
U / . U 4 1 y . b 


Gene No. 


115436 








Strand 


+ 




Start 


2915 








End 


4420 




Name 


OJ000322 07 


.0419. 


C30.O2 


.np 


Method 


AAT/NAP 




b rar u 


2915 








End 


4420 






4826399 








Score 


229 




Exons ■/ - 


2915. .3260, 


3299. 


.3806, 


3958. 


.4049, 4382. .4420 




GI Descrip. 


{AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 


Seq. No. 


55081 








Seq. ID 


OJ000322 


_07.0419.C30^ 


Gene No. 


115436 








Strand 


+ 




b tar u 


2915 








End 


4420 




Name 


OJ000322 07. 


.0419. 


C30.O3, 


.gs 


Method 


GENSCAN 




Start 


2915 








End 


4107 




GI 


none 








Score 


.94 




Exons 


.2915. .3806, 


3958. 


.4107 










Seq. No. 


55081 








Seq. ID 


OJ000322 


_07.0419.C30 


Gene No. 


115437 








Strand 






Start 


2010 








End 


3154 





55670 



Name 

Start 

GI 

Exons 



OJ000322_07 .0419. C30 . ol . tm Method TBLASTX : Maize 

507 End 3154 

none Score 96 

507. .686, 511. .693, 690.. 767, 694. .768, 770. .862, 792. 

906. .926, 2981. .3046, 3008. .3154 



,845, 



Seq. No. 55081 Seq, ID 

Gene No. 115437 Strand 

Start . 2010 End 

Name OJ000322_07 . 04 19 . C30 . o2 . gs Method 

Start 2010 End 

GI none Score 

Exons 2010.. 2117, 2186.. 2386 



OJ000322_07.0419.C30 

3154 
GENS CAN 
2386 
. 61 



Seq. No. 55082 Seq. ID OJ000322_07 . 04 19 . C31 

Gene No. 115438 Strand + 

Start 1 End 902 

Name OJ000322_07 . 04 19 . C31 . ol . np Method AAT/NAP 

Start 1 . End ■ 834 

GI 6587818 Score 650 

Exons 1. .834 

GI Descrip. (AC010924) Contains similarity to gb|AJ009695 wall-associated 

kinase 4 from Arabidopsis thaliana and contains a protein kinase 
PF| 00069 domain. 



Seq. No. 55082 Seq. ID 

Gene No. 115438 Strand 

Start 1 End 

Name OJ000322_07 . 04 19 . C31 . ol . gs Method 

Start 92 End 

GI none Score 

Exons 92.. 902 



OJ0,00322_07.0419.C31 

H- 

902 

GENSCAN 

902 

.56 



Seq. No. 


55082 




Seq. ID 


OJ000322__07.0419.C31 


Gene No. 


115439 




Strand 




Start 


2056 




End 


2192 


Name 


OJ000322 07.0419.C31.ol\ 


tc 


Method 


TBLASTX: Cress 


Start 


2 




End 


752 


GI 


none 




Score 


261 


Exons 


2. .184, 3. .188, 40. .192, 


58 


..189, 204. 


.605, 213. .524, 627. .752 


Seq. No. 


55082 




Seq. ID 


OJ000322_07.0419.C31 


Gene No. 


115439 




Strand 




Start 


2056 




End 


2192 


Name 


OJ000322 07.0419.C31.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2 




End 


137 


GI 


none 




Score ^ 


209 


Exons ' 


2. .136, 3. .137 









Seq. No. 55082 

Gene No.' 115439 

Start 2056 

Name ' OJ000322_07 . 04 19 . C31 . ol . tm 

Start 2 • 

GI none 
Exons 



Seq. ID OJ000322 07.0419.C31 



Strand 
End 

Method 

End 

Score 



2192 

TBLASTX: Maize 

776 

264 



2. .178, "3. .194, 10. .195, 40. .180, 213. .530, 228. .527, 621. .776, 
674. .757 



55671 




Seq. No. 


55082 




Seq. ID 


OJ000322_07.0419 


.C31 




1 1 /I T Q 

X X O 4 J y 




Strand 








9 n R 




End 


9 1 Q9 

z X y^ 




Name 


ujuuujz^: u / . u ft X y , X . ox , u s 




Method 


iDXiHbXA. boyoean 




ocam 






End 


^97 






none 




^Score • 


990 
^ z u 




Exons 


y..Xt>o, ZU..XZX, ZUX..DZ// 


213. .524 






Seq. No. 


55082 




Ccirr T n 

osq • X u 


OJ000322_07.0419 


.C31 


oene lno . 


115439 




strand 






o car L. 


2056 




End 


9 1 Q9 

z X y 




Name 


OJ000322 07.0419.C31.ol. tw 




Method 


i DXirib i A . wneat 






138 




End 


R 

O J D 






none 




Score 


z z 




Exons 


138. .392, 142. .204, 260. .379, 


396. .536 






Seq. No. 


55082 




beq. xu 


OJ000322_07.0419 


.C31 


(aene ino . . 


115439 




Strand 






b Larc 


2056 




End ' 


9 1 Q9 

z X yz 




Name 


OJ000322 07.0419.C31.o2.gs 




Method 


orjWbv^HLN 




C H 1 ■•-■l- 

btaru 


2056 




End 


9 1 Q9 

z X yz 




C T 


none 




Score 


n 
. / 




Exons 


2056.. 2192 










Seq. No. 


55083 




Seq. ID 


OJ000322_07.0419 


.C32 


Gene No . 


115440 




Strand 


+ 




braru 


1496 




End 


X yo J 




Name 


OJ000322 07.0419.C32.ol.gs 




Method 


r* IT M c r* s M 




b uar c 


"1496 




End 


1 Q R "5 ' 
X y Do 




P T 


none 




Score 


. 0 y 




Exons 


1496. .1953 










Seq. No. 


55084 




Seq. ID 


OJ000322_07.0419 


.C33 


Gene No. 


115441 




Strand 






bua J. t. 


3991 




End 


6449 




Name 


OJ000322 07.04l'9.C33.ol.np 




Method 


AAT/NAP 




b uar c 


3991 




End 


6449 




C T 


5042463 




Score 


199 




Exons 


3991. .4262, 5282.. 5384, 5430. 


.5573, 6259.-6449 




GI Descirxp. 


{AC007789) unknown protein 


[Oryza sativa] 




o c . iNtJ » 


55085 




Seq. ID 


OJ000322_02.0419 


.C3 


Gene No. 


115442 




Strand 






Start 


152 




End 


710 




Name 


OJ000322 02.0419.C3.ol.np . 




Method 


AAT/NAP 




b caru 


152 . :. 




End 


710 




C T 
LjX 


4836907 




Score 


273 




Exons 


152. .244, 369. .485, 567. .710 








GI Descrip. 


{AC007153) Highly similar to 


putative 


callose synthase catalytic 




subunit [Arabidopsis thaliana 


] 






Seq. No. 


55085 




Seq. ID 


OJ000322_02.0419 


.03 


Gene No. 


115442 




Strand 






Start 


152 




End 


710 




Name 


OJ000322 02.0419.C3.ol.tc 




Method 


TBLASTX: Cress 




Start 


206 




End 


662 





55672 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



37 



206. .25.3, 207. .242, 305. .397, 337. .396, 346. .492, 369. .485, 
552. .662, 565. .660 



55085 

115442 

152 

OJ000322_02.0419.C3.ol.ts 

206 

none 



Seq. ID OJ000322_02.0419.C3 
Strand 

End 710 

Method TBLASTX : Soybean 

End 677 

Score 36 



206. .259, 207. .245, 366. .488, 369. .488, 564. .677 



55086 

115443 

92 

,OJ000322_02.0419.C5.ol.gs 
92 

none 
92. .706 



Seq. ID OJ000322_02.0419,C5 

Strand + 

End 706 

Method GENSCAN 

End 706 

Score .91 



Seq. No. 

Gene No. 
£3 Start 
i.3 Name 
fS Start 

r\l 

'i.^" Exons 

GI Descrip. 

IJ 

hi Seq. No. 
rfi Gene No. 

Start 

Name 
P- Start 
^J. GI 

Exons 

Seq. No. 
\i Gene No. 
□ Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



55087 
115444 
1 

OJ000322_02.0419.C6.ol.np 
1 

4926831 
1..86, 890. .966, 1442. .1701 
{AC004135) T17H7.16 [Arabidopsis thaliana] 



Seq. ID OJ000322_02.0419.C6 
Strand + 
End 1701 
Method AAT/NAP 
End -1701 
Score "217 



End 

Method 
End 
Score 



55087 
115444 
1 

OJ000322_02.0419.C6.ol.gs 
877 
none 

877. .966, 1442. .1612 

55087 
115444 
1 

OJ000322_02.0419.C6.ol.ts 
1434 
none 

1434. .1559, 1450. .1602, 1457. 

" 55087 
115444 
1 

OJ000322_02. 0419.C6.ol.tm 
1449 
none 

1449. .1610, 1450. .1605, 1460. .1612 



Seq. ID OJ000322_02.0419.C6 
Strand + 

1701 
GENSCAN 
1612 
. 96 



Seq. ID OJ000322_02.0419.C6 
Strand + 

1701 

TBLASTX : Soybean 
1608 
78 



End 

Method 
End 
Score 



,1603, 1459. .1608 



Seq. ID OJ000322_02. 0419..C6 
Strand + 

1701 

TBLASTX: Maize 
1612 
135 



End 

Method 
End 
Score 



55088 

115445 

1 

OJ000322_02.0419.C8.ol.np 



Seq. ID OJ000322_02.0419.C8 

Strand + 

End 164 3 

Method AAT/NAP 



55673 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 1643 

7446372 Score 502 

1..160, 889. .951, 1063. .1134, 1323. .1430, 1522. .1643 

probable serine/threonine kinase (EC 2.7.1.-) SNFL2 - sorghum 

gi I 2632254 |emb|CAA73068. II (Y12465) serine/threonine kinase 

[Sorghum bicolor] 



55088 

115446 

94 

OJ000322_02.0419.C8.ol.ts 
1 

none 



Seq. ID OJ000322_02.0419.C8 
Strand 

End 1604 

Method TBLASTX : Soybean 

End 1604 

Score 188 



1..159, 14. .169, 885... 953, 886. .957, 888. .953, 1060. .1137, 
1062. .1139, 1062. .1136, 1323. .1430, 1361. .1429, 1516. .1602, 
1521. .1604 



Seq. No. 55088 

Gene No. 115446 

Start 94 

Name ■ OJ000322_02 . 04 19 . C8 . ol . tw 

Start 1 

GI none 

ExonS' 1. . 135, 2. .133 



Seq. ID OJ00P322_02.0419.C8 

Strand - ' ' 

End 1604 

Method TBLASTX : Wheat 

End 135 

Score 185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55088 

115446 

94 

OJ000322_02.0419.C8.ol.tm 
2 

none 



Seq. ID OJ000322_02.0419.C8 
Strand 

End 1604 

Method TBLASTX : Maize 

End 1604 

Score 72 



2. .163, 4. .60, 4. .174, 5. .169, 885. .953, 886. .957, 888. .953, 
1060. .1137, 1062. .1139, 1323. .1430, 1323. .1430, 1516. .1602, 
1521.. 1604 



Seq. No. 55088 

Gene No. 1154 4 6 

Start 94 

Name OJ000322_02 . 0419 .C8 . ol . tc 

Start 13 

GI none 
Exons 



Seq. ID OJ000322_02.0'419.C8 
Strand.' 

End 1604 

Method TBLASTX : Cress 

End 1604 

Score 188 

13. .159, 14. .169, 886. .957, 888. .953, 1060. .1137, 1062. .1136, 
1323. .1430, 1361. .1426, 1515. .1604, 1516. .1602 



Seq. No. 55088 - 

Gene No. 115446 

Start 94 

Name OJ000322_02 . 0419 . C8 . ol .gs 

Start 94 

GI none 

Exons 94. .264, 1454. .1499 



Seq. ID OJ000322_02.0419.C8 
Strand 

•End ' 1604 

Method GENSCAN 

End 1499 

Score .56 



Seq. No. 55089 

Gene No. 115447 * .. 

Start ■ 478 

Name OJ000322_02 . 04 19 . CIO . ol . gs 

Start . 478 



Seq. ID OJ000322_02. 0419, CIO 

Strand + 

End 624 

Method GENSCAN 

End 624 



55674 



GI 

Exons 



none 
478. . 624 



Score 



Seq. No. 
Gene No. 
Start 

Name \ 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55090 
115448 
1 

O J000322;_rr2'.' 04i9 . ClS . ol . gp 
1 

uC-osflM20204 6b02bl 
1..100., 291,-366, 463.. 652 

'1922242/emb|CAA71173| 5.0e-13 (Y10084) hypothetical protein 
[Arabidopsis thaliana] * 



Seq. ID OJ000322_02.0419.C15 

Strand + 

End 735 

Method AAT/GAP 

End 652 

Score 677 



55090 

115448 

1 

OJ000322_02.0419.C15.ol.gs 
92 

none 

92. .100, 291. .723 



Seq. ID OJ000322_02.0419.C15 

Strand + 

End 735 

Method GENSCAN 

End 723 

Score ' .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55090 
115448 
1 

OJ000322_02 . 04 19 . C15 . ol . np 
285 

1922242 
■285.. 366, 463.. 735 

(Y10084) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000322_02.0419.C15 

Strand + 

End ' 735 

Meth-^d AAT/NAP 

End 735 ■ 

Score 257 



55090 

115448 

1 

OJ000322__02.0419.C15.ol.ts 

285 

none 



Seq. ID OJ000322_02.0419.C15 

Strand + 

End 735. 

Method TBLASTX : Soybean 

End 554 

Score 108 



285. ,368, 286. .3.45, 290 . . 370, ■ 4 19 . . 553, 447, .554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55090 
■115448 
1 

OJ000322_02.0419.C15.ol.tc 

285 

none 



Seq. ID OJ000322_02.0419.C15 

Strand . + 

End 735 

Method TBLASTX : Cress 

End 554 

Score 99 



285. .368, 290. .370, 447, .554, 461. .547 



Seq. No. ,55090 
Gene No. " 115448 

Start 1 

Name OJ000322_02 . 04 19 . C15 . ol . tm 

Start 286 

GI none 
Exons 



Seq. ID OJ000322_02.0419.C15 

Strand + 

End 735 

Method TBLASTX : Maize 

End 58 9 

Score 101 



286. .366, -288. .380, 290. .370, 447. .584, 461. .580, 463. .588, 
494.. 589 



Seq. No. 
Gene No. 



55090 
115448 



Seq. ID OJ000322_02.0419.C15 
Strand + 



55675 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ000322_02.0419.C15.ol.tw 

288 

none 



End 

Method 

End 

Score 



735 

TBLASTX: Wheat 

584 

111 



288. .368, 289. .366, 290. .370, 290. .370, 445. .489, 447. .506, 
463. .504, 466. .504, 507. .554, 508. .55.5, 509. .559, 552. .584 



55091 

115449 

1286 

OJ000322_02.0419.C18.ol.gs 

1286 

none 



Seq. ID OJ000322_02.0419.C18 

Strand + 

End 2007 

Method GENSCAN 

End 2007 

Score . 63 



1286. .1356, 1417. .1531, 1710. .1751, 1972. .2007 



55091 Seq. ID 

115450 Strand 
2209 End 
OJ000322_02. 0419.C18 .o2.gs Method 
2209 End 
none Score 
2209.. 2225, 2456.. 2633 

55092 V Seq. ID 

115451 Strand 
906 . End 
OJ000322_02 . 0419 . C19 . ol . gs Method 
906 End 
none Score 
906'. .1162, 1783.-. 1972 



OJ000322_02.0419.C18 

2633 
GENSCAN 
2633 
. 67 



OJ000322_02.0419.C19 

1972 
GENSCAN 
1972 
.58 



55093 
115452 
1937 . 

.OJ000322_02.0419.C20.ol.np 
1937 
7487840 

1937.. 1970, 3300.. 3574 
hypothetical protein T9A14 
gi I 44 90342 | emb | CAB38 624 . 1 1 

[Arabidopsis thaliana] gi | 7270873 | emb | CAB80553 
putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_ 
+ 

3574 
AAT/NAP 
3574 
44 



02.0419.C20 



180 - Arabidopsis thaliana 
(AL035656) putative protein 

II (AL161594) 



55094 
115453 
1 

OJ000322 
1 

7487840 
1..61, 196.. 

hypothetical 



02.0419.C21.ol,np 



Seq, ID 
Strand 
End 

Method ■ 
End 
Score 
1394. . 1611 

180 - Arabidopsis thaliana 
(AL035656) putative protein 
[Arabidopsis thaliana] gi | 7270873 | emb | CAB80553 . 1 | (AL161594) 
putative protein [Arabidopsis thaliana] 



OJ000322_ 
+ 

1833 
AAT/NAP 
1611 
329 



02.0419.C21 



345, 478. 
protein 



.562, 

T9A14 , 



git 44 90342 |emb|CAB38624. 1 | 



55094 . 
115453 



Seq. ID OJ000322_02.0419.C21 
Strand + 



55676 







1 

X 


bna 


1 Q "3 "3 
Xoo J 




Naitie 


ujuuuj^iz u^c . U4 X y . X . ox . gs 


Method 










ona 


1 CI /I 
X D X 4 






none 


Score 


. yb 




^ O 


0..0U, ZXJ.,OflD, H f O , . 00^ f 


X J y . . X D X 4 






Seq. No. 


55094 


Seq. ID 


OJ000322_02.0419.C21 




Gene No. 


115453 


Strand 


+ 




oi- a J. u. 


X 


bna 


1 Q "3 "3 
X O O O 




Naiue 


Uduuujz^i . U4 X y . L^z X . ox . t s 


Method 


i oLiAb 1 A : boyoean • 




o tart 


c 

o 


bna 


R R Q 
0 0 O 






none 


Score 


T n 




Exons 


o 1 n I'^Q oil '^f^n 








Seq. No. 


55094 


Seq. ID 


OJ000322_02. 0419.C21 




Gene No. 


115453 


strand 


+ 






X 


End 


1833 




Name 


ujuuuj^^i Uz . U4 X y . X . OX . tw 


Method 


TBLASTX: Wheat 




bcart ■ 


c 
D 


End 


1487 






none 


Score 


76 




Exons 


R iCI Oin "3/1/1 oil "^/IR 


475. .561, 1392. .1487, 1393. .1458 




beq. NO.. 


c c n Q /I 


Seq. ID 


OJ000322_02.0419.C21 




Gene No . 


1 1 c: /I c: "3 
XXo4 DO 


Strand 






Start 


1 


End 


1833 ~ - 




Name 


OJ000322_02.0419.C21.ol.gp 


Method 


AAT/GAP 


r 1 3 


b L.ar L 


1 "3 T Q 
X O / O 


End 


1833 






o / y / z X . KX Uo 41 


Score 


882 


f i 


Exons 


Xj/o. .'XooJ 








GI Descrip. 


» O^TOOCLO / <^TnK l/^TVTXTQnCTI /I 

zdJzzoz/ emo | c AA /oUb/| 4,ue 


-18 {Y12464) 


serine/threonine kinase 


, 




[Sorghum bicolor] * 






1 y 


oeq . NO , 


c c n Q R 

o ou y o 


Seq. ID 


OJ000322_02.0419.C22 


5 


Gene No. 


115454 


Strand 






Start 


1 


End 


1280 


^ 3 


Name 


oTrmn'300 no n/iio r'oo /-\i -r^-r-v 
ujuuuozz Uz . U4 X y . uz z . o X . np 


Method 


AAT/NAP 


si!: 


b tar u 


X 


End 


1044 






zoooxuy 


Score 


306 


r ~5 


Exons 


X..o4y, 4oX..XU44 








GI Descrip . 


/7\/^nnO'3Q'7\ n-r^b-r^^T tt^ -r-w /-v -1- j-s -I 

^AL^uuzjo/j unKnown protein 


[Arabidopsis 


; thaliana] . 




beq . NO . 


o du y D 


Seq. ID 


OJ0a0322_02. 0419.C22 




Gene No, 


115454 


Strand 






Start 


1 


End 


1280 




Name 


.--OJ000322 02.0419.C22.o2.tm 


Method 


TBLASTX: Maize 




b tart 


32 


End 


534 






none 


Score 


77 . 




Exons 


32.,. 94, 34. .99, 78. .143, 87 


..152, 9i:.168, 91. .171, 92, .184, 






220.. 417, 220. .417, 224. .469, 249. .467, 


442. .534 




O C . IN U . 


55095 


Seq. ID 


OJ000322_02. 0419.C22 




Gene No. 


115454 


Strand 






Start 


1 


End 


1280 




Name 


OJ000322 02.0419.C22.ol.tm 


Method 


•TBLASTX: Maize 




Start 


560 


End 


1280 




GI 


none 


Score 


95 




Exons 


560. .739, 568. .783, 571. .837, 754. .864, 


754. .864, 786. .869, 



55677 




882. ,1055, 883. .1056, 904. .1056, 1131. .1280, 1156. .1278 





Qcin No 


55095 


Seq. ID 


V_/U \J \J \J ^ ^ ^ \J £t m \J ^ d. ^ 


. v_> ^ ^ 






115454 


91" 1^;^ nH 








Start 


1 










Nsin© 


OiTDOn^?? 09 041 Q C99 o1 1-r 


Mp t* h oH 








O U Ct J. L. 


^50 4 ' " 

^ U 1 










\J J. 


none 


9(*'OT'^ 
<D^\J J- ^ 


X J 






TT vr>n 

i_J i/VV/i 1 o 


904. .1056, 911. .1054 










Seq. No. 


55096 


Seq. ID 


OJ000322_02.0419 


.C23 




(^pnp No 


115455 


Strand 








Start 


1 


End 


6618 








OJ000322 02.0419.C23.ol.np 


Method 


AAT/NAP 








1 


End 


2522 






GI 


2505877 


Score 


1073 






TT von <^ 

J_j J^Wl lO 


1..76, 491. .621, 744. .909, 1928. .2522 








GI Descrip. 


{Y1277 6) dehydrogenase [Arabidopsis thaliana] 






*^(=»rr Nn 

O C ^ ■ LM \^ * 


55096 


Seq. ID 


OJ000322_02.0419 








115455 


Strand 








c-t- 3 rt* 

O L. d 1. L. 


1 


End 


6618 








OJ000322 02.0419.C23.ol.tm 


Method 


TBLASTX:Maize 






start 


2 


End 


808 




%Ti 




none 


Score 


115 




U V 


F' Yon Q 

Ej J^V^^i io 


2. .76, 11. .82, 485. .622, 486. 


.623, 742. 


.807, 743. .808 




S L£ 


Seq. No. 


55096 


Seq. ID 


OJ000322_02,0419 


.C23 






115455 . 


Strand 






; ; 5 

~s 


91- r1- 

O L di. L 


1 


End 


6618 






Name 


OJ000322 02.0419.C23.ol.gs 


Method 


GENSCAN 






O U d J- u 


340 


End 


6617 








none 


Score . 


,45 




s 




340. .450, 491. .621, 744. .912, 


1928, .2425, 2704. .2797, 




i3 




3394. .3422, 4494. .4699, 5780. 


.5909, 6164, ,6241, 6558. .6617 




Seq. No. 


55096 • 


Seq. ID 


OJ000322_02.0419 


.C23 




Gene No. 


. 115455 


Strand 






% ~3 


Start 


1 


End 


6618 






Name 


OJ000322 02.0419.C23.ol.tc 


Method 


TBLASTX: Cress 






Start 


485 


End 


2218 






GI 


none 


Score 


124 






Rvon Q 


485. .622, 488. .610, 489. .623, 


732. .845, 


742. .879, 743, ,1 


380, 






743. -.880, 745. .888, 1917. .2168, 1940. .2116, 2103. .2192, 








2135. .2218, 2159. ,2209 










Spo No 


55096 


Seq. ID 


OJ-000322_02.0419 


.C23 






115455 


Strand 








91- a -rl- 
O L dl. U 


1 


End 


6618 






Name 


OJ000322 02.0419.C23.o2.tc 


Method 


TBLASTX: Cress 






Start 


2252 


End 


2473 






GI 


none 


Score 


151 






Exons 


2252. .2305, 2306. ,2473 










Seq. No. 


55096 


Seq. ID 


OJ000322_02.0419 


.C23 




Gene No. 


115455 


Strand 








Start 


1 


End 


6618 





55678 









041 Q r^*^ o1 


• 9P 


Mo I" 1^ o^S 


TV AT /(^ZXP 






O L, CiX U 


■J ^ ^ u 






FnH 








O A, 


X ;? 1 J X X 






Score 


S7 4 






F" von ^ 

III AWilO 


















55096 






Seq. ID 


OJ000322 


09 04 1 Q C?^ 






115455 






Strand 








Start 


1 






End 


6618 






Name 


OJ000322 02. 


,0419.C23.o2 


• gp 


Method 


AAT/GAP 








3850 






End 


5291 








64797 1.R1084 




Score 


847 






P von Q 


3850. .3923, 


4065. .4295, 




..4658, 5262. .5291 








•2632252/emb|CAA73067 | 


4 Ofa- 


18 (Y12464) serine/threonine ki; 






[Sorghum bicolor] ' 












O C • IN • 


55096 






Seq. ID 


OJ000322 


__02.0419.C23 




o n ^ Mo 


115455 






Strand 








O U d X L. 


1 






End 


6618 






Name 


OJ000322 02. 


,0419.023.02 


. tm • • 


Method 


TBLASTX:! 


Mai ze 




Start 


4488 






End 


6618 






O J. 


none 






Score 


79 






von Q 


4488. .4544, 


4491. .4550, 


4 J D J 


..4679, 4570. .4653, 


*±0i?0. .f±DOO, 






5257. .5310, 


5262. .5315, 




..5315, 5263. .5322, 


5778. .5909, 






5778. .5909, 


6161. .6241, 


D X DO 


. .6242, 6172. .6243, 


6174. . 6242, 






6558. . 6617, 


6558. .6617, 


(^^fi9 

DO 


. . 6618 






Lit 


O C Lj^ • IN (J • 


55097 






Seq. ID 


r\ TD n n '5 o o 


09 0410 ^94 


; far 


Gene No. 


115456 






Strand 


+ 






Start 


4219 






End 


4 656 








OJ000322 02. 


0419.C24.ol 


. np 


Method 


AAT/NAP 








4219 






End 


4656 




?; ii 




7523505 






Score 


174 






Exons 


4219. .4415, 


4551. .4656 










s 

f 1 


T Dei G T o 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


55098 






Seq. ID 


OJ060322 


no fl/llQ P9R 
. Ufixy.L'ZD 


M 


Gene No. 


115457 






Strand 








Start 


298 






End 


1826 ■ 






XT oTTio 

IM diUC 


OJ000322 02. 


0419.C25.ol 


.gs 


Method 


GENSCAN 




- ST 


C-t- =1 rt- 
o i^dx i_ 


298 




End 


1826 








none 






Score 


.84 






P von Q 


298. .586, 789. .932, 1575. .1663, 1743.. 


1826 






Seq. No. 


55099 






Seq. ID 


OJ000322 


_02.0419.C26 




Gene No. 


115458 






Strand 


+ 






O U dX L. 


256 






End 


641 






Name 


OJ000322 02. 


0419.C26.ol 


.gs 


Method 


GENSCAN 






O L dx u 


256 






End 


641 






yj X 


none 






Score 


. 6 






Exons 


256. .374, 508. .641 












Seq. No. 


55100 






Seq. ID 


OJ000322_ 


_02.0419.C27 




Gene No. 


115459 






Strand 








Start 


1 






End 


844 






Name 


OJ000322 02. 


0419.C27.ol, 


• 


Method 


AAT/NAP 






Start 


1 






End 


844 






GI 


7076798 






Score 


184 





55679 



Exons 1..122, 444,. 844 

GI Descrip, (AL132975) probable serine/threonine-specif ic protein kinase 
[Arabidopsis thaliana] 



Seq. No. 55100 Seq. ID 

Gene No. . 115459 Strand 

Start 1 End 

Name OJ000322_02 . 0419 .C27 , ol , tm Method 

Start 450 End 

GI none Score 

Exons 450. .842, 452. .844, 452. .844 



OJ000322_02. 04.19. C27 
844 ■ 

TBLASTX: Maize 

844 

431 





Seq. No. 


55100 




Seq. ID 


OJ000322- 02.0419 


. C27 




Gene No . 


iiD4oy 




Strand 








Start 


1 




End 


o4 4 






Name 


ujuuujzz uz . U4 1 y . / . oi 


t s 


Method 


1 dLAo i A ; boyoean 






Start 


473 




End - 


824 






GI 


none 




Score 


107 






Exons 


473. .682, 474. .683, 689 


.784, 


689. .823, 


780. .824 






Seq. No. 


55101 




Seq. ID 


OJ000322_02.0419 


C28 




Gene No. 


115460 




Strand 


+ 






-Start 


2337 




End 


3107 






Name 


' OJ000322 02.0419.C28.o2 


gs 


Method 


GENSCAN 






Start 


- 2337 




End 


3107 




1 I 


GI 


none 




Score 


.58 






Exons 


2337. .2462, 2497. .2685, 


2958. 


.3107 








Seq. No. 


55101 




Seq. ID 


OJ000322_02.0419 


C28 




Gene No. 


115461 




Strand 








Start 


1 




End 


1853 




i E 
u 


Name 


OJ000322 02.0419.C28.ol, 


np ■ 


Method 


AAT/NAP 






Start 


1 




End 


1835 






GI 


5734642 




Score 


592 





i Exons 1..21, 329.. 584, 673.. 1835 

J GI Descrip. {AP000391) EST.s C22657 (S0014 ) , C22656 { S0014 ) correspond to a 
^ region of the predicted gene.; Similar to receptor protein 

1 kinase, ERECTA (AC004484) [Oryza sativa] 

I gil 6006357 I dbj IBAA84787.il (AP000559) ESTs 

t C22657 {S0014) ,C22656(S0014) correspond to a region of the 

=^ predicted gene.; Similar to receptor protein kinase, ERECTA 

(AC004484) [Oryza sativa] 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



55101 
115461 
1 

OJ000322 02.0419.C28.ol.tm 



none 

8. .40, 9.. 
245. .583, 
672. .761, 
927. .1262, 

55101 

115461 

1 



Seq. ID 
Strand 
End 

Method 

Score 
122. ,157, 



OJ000322 02.0419.C28 



1853 

TBLASTX: Maize 
1481 
51 

44, 10. .51, 47. .79, 122. .157, 132. .230, 134. .229, 
246. .584, 290. .583, 648. .797, 657. .758, 658. .741, 
804. .1034, 804. .962, 804. .902, 852. .1163, 853. .1014, 
999. .1325, 1209. .1325, 1353. .1481, 1362. .1472 



Seq. ID 

Strand 

End 



OJ000322_02.0419.C28 
1853 



55680 



Name 


OJ000322 Oz . U4 1 y . L2o . ol . 


gs 


Method 


GENSCAN 


Start 


O A 

89 




End 


TOCO 

18 53 


GI 


none 




Score 


A O 


Exons 


OA CO>l /"TO TOCO 

oy..oo4, 6/:3..1oDo 








Seq. No. 


■ 

55101 




Seq. ID' 


/^TAAAOAA AO A/tlA /^OA 

OJ000322_02 . 04 19 . 028 


Gene No. 


1154 61 




Strand 




Start 


1 




End 


1853 


Name 


OJ000322 02.0419.C28.ol. 


tc . 


Method 


TBLASTXrOress 


Start 


249 




End 


1628 


GI 


none 




Score 


63 


Exons 


249.. 383, 326.. 583, 326. 


.499, 


326. .427, 


332. .583, 332. .583, 




332. .427, 332. .427, 332. 


.580, 


332. .583, 


332. .583, 353. .574, 




"609. .797, 657. .797, 657. 


.797, 


672. .797, 


687. .806, 708. .755, 




801. .1232, 804. .1061, 804. .1334, 804. .1325, 834. .1046, 855.. 




858. .962, 927. .1343, 984 


..1334, 996. .1337, 999. .1265, 




1062. .1238, 1347. .1472, 


1347. 


.1472, 1350. .1481, 1353. .1505, 




1353. .1484, 1353. .1487, 


1353. 


.1472, 1353. .1481, 1353. .1484, 




1362. .1469,- 1506. . 1550, 


1509. 


.1628 




Seq. No. 


55101 




Seq. ID 


OJ000322_02. 0419.028 


Gene No. 


115461 




Strand 




Start 


1 




End 


1853. 


Name 


OJ000322 02. 0419. 028. ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


282 




End 


1640 


GI 


none 




Score 


62 


Exons 


282. .398, 329. .583, 332. 


.583, 


332. .427, 


332. .580, 401. .583, 




606. .797, 648. .797, 648. 


.797, 


657. .791, 


804. .1334, 804. .908, 




999. .1325, 1131. .1325, 1215.. 


1283, 1353.. 1481, 1353.. 1481, 




1353. .1472, 1488. .1640, 


1491. 


.1625 




Seq. No. 


- 55102 




Seq. ID 


OJ000322_02. 0419. 029 


Gene No. 


115462 




Strand 




Start 


123 




End 


680 


Name 


OJ000322 02. 0419. 029. ol. 


gs 


Method 


GENSOAN 


Start 


123 




End 


680 


GI . . 


none 




Score. " 


.78 


Exons ■ 


123. .166, 425. .680 " 








Seq. No. 


55103 




Seq. ID 


OJ000322_02 . 0419. 031 


Gene No. 


115463 




Strand 


+ 


Start 


1200 




End 


3264 


Name 


OJ000322 02. 0419. 031. ol. 


gp 


Method 


AAT/GAP 


Start 


1200 




End 


1527 


GI 


none 




Score 


595 


Exons 


1200. .1527 








Seq. No. 


55103 




Seq. ID 


OJ000322_02. 0419. 031 


Gene No. 


115463 




Strand 


+ 


Start 


1200 




End 


3264 


Name 


OJ000322 02. 0419. 031. ol. 


gs 


Method 


GENSOAN 


Start 


1308 




End 


2939 


GI 


none . , 




Score 


.83 


Exons 


1308.. 2458, 2720^.2939 








Seq. No. 


55103 




Seq. ID" 


OJ000322_02. 0419.031 


Gene No. 


115463 




Strand 


+ 



55681 





Start 


.1200 






End 


3264 






Name 


OJ000322_02 


.0419.C31.ol 


.np 


Method 


AAT/NAP 






Start 


loll 






End 


3264 






GI 


7329700 






Score 


808 






Exons 


1311 . .2452, 


3158. .3264 












GI Descrip. 


{AL162295 ) 


endosperm specific 


protein 


-like [Arabidopsis 








thaliana] 














Seq. No. 


55103 






Seq. ID 


OJ000322 02.0419. 


C31 




Gene No. 


1154 63 






Strand 


-f 






Start 


1200 






End 


3264 






Name 


OJ000322 02 


.0419. 031. o2 


.gp 


Method 


AAT/GAP 






Start 


1494 






End 


1 A A 

1993 






GI 


LIB3431-030 


-P1-K2-E7 




Score 


926 






Exons 


1494. .1993 














GI Descrip. 


'2583108 4. 


Oe-33 {AC002387) putative 


surface protein 








[Arabidopsis thaliana] * 












Seq. No. 


55103 






Seq. ID 


OJ000322_02.0419. 


C31 




Gene No. 


115464 






Strand 








Start 


2274 






End 


2737 






Name 


OJ000322 02 


.0419.C31.o2 


. tc 


Method 


TBLASTX: Cress 






Start 


1382 






End 


1661 




~i 


GI 


none 






Score 


141 






■ Exons 


1382. . 1522, 


1383. .1529, 


1551. . 


1661, 1560.. 1607 




F : 3 


Seq. No. 


55103 






Seq. ID 


OJ000322_02.0419. 


C31 




Gene No. 


115464 






Strand 








Start 


2274 






End 


2737 




- " 


Name 


OJ000322 02 


.0419.C31.ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


1389 






End 


2300 




I y 


GI 


none 






Score 


116 






Exons 


1389. .1532, 


1509, . 1832, 


1532. . 


1612, 1674. .1745, 1857. .2000, 


r "1 




2016. .;'2300 














Seq. No. 


55103 






Seq. ID 


OJ000322_02.0419. 


C31 




Gene No. , 


115464 






Strand 








Start 


2274 






End 


2737 






Name 


OJ000322 02 


.0419.C31.oI 


;tc 


Method 


TBLASTX: Cress 






Start 


1668 






End 


2303 






GI 


none 






Score 


146 






Exons 


1668. .1862, 


1860. .2303, 


1874. . 


2302 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55103 

115464 

2274 

OJ000322_02. 
1734 • 
none 

1734. .1871, 
2060. .2107, 



0419.C31.ol.tm 



1736. 
2070. 



.1774, 
,2105 



1860. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1946, 



OJ000322 02.0419.C31 



2737 

TBLASTX: Maize 
■2107 
119 

1890. .2069, 1931. .2068, 



Seq. No. 55103 ... Seq. ID 

Gene No. 115464 Strand 

Start 2274 End 

Name OJ000322_02 .0419. C31 . o3 . gp Method 

Start 2274 End 



OJ000322_02.0419.C31 

2737 

AAT/GAP 

2737 



55682 



GI 

Exons 



none 

2274. .2737 



Score 



921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

3 Gene No. 

3 Start 

pi Name 

;! Start 

; GI 

=1 Exons 



55104 Seq. ID OJ000322_02 . 0419 . C32 

115465 Strand 

667 End 1183 

OJ000322_02.0419.C32.ol.gp Method AAT/GAP 

413 End 1183 . 

5324_1.R1084 Score 1339 

41*3. .921, 1004. .1183 

M836907/gb|AAD30609.1 |AC007153_1 l.Oe-48 (AC007153) Highly 
similar to putative callose synthase catalytic subunit 
[Arabidopsis thaliana] ' 



55104 

115465 

667 

OJ000322_02.0419.C32.ol.tc 

658 

none 

658. .921, 737. .922, 974 



Seq. ID OJ000322_02.0419.C32 
Strand 

End 1183 

Method TBLASTX : Cress 

End 1135' 

Score 175 



1135, 1001. .1072 

OJ000322 02. 0419.C32 



55104 , Seq. ID 

115465- Strand 

667 - -End 1183 
OJ000322_02 .0419. C32 . ol . gs Method GENSCAN 

667 End 921 

none Score . 94 
667. .921 





Seq. No. 


55104 






Seq. ID 


OJ000322_02.0419 


.C32 




Gene No. 


115465 






Strand 








Start 


667 






End 


1183 






Name 


OJ000322 02.0419.C32 


.ol 


. tm 


Method 


TBLASTX: Maize • 






Start 


667 






End 


1183 






GI 


none 






Score 


244 




-5. 


Exons 


667. .702, 676. . 921, 


698 


. . 925, 


699. .926, 


715.. 927, 960.. 


1175 






1001. .1183, 1008. .11 


81 












Seq. No. 


55104 






Seq. ID 


OJ000322_02.0419 


.C32 




Gene No. 


115465 






Strand 








Start 


667 






End 


1183 






Name 


OJ000322 02.0419.C32 


.ol 


np 


Method 


AAT/NAP 






Start 


676 






End 


1183 






GI 


3935157 






Score 


505 






Exons 


676. .921, 1004. .1183 














GI Descrip. 


{AC005106) T25N20.21 


[Arabidopsis thaliana] 






Seq. 'No. 


55104 






Seq. ID 


OJ0,00322_02.0419 


.C32 




Gene No. 


115465 






Strand 








Start 


667 






End 


1183 






Name 


OJ000322 02.0419.C32 


.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


679 






End 


1183 






GI 


none 






Score 


62 






Exons 


679. .930, 699. .806, 


731. 


.922, 


1001. -.1183, 1008, .1181 






Seq. No. 


55104 






Seq. ID 


OJ000322_02.0419 


.C32 



55683 



Gene No. 


115465 






Strand 








o t-a J- t 


667 






End 


1183 






Nsine 


OJ000322 02 


-.0419.C32.ol 


. L.W 


Method 


TBLASTX : 


T.7U ci 

wnea L 






694 






End 


1171 








none 






Score 


124 








694. .930, 727. .927, 731 




1001.. 1171, 1014. 


. ± 1 D y 




Seq. No. 


55105 






Seq. ID 


OJ000322 


_02.0419 


.C35 


Gene No. 


115466 






Strand 


- 








141 






End 


292 






Nfiirie 


OJ000322 02 


.0419.C35.ol 




Method 


GENSCAN 








141 






End 


292 








none 






Score 


.93 






Exons 


141. .292 














o e (4 . iM 0 . 


55106 






Seq. ID 


OJ000322 




. J D 




115467 






Strand 


+ 






start 


1 






End 


1734 






Name 


OJ000322 02 


.0419.C36.ol 


.np 


Method 


AAT/NAP 








1 






End 


1734 








1389768 






Score 


307 






Exons 


1..54, 1152 


..1299, 1388 


. .1549, 


1696. . 


1734 






oi uesciip. 


(U58942) phosphoribosylanthranilate transferase 


[Arabidopsi 




thaliana ] 














Seq. No. 


55106 






Seq. ID 


OJ000322 


_0.2.0419 


.C36 


Gene No. 


1154 67 






Strand 


+ 






0 La. J- X_ 


1 

X 






End 


1734 






Naitie 


OJ000322 02 


.0419.C36.ol 


.gs 


Method 


GENSCAN 






Q-f- a v-l- 
0 Lain.. 


842 






End 


1549 








none 






Score 


.98 






Exons 


842. . 1036, 


1156. .1299, 


1388. .1549 








oeq . iNo • 


55106 






Seq. ID 


OJ000322 


_02.0419 


C36 


Gene No. 


115467 






Strand 


+ 






Start 


1 






End 


1734 






Name 


OJ000322 02 


.0419.C36.ol 


. tm 


Method 


TBLASTX : 


Maize 




0 1 ar t 


1153 






End 


1513 






C T 


none 






Score 


42 






iiiXorib 


1153. . 1191, 


1153. .1188, 


1246. . 


1320, 1258.. 1302, 


1385. .1513, 




1385. . 1459 














Seq. No. 


55106 






Seq. ID 


OJ000322 


_02.0419. 


C36 


Gene No. 


115467 






Strand 


+ 






0 tain- 


1 






End 


1734 






Name 


OJ000322 02 


0419.C36.ol 


.ts 


Method 


TBLASTX: 


Soybean 




0 nar L. 


1257 






End 


1516. 






PT 


none 






Score 


67 






Exons 


1257. .1301, 


1261. . 1302, 


1385. . 


1516 








Seq. No. 


55107 






Seq. ID 


OJ000322 


_02.0419. 


C37 


Gene No. 


115468 






Strand 


+ 






Start 


1 






End 


2863 






Name 


OJ000322 02 


0419.C37.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


2781 






GI 


1389768 






Score 


605 






Exons 


1..88, 1006. 


.1194, 1665 


. .1755, 


1897. .1956, 2183 


. .2301, 





55684 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2629.. 2781 

(U58942) phosphoribosylanthranilate transferase [Arabidopsis 
thaliana] 



55107 

115468 

1 

OJ000322_02.0419.C37.ol.gs 

1006 

none 



Seq. ID OJ000322_02.0419.C37 

Strand + 

End 2863 

Method GENSCAN 

End 2863 

Score . 93 



1006. .1194, 1665. .1755, 2183. .2301, 2629. .2763, 2813. .2863 



Seq, No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 



55107 
115468 
1 

OJ000322_02.0419.C37.ol.gp 
1678 

LIB34 34-02 6-P1-K1-E6 
1678. .1755, 1897. .1956, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2183.. 2301, 2629.. 2750 
'1389768 l.Oe-34 (U58942) phosphoribosylanthranilate transferase 
[Arabidopsis thaliana] ' 



OJ000322__02.0419.C37 
+ 

2863 
AAT/GAP 
2750 
658 



55107 
115469 
3479 

OJ000322_02 . 04 19 . C37 . ol . tm 
1003 



none 
1003. 
1665. 
1903. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1188, 1003. .1194, 1005. .1199, 1110 
1757, 1665.. 1757, 1699.. 1758, 1883 



OJ000322.02.0419.C37 



4802 

TBLASTX: Maize 
2762 
309 

1190, 1664. 
1957, 1884. 



1956, 1904. .1957, 2156. .2296, 2161. .2241, 2161. 



2163. .2297, 2164. .2298, 2176. .2301, 2176. .2301, 2178, 



.1756, 
.1955, 
.2298, 
.2303, 



2178. .2303, 2628. .2672, 2631. .2672, 2695. .2754, 2697. .2762 



Seq. No. 55107 Seq.-- ID 

H Gene No. 115469 Strand 

U Start 3479 . . End • 
,1 Name . OJ000322_02 . 04 19 . C37 . o2 . gp Method 

1% Start 3253 End 

GI none Score 

Exons 3253.. 3669 



OJ000322_02.0419.C37 

4802 
AAT/GAP 
3669 
758 



Seq. No. 55107 Seq. ID 

Gene No. 115469 Strand 

Start 3479 End 
Name - OJ000322_02 . 04 19 . C37 . o2 . gs Method 

Start < - 3479 End 

GI , none , Score 

Exons . 3479. .3,632, 4333.. 4802 



OJ000322_02.0419.C37 

4802 
GENSCAN 
4802 
.83 



Seq. No. 55108 Seq. ID 

Gene No. 115470 Strand 

Start 4074 End 

Name OJ000302_02 . 04 1 9 . C5 . ol . np Method 

Start 4074 End 

GI 6523547 Score 

Exons -4074. .4165, 4249. .4594 



OJ000302_02.0419.C5 
+ 

6931 
AAT/NAP 
4594 
94 



55685 



GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter! f. nagariensis] 



Seq. No. 55108 

Gene No. 115470 

Start 4074 

Name OJ000302_02 . 0419 . C5 . ol . gs 

Start 4119 

GI none 
Exons 



Seq. ID OJ000302 02. 0419. C5 



Strand 
End 

Method 

End 

Score 



+ 

6931 
GENSCAN 
6931 
.52 



4119. .4308, 4459. .4524, 4827. .4969, 5394. .5492, 6884. .6931 



Seq. No, 


55108 




Seq. ID 


OJ000302_02.0419. 


,C5 


Gene No. 


115471 




Strand 






Start 


10307 




End 


10470 




Name 


OJ000302 02. 


0419.C5.o2.gs 


Method 


GENSCAN 




Start 


10307 




End 


10470 




GI 


none 




Score 


.97 




Exons 


10307. .10470 










Seq. 'No. 


•55109 




Seq. ID 


OJ000302 02.0419. 


C6 


Gene No. 


115472 




Strand 


+ 




Start 


1 




End 


14154 




Name 


OJ000302 02. 


0419.C6.o9.np 


Method 


AAT/NAP 




Start 


1 




End 


8612 




GI 


4557876 




Score 


290 




Exons 


l.,82, 2920. 


.3157, 3344.. 3567, 


3668. .; 


3777, 3874.. 3999, 






4140. .4221, 


4300. .4405, 4483.. 


4571, 4680. .4950, 8545. .8612 


GI Descrip. 


ATP binding 


cassette transporter gi|ll 


388527 |gb|AAC51144. 


11 




(U88667) ATP 


-binding cassette 


transporter [Homo sapiens] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



55109 
115472 
1 

OJ000302_02.0419.C6.ol.gs 
79 

none 



Seq. ID OJ000302_02.0419.C6 
Strand + 

14154 
GENSCAN 
13503 
.78 



End 

Method 
End 
Score 

79. .327, 574. .'656, 761. . 905, 929. .965, 1282. .1367, 1618. .1746, 
1842.. 1966, 2056.. 2214, 2298-.. 2460, 2545.. 2670, 2905. .3266, 
3367. .3520, 4082. .4221, 4680. .4975, 6607. .6631, 7541. .7684, 
7844. .7956, 8086. .8240, 8545. .8705, 8923. .9100, 9439. .9542, 
9657. .9798, 9912. .10031, 10135 10259, 10697 10855 , 
10955.. 11117, 11380. .11505, 11615 .. 11967, 12257 .. 124 57 , 
12656. .12748, 13159 .. 13287 , 13390.. 13503 



55109 

115472 

1 

OJ000302_02.0419.C6.ol.np 
112 

7488040 

112. .565, 784. .905, 1618.. 



Seq^. ID OJ000302_02.0419.C6 
Strand + 
End 14154 
Method AAT/NAP 
End ^ 4 97 6 
Score 2352 
1746, 1842. .1966, 2056. .2214, 
2298. .2460, 2545. .2670, 2743. .2826, 2905. .3270, 3371. .3567, 
3668. .3777, 3874. .3958, 4093. .4221, 4300. .4405, 4483. .4571, 
4680. .4976 

probable ABC-type transport protein T23J7.110 - Arabidopsis 
thaliana gi | 4 74 1195 | emb | CAB4 1861 . 1 | (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 



55686 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. N9. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55109 Seq. ID 

115472 Strand 
1 End 
OJ000302_02 . 04 19 . C6 . ol . gp Method 
3867 End 
60338_1.R1084 Score 

3867, .3958, 4093. .4221, 4300 .. 4405, .4483 .. 4571, 4680. 
M741195/emb|CAB41861.1| l.Oe-101 (AL049746) ABC 
transporter-like protein' [Arabidopsis thaliana] ' 



OJ000302_02.0419.C6 
+ 

14154 
AAT/GAP 
5075 
1*4 95 

5075 



55109 Seq. ID 

115472 Strand 
1 End 
OJ000302_02 . 04 19 . 06 . o2 . np Method 
7772 End 
7488044 Score 
7772.. 8176, 9657.. 9804, 9912.. 10031, 10135 
10955. .11117, 11214 . .11339, 11389. .11415 

probable ABC-type transport protein T23J7.80 - Arabidopsis 
thaliana gi | 4741192 | emb | CAB41858 . 1 | (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 



OJ000302_02.0419.C6 
+ 

14154 
AAT/NAP 
11415 
614 

10259, 10697. .10855, 



55109 . ; 

115472 

1 

OJ000302_02.0419.C6.o3.np 
8371 
7488044 
8371. .8430, 



Seq. ID OJ000302_02.0419.C6 

Strand + 

End 14154 

Method AAT/NAP 

End 13058 

Score 1012 



9920.. 10031, 10135. .10259, 10697 .. 10855, 
10955. . 11117, 11214 . .11339, 11422 .. 11505, 11615 .. 11967 , 
12257. . 12457, 12656 .. 12765, 12866.. 13058 

probable ABC-type transport protein T23J7.80 - Arabidopsis 
thaliana gi | 4741192 | emb | CAB4 1858 . 1 | (AL049746) ABC ' 
transporter-like protein [Arabidopsis thaliana] 



OJ000302_02. 0419. C6 

+ . 

14154 

AAT/NAP 

12953 

1190 



55109 Seq. ID 

115472 Strand 
1 End 
OJ000302_02 .0419.C6.o4 .np Method 
8453 End 
7488040 Score 
8453.. 8711, 9657.. 9812, 9920.. 10031, 10135 10259, 10697 .. 10855, 
10955. .11117, 11214. .11339, 11422 .. 11505, 11615 .. 11967 , ' 
12257... 12457, 12656 127 65 , 12866.. 12953 

probable ABC-type transport protein T23J7.110 - Arabidopsis 
thaliana gi | 4741195 | emb | CAB4 1861 . 1 I (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 



55109 Seq. ID 

115472 Strand 

1 End 

OJ000302_02 . 04 19 . C6 . o5 . np Method 

8890 End 

7488040 Score 

88 90. .8 939, 9673. .9812, 9920. . 10031, 



OJ000302_02.0419.C6 
+ 

14154 
AAT/NAP 
13592 
1436 

10135. .10259, 10697. .10855, 



10955. . 11117, 11214 .. 11339, 11422 .. 11505, 11615 .. 11967 , 



55687 



12257. ,12457, 12656 12765, 128 66 12950, 13159 13287 , 
13390. .13495, 13567.. 13592 
GI- Descrip. probable ABC-type transport protein T23J7.110 - Arabidopsis 
thaliana gi | 474 1195 | emb | CAB4 1861 . 1 | (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



GI Descrip. 



55109 

115472 

1 

OJ000302_02.0419.C6.o6.np 

8989 

7488040 



Seq. ID OJ000302_02.0419.C6 
Strand + 
End 14154 
Method AAT/NAP 
End 13691 
Score 1541 

8989.. 9051, 9657.. 9812, 9920.. 10031, 10135 .. 10259, 10697 .. 10855 , 
10955. .11117, 11214. .11339, 11422 .. 11505, 11615 .. 11967 , 
12257. .12457, 12656 .. 127 65, 128 66 .. 12950, 13159 .. 13287 , 
13390. .13495, 13619. .13691 

probable ABC-type transport protein T23J7.110 - Arabidopsis 
thaliana gil 474 1195 | emb | CAB4 1861 . 1 | (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55109 
115472 
1 

OJ000302_02 
908 5 
7488040 
9085. .9171, 
10955. .11117, 
12257. .12457, 



0419.C6.o7.np 



Seq. ID OJ000302__02 .0419.C6 
Strand + 
End 14154 
■ JVIethod AAT/NAP 
End 13787 . 

Score 1531 

9657. .9812, 9920. .10031, 10135 .. 10259, ' 10697 .. 10855, 
11214. .11339, 11422. .11505, 11615. .11967, 
12656. .12765, 12866 .. 12950, 13159 .. 13287 , 



13390. .13495, 13619.. 13787 

probable ABC-type transport protein T23J7.110 - Arabidopsis 
thaliana gi | 474 1195 | emb | CAB41861 . 1 | (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 



5510-9 Seq. ID 

115472 Strand 

1 End 

OJ000302_02 . 04 19 . C6 . o8 . np Method 

927 6 - End 

7488040 Score 



OJ000302__02.0419.C6 
+ 

14154 
AAT/NAP 
13978 
1573 



9276.. 9329, 9631.. 9812, 9920.. 10031, 10135 .. 10259, 10697 .. 10855 , 
10955. .11117, 11214. .11339, 11422 .. 11505, 1 1615 .. 11967 , 
12257. .12457, 12656 .. 127 65, 12866 .. 12950, 13159 .. 13287 , 
13390. .13495, 13619 .. 13707 , 13858 .. 13978- 

probable ABC-type transport protein T23J7.110 - Arabidopsis 
thaliana gi | 474 1195 femb | CAB4 1861 . 1 1 (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 



55109 Seq. ID 

115472 Strand 

1 End 

OJ000302_02.0419.C6.ol0.np Method 

11615 EAd 

7488045 Score 



OJ000302_02.0419.C6 
+ 

14154 
AAT/NAP 
14154 
726 



11615. .11967, 12656. . 12770, 12844 .. 12950, 13159 13287 , 
13390. .13495, 13619 .. 13707 , 13858.. 14154 



GI Descrip. probable ABC-type transport protein T23J7.90 - Arabidopsis 



55688 



thaliana gi | 474 1193 | emb | CAB41859 . 1 1 (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 



Seq. No. 55109 Seq. ID 

Gene No. 115473 • Strand 

Start 13795 End 

Name OJ000302__02. 0419.C6.o4 . tm ' Method 

Start 2328 End 

GI none Score 

Exons 2328.. 2462, 2375.. 2461, 2543.-2662, 2544.. 2618, 2546,. 2662, 

10985. .11119, 10988. .11104, 10990. .11118, 11212 .. 11328 , 

11213. .11317 



OJ000302_02.0419.C6 
14269 

TBLASTX: Maize 

11328 

152 



Seq. No. 55109 

Gene No. 115473 

Start 13795 

Name OJ000302_02 . 04 1 9 . C6 . o2 . tm 

Start 2736 

GI none 

Exons 2736.. 2825, 2738.. 2815, 2898. 

3361.. 3468, 3366.. 3476, 3396. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 02. 0419. C6 



14269 

TBLASTX: Maize 
12358 

126 ■ • . 

3194, 2904.. 3173, 2906.. 3181, 
3470, 11421. .11504, 11620. .11826 



11631. .11831, 11632. .11835, 12254. .12358 



Seq. No. 55109 \ Seq. ID 

Gene No. 115473 Strand , 

Start 13795 End • 

Name OJ000302_02 . 04 1 9 . C6 . ol . tw Method 

Start 2906 End 

GI none Score 
Exons 



OJ00030,2_02.0419.C6 
14269 

TBLASTX: Wheat 

11863 

362 



2906. .3166, 2907. .3149, 2907. .3170, 3177. .3266, 3198. .3266, 
11620. .11826, 11625. . 11816, 11633. .11827, 11660. .118 63 



Seq. No. 


55109 






Seq. ID 


OJ000302_02.0419 


.C6 


Gene No. 


■ 115473 






Strand 






Start 


13795 






End 


14269 




Name 


OJ000302 02. 


0419.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2910; 






End 


11825 . 




GI 


none 






Score. 


232 ' 




Exons 


2910. .3137, 


2912. .3136, 


11619. 


.11825, 


11620. . 11769 




Seq. No. 


55109 






Seq. ID 


OJ000302_02.0419 


C6 


Gene No. 


115473 






Strand 






Start 


13795 






End 


14269 




Name 


OJ000302 02. 


0419.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3676 






End 


13496 




GI 


none 






Score 


143 




Exons 


3676. ..3786, 


3677, .3772, 


3839. . 


3958, 3874. .3957, 4081. .4221 




4081. .4215, 


4092. .4220, 


12664 . 


.12774, 


12665. . 12760, 






12864. .12941 


, 12865. . 12951, 12 


866. . 12955, 12980. . 13012, 





13150. .13293, 13152. .13292, 13393. .1347 6, 134 07. .134 96 



Seq. No. 55109 Seq. ID OJ000302_02 . 04 1 9 . C6 

Gene No. 115473 Strand 

Start 13795 End 14269 

Name 0 J000302_02 .0419.C6.ol.ts Method TBLASTX : Soybean 

Start 3746 End 13496 

GI none Score 59 



'55689 



Exons 3746. .3778, 3748. .3798, 3860. .3952, 3874. .3942, 4081. .4227, 

4090. .4215, 4092. .4226, 4294. .4401, 4298. .4402, 4299. .4406, 
4300. .4416, 12734. .12766, 12742 .. 12771 , 128 66 .. 12955, • 
12867. .12941, 13149. . 13292, 13150 .. 132 93, 13366 .. 1347 6, 
13390. .13494, 13407. .13496 





55109 


Seq. ID 


OJ000302_Q2.0419.C6 


bene jno . 


115473 


Strand 






13795 


End 


14269 


Name 


..OJ000302 02.0419.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


4287 


End 


14136 • 


C T 


none 


Score 


67 


Exons 


4287. .4406, 4300. .4437, 4536. .4574, 4677. .4982, 4679. .4984, 




13864. .14136 






oeC[. LNO. 


55109 


Seq. ID 




Gene No . 


115473 


Strand 




Start 


13795 


End 


1 A 9 Q 
± 4 Z D 


Name 


OJ000302 02.0419.C6.o3.ts 


Method 


TBLASTX: Soybean 




4797 , 


End 


14139 




none 


Score 


990 
Z Z U 


Exons 


4797. .4982, 4799. .4954, 13975. .14139 




beq. wo. 


55109 - 


Seq. ID 




Gene No . 


115473 


Strand 




Start 


13795 


End 


'1 AO^Oi 


Name 


OJ000302 02.0419.C6.o2.gs 


Method 


blljNobAN 


o tart. 


13795 


End 


14269 




none 


Score 


.7 


Exons 


13795. .14031, 14092. .14269 






oeq. NO. 


55110 


Seq. ID 


OJ000302_02.0419.C7 


Gene No . 


115474 


Strand 


+ 


otar L 


224 


End 


1351 


Name 


Oj600302 02.0419.C7.ol.gs 


Method 


GENSCAN 


Start 


224 


End 


1351 . 


GI 


none 


Score 


.58 


Exons 


224. .270, 541.". 637, 1157.. 


1351 




Seq. No. 


55111 


Seq. ID 


OJ000302_02.0419.C8 


Gene No . 


115475 


Strand 


+ 




48 


End 


3349 


Name 


OJ000302 02.0419.C8.ol.gp 


Method 


AAT/GAP 


ouart 


48 


End 


2636 


GI 


25375 1.R1084 


Score " ' 


922 


Exons 


48. .145, 1840. .2035, 2306. 


.2426, 2550.. 


2636 


GI Descrip. 


» 3928150/emb | CAA10289 | 4 . Oe-50 (AJ13104 9) hypothetical protein 




[Cicer arietinum] ' 






Seq. No. 


55111 


Seq. ID 


OJ000302_02.0419.C8 


Gene No. 


115475 


Strand 


+ 


Start 


48 


End 


3349 


Name 


OJ000302 02.0419.C8.ol.np 


Method 


AAT/NAP 


Start 


1847 


• " End 


3349 


GI , 


6358809 


Score 


609 


Exons 


1847. .2035, 2306. .2426, 2550. .2641, 2714. .2814, 3291. .3349 


GI Descrip. 


{AC010675) unknown protein 


[Arabidopsis 


; thaliana] 



55690 



Seq. No. 55111' 

Gene No. 115475 

Start 48 

Name •OJ000302_02 . 04 19 . C8 . o2 . gs 

Start 1847 

GI none 
Exons 



Seq, ID OJ000302_02.0419.C8 

Strand + 

End 334 9 

Method GENSCAN- 

End 2889 - 

Score .94 



1847. .2035, 2306. .2426, 2550. .2641, 2714. .2810, 2852. .2889 



Seq. No. 55111 

Gene No. 115475 

Start 48 

Name OJ000302_02 . 04 19 . C8 . o2 . gp 

Start 2758 

GI 90620_1.R1084 

Exons 2758.. 2810 

GI Descrip. ' 3928150/emb | CAA10289 T 1 . Oe-56 (AJ131049) hypothetical protein 
[Cicer arietinum] ' 



Seq. ID- OJ000302_02.0419.C8 

Strand + 

End 334 9 

Method AAT/GAP 

End 2810 

Score 91 



Seq. No. -55111 Seq. ID 

Gene No. 115476 Strand 

Start 299 End 

Name OJ000302_02 . 04 19 . C8 . ol . gs Method 

Start 299. End , 

GI none Score 

Exons 299.. 554, 775.. 923 



OJ000302_02. 0419.08 
923 

GENSCAN 
923 
. 62 



Seq. No. 55111 
Gene No. 115477 
Start 1820 

Name OJ000302_02 . 04 19 . C8 . ol . ts 

Start 1820 
GI none 

Exons 1820.. 2050, 1820.. 2035, 1840, 

2305. .2436, 2402. .2425, 2531. 
2556. .2642, 2557. .2655, 2699. 
2714. .2809 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 02. 0419. C8 



2812 

TBLASTX: Soybean 
2809 
243 

,2037, 2303.. 243.7, 2303.. 2428, 
,2641, 2542. .2589, 2549. .2644, 
,2806, 2706. .2804, 2710. .2808, 



Seq. No. 55111 

Gene No. 115477 

Start 1820 

Name OJ000302_02 . 04 1 9 . C8 . o2 . tw 

Start 1835 

GI none 
Exons 



Seq. ID OJ000302_02.0419.C8 
Strand 
End' 
Method 
End 
Score 



2812 

TBLASTX: Wheat 

1969 

189 



1835. .1969, 1837. .1965, 1839. .1967 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55111 Seq. ID 

115477 Strand 

1820 End 

OJ000302_02 . 04 19 . C8 . ol . tm Method 

1837 End 

none Score 



OJ000302_02.0419.C8 
2812 

TBLASTX: Maize 

2812 

334 



1837. .2037, 1838. .2050, 2289. .2426, 2303. .2425, 2305. .2430, 
•2531. .2641, 25-42, .2589, 2552 . .2641, -2553 .. 2642, 2554. .2643, 
2592. .2642, 2710. ,2808, 2711. .2812, 2714. .2809 



Seq. No. 



55111 



Seq. ID OJ000302_02.0419.C8 



55691 




Gene No. 


115477 




Strand 




Start 


1820 




End 


2812 


Name 






Method 


TBLASTX: Cress 


o t-cir u 


1 ft 4 n 

X O 4 U 




End 


2809 




none 




Score 


73 


Exons 


Iftiin 9n'^7 1ft49 9097 


X O 4 / . 


.2050, 2297.. 2425, 2303.. 2425, 




9^rm • 9d^n - 9R99 9f^di 


Z O O *i . 


.2656, 2710. .2808, 2714. .2809 


O e q . LN o . 


OO X X X 




Seq. -ID 


OJ000302_02.0419.C8 


oene lno . 


± ±Dh f f 




Strand 




Start 


1820 




End 


2812 


Name 


OJ000302_02.0419.C8 .ol. 


tw 


Method 


TBLASTX: Wheat 




X / u 




End 


2809 




none 




Score 


100 


Exons 


1 Q7n 9rmn 9'^n'^ 9d9R 


z ouo . 


.2425, 2305. .2430, 2531. .2641, 




9S4n 9(^41 9Sf^^ 9fid^ 


^ >J O -7 • 


.2642, 2688. .2765, 2710. .2808, 




971"^ 9Pnc; 971/1 9finQ 








o e q . iN o . 


R R 1 1 9 
OO X XZ 




.Seq. ID 


OJ000302 02. 0419. C9 




1 1 S47fi 




Strand 


+ 


Start 


1 




End 


617 


Name 


OJ000302_02.0419.C9.ol. 


gp 


Method 


AAT/GAP 




X 




End 


617 . 


P T 


^UDZU X.KXUOfl 




Score 


1182 


HjXons 


X . . D X / 










* '^Q9ft 1 /tamh 1 PZ\fl1 n9ftQ 1 


l.Oe-56 (AJ131049) hypothetical protein 




[Ulcer arxeuxnuiuj 








o e q . IN u . 


O O X X z 




Seq. ID 


OJ000302_02.0419.C9 


Gene No. 


115478 




Strand 


+ 


Start 


1 




End 


617 


Name 


n.Tnnn'^n9 n9 n^iQ pq 

WUUUUOUZ UZ.U4X-3.k^-/.(JX. 


np 


Method 


AAT/NAP 


oT,ar L 


X 




End 


315- 


PT 


OQ9P 1 c n 




Score 


4 53 


TT* 1^ 1^ c 


X . . O X o 








o± uescrxp. 


\FiO ±o Lu^^ 1 nypounetxcax 


protein [Cicer 


arietinum] 


O G . LN O . 


R R 1 1 9 
0 O X xz 




Seq. ID 


OJ000302_02.0419.C9 




11547 9 




Strand 




O LdX L 


D O J O 




End 


8815 




OJ000302 02.0419.C9.o2. 


np 


Method 


AAT/NAP 


Start 


6633 




End 


8815 


GI 


7447111 




Score 


399 


Exons 


6633. .6852, 6938. .7114, 


8679. 


.8815 




uescrxp. 


glutamyl aminopeptidase 


homolog F4I10. 


20 - Arabidopsis thaliana 




gil 4455323 |emb|CAB36783 


.11 {AL035525) 


aminopeptidase-like 




protein [Arabidopsis thaliana 


] gi|7270256|embiCAB80026.1| 




(AL161582) aminopeptidase-like protein 


[Arabidopsis thaliana] 


Secj. No. 


55112 




Seq. ID 


OJ000302_02.0419.C9 


Gene No. 


. 115480 




Strand 




Start 


2291 




End 


8801 


Name 


OJ000302 02. 0419. 09. ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1 




'End 


297 


GI 


none 




Score 


438 


Exons 


1..297, 3. .287, 4. .297 









55692 



Seq. No. 55112 

Gene No. 115480 

Start 2291 

Name OJ000302_02 . 0419. C9. ol . tin 

Start 1 

GI none 

Exons 1..306, 3.. 314, 12.. 302 



Seq. ID OJ000302_02.0419.C9 
Strand 

End 8801 

Method TBLASTX : Mai ze 

End 314 

Score 4 66 



Seq. No. 55112 

Gene No. 115480 

Start 2291 

Name OJ000302__02 . 0419 . C9 . ol . ts 

Start 1 

GI none 

Exons 1..300, 12.. 287, 152.. 301 



Seq. ID OJ000302_02. 0419.C9 
Strand 

End 8801 

Method TBLASTX : Soybean 

End 301 

Score 466 



Seq. No. 55112 

Gene No. 115480 
Start . 2291 

Name 6J000302_02 . 04 19 . C9 . ol . tw 

Start 19 

GI none 

Exons 19. .135, 23. .136, 27. .140, 



Seq. ID OJ000302__02. 0419.C9 
Strand 

End 8801 

Method TBLASTX : Wheat 

End 192 

Score 61 
..150, 142. .192 



Seq. No. 55112 

Gene No. 115480 

Start 2291 

Name OJ000302_02 . 04 19 . 09 . o2 . gs 

Start 2291 

GI none 

Exons 2291.. 2602, 2905.. 2958, 6096. 
7093.. 7218 



Seq. ID OJ000302_02. 0419.C9 
Strand 

End 8801 

Method GENSCAN 

End 7218 

Score .44 

6218, 6711. .6823, 6843. .7070, 



Seq. No. 55112 

Gene No. 115480 

Start 2291 

'■^ame^ OJ000302_02 . 04 19 . C9 , o2 . tm 

Start 6621 

GI none 

Exons 6621.. 6830, 6641.. 6673, 6764. 



Seq. ID OJ000302_02. 0419.C9 
Strand 

End 8801 - 

Method TBLASTX : Mai ze 

End 7032 

Score 185 

.6808, 6927. .7031, 6934. .7032 



Seq. No. 55112 

Gene No. 115480 

Start 2291 

Name OJ000302_02 . 04 19 . C9 . o2 . to 

Start ' 6636 

GI none - 

Exons 6636.:6827, 6937.. 7077, 6990. 



Seq. ID OJ000302_02.0419.C9 
Strand 

End 8801 

Method TBLASTX : Cress 

End 8767 

Score 139 

.7079, 8686.. 8766, 868-7.. 8767 



Seq. No. 55112 

Gene No. 115480 

Start 2291 

Name OJ000302_02 . 04 19 . 09 . o2 . ts 

Start - ■ ■ * 6636 

GI none 

Exons 6636.. 6827, 6943.. 7077, 6990, 
8694. .8801, 8694. .8792 



Seq. ID OJ000302_02. 0419.09 
Strand 

End 8801 

Method TBLASTX : Soybean 

End 8801 

Score 128 

.7079, 8683. .8790, 8687. .8791, 



55693 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55113 Seq. ID 

115481 Strand 

1 End 
OJ000302_02.0419.C10.ol.np Method 

1 End 

6679491 ' Score 

1..103, 221. .314, 423. .576, 732. .836, 



OJ000302_02. 0419. CIO 
+ 

1191 
AAT/NAP 
1191 
4 99 

929. .1053, 1148. .1191 



puromycin-sensitive aminopeptidase 

gi I 24 99903 I splQllOll | PSA_MOUSE PUROMYCIN-SENSITIVE 
AMINOPEPTIDASE ' (PSA), gi | 7447108 | pir |.| T10052 aminopeptidase (EC 
3.4.11.-) - mouse gi | 1 184 161 | gb | AAC524 09 . 1 | (U35646) 
aminopeptidase [Mus musculus] gi | 1585925 | prf M 2202260A puromycin 
sensitive aminopeptidase [Mus musculus] 



55113 Seq. ID 

115481 Strand 
1 End 

OJ000302_02. 0419. CIO. ol.tm , Method ' 
6 End 
, none Score 



OJ000302_02. 0419. CIO 
+ 

1191 

TBLASTX:Maaze..^ 

972 

126 

315, 220. .324, 227. .325, 



6. .101, 6. .110, 7. .105, 216. .314, 220 
227. .325, 411. .578, 423. .578, 424. .579, 731. .832, 731. .832, 
732. .833, 928. .972, 929. .970 



Seq. No. 55113 

Gene No. 115481 

Start 1 

Name OJ000302_02 . 04 19 . CIO . ol . 

Start 221 

GI none 

Exons 221.. 314, 423.. 576, 929, 

Seq. No. 55113 

Gene No. 115481 

Start 1 

Name OJ000302_;02 . 04 19 . CIO . ol , 

Start- 423 

GI none 

Exons 423.. 545, 424.. 579, 426. 

928. .1047, 929. .1048 



Seq. ID 

Strand 

End 

gs Method 
End 
Score 

. 1045 



OJ000302_02. 0419. CIO 
+ 

1191 
GENSCAN 
1045 
.91 



tc 



Seq. ID OJ000302_02. -0419. CIO 



Strand 
End 

Method 

End- 

Score 



+ 

1191 

TBLASTX: Cress 

1048 

105 



,578, 730. .837, 731. .838, 732. .854, 



Seq. No. 55113 

Gene No. 115481 

Start 1 

Name OJ000302_p2 . 0419 . CIO . ol , 

Start 502 

GI none 

Exons 502.. 579, 730.. 837, 731, 
929. .1048 



Seq. ID OJ000302_02. 0419. CIO 

Strand + 

End 1191 

ts Method TBLASTX : Soybean 

End 1048 

Score 101 
.838, 732. .854, 928. .1047, 929. .1048, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55114 

115482 

1 

OJ000302 
1 

7447111 



02.0419.Cll.ol.np 



Seq. ID OJ000302_02.0419.C11 

Strand + 

End 3846 

Method AAT/NAP 

End 3846 

Score 878 



55694 



Exons 1..212, 1008. .1298, 1385. .1516, 1628. .1715, 1934. .2111, 

2189. .2303, 2390. .2496, 2585. .2662, 3794. .3846 

GI Descrip. glutamyl aminopeptidase homolog F4I10.20 - Arabidopsis thaliana 
gi I 4 4 55323 | emb | CAB36783 . 1 1 (AL035525) aminopeptidase-like 
protein [Arabidopsis thaliana] gi | 7270256 | emb | CAB80026 . 1 | 
(AL161582) aminopeptidase-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55114 

115482 

1 

OJ000302_02, 
24 

none 

24 . .212, 26, 
1133. .1300, 
1384 . . 1512, 
1619. .1711, 
2180. .2302, 
2396. .2458, 
3793. .3846 



Seq. ID OJ000302_02.0419.C11 
Strand + 
End 3846 
Method TBLASTX : Mai ze 
End 3846 
Score 316 
41. .211, 151. .219, 974. .1114, 999. .1118, 
1300, 1164. .1301, 1383. .1508, 1384. .1509, 
1710, 1618. .1701, 1619. .1711, 
2102, 1931.. 2110, 1940.. 2140., 
2307, 2376.. 2459, 2395.. 2460, 
2674, 2585. .2662, 3788. .3844, 



0419.Cll.ol.tm 



.214, 

1163. 

1617.. 1691, 1618 

1908.. 2126, 1908 

2186.. 2305, 2188 

2410.. 2481, 2561 



Seq. No. , 55114 

Gene No. 115482 

Start 1 

Name ■ OJ000302_02 . 0419 . Cll . ol . ts 

Start 24 

GI none 
Exons 



Seq. ID OJ000302_02. 0419. Cll 

Strand + 

End 384 6 

Method ■ TBLASTX : Soybean 

End 2110 

Score 217 



24. .212, 41. .169, 1005. .1115, 1010. .1105, 1163. .1261, 
1166. .1300, 1383. .1511, 1384. .1512, 1618. .1716, 1881. .2108, 
1934. .2110 



Seq. No. 55114 Seq. ID 

Gene No. 115482 Strand 

Start 1 End 

Name OJ000302_02 . 04 19 . Cll . o2 . tc . Method 

Start 147 .End 

GI none Score 
Exons 



OJ000302_02. 0419. Cll 
+ 

3846 

TBLASTX: Cress 

1302 

58 



147. .212, 968. .1102, 990. .1115, 1168. .1302, 1169. .1300 



Seq. No. 55114 

Gene No. 115482 

Start 1 

Name OJ000302_02 . 04 19 . Cll . ol . gs 

Start 1092 

GI none 
Exons 



Seq. ID OJ000302_02. 0419. Cll 

Strand -f 

End 3846 

Method GENSCAN 

End 2662 

Score .85 



1092. .1298, 1385. .1506,. 1618. .1715, 2164. .2303, 2390. .2457, 
-2585.. 2662 



Seq. No. 55114 

Gene No. 115482 

Start 1 

Name OJ000302_02 .0419. Cll . ol . tc 

Start 1426 

GI none 
Exons 



Seq. ID OJ000302_02. 0419. Cll 

Strand + 

End 3846 

Method TBLASTX : Cress 

End 2307 

Score 80 



1426.. 1512, 1936.. 2031, 1937.. 2038, 1937.. 2107, 1938.. 2111, 
2186.. 2305, 2188.. 2307, 2200.. 2307 



55695 





SSI 1 4 

O J X X *i 




Seq. ID 


OJ000302_02.0419.C11 




115482 




Strand 


+ 


Start 


1 




End 


3846 


Name 


OJ000302 02.0419.Cll.ol 


.gp 


Method 


AAT/GAP 


O L. a X L. 


1923 




End 


2624 


CT 
\j ± 


LIB34 31-016-P1-K1-G10 




Score 


726 


von ^ 


1923. .2111, 2189. .2303, 


2390. , 


2457, 2585. .2624 




M455323/emb|CAB36783.1 


1 l.Oe- 


-38 (AL035525) aminopeptidase-like 




protein [Arabidopsis thaliana; 








55115 




Seq. ID 


OJ000302_02.0419.C12 


Gene No. 


1 1 c. 4 Q "5 
X X v3 4 O J 




Strand 


+ 


Start 


2392 




End 


7988 


Name 


OJ000302 02.0419.C12.o2 


.np 


Method 


AAT/NAP 




2191 




End 


6645 




7339707 




Score 


250 




2191. .2328, 2363. .2442, 


2661. . 


3188, 4501. .4696, 6606. .6645 


(^T Do^oT~io 


(AP0G1539) hypothetical 


protein [Oryza 


sativa] 


Cqo Mo 


55115 




Seq. ID 


OJ000302_02.0419.C12 


Gene No. 


115483 




Strand 


+ 


Start 


2392 




End 


7988 




OJ000302 02.0419.C12-.o2 


.gs 


Method 


GENSCAN 




2392 ' . 




End 


7988 




none 




Score 


.59 ' 


IT V o n <3 
III A U 1 1 o 


2392.. 2955, 3061.. 3177, 


4473. . 


4712, 5324. .5439, 5854. .6299, 




6414. .6620, 6681. .6912, 


7496. . 


7988 




O e q . LN O • 


55115 




Seq. ID 


OJ0003ff2_02.0419.C12 


Gene No." 


115483 




Strand 


+ 


Start 


2392 




End 


7988 


Name 


OJ000302 02.0419.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


2523 




End 


2893 


GI 


5455575 




Score 


742 


Exons 


2523. .2893 









Seq. No. 


55115. 




Seq. ID 


OJO 00302 


_02.0419.C12 


Gene No. 


115483 




Strand 


+ 




Start 


2392 




End 


7988 




Name 


OJ000302 02 


.0419.C12.o2.gp 


Method 


AAT/GAP 




Start 


2981 




End 


3326 




GI 


427622 




Score 


655 




Exons 


2981. .3326 










Seq. No. 


55115 




Seq. ID 


OJ000302 


_02.0419.C12 


Gene No. 


115483 




Strand 


+ 




Start 


2392" 




End 


7988 




Name 


OJ000302' 02 


.0419.C12.o3.np 


Method 


AAT/NAP 




Start 


5780 




. End 


6985 




GI 


5922636 




Score 


347 




Exons 


5780. .5852, 


6329.-6563, 6854. 


.6985 






GI Descrip. 


(AP000492) 


ESTs C99517 (E20319) , AU078130 (E20319) 


correspond 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 60168 69 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



55696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55115 

115484 

259 

OJ000302_02.0419.C12.ol.gs 

259 

none , 



Seq. ID OJ000302_02.0419.C12 
Strand 

End 1563 

Method GENSCAN 

End 1542 

Score .91 



259. .330, 420. .530, 642. .728, 829. .920, 1131. .1270, 1364. .1542 



55115 
115484 
259 

OJ000302_02.0419.C12.ol.np 
262 
7486231 

262. .330, 420. .530, 642. .728, 
hypothetical protein F27B13.60 



Seq. ID 

Strand' 
End 

Method 
End 
Score 



OJ000302 02.0419.C12 



1563 
AAT/NAP 
1563 
308 

1077. .1243, 1424. .1563 
Arabidopsis thaliana 



gi I 4914406 I emb I CAB43657.il (AL050352) mRNA cleavage factor 
subunit-like protein [Arabidopsis thaliana] 

gi|7269881|emb|CAB79740.1| {AL16157'5) mRNA cleavage factor 
subunit-like protein [Arabidopsis thaliana] 



beq. NO. 


DDI iO 




Seq. ID 


OJ000302 02.0419.C12 


Gene No . 


1 1 0 41 o 0 




Strand 




oTzart: 


Q 1 1 T 

oil/ 




End 


107 4 9 


Name 


OJUUuJU^ Uz . 04 1 9 . C12 . ol . 


ts 


Method 


TBLASTX : Soybean 


"Start 


259 




End 


1272 


GI 


none 




Score 


55 


Exons 


oc;q o^n ooo a c 
ZOy,,oJJ, ZdU..Jzo, 4^iD. 


coo 

. b J3, 


4 30.. 534 , 


640. .726, 642. .728, 




TTOO lO/IT IIOC lOTO 

iizz..lz4/, 11Jd..1z/2 








Seq. No. 


55115 




Seq, ID 


OJ000302_02.0419.C12 


Gene No. 


115485 




Strand 




Start 


8117 




End 


10749 


Name 


OJ000302 02.0419.C12.o3. 


gs 


Method 


GENSCAN 


Start 


8117 




End 


10749 * 


GI 


none 




Score 


.43 


Exons 


8117, .8121, .9951. ,10037, 


1057 


7. .1074 9 




Seq. No, 


55116 




Seq. ID 


OJ000302_02.0419.C13 


Gene No. 


115486 




Strand 


+ 


Start 


815 




End 


1287 


Name 


OJ000302 02,0419.C13.ol. 


gs 


Method 


GENSCAN 


Start 


815 


End 


1287 


GI 


none 




Score 


.53 


Exons 


815. .876, 1260. .1287 








Seq. No. 


55117 




Seq. ID 


OJ000302_02.^.04 1 9 . C14 


Gene No. 


115487 




Strand 


+ 


Start 


95 




End 


1166 


Name 


'OJ000302 02.0419.C14.ol. 


gs 


Method 


GENSCAN 


Start 


95 




End 


1166 


GI 


none 




Score 


.44 


Exons 


95. .1166 








Seq. No. 


55118 




Seq. ID 


OJ000302_02.0419.C15 


Gene No. 


115488 




Strand 




Start 


2245 




End 


2920 



55697 




Name 


UJUUUoUZ U^: . U4 1 y . blD . O^ 


.gs 


Metnoa 


bhjNbCAN 


b tar u 






hna 


o Q o n 

zyzu 


C T 


none 




Score 


Q O 

. oZ 


Exons 


zzfi0..zoDD, zo4o..zyzu 








Seq. No. 


55119 




Seq. ID 


OJ000302_02.0419.C16 


Gene No. 


1X54^9 • 




Strand 




ouar u 


Q R /I 




bna 


1 "5 '5 C 


Name 


ujuuuouz uz.U4iy.biD.oi 


.gs 


Kyi 4- V. y-J 

Metnoa 


GENSCAN 


btart 


Q R /I 




End 


1 O 
1 J 




none 




Score 


"7 n 


Exons 


OR/ 1 T T C 








beq. NO. 


R R 1 0 n 
DO 1 Z U 




beq. iu 


ujuuujuz uz.u4iy.bi/ 


Gene No - 


115490 




Strand 


+ 


Start 


1801 




End 


4244 


Name 


OJ000302 02.0419.C17.ol 


.np 


Method 


AAT/NAP 


b tart 


1801 




End 


4244 




4314371 




Score 


245 


Exons 


1801. .2330, 4148. .4244 








GI Descrip. 


(AC006340) similar to mammalian MHO III region protein G9a 




[Arabidopsis thaliana] 








Seq. No. 


55120 




Seq. ID 


OJ0p0302__02.0419.C17 


Gene No. 


115491 




Strand 




ot art 


4129 




End 


4422 


Name 


OJ000302 02 . 0419 .C17 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1803 




End 


2291 




none 




Score 


108 


Exons 


1803. .1967, 1992. .2186, 


2238 


. .2291 




beq. No. 


55120 




Seq. ID 


OJ000302_02.0419.C17 


Gene No. 


115491 




Strand 




Start 


4129 




End 


4422 


Name 


OJ000302 02.0419.C17.o2 


.np 


Method 


AAT/NAP 


Start 


4129 




End 


4422 


bi 


6539.588 




Score 


166 


Exons 


4129. .4422 








GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


I sativa] 


Seq. No. 


55121 




Seq. ID 


OJ000302_02.0419.C18 


Gene No. 


115492 




Strand 


+ 


btart 


2417 




End 


5381 


Name 


OJ000302 02.0419.C18.o2, 


.gs 


Method 


GENSCAN 


Start 


2417 




End 


5381 


bl 


none 




Score 


.64 


Exons 


2417.. 2530, 2553.. .2656, 


4685 


. .4745, 5247. .5381 


Seq, No. 


55121 




Seq. ID 


OJ000302_02.0419.C18 


oene no . 


115493 




Strand 


+ 


Start 


10047 




End 


13861 


Name 


OJ000302 02.0419.C18.o3. 


.np 


Method 


AAT/NAP 


Start 


10047 




End 


13861 


GI 


7447111 




Score 


185 


Exons 


10047. .10067, 13504. .13692, 


13772. .13861 


GI Descrip. 


glutamyl aminopeptidase 


homolog F4I10. 


20 - Arabidopsis thaliana 




gi| 4455323 |emb|CAB36783. 


.11 (AL035525) 


aminopeptidase-like 



55698 



protein [Arabidopsis thaliana] gi | 7270256 | emb | CAB80026. 1 | 
(AL161582) aminopeptidase-like protein [Arabidopsis thaliana] 



Seq. No. 


55121 


Seq. ID 


OJ000302_02.0419.C18 


Gene No . 


115493 


Strand 


+ . - 


Start 


10047 


' End 


13861, 


Name 


OJ000302 02.0419.C18.o2\np 


Method 


AAT/NAP 


b tar L 


11046 


End 


13861 




4314371 


Score 


272 


Exons 


11046. .11174, 12842. . 13482, 


13813. .13861 


GI Descrip. 


(AC006340) similar to mammalian MHC III region protein G9a 




[Arabidopsis thaliana] 






Seq. No. 


55121 


Seq. ID 


OJ000302_02. 0419. 018 


Gene No . 


115494 


Strand 




Start 


1 


End 


4883 


Name 


OJ000302 02.0419.C18.ol.np 


Method 


AAT/NAP 


Start 


1 - - ' 


End 


4883 




5669636- 


Score 


843 - 


Exons 


l.-.lOO, 657. .841/ 1380. .1554, 3847. .3927, 4317. .4489, 4583. .4883 


GI Descrip. 


(AF096247) ethylene-responsive elongation factor EF-Ts precursor 




[Lycopersicon esculentum] 






Seq. No. 


55121 : 


Seq. ID 


OJ000302_02. 0419.018 


bene no. 


115494 


Strand 




Start 


1 


End 


4883 


Name 


OJ000302_02 .0419.C18.ol.gs 


Method 


GENSCAN 


Start 


657 


End 


1560 


GI 


none 


Score 


.75 


Exons 


bo/..o4i, y^/..lUol, IJoU.. 


1560 




Seq. No. 


55121 


Seq. ID 


OJ000302_02. 0419.018 


Gene No . 


115494 


Strand 




otaru 


1 


End 


4883 


Name 


OJ000302 02.0419.C18.ol.gp 


Method 


AAT/GAP 


Start 


1480 


End 


3930 




none 


Score 


270 , 


Exons ''-^'^ 


1480. .1554, 3847. .3930 • 






Seq. No. 


55121 


Seq. ID 


OJ000302_02. 0419.018 


Gene No . 


115495 


Strand 




Start 


5016 


End 


5286 


Name 


OJ000302 02.0419.C18.o2.gp 


Method 


AAT/GAP 


Start 


5016 


End 


5286 




23880 2:r1084 


Score 


184 ~ 


Exons 


5016. .5090, 5185. .5286 






GI Descrip. 


'4176420/dbj 1BAA37167 1 2 . Oe 


-11 {AB008097) cytochrome P450 




[Arabidopsis thaliana] * 






Seq. No. 


55121 ■ 


Seq. ID 


OJ000302_02. 0419.018 


Gene No. 


115496 


Strand 




Start 


6194 


End 


7263 


Name 


OJ000302 02.0419.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


4881 


GI 


none 


Score 


14 9 


Exons 


2. .100, 3. .104, 3. .101, 639 


..818, 656.. 


847, 657. .827, 802. .864, 




1376. .1543, 1376. .1543, 137 


8. .1557, 137 


8. .1563, 3848. .3928, 



55699 



3851. .3928, 4311. .4514, 4316. .4486, 4318. .4491, 4583. .4633, 
4584. .4859, 4584. .4853, 4585. .4881, 4585. .4854 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55121 

115496 

6194 

OJ000302_02. 0419.C18.ol, tw 
46 

none 



Seq. ID OJ000302_02.0419.C1"8 

Strand - . 

End 7263 

Method TBLASTX : Wheat 

End 1557 

Score 81 



46. .105, 46. .123, 638. .856, 639. .818, 802. .861, 1376. .1534, 
1378. .1557, 1379. .1555 



55121 

115496 

6194 

OJ000302_02. 0419.C18.ol. ts 

1447 

none 



Seq. ID OJ000302_02.0419.C18 
Strand 

End 7263 

Method TBLASTX : Soybean 

End 4 683 

Score 90 



1447. .1560, 1448. .1543, 4317. .4484, 4327. .4491, 4584. .4682, 
4585. .4683 



Seq. No. 55121 

Gene No. 115496 

Start . 6194 

Name OJ000302_02 . 04 1 9 . C18 . ol . tc' 

Start 4384 

GI none 
Exons 



Seq. ID OJ000302_02. 0419.C18 
Strand 

End , 7263 

Method TBLASTX : Cress 

End 4716 

Score 7 6 



4384. .4485, 4388. .4486, 4389. .4514, 4392. .4490, 4399. .4491, 
4584. .4679, 4587. .4679, 4588. .4680, 4588. .4716 



Seq. No. 55121 

Gene No. 115496 

Start 6194 

Name OJ000302_02 . 0419 . C18 . o2 . tw 

Start 4638 

GI none 

Exons • • 4638.. 4865, 4639.. 4866 



Seq. ID OJ000302_02.0419.C18 
Strand 

End 7263 

Method TBLASTX : Wheat 

End 4866 

Score 165 



Seq. No. 55121 

Gene No. 115496 

Start 6194 

Name OJ000302_02 . 04 19 . C18 . o3 . gs 

Start 6194 

GI none 

Exons 6194.. 6389, 7205.. 7263 

Seq. No. 55121 

Gene No. 115497 

Start 12945 

Name OJ000302_02 . 0419 . C18 . o3 . tm 

Start 12945 

GI none 
Exons 



Seq. ID OJ000302_02.0419.C18 
Strand 

End 7263 

Method GENSCAN 

End 7263- 

Score .58 



Seq. ID OJ00,0302_02.0419.C18 
Strand 

End 13481 

Method TBLASTX: Maize 

End 13481 

Score 127 



12945. .13112, 13137. .13331, 13383 .. 13436, 13437. .13481 



Seq. No, 
Gene No. 
Start 



55121 

115498 

13505 



Seq. ID OJ000302_02. 0419.018 
Strand 

End 13861 



55700 



Nsm© 


ujuuujuz uz . U4 ly . uio . oz , rm 


Method 


TBLASTX: Maize 






T 0 c n c: 


End 


13861 






none 


Score 


264 




Exons 


iQRnc: iTCQH iTRin ^ "^n r\ A 


13519. . 13692/ 1352 6 13693/ 














Seq. No. 


55121 


beq. lu 


OJUUUoUz Uz.U4iy. 


C18 


Gene No. 


115498 


Strand 






o tar L 


lOOUD 


bna 


1 0 Q T 
lO 0 Dl 




Name 


uuyuuouz uz . 1 y . Lio . oz . tc 


Metnoa 


i bLAb i A ; Cress 




04- v-4- 

0 raru 




End 


13692 






none 


Score 


188 




Exons 


I^RIQ I'^tf^QQ 1'5R1Q l^f^QO 

ijoio. .10000, looiy. . lobyz 








Seq. No. 


55122 


beq. ID 


/^TAnnooo no n/inn 

OJUUOoU^ Uz.U41y. 


C19 


Gene No. 


115499 


Strand 


+ 




04--, +- 




bna 


ol4 / 




Name 


ujuuuoUz Uz . U4 1 y . CI y . oi . gS' 


Metnoa 


GEN SCAN 




C 1 

brar L ■ 


o4 1 


End 


3147 ' 






none 


Score 


.41 




Exons 


041. .040/ louy. .10/ // looi. . 


zloO/ ouoy. 


'5 1 /I T 
, 0 1 4 / 




Seq. No. 


55123 


Seq. ID 


/^TAnnono no n/iin 

OJOUUoUz Uz.U41y. 


C20 


Gene No. 


115500 


Strand 








4 0 


Lna 


1 yu 




Name 


ujuuuoUz Uz . U4 ly . cz (J . 01 . gs 


Metnoci 


GENSCAN 




bt art: 


A Q 
4 0 


End 


790 






none 


Score 


.85 




Exons 


4 0 . .00/ 00 1 • , 1 y u 




■'\- 




Seq. No. 


55123 


Seq. ID 


r\ T r\ nnono no a/ito 

OJOUOoOz Uz.0419. 


C20 


Gene No. 


115501 


bt rana 


+ 




br.aj_ L 


1 '5 0 
1 OZ 0 


End 


0 c n /I 




Name 


UJ UUUoUz Uz.U4iy.LzU,OZ,gs 


Method 


GENSCAN 




b tzart 


1 0 0 c 
loz 0 


T-l _ J 

Lncl 


0 c A yi 

io(J4 






none 


Score 


. 64 




Exons 


I0ZD..I04// .zo4y..oUz// 00/0 


..3504 ' 






beq . No . 


00 Izo 


Seq. . ID 


OJ000302_02.0419. 


C20 


osne LNo . 


115502 


Strand 


+ 




Start 


6623 


End 


10173 




Name 


OJ000302 02.0419.C20.o2.np 


Method 


AAT/NAP 




bear u 


6623 


End 


10173 




r" T 


3668088 


Score 


1123 




Exons 


6623.. 6672/ 8791.. 9809/ 9894 


. . 10173 






GI Descrip. 


(AC004 667) similar to mammalian MHO III 


region protein G9a 




[Arabidopsis thaliana] 








beq. No. 


55123 


Seq. ID 


OJ000302_02.0419. 


C20 


Qene Nn 


115503 


Strand 


+ 




Start 


15654 


End 


19087 




Name 


OJ000302 02.0419.C20.ol.gp 


Method 


AAT/GAP 




Start 


15654 


End 


18709- 




GI 


. 23995 1.R1084 ■ 


Score 


2347 




Exons 


15654. .15798/ 16987 .. 17 969/ 


18593. . 18709 ' 




GI Descrip. 


M415936/gb|AAD20166| 9.0e-09 (AC006418 


) unknown prot.ein 





[Arabidopsis thaliana] ' 



55701 



=.1 



Seq. No. 


55123 


Seq. ID 


OJ000302_02.0419 


Gene No. 


115503 


Strand 


+ 


Start 


1 c c; yi 


End 


19087 


Name 


OJUUUoUz U^i . U4 i y . CzU . Oo . np 


Method 


AAT/NAP. 


Start. 


17014 


End 


19087 


GI 


A A 1 C O O 


Score 


420 


Exons 


IT^I/t IT/ITC TTC^A ITOHO 

1 / U 14 . . 1 / 4 lb / 1 /boU . . 1 /o(jy , 


18565. .19087 


GI Descrip. 


(ACuud41o) unJcnown protein 


[Arabidopsis thaliana] 


Seq. No. 


55123 


Seq. ID 


OJ000302_02.0419 


Gene No. 


115504 


Strand 


+ 


Start 


o o £C o r» 


End 


25172 


Name 


OJOOOJO.^ . U4 ly . CzU , OD . np 


Method 


AAT/NAP 


Start 


o o o ri 


End 


25172 


GI 


bU4 ^d4 D J 


Score 


118 


Exons 


oo^OA oooyio oonoo OyiOIA 


24874. .25008, 25060. .25172 


GI Descrip. 


(AC(J077oy) unknown protein 


[Oryza "sativa] 


Seq. No. 


55123 


Seq. ID 


OJ000302_02.0419 


Gene No. 


115505 


Strand 


+ 


Start 


25216 


End 


25974 


Name 


OJ000302 02.0419.C20.o7.np 


Method 


AAT/NAP 


Start 


25216 


End 


25974 


GI 


7248393 


Score 


484 


Exons 


25216. .25525, 25616.. 25974 






GI Descrip. 


{AP001389) hypothetical protein [Oryza 


sativa] 


Seq. No. 


55123 


Seq. ID 


OJ000302_02.0419 


Gene No . 


115506 


Strand 




Start 


854 


End 


3232 


Name 


OJ000302 02.0419.C20.ol.np 


Method 


AAT/NAP 


Start 


854 


End 


3232 


GI 


6016874 


Score 


112 ■ 


Exons 


854. .1071, 3210. .3232 






GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R3116) correspond 




region of the predicted gene.; Similar 


to putative AC9 




transposase. {P03010) [Oryza sativa] 




Seq. No. 


55123 


Seq. ID 


OJ000302_02.0419 


Gene No. 


115507 


Strand 




Start 


18866, 


End 


19676 


Name 


OJ000302 02.0419.C20.o2.gp 


Method 


AAT/GAP 


Start 


18866 


End 


19676 


GI 


none 


Score 


1581 


Exons 


18866. ,19676 






Seq. No.. 


55123 


Seq. ID 


OJ000302_02.0419 


Gene No. 


115508 


Strand 




Start 


20603 


End 


23141 


Name 


OJ000302 02.0419.C20.o4.tm 


Method 


TBLASTX: Maize 


Start 


8821 


End 


9258 


GI 


none 


Score • 


74 


Exons 


8821. .8889, 8914. .9108, 9160. .9213, 9214. .9258 



Seq. No. 
Gene No. 



55123 
115508 



Seq. ID 
Strand 



OJ000302 02.0419.C20 



55702 



start 
Name 
Start 
GI 

Exons 



20603 End 
OJ000302_02 .0419. C20 . ol . tw Method 
9160 End 
none Score 
9160. .9204, 9205. .9267, 9295. .9585 



23141 

TBLASTX: Wheat 

9585 

45 



Seql*/No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55123 

115508 

20603 

OJ000302_02.0419.C20.o2.ts 

9382 

none 



Seq. ID OJ000302_02.0419.C20 
Strand 
End 

Method 
End 
Score 



23141 

TBLASTX : Soybean 

9753 

70 



9382. .9504, 9449. .9526, 9462. .9737, .9502. .9753, ^9574. .9753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55123 

115508 

20603 

OJ000302_02.0419.C20.ol.tm 

9516 

none 



Seq. ID OJ000302_02.0419.C20 



Strand 
End 

Method 

End 

Score 



23141 

TBLASTX: Maize 

10101 

154 



9516. .9731, 9516. .9596, 9517. .9855, 9520. .9699, 9639. .9848, 
9906. .10094, 9906. .10100, 9907. .10101 



- 1 



Seq. No. 

Gene_ No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55123- 
115508 
20603 

OJ000302_02.0419.C20.ol.ts 
9886 
none 

988 6. .1017 9, 98 92. .10173, 98 99. .10174 



Seq. ID. OJ000302_02.0419.C2p 
Strand 
End 

Method 
End 
Score 



23141 

TBLASTX: Soybean 

10179 

389 



55123 

115508 

20603 

OJ000302_02 . 04 19 . C20 . o3 . tm 

17199 

none 

17199. .17513, 17203. .17514, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_02.0419.C20 
23141 

TBLASTX: Maize 

17514 

129 



17205. .17513 



Seq. No. 55123 
Gene No. 115508 
Start 20603 

Name OJ000302_02 .0419. C20 . o2 . tm 

Start 17545 
GI none 
Exons 17545. 

17871. 

18594. 

18961. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_02.0419.C20 
23141 

TBLASTX: Maize 

19077 

222 



,17817, 17556. .17780, 1758 4 .. 17 805, 17 609 .. 17857 , 

,17948, 17878. .17934, 17 931 .. 17957 , 18593 .. 18886, 

.18887, 18879. . 18995, 18885 .. 19013, 18892 .. 19077 , 
,19065 



Seq. No. 55123 

Gene No. 115508 

Start 20603 

Name OJ000302_02 . 0419 . C20 .03 . ts 

Start 17653 

GI none 
Exons 



Seq. ID OJ000302_02. 0419.C20 



Strand 
End 

Method 

End 

Score 



231-'41 

TBLASTX: Soybean 

18834 

120 



17653. .17757, 18 633 .. 18833, 18 667 .. 18834 , 18 669 .. 18830 , 



55703 



18692.. 18832 

Seq. No. 55123 Seq. ID OJ000302_02 . 04 19 .-020 

Gene No. 115508 Strand 

Start 20603 End 23141 

Name OJ000302_02 . 04 19 . C20 . o5 . np Method 'AAT/NAP 

Start 20603 End 23141 

GI 4539658 Score 61 

Exons 20603. .20630, 20923 .. 21036, 23097.. 23141 

GI Descrip. (AFd61282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



OJ000302_02,0419.C21 
+ 

1231 
AAT/NAP 
1231 
654 



Seq. No. 55124 Seq. ID 

Gene No. 115509 Strand 

Start 215 End 

Name OJ000302_02 . 04 1 9 . C2 1 . ol . np Method 

Start 215 End 

GI 7248394 Score 

Exons 215. . 1231 

GI Descrip. (AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . --Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
■(AC006446) 



Seq. No. 55124 Seq. ID 

Gene No. 115509 Strand 

Start 215 End 

Name OJ000302_02 . 04 19 . C21 . ol . gs Method 

Start 227 End 

GI none Score 

Exons 227,. 724 



OJ000302_02.0419.C21 
+ 

1231 
GENSCAN 
724 
.82 



Seq. No. 55125 Seq. ID OJ000302_02 . 04 1 9 . 022 

Gene No. 115510 Strand + 

Start 1 End 3931 

Name OJ000302_02 . 04 19 . 022 . ol . np Method - AAT/NAP. 

Start 1 ' • End 2013 

GI 7248394 • Score' 542 

Exons 1..618, 1992.. 2013 

GI Descrip. (AP001389) ESTs 097394 (060113 ), AU075824 (R0165 ), D38985 (R0165 ) 
correspond to a region of the predicted gene . ^Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AO006446) 



Seq. No. 55125 Seq. ID 

Gene No. 115510 - Strand 

Start 1 End 

Name OJ000302_02 .0419. 022 . ol . gs Method 

Start 51 End 

GI none Score 

Exons 51.. 267, 505.. 1103 



GJ000302_02. 0419. 02-2 
+ 

3931 
GENSOAN 
1103 
.79 



Seq. No. 
Gene No. 
Start 



55125 

115510 

1 



Seq. ID OJ000302_02. 0419.022 
Strand + 
End 3931 



55704 



Name 




U4 iy 


. C^^ . Oi. 


. gs 


Method 


GENSCAN 


Start 


1 /L)4 








hnci 


o9ol 




none 








Score 


. / / 


Exons 


'K n c\A one;'? 


'J c: c -7 
OOO / 


"5 Q T 1 

. . oy oi 








Seq. No. 


55125 








Seq. jp 


OJ000302_02.0419 


Gene No. 


115511 








Strand '* 




C +- -1 V 

otart 


4242 








hina 


/I R T7 
40 / / 


Name 


OJ000302 02, 


0419 


.C22.01 


. ts 


Metnoa 


TBLASTX : Soybean 


Start 


470 








hna 


o 0 4 


GI 


none 








Score 


1 4 O 


Exons 


470. .604., 471. .608, 629 


"7 10 


oou . . / 1 o 


7 '50 QQ A 
, / o^: . . O O 4 


Seq. No. 


55125 








Seq. ID 


OJ000302_02.0419 


Gene No. 


115511 








Strand 




Start 


4242 








bna 




Name 


OJ000302_02. 


0419 


.C22.01 


. tm 


Method 


i bLAb 1 A : Ma 1 z e 


Start 










End 


1 /Id 


Gi 


none 








Score 


d4 


Exons 


"*^1334 . . 14 65, 


1491 


. .1715 ' 








Seq. No. 


55125 








Seq. ID 


OJ000302_02.0419 


Gene No. 


115511 








Strand 




Start 


4242 








End 


4 0 / / 


Name 


OJ000302_02. 


0419 


.C22.03 


. t s 


Method 


TBLASTX: Soyb*^an 


Start 


loo / 








End 


164 6 


GI 


none 








Score 




Exons 


1337. .1465, 


1451 


. .1558, 


14 o4 . 


. 1 o4 D 




Seq. No. 


55125 








Seq. ID 


OJ000302_02.0419 


Gene No. 


115511 








Strand 




btari: 


4242 








Lna 


4o / / 


Name 


OJ000302_02. 


0419 


.C22.01 


. tw 


Method 


TBLASTX : Wheat 


Start 


14 yo 








End 


1 y u / 




none 








Score 


O A "7 


Exons 


1493. .1576, 


1494 


. .1907 








Seq. No." 


55125 








Seq. ID 


OJ000302_02.0419 


Gene No. 


115511 








Strand 




o Lar L 


4242 








End 


4577 


Name 


OJ000302 02. 


0419 


C22.02 


. ts 


Method 


TBLASTX : Soybean 


Start 


3578 








End 


3828 




none 








Score 


238 


Exons 


3578. .3823, 


3578 


.3712, 


o c o n 


.3750, 3787. .3828 


Seq. No. 


55125 








Seq. ID 


OJ000302_02.0419 


Gene No. 


115511 








Strand 




otart 


4242 








End 


4577 


Namie 


OJ000302 02. 


0419 


C22.03 


.gs . 


Method 


GENSCAN 


Start 


4242 








End 


4577 


GI 


none 








Score 


.6 


Exons 


4242. .4577 












Seq. No. 


55126 








Seq. ID 


OJ000302 02.0419 


Gene No. 


115512 








Strand 


+ 


Start 


1971 








End 


6043 


Name 


OJ000302 02. 


0419, 


C23.01 


.np 


Method 


AAT/NAP 



55705 




start 


1 y / 1 




End 


6043 




GI 


0U4 Z4 DO 




Score 


95 




Exons 


ly/i. .ZOil, 


3039.. 3142, 5932 


. .6043 






GI Descrip, 


( U U / / o y ) 


unknown protein [Oryza sativa] 




Seq. No.^ 


55127 




Seq. ID 


OJ000222_05.0419, 


,C1 


Gene No . 


115513 




Strand 


+ 




Start 


830 




End 


5236 




Name 


OJ000222 05 


.0419.Cl.o2..np 


Method 


AAT/NAP 




Start 


. 830 




End 


5236 




GI 


6815052 




Score 


1776 




Exons 


830. .983, 1065. .1135, 1417.. 


1538, 1839 


..1938, 2873. .2965, 




3770. .3908, 


3957.. 4691, 4773 


..4846, 5117. .5236 




GI Descrip. 


{AP001080) 


hypothetical protein [Oryza 


sativa ] 




Seq. No. 


55127 




Seq. ID 


UJUUUzzz UO.U4iy, 


Li 


Gene No. 


115514 




Strand 


+ 




btart: 


5883 




End 


O CL T 




Name 


OJ000222 -05 


:0419.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


4 67 




End 


670 




GI 


none 




Score 


210 




Exons 


467. .670, 468. .647 








Seq. No. 


55127. 




Seq. ID 


OJ000222_05.0419. 


CI 


Gene No. 


115514 




Strand 


+ 




Start 


5883 




End 


6257 




Name 


OJ000222 05 


.0419.Cl.o2.ts 


Method 


TBLASTX: Soybean 




Start 


494 




End 


641 




GI - 


none 




Score 


183 




Exons 


494. .640, 495. .641 








Seq. No. 


55127 




Seq. ID 


OJ000222_05.0419. 


CI 


Gene No. 


115514 




Strand 


+ 




Start 


5883 




End 


6257 




Name 


OJ000222 05 


.0419.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3176 




End 


3628 . 




GI 


none 




Score 


98 




Exons 


3176. .3358, 


3209.. 3367, 3374 


..3628, 3451. .3621 




Seq. No. 


55127 




Seq. ID 


OJ000222_05.0419. 


CI 


Gene No. 


115514 




Strand 


+ 




Start 


5883 




End 


6257 




Name 


OJ000222 05 


.0419.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3188 




End 


3568 






none 




Score 


115 




Exons 


3188. .3379, 


3377. .3568 








Seq. No. 


55127 




Seq. ID 


OJ000222_05.0419. 


CI 


Gene No. 


115514 




Strand 


+ 




Start 


5883 




End 


6257 




Name 


OJ000222 05 


.0419.Cl.o3.np 


Method 


AAT/NAP 




Start 


5883 




End 


6257 




GI 


7242910 




Score 


71 




Exons 


5883. .6079, 


6171. .6257 








GI Descrip. 


(AP001383) ] 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


55128 




Seq. ID 


OJ000222_05.0419. 


C5 



55706 



Gene No. 

Start 

Name 

Start 

GI- 

Exons 



115515 
255 

OJ000222_05.0419.C5.ol.gs 

255 

none 



Strand + • 

End 6422 

Method GENSCAN 

End 6422 

Score .55 

255. .436, 1921. .2082, 4260. .4363, 5085. .5353, 5506. .5627, 
6136. .6422 



Seq. No. 55128 Seq. ID 

Gene No. 115516 ' Strand 

Start 8897 End 

Name OJ000222_05 . 04 19 . C5 . o2 . gs Method 

Start 8897 End 

GI none Score 

Exons 8897.. 9186, 9209.. 9263 



OJ000222_05.0419.C5 
+ 

9263 
GENSCAN 
9263 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55128 
115517 
3602 

OJ000222_05.0419,C5.ol.np 
3602 
5852179 



5615 
AAT/NAP 
5615 
238 

3602.. 3757, 4060.. 4174, 5046.. 5305, 5379.. 5615 
{AL117265) zhb0009.1 [Oryza sativa] 



Seq. ID OJ000222_05.0419.C5 
Strand 
End 

Method 
End 
Score 



55129 Seq. ID 

115518 Strand 

34 5 End 

OJ000302_09 . 04 14 . 02 . ol . gs Method 

345 End 

none Score 
345. .668 



OJ000302_09.0414.C2 
+ 

668 

GENSCAN 
668 ' ■ 

.74 



Seq. No. 55129 Seq. ID 

Gene No. 115519 Strand 

Start 1308 End 

Name OJ000302_09 . 04 14 . C2 . o2 . gs Method 

Start 1308 End 

GI none Score 

Exons 1308.. 1318,' 2209.. 2482 



OJ000302_09.0414 .C2 

2482 
GENSCAN 
2482 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55130 Seq. ID 

115520 Strand 

238 End 

OJ000302_09 . 04 14 . C3 . ol . gs Method 

238 End 

none Score 

238. .261, 740. .895, 1069. .1235, 1459.. 



3878.. 3990, 4792. 
7027. .7257, 7390. 



.5007, 5092, 
.7614 



OJ000302_09.0414.C3 
+ 

7614 
GENSCAN 
7614 
.55 

1684, 2718.. 3104, 
.5330, 5634. .5742, 6770. .6983, 



Seq. No. 55130 Seq. ID 

Gene No, 115521 Strand 

Start 8840 End 

Name OJ000302_09 . 04 14 . C3 . ol . np Method 

Start 8651 End 

GI 4836907 Score 



OJ000302_09.0414.C3 
+ 

34913 
AAT/NAP 
34913 
2474 



55707 



Exons 



GI Descrip. 



8651.. 8768, 8969. .9046, 10297 .. 10390, 10872 .. 11081, 

12412. .12528, 12625 12750, 14305 14394 , 14645 .. 14725, 

r4812. .14952, 1628 9 .. 164 14 , 16503 .. 1657 9, 16666 .. 16777 , 

17269. .17412, 18452 .. 18611, 18655 18783, 18850 .. 19099, 

19370. .19411, 20175. .20261, 20642 20752', 21723 .. 2184 4 , 

21933. .22021, 22136 22286, 224 01 22485, 23542 .. 23736, 

24060. .24220, 25026 25135, 25373 25507 , 25796 .. 25864 , 

25939. .26136, 26310 .. 264 16, 2677 1 .. 26923, 27368 .. 274 83, 

27575. .27658, 2774 3 .. 27801 , 28406 .. 284 58 , 29321 .. 294 97 , 

30867 ,..30914, 31507 .. 31665, 32063 .. 32176, 32262 .. 32350, 

32426.-32584, 3267 1 .. 32773, 33312 .. 334 35, 33783 .. 34015 , : 
34669.. 34913 

(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55130 
115521 
8840 

•OJ000302_09.0414.C3.o2 .gs 
8840 



Seq. ID OJ000302_09.0414 ,03 
Strand + 

34913 
GENSCAN 
22500 
.73 



End 

Method 
End 

none Score 
8840. .9038, 10125 .. 10177 , 10862 11025, 11181 .. 11304 , 
12625. . 12750, 14170 .. 14394 , 1628 9 .. 164 14 , 17240 .. 17371 , 
17866. .17968, 18080 .. 18203 , 184 4 7 .. 18624 , 18974 . v 19091, 
19362. .19411, 20642. .20727, 20802 .. 20826, 21750 .. 21844 , 
21933. .22014, 2212 9 .. 2228 9',- 22401.. 22500 



Seq. No. 55130 Seq. ID 

Gene No. 115521 Strand 

Start 8840 End 

Name OJ000302_09 . 04 14 . C3 . o2 . gp Method 

Start 9273 End 

GI 533__1.R1084 Score 

Exons 9273.. 9388, 9411.. 9464 

GI. Descrip. ' 113172/sp | P15543 | ACP3_H0RVU 9.0e-52 ACYL CARRIER PROTEIN III 

'PRECU-RSOR- (AGP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl - carrier protein III [Hordeum 
vulgare] ' 



OJ000302_09.0414.C3 
+ 

34913 
AAT/GAP 
9464 
191 



Seq. No. 55130 Seq. ID 

Gene No. 115521 Strand 

Start 8840 End 

Name OJ000302_09 . 04 14 . C3 . o3 , gp Method 

Start 13060 End 

GI 5455363 Score 

Exons 13060. . 13126, 13190.. 13217 

GI Descrip. 3176667 l.Oe-17 (AC004393) Similar to hypothetical 41.9KD 
protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] 



OJ000302_09.0414,C3 
+ 

34913 
AAT/GAP 
13217 
110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55130 

115521 

8840 

OJ000302_09 . 04 14 . 03 . o3 . gs 

22631 

none 



Seq. ID OJ000302 09.0414.03 



Strand 
End 

Method 

End 

Score 



-f- 

34913 
GENSOAN 
34905 
.76 



22631. .22642, . 23650. .23747, 23858 .. 23948, 24060 .. 24 220, 



55708 



25026. .25135, 25373 25507 , 257 96 25864 , 25948 26128 , 
26302. .26416, 27368 27483, 27575 27658 , 2774 3 .. 27855, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29370. .29497, 30867 .. 30914 , 31507. 
32262. .32350, 32426 .. 32584 , 32671. 
33833. .34015, 34669.. 34905 



.31665, 32063. .32176, 
.32773, 33312. .33431, 



55130 

115521 

8840 

OJ000302_09.0414.C3, 

22800 

4883602 

22800. .22907, 24068. 
25796. .25864, 25963. 
27368. .27483, 27743. 
31507. .31665, 32063. 
33846. .34015, 34669.. 
{AC006922) putative 



Seq. ID 
Strand 
End 34913 
o2;np Method AAT/NAP 

End 34 902 

Score 2224 
.24220, 25026. .25135, 25373 
.26128, 26302. .26416, 26804 
28406. ,28448, 29335 
32665. ,32773, 33312 



OJ000302_09.0414 .C3 
+ 



.25507, 
.26923, 
.29497, 
.33435, 



.27861, 
.32196, 
.34902 

glucan synthase [Arabidopsis thaliana] 



55130 Seq. ID 

115521 Strand 
8840 End 
OJ000302_09. 0414 .C3.04 .gp Method 
23668 End , 

53784_1.R1084 Score 
23668. .23747, 23858 .. 2394 8 , 24060 .. 24220 , 25026. .25141 
M588012/gb|AAD25952.1|AF085717_l 4.0e-43 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] * 



OJ000302_09.0414.C3 
+ 

34913 
AAT/GAP 
25141 ' 
792 



55130 

115521 

8840 

OJ000302_09.0414.C3.o5.gp 

30883 

4878427 



Seq. ID 
Strand 
End 

Method 
End 
Score 

30883. .30914, 31507 .. 31665, 32063 .. 32176, 32262. .32306 
4588012/gb|AAD25952.1|AF085717_l 3.0e-43 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] 



OJ000302_09.0414 .03 
+ 

34913 
AAT/GAP 
32306 
596 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_09.0414.C3 



55130 
115521 
8840 

OJ000302_09.0414 .C3.o6.gp 
32674 
,2799887 

32674. .32773, 33312 .. 33431 , 
34669. .34770 

4588012/gb|AAD25952.1|AF085717_l 4.0e-43 {AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] 



34913 
AAT/GAP 
34770 
875 



33692. .33742, 33833 .. 34015, 



55130 Seq. ID 

115522 Strand 

684 End 
OJ000302_09.0414.C3.ol.gp ■ Method 

684 End 

77434_1.R1084 Score 
684 . .739 



OJ000302_09.0414 .03 
739 

AAT/GAP 

739 

84 



55709 



GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



•2827528/eiTib|CAA16536.1| 2.0e-10 (AL021633) predicted protein 
[Arabidopsis thaliana] ' 



55130 
115523 
18466 
OJ000302 
18466 
none 
18466 
18728 
18871 



09.0414 .C3.o5.tm 



18624, 
18784, 
18933 



18466. .18624, 
18730. .18786, 



Seq. ID 

Strand 

End " 

Method 

End 

Score 
18479. . 18640, 
18730. . 18786, 



OJ000302 09. 0414. C3 



18933 

TBLASTX: Maize 
18933 
235 

18591. .18638, 
18870. .18929, 



Seq. No. 55130 

Gene No. 115524 

Start 21756 

Name OJ000302_09 . 04 14 . C3 . o2 . ts 

Start 21756 

GI none 
Exons • 



Seq. ID OJ000302_09.0414.C3 



Strand 
End 

Method 

End 

Score 



22017 

TBLASTX : Soybean 
22017 , 
127 , 



21756. .21842, 21762 .. 21860, 21934 .. 22017 , 21960.. 22013 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55130 
115525 
23655 
■OJ000302 
23655 
none 
23655 
23796 
24058 



09.0414 .C3.04 .tm 



23708, 
23948, 
24219, 



23656. 
23817. 
24059. 



,23745, 
,23966, 
,24220, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
23659. .23745, 
23855. .23974, 



OJ000302 09. 0414. C3 



25089 

TBLASTX: Maize 
25089 
126 

23660. .23746, 
24056. .24208, 



24060. .24218, 25024. .25089 



Seq. No. 55130 Seq. ID 

Gene No. 115526 Strand 

Start 25362 End 

Name OJ000302_09 . 0414 . C3 . o3 . ts Method 

Start 25362 End 

GI none Score 

Exons 25362. .25511, 25372 .. 25506, 25792 25848 , 257 93 .■.2584 9, 
25795. .25851 



OJ000302_09.0414.C3 
34946 

TBLASTX : Soybean 
25851 
197 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55130 
115526 
25362 

OJ000302_09.0414.C3.o6.tm 
25428 



Seq. ID OJ000302_09.0414.C3 
Strand 

34946 

TBLASTX: Maize 
26934 
117 



End 

Method 
End 

none Score 
25428. .25511, 25429 .. 25506, 257 95 25878 , 257 95 .. 25863, 
25799. .25864, 2597 9 .. 26131 , 25980 .. 2614 1 , 26288 .. 26416', 
26296. .26418, 26303 .. 264 16, 26353 .. 26421, 26797 .. 26925, 
26801. .26923, 26802 .. 26924 , 26802 .. 26933, 26803.. 26934 



Seq. No. 55130 Seq. ID 

Gene No. . 115526 Strand 

Start 25362 End 

Name OJ000302_09 . 0414 . C3 . ol . ts Method 

Start 26797 End 

GI none Score' 



OJ000302_09.0414.C3 
34946 

TBLASTX: Soybean 

34926 

200 



55710 



Exons 



26191 . 
27365. 
21551 , 
21141 , 
29319. 
31506. 
32062. 
32424. 
32670. 
33323. 
34668. , 



26925, 
27481, 
27658, 
27851, 
29501, 
31661, 
32172, 
32579, 
32774, 
33391, 
34916 



26801, 
27365, 
27573, 
28405. 
29320. 
31507. 
32259. 
32426. 
32675. 
33820. 



.26923, 
.27475, 
.27713, 
.28461, 
.29502, 
.31662, 
.32360, 
.32584, 
.32791, 
.34014, 



26801, 
27367. 
27722. 
29306. 
29321. 
31557. 
32261. 
32427. 
32679. 
33830. 



.26971, 
.27489, 
.27856, 
.29497, 
.29500, 
.31667, 
.32356, 
.32585, 
.32795, 
.34021, 



26803. 
27367. 
27741. 
29319. 
30867. 
32060. 
32407. 
32669. 
33312. 
34660. 



.26925, 
.27483, 
.27872, 
.29495, 
.30938, 
.32176, 
.32583, 
.32773, 
.33434, 
.34926, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55130 
115526 
25362 

OJ000302_09.0414 .C3.o4 . tc 
26840 



End 

Method 
End 

none Score 
26840. .26923, 2684.2 .. 26925, 27365 274 81 , 27365 . . 274 8 1 , 
27367. .27483, 27597 .. 27659, 27599.-27 658, 27726 .. 27851, 
27742. .27825 



Seq. ID OJ000302_09.0414.C3 
Strand 

34946 

TBLASTX: Cress 
27851 
125 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55130 

115526 

25362 

0 J000302_09 . 0414 . C3 . o3 . tm 

27368 

none 

27368. .27481, 27368. 
27564 . .27656, 27573. 
27753. .27857, 27754. 
29321. .29482 



27481, 
27659, 
27906, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27373 

27575 



OJ000302 09. 0414. C3 



34946 

TBLASTX: Maize 
29482 
147 

27483, 27542. .27655, 
27664, 27741. .27872, 



28405. .28461, 29320 .. 29481, 



Seq. No. 55130 

Gene No. 115526 

Start 25362 

Name OJ000302_09 . 0414 . C3 , o5 . tc 

Start 28405 

GI none 

Exons 28405. .28461, 29293 .. 29502, 
30867. .30938, 31047.. 31088 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_09.0414.C3 
34946 

TBLASTX: Cress 

31088 

92 



29327. .29500, 29327 .. 29521 , 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55130 

115526 

25362 

OJ000302_09.0414 .C3.o3.tw 

29363 

none 

29363. .29500, 29377 .. 29502, 
30865. .30915, 31506 .. 31667, 

55130 

115526 

25362 

OJ000302_09.0414 .C3.ol.tm 

31530 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 09. 0414. C3 



34 94^6 

TBLASTX: Wheat 
31671 
214 

29383. .29502, 30848. .30916, 
31506. . 31664, 31507. .31671 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_09.0414.C3 
34946 

TBLASTX: Maize 

33735 

179 



55711 






Exons' 


31530. .31667, 31530, 


. .31664, 


31531. .31674, 31532. .31666, 








oon>iri ooTT/ o'^aco 


. .32175, 


32053. .32175, 32054 .. 3217 6, 








OOA/"'^ OOIT/" D'^OITj* 

32063 3217 6, 32254. 


. , 32352, 


32258. .32350, 32259. .32360, 








OOylOvl TOC'TA 'TJOjI'^T 

32424 .. 32579, 32427. 


. . 32585, 


32429. .32584, 32662 32772 , 








OO/'^A '^OT'I'^ ■^O/'TA 

32669 .. 32773/ 32672. 


. . 32773, 


33314 . .334 39, 33315. .334 34, 








33doo . . 33 /35 












Seq. No. 


55130 




Seq. ID 


OJ000302_09.0414 


.C3 




Gene No. 


115526 




Strand 








Start 


25362 




End. 


34946 






Name 


OJU0Q302 09. 0414. C3. 


, o3 . tc 


Method 


TBLASTX: Cress 






Start 


31558 




End 


32368 






GI 


none 




Score 


141 






Exons 


31558 31 662, 31560. 


, . 31667 , 


31560. .31655, 32060 .. 32176, 








OOAT1 "^AITC 'DOA'^A 

3z0 /I . . 32175, 32232, 


, . 32354 , 


32258. .32368, 32259. .32363 






Seq. No. 


55130 




Seq. ID 


OJ000302_09.0414 


.C3 




Gene No. 


115526 




Strand 








Start 


o c o A 
25362 




End 


34946 






Name 


TAAAAAA AA AjII a 

OJ000302 09. 0414. C3. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


*!) A A A 

32062 




End 


32351 






GI 


none 




Score 


148 






Exons 


AAA/"A AA1TA AAA/~A 

32062 .. 32172, 32063. 


.32176, 


32259. .32351, 32261.. 32350 




; =^ 


Seq. No. 


55130 




Seq. ID 


OJ000302_09. 0.414 


.C3 


r 


Gene No. 


115526 




Strand 








Start 


25362 




End 


34946 




C3 


Name 


XAAAAAA AA AvIIjI /~«A 

OJ000302 09. 0414. C3. 


o2 . tc 


Method 


TBLASTX: Cress 






Start 


32432 




End 


32775 






GI 


none 




Score 


216 ■ 






Exons 


324 32 .. 32584 , 32433. 


. 32585, 


32669. .32770, 32674 .. 32736, 




? i g 
■ ~ 




32 680 . . 32775 












Seq. No. 


55130 




Seq. ID 


OJ000302_09.0414 


.C3 




Gene No. 


115526 




, Strand 








Start 


A C O A 

25362 




End 


34946 






Name 


OJ000302_09 . 0414 . C3 . 


o2 . tw 


Method 


TBLASTX: Wheat 






Start 


33866 




End 


348-93 






GI 


none 




Score 


104 






Exons 


338 66 .. 34021, 34660. 


. 34884 , 


34668. .34886, 34783.. 34893 






Seq. No. 


55130 




Seq. ID 


OJ000302_09.0414 


.C3 




Gene No. 


115526 




Strand 








Start 


25362 




End 


34946 






Name 


TAAAAAA AA A>I1JI /^"^ 

OJ000302 09.0414.03. 


o2 . tm 


Method 


TBLASTX: Maize 






Start 


33880 




End ■ 


34946 






GI 


none 




Score 


146 






Exons 


AAAAA "^JlAlJl 

33880 34014 , 33881. 


.34018', 


33888. .34016, 34659. .34898, 








34 ddU . . 34 905, 34667. 


. 34 918, 


34677. .34946 






oeq . NO . 






Seq. ID 


OJ000302_09.0414 


. C3 




Gene No. 


115526 




Strand 








Start 


25362 




End 


34946 






Name 


OJ000302 09. 0414. C3. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


33950 




End 


34905 






GI 


none 




Score 


100 






Exons 


33950. .34021, 34660. 


.34905, 


34668. .34898, 34711. .34899 





55712 



Seq. No. 55131 Seq. ID 

Gene No. 115527 Strand 

Start 39 End 

Name OJ000302_09 . 04 14 . C4 . ol . gs Method 

Start . 39 End 

GI none Score 

Exons 39.. 425 



OJ000302_09.0414 .C4 
+ 

425 

GENSCAN 

425 

.81 



Seq. No. 

Gen'e No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000302_0'9.0414.C4 
+ 

4268 
AAT/GAP 
4268 
1003 



55131 Seq. ID 

115528 Strand 
3810 End 
OJ000302_09.0414.C4 .ol.gp Method 
3750 • End 

666_7.R1084 Score 
3750. .4268 

'122106/sp|P02308|H4_WHEAT 5.0e-42 HISTONE H4 

>gi_70771_pir HSZM4 histone H4 - maize >gi__81642_pir S06904 

histone H4 - Arabidopsis thaliana >gi 2119028 pir . S60475 
histone H4 - garden pea >gi_21795_emb_CAA24 924_ {X00043) histone 
H4 [Triticum aestivum] >gi_166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742 (M17133) histone H4 
[Arabidopsis thaliana] >gi_168499 (M3.6659) histon' 



55131 Seq. ID 

115528 Strand 

3810 End 

OJ000302_09. 0414 .04 .o2.np Method 

3765 End. 

7504327 Score 
3765. .4118 

hypothetical protein F55G1.11 - Caenorhabditis elegans 

gi| 1326372|gb|AAB00649.1| {U58750) Similar to Histone 
[Caenorhabditis elegans] 



OJ000302_09^.0414.C4 
+ 

4268 
AAT/NAP 
4118 
519 



55131 Seq. ID 

115528 Strand 

3810 . ■'- End' 

OJ000302_09. 0414.C4 .o3.gs Method 

3810 End 

none Score 
3810. .4121 



OJ000302_09.0414.C4 
+ 

4268 
GENSCAN 
4121 
1 



Seq. No. 55131 Seq. ID 

Gene No. 115529 Strand 

Start 5049 End 

Name OJ000302_09 . 04 14 . C4 . o4 . gs Method 

Start 5049 End 

GI none Score 

Exons 5049.. 5155, 5821 



OJ000302_09.0414 .C4 
+ 

25401 
GENSCAN 
16350 
.57 



.5846, 8135. .8243, 8737. .8786, 9242. .9283, 
10707. .10748, 11396. .11510, 12427 .. 12550 , 13441 .. 13486, 
14040. .14317, 14503. .14859, 14 963 .. 15376, 15478 .. 15559, 
15725.. 16350 



Seq. No. 
Gene No. 
Start 



55131 

115529 

5049 



Seq. ID OJ000302_09.0414 .C4 
Strand + 
End 25401 



55713 



Name OJ000302_09 . 04 14 , C4 . o3 . np Method AAT/NAP 

Start 12395 End 21608 

GI 6227016 Score 744 

Exons 12395. . 12550, 14 04 0 . . 14317 , 14503 14859, 14 963 15362 , 

15613. .16076, 21532.. 21608 
GI Descrip. (AC009513) Contains similarity' to gb|AF123310 NAC domain protein 

NAM gene from Arabidopsis thaliana 



Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55131 

115529 

5049 

OJ000302_09. 0414 .C4 .o4 .np 

16632 

6069646 



OJ000302__09.0414.C4 
+ 

25401 
AAT/NAP 
21963 
996 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16632. .16746, 19886 .. 20691, 20974. .21963 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55131 

115529 

5049 

OJ000302_09.0414 .04 .o5.gs 

17642 

none 



Seq. ID OJ000302_09.0414.O4 
Strand + 
End . 25401 

rMethod • GENSCAN 
End 24975 
Score .69 



17 642. .18371, 18566. : 18 925, 19128. .19263, 19275. .21737, 
22343. .22640, 24277 .. 24315, 24 4 18 .. 24 522 , 24781. .24975 



Seq. No. 55131 
Gene No. 115529 
Start 5049 

Name OJ000302_09 . 04 14 . 04 . o5 . np 

Start 22294 
GI ■ 6227015 

Exons 22294 . .22371, 22509 .. 2264 0 , 

23373. .23585, 23675 .'. 2374 6, 

24781. .24946, 25105 .. 25213, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22723 

24086 



OJ000302_09.0414, 
+ 



04 



25401 
AAT/NAP 
25401 
822 

22820, 23137, 
24210, 24418, 



25318. .25401 



.23191, 
.24522, 



GI Descrip. (AO009513) F12P19.7 [Arabidopsis thaliana] 



Seq. No. 55131 

Gene No. 115530 

Start 26041 

Name OJ000302_09 . 04 14 . 04 . o2 . tm 

Start 3802 

GI none 
Exons . 



Seq. ID OJ000302_09.0414 .04 
Strand 
End 

Method 
End 
Score 



30446 

TBLASTX: Maize 

4136 

44 



3802. .3879, 3805. .3837, 3854. .4135, 3873. .4136 



Seq. No. 55131 Seq. ID 

Gene No. 115530 Strand 

Start 26041 End 

Name OJ000302__09 . 04 14 . 04 . ol . tc Method 

Start 3854 End 

GI none Score 

Exons 3854.. 4117, 3873.. 4124 



OJ000302_09.0414 .04 
30446 

TBLASTX: Ore ss 

4124 

414 



55714 



Seq. No. . 55131 Seq. ID 

Gene No, 115530 Strand 

Start 26041 End 

Name OJ000302_09 . 04 14 . C4 , ol . tw Method 

Start ' 3854 End 

GI none Score 

Exons 3854.. 4135, 3873.. 4139 



OJ000302_09.0414.C4 
30446 

TBLASTX: Wheat 

4139 

424 



Seq. No. 55131 Seq. ID 

Gene No. 115530 Strand 

Start 26041 . End 

Name OJ000302_09 . 0414 .C4 . ol . ts Method 

Start 3854 End 

GI none Score 

Exons 3854.. 4135, 3873.. 4142 



OJ000302_09.0414.C4 
30446 

TBLASTX : Soybean 

4142 

423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55131 

115530 

26041 

OJ000302_09.0414.C4.o6.tm 

12394 

none 



Seq. ID OJ000302_09.0414 .C4 
Strand 
End 

Method 
End 
Score 



30446 

TBLASTX: Maize 

14275 

"134 



12394. .12501, 12395. .12502, 12502. .1254 9, 14 038 .. 14274 , 
14 038. .14268, 14 039. .14275 



Seq. No. 55131 

Gene No. 115530 
Start . 26041 

Name OJ000302_09 . 04 14 . C4 . o3 . to. 

Start 12395 

GI none 
Exons 



Seq. ID OJ000302_09.0414 .C4 
Strand 
End 

Method 
End 
Score 



30446 

TBLASTX: Cress 

14347 

125 



12395. .12505, 124 15 .. 1248 6, 12484 .. 1254 6, 12506 .. 1254 4 , 
14045. .14347, 14062 .. 14268 , 14069. .14311 



Seq. No. 55131 

Gene No. 115530 

Start 26041 ., 

Name OJ000302_09 . 04 14 . C4 . o3 . ts 

Start 12404 

GI none 

Exons 12404 . .12502, 124 15 .. 12501, 
14042. .14326, 14 062 .. 14268 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12483 

14063 



OJ000302 09. 0414. C4 



30446 

TBLASTX : Soybean 
14592 
127 

12551, 12502. .12564, 
14302, 14479. .14592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55131 

115530 

26041 

OJ000302_09.0414 .C4 .o3. tw 

14060 

none 



Seq. ID OJ000302_09.0414.C4 
Strand 
End 

Method 
End 
Score 



30446 

TBLASTX: Wheat 

14329 

284- 



14 060. .14 32 9, 14 062 .. 14265 , 14 063. .14 293 



Seq. No. 55131 Seq. ID 

Gene No. 115530 Strand 

Start 26041 End 

Name OJ000302_09 . 0414 . C4 . olO . tm Method 

Start 14727 End 

GI none Score 



OJ000302_09.0414 .C4 
30446 

TBLASTX: Maize 

14868 

158 



55715 




Exons 


14727 .. 14861, 14727 


. .14861, 


14728 . . 148i 


68, 14734 . . 14865 




Seq. No. 


55131 




-Seq. ID 


Oj000302_09.0414 


.04 


Gene No. 


115530 




Strand 






Start 


26041 




End 


30446 




Name 


OJ000302 09. 0414. C4 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


18820 




End 


19065 




GI 


none 




Score 


142 




Exons 


18820 .. 18957, 18961 


. . 19065 








Seq. No. 


55131 




Seq.. ID 


OJ000302 09.0414, 


.04 


Gene No. 


115530 




Strand 


- 




Start 


2604 1 




End 


3044 6 




Name 


OJ000302 09. 0414. C4 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


19276 




End 


19715 




GI 


none 




Score 


341 




Exons 


19276 .. 19707, 19299 


. .19715 








Seq. No. 


55131 




Seq. ID 


'OJ000302 09.0414, 


.04 


Gene No. 


115530 




Strand 


- 




Start 


26041 




End 


30446 




Name 


OJ000302 09. 0414 .04 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19786 




End 


20121 




GI 


' none 




Score 


83 




Exons 


19786..19938v 19939 


. . 20121 








Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414, 


.04 


Gene No. 


115530 




Strand 






Start 


26041 




End 


30446 




Name 


OJ000302 09. 0414 .C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19867 




End 


20232 




GI 


none 




Score 


374 




Exons 


19867 .. 20232, 19878 


. .20231 








Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414 . 


.04 


Gene No. 


:115530 




Strand 






Start 


2 6041 




End 


30446 




Name 


OJ000302 09. 0414. C4, 


.'61 . tm 


Method 


TBLASTX: Maize 




Start 


20233 




End 


20915 




GI 


none 




Score 


476 




Exons 


20233 .. 20907, 20271, 


. . 20375, 


20400. .20558, 20637. .20915 




Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414. 


.04 


Gene No. 


115530 




Strand 






Start 


26041 




End 


30446 




Name 


OJ000302 09. 0414. C4, 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


20527 




End. 


21069 




GI 


none 




Score 


160 




Exons 


20521 . .20811 , 20658. 


... 20825, 


20884 . .20907, 20937 .. 2104 4 , 






20938 . .21069 










Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414. 


04 


Gene No. 


115530 




Strand 






Start 


26041 




End 


304 4 6 




Name 


OJ000302 09. 0414. C4, 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


20548 




End 


20988 




GI 


none 




Score 


253 





55716 




Exons 


onc/o ono^/ or\ccr* 

zUo4y ,. 208 44 , 20550. 


O A O yl A 

. 20840, 


20830. .20988, 20895 20984 - 




Seq. No. 


55131 




Seq. ID 


OJ000302_09,0414 


,04 


Gene No. 


115530 




Strand 


- 




Start 


O C A /I 1 




End 


30446 




Name 


OJ000J02 Oy.0414.C4. 


o9 . tm 


Method 


TBLASTX: Maize 




Start 


o n A T A 

zoy ly 




End 


21144 




GI 


none 




Score 


226 




Exons 


OAATA onnon 

zuyiy..2ii4o, zoyzu. 


O 1 1 yi yi 
.21144 








Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414 


.04 


Gene No. 


115530 




Strand 


- 




Start 


O ^ A /I 1 

2d04 1 




End 


30446 




Name 


OJ000302 09. 0414. C4. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


21148 




End 


21537 




GI 


none 




Score 


78 




Exons 


OII/IO OI'^OT 

21148 ,. 21327, 21385. 


. 21537 








Seq. No. 


55131 




Seq. ID* 


OJ000302_09,0414 


.04 


Gene No. 


115530 




Strand 


- 




Start 


O ^ A >l 1 

2 d04 1 




End 


30446 




Name 


OJ000302 09,0414,04. 


o7 , tm 


Method 


TBLASTX: Maize 




Start 


21475 




End 


21756 




GI 


none 




Score 


308 




Exons 


OT/ITC OITC/C OTyiOl 

214 /5 , , 21 /OD, 21481. 


. 21693 








Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414 


.04 


Gene No. 


115530 




Strand 


- 




Start 


O ^ A /I T 

2oU4 1 




End 


30446 




Name 


OJ000302 09.0414.04, 


o6 . tw 


Method 


TBLASTX: Wheat 




Start 


21544 




End 


21945 




GI 


none 




Score 


97 




Exons 


OTt/l/I OT^TA"!! OTTTO 

2X044 .. zloyj, ZlliZ* 


o 1 A yi c 

, 2 iy4o 








Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414 


. 04 


Gene No. 


. 115530 




Strand 






Start 


26041 




.End ■ 


30446 




Name 


/^TAAAOAA AA A^1/1 o/t 

OJU0U3U2 Oy. 0414.04. 


o4 . to.-- 


Method 


TBLASTX :Oress • 




Start 


22541 




End 


22827 




GI 


none 




Score 


115 




Exons 


OOCOA OOCCI 

2254 1 .. 22582 , 22551. 


. 22640 , 


22566. ,22670, 22722 22826, 






22723 .. 22827 










Seq, No, 


55131 




Seq. ID 


OJ000302_09.0414 


. 04 


Gene No , 


■ 115530 




Strand 






Start 


26041 




End 


30446 




Name 


OJ000302_09.0414.O4. 


oS.tm 


Method 


TBLASTX: Maize 




Start 


22541 




End 


23461 . 




GI 


none 




Score 


128 




Exons 


OOC/11 OOCOO OOCCI 

2254 1 .. 22582, 22551. 


. 22640, 


22566. .22640, 22656 .. 22823, 






22720 22824 22721 


22R4 Q 


22723. .22824, 23316 .. 23459, 






23372. .23461, 23372. 


.23458, 


23376. .23459 




Seq, No. 


55131 ■ ■ 




Seq. ID 


OJ000302_09.0414 


.04 


Gene No. 


115530 




Strand 






Start 


26041 




End 


30446 




Name 


OJ000302 09. 0414. 04. 


o6 . ts 


Method 


TBLASTX: Soybean 





55717 



start 


22541 




End 


22809 




GI 


none 




Score 


110 




Exons 


OOCyll OOCOC '^OfTfTI 

22541 .. 22585, 22551 


. .22640, 


22566. .22631, 22719 .. 22808 , 






22723 . . 22809 










Seq, No. 


55131 




Seq. ID 


OJ000302_09.0414 


.C4 


Gene No. 


115530 




Strand ' 






Start 


26041 




End 


30446 




Name 


OJ000302_09.0414.C4 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


25160 




End 


25439 




GI 


none 




Score 


45 




Exons 


25160 .. 25186, 25161 


. . 25187 , 


25161. .251i 


37, 25171. .25224, 






25175 .. 25213, 25240 


. . 25428, 


25240, .25425, 25275 .. 254 39, 






25323 . - 25427 










Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414 


.C4 


Gene No. 


115530 




Strand 






Start 


• 26041 




End 


30446 




Name 


OJ000302_09.0414 .C4 


. o6 . gs . 


Method 


GENSCAN 




Start 


26041 




End 


30446 " 




GI 


none 




Score 


. 65 




Exons 


2 60 41.. 26101, 27105 


. . 27338, 


27528. .27803, 2804 5 .. 28 115 , 






or>o/"i ooo/~o or»vi^o 

28261 .. 28368 29408 


. .29483, 


29634. .2971 


51, 29905. .30016, 






30280 . .^30446 










Seq. No. 


55131 




Seq. ID 


OJ000302__09.0414 


. C4 


Gene No. 


115530 




Strand 






Start 


26041 




End 


30446 




Name 


OJ000302_09.0414.C4 


. o6 .np 


Method 


AAT/NAP 




Start 


26047 




End 


28688 




GI 


4835763 




Score 


855 




Exons 


26047 .. 26101, 27105 


. .27397, 


27505. .27803, 28045 28111 , 






28257 .. 28427 , 28458 


. .28532, 


28635. .28688 




GI Descrip. 


(AC007202) ToK14 . 13 


[Arabidopsis thaliana] 




Seq. No. 


55131 




Seq. ID 


OJ000302__09.0414 


. C4 


Gene No. 


115530 




. Strand 






Start 


26041 




End 


30446 • 




Name 


OJ000302_09 . 04 14 . C4 , 


.o2.tc' 


Method. 


TBLASTX: Cress 




Start 


26050 




End 


27724 




GI 


none 




Score 


186 




Exons 


o/^/^r*/^ '^/"■iir~ '^T'l/^j) 

26050 26115, 27104. 


. .27127, 


27125. .27397, 2714 4 .. 27398 , 






o'^i~'^i o*~t"ii(^ O'^r''^'^ 

27521 .. 27718, 27522. 


. .27719, 


27545. .27724 




Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414 


.C4 


Gene No. 


115530 




Strand 






Start 


26041 




End 


30446 




Name 


OJ000302 09. 0414. C4, 


.o2.ts 


Method 


. TBLASTX': Soybean 




Start 


26050 




End 


27398 




GI 


none 




Score 


65 




Exons 


26050 . .26103, 26066. 


. .26152, 


27116. .27397, 2712 9. .27398 




Seq. No. 


55131 




Seq. ID 


OJ000302_09.0414 


.04 


Gene No. 


115530 




Strand 






Start 


26041 




End 


30446 




Name 


OJ000302 09. 0414. C4. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


27104 




End 


27820 





55718 






none 




Score 


162 




Exons 




. . z / J y / , 


27134. .27394, 27 14 4 27398 , 






O T O CL n O "7 ^ Q Q OnOQC^ 


O T O O O 

. . z / jy 0 , 


27521. .27820, 27522.. 27791 




beq. JNO. 


DDI JI 




Seq. ID, 


OJ000302_09.0414 




Gene No. 


II5530 




Strand 






Start 


26041 




End 


30446 




Name 




. o4 . t s 


Method 


TBLASTX: Soybean 




b tar L 


O T R 0 T 
Z / OZ / 




End 


28085 






none 




Score 


143 




Exons 


onc^on onnoA otroq 
Z / DZ 1 , , Z t 1 Z^ f Z I DZo 


onn'\ o. 


27553. .27726, 27722 .. 278 14 , 






onnoo OTQHt; oon/i/i 


0 Q n Q 








beq. JNO. 


DDI JI 




Seq. ID 


OJ000302_09.0414 




Gene No . 


1 1 O A 

i lOD JU 




Strand 






Start 


26041 




End 


30446 




Name 


OJ000302_09.0414.C4 


. ol2. tm 


Method 


TBLASTX: Maize 




btart 


ZoU4 1 




End 


28694 




GI 


none 




Score 


63 • 




Exons 


oon/ii ooiTc oon>io 
ZO U4 I . . Zo I lo , ZoU4z 


. . ZoIIfo, 


28044.. 28115, 28258 .. 2837 1 , 






ooo/cr\ ooTco ooom 


O O T O 


28455. .28532, 284 65 .. 28533, 






Zo boU . . Zo oyz , ZobJZ 


O Q C Q 1 

. . Zobyi , 


28635. .28694 




Seq. No. 


55132 




Seq. ID 


OJ000302_09.0414 


.05 


Gene No. 


II553I 




Strand 


+ ■ 




Start 


: 4290 




End 


7722 




Name 


6J000302 09.0414.05 


. o2 . gs 


Method 


GENSOAN 




Start 


4290 




End 


7722 




C T 


none 




Score 


.56 




Exons 


4290. .4477, 5677. .5845, 7615 


. .7722 






Seq. No. 


55132 




Seq. ID 


OJ000302_09.0414 


. Co 


Gene No. 


115532 




Strand 


+ 




Start , 


9673 




End 


15354 




Name 


OJ000302 09. 0414. 05 


o3 . gs 


Method 


GENSOAN 




Start 


9673 




End 


15354 




GI 


•none 




Score 


.71 . 




Exons 


9673.. 9830, 9879.. 10105, 11758.. 11850, 


14659. -.14771, . 






14947. .15354 










Seq. No. 


55132 




Seq. ID 


OJ000302_09.0414 


.05 


Gene No. 


115533 




Strand 






btar L 


977 




End 


4564 




Name 


. OJ000302 09.0414 .05 


ol.gp 


Method 


AAT/GAP 




Start 


837 




End 


1540 




GI 


3760217 




Score 


706 




Exons 


837. -.1180, 1504. .1540 








o c q . IN o . 


55132 




Seq. ID 


OJ000302_09.0414 


.05 


Gene No. 


115533 




Strand 






Start 


977 




End 


4564 




Name 


OJ000302 09.0414.05. 


ol . gs 


Method 


GENSOAN 




Start 


977 




End 


3957 




GI 


none 




Score 


.74 




Exons 


•977. .1180, 1504. .1585, 1851. 


.2304, 3008 


. .3379, 3464. .3622, 



3864 . .3957 



55719 



Seq.. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55132 

115533 

977 

OJ000302_09.0414 .C5.ol.np 
980 

4038035 

980. .1180, 1504. .1585, 1851. 



OJ000302_09.0414 .05 

4564 
AAT/NAP 
4470 
606 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2361, 2988. -.3581, 4429.. 4470 



(AC005936) hypothetical protein [Arabidopsis thaliana] 



55132 
115533 . 
977 

OJ000302_09.0414 .C5.o2,gp 

3280 

700385 



Seq. ID OJ000302_09.0414.C5 
Strand 

End 4 564 

Method AAT/GAP 

End 4564 

Score 628 



3280. .3379, 3464. .3581, 4429.-4564 



Seq. No. 55132 Seq. ID 

Gene No. 115534 Strand 

Start 4811 End 

Name OJ000302_09 . 0414 . C5 . o2 . np Method 

Start 4811 End 

GI 6815099 Score 

Exons .4811. .-4927, 6100.. 6116 

GI Descrip. {AP001081) hypothetical protein [Oryza sativa]' 



OJ000302_09.0414 .C5. 

6116 
AAT/NAP 
6116 
89 



Seq. No. 55132 
Gene No. 115535 
Start 11373 

Name OJ000302_09 . 0414 . 05 . ol . tm 

Start 3083 
GI none 

Exons 3083.. 3184, 3086.. 3232, 3088. 

3463. .3519, 3464. .3520, 3465. 
3516. .3584, 3529. .3582 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3378, 3163 
.3524, 3468 



OJ000302 09.0414.05 



16258 

TBLASTX: Maize 
3584 
75 

3378, 3308, 
3527, 3514. 



, 3379, 
,3573, 



Seq. No. 55132 ' 

Gene No. 115535 

Start 11373 

Name OJ000302_09 . 04 14 . 05 . o3 . gp 

Start 11373 

GI 40118_1.R1084 

Exons 11373. .11812, 12552 .. 12629, 

GI Descrip. '4038034 l.Oe-20 (AC005936) 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 09.0414.05 



16258 
AAT/GAP 
12730 
1016 
12705. .12730 

unknown protein [Arabidopsis 



Seq. No. 55132 Seq. ID 

Gene No. 115535 Strand 

Start 11373 End 

Name OJ000302_09 . 04 14 . 05 , o3 . tm Method 

Start 11718 End 

GI none Score 
Exons 



OJ000302_09.0414 .05 
16258 

TBLASTX: Maize 

13557 

126 



11718. .11813, 11718. .11819, 11720 .. 11830, 1254 9 .. 12 635, 

12550. .12630, 12557 .. 12637, 12691 .. 12759, 12702 .. 12758 , 

12838. .12924, 12839. .12925, 13147. i 13200, 13447. .13557, 
13465. .13545 



55720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. . No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



55132 . 
115535 
11373 

OJ000302_09.0414, 

11720 

none 

11720. .11830, 
12565. .12630, 
12838. .12924, 



C5.o2.ts 



11727, 
12702. 
12839. 



11813, 
12758, 
12907, 



55132 

115535 

11373 

OJ000302_09.0414.C5.o3.np 

11723 

7262697 

11723. . 11812, 12552 
13147. .13192, 13470 
14454. .14506, 14599 



Seq. ID OJ000302_09.0414.C5 
Strand 

End 16258 

Method TBLASTX : Soybean 

End 13188 

Score 116 
12552. .12629, 12552 .. 12635, 
12706. .12759, 12712 .. 127 59, 
13147. .13188 



OJ000302 09. 0414. C5 



Seq. ID _ 
Strand 

End 16258 
Method AAT/NAP 
End 16258 
Score 856 
12705. .12758, 1284 1 .. 12904 , 
14114. .14185, 14264. .14 356, 
14 954. .1504 8, 16237. .16258 
(AC012188) Contains similarity to an unknown protein from 
Arabidopsis thaliana gb | AC005936 . 2 . EST gb|AI997527 comes from 
this gene 



12629, 
13542, 
14 689, 



55132 

115535 

11373 

OJ000302_09.0414.C5, 
11741 
none 
11741. 
12553. 
12838. 



.11830, 11742. 
.12630, 12566. 
.12915, 12839. 



ol.tc 



.11813, 
.12631, 
12913 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12549 

12696 



OJ000302 09. 0414. C5 



16258 

TBLASTX: Cress 
12915 
78 

12635, 12552. .12629, 
12761, 12702. .12758, 



55132 

115535 

11373 

OJ000302;^09..'04 14 . C5 . o4 . gp 
12705 

29273_1.R1084 

12705. .12758, 12840. .12904, 
14114. .14185, 14264. .14 356, 
14954. .15339 
'4 455287/emb|CAB36823.1 I 
[Arabidopsis thaliana] * 



Seq. ID OJ000302_09.0414.C5 
Strand 

End 16258 

Method . AAT/GAP 

End 15339 

Score 1618 
13147. .13192, 13470. .13542, 
14454. .14506, 14599. .14689, 



2.0e-35 {AL035527) putative protein 



55132 
115535 
11373 

OJ000302_09.0414.C5.o2.tc 
13446 



OJ000302 09. 0414. C5 



none 
13446. , 
14105. , 
14258. . 

55132 
115535 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

13562, 13447. .13545, 134 4 8 .. 13582 , 134 67 .. 13559, 
14185, 14108. .14179, 14 127 .. 14189, 14257 .. 14361, 
14362, 14264.. 14365 



16258 

TBLASTX: Cress 

14365 

63 



Seq. ID 
Strand 



OJ000302 09. 0414. C5 



55721 



start 
Name 
Start 
GI 

Exons 



11373 

OJ000302_09.0414 .C5.01. ts 
13470 
none 
13470. 
14108. 
14600. 



End 16258 
Method TBLASTX : Soybean 
End 15049 
Score 90 

,13493, 13495. .13545, 14073 .. 14 18 6, 14 105 14 185 , 
,14188, 14258. .14359, 14264 .. 1435 6, 144 51 14 507 , 
,14716, 14601. .14690, 14951 .. 1504 9, 14952.. 15047 



Seq. No. 55132 
Gene No. 115535 
Start 11373 

Name OJ000302_09 . 04 14 . 05 . o2 . 

Start 14105 
GI none 

Exons 14105. .14185, 14110. 

14119. .14190, 14247. 
14451. .14507, 14454. 
14601. . 14690, 14951, 



tm 



,14190, 
,14348, 
,14507, 
,15049, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14111 

14258 



OJ000302 09. 0414. C5 



16258 

TBLASTX rMaize 
15050 
104 

14188, 14118. .14192, 
14368, 14264. .14356, 



14598, 
14952, 



.14693, 
.15050 



14600. .14716, 



Seq. No. 55133 

Gene No. 115536 

Start 300 

Name OJ000302_09 . 0414 . C6 . ol . gs 

Start 300 

GI none 

Exons 300.. 375, 942.. 1130 



Seq. ID OJ000302_09.0414 .06 
Strand 

End ' 1476 

Method GENSOAN 

End 1130 

Score .98 . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55133 Seq. ID OJ000302_09 . 04 14 . 06 

115536 Strand 

300 End 1476 

OJ000302_09.0414 .C6.01 .gp Method AAT/GAP 

997 End 1476 

11308_1.R1084 Score 865 

997. .1476 

*6015437/dbj I AB008112.il AB008112 2.0e-09 Homo sapiens PEXl mRNA, 
complete cds * 



55134 
115537 
239 

OJ000302_09.0414.08.ol.gp 
239 

uC-osflcyp08 6h03al 
239. .633 

'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence* 



Seq. ID OJ000302_09.0414.O8 

Strand + 

End 633 

Method AAT/GAP 

End 633 

Score 782 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. " ID 

Strand 

End 

Method 

End 

Score 



OJ000302 09. 0414. 08 



55134 
115538 
560 

OJ000302_09.0414 .O8.ol.np 
560 

6714314 
560. .877, 940. .1015 

(AC016972) putative isoprenylated protein [Arabidopsis thaliana] 



1015 ■ 
AAT/NAP 
1015 
110 



Seq. No. 



55135 



Seq. ID OJ000302_09.0414.O9 



55722 






Gene No. 


115539 




Strand 


+ 




Start 


248 




End 


3954 : 




Name 


OJ000302 09.0414.C9.ol. 


gs 


Method 


GENSCAN 




Start 


248 




End 


3953 






none 




Score 


.73 




Exons 


■ 248. .612, 667. .787, 1134. .1284, 2172.. 


2306, 2368. .2444, - 






onnc oqhq oqia 


J jU4 


.3399, 3508.'. 3624, 3861. .3953 




Seq. No. 






Seq. ID 


0 JO 0030 2_0 9^. p 4 14 , C 9 




Gene No. 


1 T C C O Q 




0 L.rana 






Start 


248 




End 


3954 




Name 


OJ000302_09.0414 .C9.01. 


gp 


Method 


AAT/GAP 




Start 


/OR 
4 Z 0 




End 


600 




GI 






Score 


282 




Exons 


hZd , , bUU 










Seq. No. * 


DO 1 Jo 




Seq. I'D 


OJ000302_09.0414 .C9 




Gene No. 


1 T c; c Q n 




0 crana 


+ 




Start 


248 




End 


3954 




Name 


OJ000302_09.0414.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4 4 Z 




End 


619 




GI 


none 




Score 


276 




Exons 


yi^O CIO /IRQ CIQ 

•.44z..d1o, 4Do..biy 










Seq. No. 






' Seq. ID 


OJ000302_09.0414.C9 


in 


Gene No. 


1 T R R Q Q 

X loo jy 




btrana 


+ 




Start 


248 




End 


3954 


ry 


Name 


OJ000302_09. 0414..C9.O2. 


ts 


Method 


TBLASTX : Soybean 




Start 


yl R "7 
4 0 / 




End 


615 




GI 


none 




Score 


247 




Exons 


4o/..DiO, 400..DU4 








r 1 E 


Seq. No. 


0 0 1 OO 




Seq. ID 


OJ000302_09.p414 .C9 




Gene No. 


1 1 R R "5 Q 

lioooy 




Strand 






Start 


248 




End 


3954 




Name 


■OJ000302_09.0414.C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


yi R Q 
4 Oo 




End . 


601 




bl 


none 




Score 


214 


C3 


Exons 


400..DU1, 4bU..DUU 










Seq. No. 


R R 1 0 R 

ooloo 




Seq. ID 


OJ000302_09.0414.C9 




Gene No. 


iioojy 




Strand 


+ 




btart 


Z 4 0 




End 


3954 




Name 


OJ000302 09.0414.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


. 2140 




End 


28.72 




GI 


none 




Score 


744 




Exons 


2140. .2306, 2394; .2516, 


2632. 


.2706, 2809. .2872 




oeq . NO . 


55135 




Seq. ID 


OJ000302__09.0414.C9_ 




Gene No. 


115539 




Strand 


-f 




Start 


248 




End 


3954 




Name 


OJ000302 09.0.414 .C9.02. 


tm 


Method 


TBLASTX: Maize 




Start 


2211 




End 


2666 




GI ■ 


none 




Score 


46 




Exons 


2211. .2288, 2252. .2287, 


2384. 


.2512, 2391. .2519, 2391. .2549, 



2631. .2660, 2631. .2666 



55723 




Seq. No. 


55135 








Seq. ID 


OJ000302_09.0414.C9 


Gene No. 


115539 








Strand 


+ 


Start 


248 • 








End 


3954 


Name 


OJ000302 09. 


,^0414 . 


C9.01. 


np 


Method 


AAT/NAP 


Start 


2370 








End 


3953 


GI 


5759148 








Score 


164 


Exons 


2370. .2516, 


2632. 


.2706, 


2803. 


.2874, 3304. .3399, 3508. .3627, 




3861. .3953 












GI Descrip. 


(AF170923) dihydrodipicolinate reductase [Mastigocladus 




laminosus] 












Seq. No. 


55135 








Seq. ID 


OJ000302_09.0414.C9 


Gene No. 


115539 








Strand 


+ 


Start 


248 








End 


3954 


Name 


OJ000302_09 


^ 0414 . 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2381 








End 


3947 


GI 


none 








Score 


140 


Exons 


2381. .2512, 


2391 . 


.2519, 


2622 .. 


.2696, 2623.. 2724, 2623.. 2694, 




2806. .2874, 


2811 . 


.2849, 


3505 . 


V3618, 3507.. 3617, 3852.. 3947 


Seq. No. 


55135 








Seq. ID 


OJ000302_09.0414.C9 


Gene No. 


115539 








Strand 


+ 


Start 


248 








End 


3954 


Name 


OJ000302__09, 


. 0414 . 


C9.ol. 


•tc 


Method 


TBLASTX: Cress 


Start 


3298 








End 


3947 


GI 


none 








Score 


116 


Exons 


3298 . . 3405, 


3298 . 


.3402, 


3300 . 


.3404, 3502. .3618, 3507. .3629, 




3507 . . 3617, 


3852 . 


.3947 








Seq. No. 


55135 








Seq. ID 


OJ000302_09.0414.C9 


Gene No. 


115539 








Strand 


+ 


Start 


248 








End 


3954 


Name 


OJ000302 09, 


.0414 . 


C9.03. 


tm 


Method 


TBLASTX: Maize 


Start 


3507 








End 


3954 


GI 


none 








Score 


187 


Exons 


3507. :3626, 


3508. 


.3624., 


3852. 


.3953, 3856.-3954 . 


Seq. No. 


55136 








Seq. ID 


OJ000302_09. 04-14. CIO 


Gene No. 


115540 








Strand 


+ 


Start 


166 








End 


3868 


Name 


OJ000302 09. 


.0414. 


ClO.ol 


.gs 


Method 


GENSCAN 


Start 


166 








End 


3868 


GI 


none 








Score 


. 65 


Exons 


166. .178, 989. . 1074, 12 


82. .1329, 1555.. 


1680, 1826. .1861, 




1897. .1918, 


1933. 


.2587, 


2628. 


.2647, 26^ 


>8..3070, 3137. .3711, 




3811. .3868 












Seq. No. 


55136 








Seq. ID 


OJ000302_O9. 0414. CIO 


Gene No.'" 


115540 








Strand 


+ ' • 


Start 


166 








End 


3868 


Name 


OJ000302 09. 


,0414 . 


C10.O3 


.ts 


Method 


TBLASTX: Soybean 


Start 


1929 








End 


2168 


GI . 


. none 








Score 


196 


Exons 


1929. .2168, 


1955. 


.2050 








Seq. No. 


55136 








Seq. ID 


OJ000302_09. 0414 .CIO 


Gene No. 


115540 








Strand 





55724 



start 


■yea 








End 


'-3 Q O 

3868 




Name 


OJ000302_09 


. 0414 


. CIO . o2 


tc 


Method 


TBLASTX : 


Cress ■ ' 


Start 


1956 








End 


227 6 




GI 


none 








Score 


2 66 




Exons 


lybD . , zz 1 b, 


O A A 

zOOO 


o A c n 

, . 2050, 


ZlZb 


o o ^ o 

. , ZZb3 






Seq. No. 


ODloO 








Seq. ID 


OJ000302 


A A A Jl 1 >1 T A 

09.04 14 . CIO 


Gene No. 


115540 








Strand 


+ 




Start 


166 








End 


3868 




Name 


OJ000302 09 


.0414 


.ClO.ol. 


np 


Method 


AAT/NAP 




Start 


1981 








End 


3862 




GI 


4903018 








Score 


1240 




Exons 


1981. .2587, 


2668 


. .3029, 


3120 


..3711, 3811. .3862 




GI Descrip. 


(AB027507) ACE [Arabidopsis 


thaliana] 






Seq. No. 


55136 








Seq. ID 


OJ000302 


AA A>t1>l /^lA 

09.0414 . CIO 


Gene No. 


115540 








Strand 


+ 




Start 


166 








End 


3868 




Name 


OJ000302 09 


. 0414 


CIO. ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


1995 








End 


2997 




GI 


none 








Score 


92 ■ 




Exons 


1995. .2048, 


2000 


.2050, 


2142 


..2579, 2144. .2572, 


O^CA AAAT 

2 659. . 2997 , 




2660. .2995 














Seq. No. 


55136 








Seq. ID 


OJ000302 


_09. 0414. CIO 


Gene No. 


115540 








Strand 


+ 




Start 


166 








End 


3868 




Name 


OJ000302 09 


. 0414 


CIO . ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2169 








End 


2995 




GI 


none 








Score 


402 




Exons 


2169. .2585, 


2183 


.2263, 


2375 


..2590, 2647. .2994, 


A/^/IO AAAC 

2648 . . 2995 


Seq. No. 


55136 








Seq. ID 


OJ000302 


_09. 0414. CIO 


Gene No. 


115540 








Strand 


+ 




Start 


166 








End 


3868 - ■ 




Name 


OJ000302 09 


0414. 


ClO.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


2277 








End 


2907 




GI 


none ' 








Score 


339 




Exons 


2277. .2588, 


2369. 


.2587, 


2660 


..2704, 2693. .2899, 


OTOO AAAT 

2728 . . 2907 


Seq. No. 


55136 








Seq. ID 


OJ000302 


__09 . 0414 .CIO 


Gene No. 


115540 








Strand 


+ 




Start 


166 








End 


3868 




Name 


OJ000302 09 


0414. 


C10.O2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3230 








End 


3840 


GI 


none 








Score 


264 




Exons 


3230. .3439, 


3235. 


.3414, 


3445 


..3585, 3446. .3712, 


3485 . .3715, 




3808. .3840 














beq . NO . 


55136 








Seq. ID 


OJ000302 


AO Ayilyi /^TA 


Gene No. 


115540 








Strand 


+ 




Start 


166 








End 


3868 




Name 


OJ000302 09, 


0414. 


C10.O3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3230 








End 


3427 




GI 


none 








Score 


233 




Exons 


3230. .3427, 


3235. 


.3414 











55725 



Seq. No. 55136 Seq. ID 

Gene No.' 115540 Strand 

Start 166 End' 

Name OJ000302_09 . 04 14 . CIO . o3 . tm Method 

Start 3230 End 

GI none Score 

Exons 3230.. 3427,' 3235.. 3390 



OJ000302_09.0414 .CIO 
+ 

3868 

TBLASTX: Maize 

3427 

212 



Seq. No. 55136 Seq. ID 

Gene No.' 115540 Strand 

Start 166 End 

Name OJ000302_09 . 04 14 . CIO . o2 . tm Method 

Start 3488 End 

GI none Score 

Exons . 3488.. 3712, 3527.. 3715 



OJ000302_09.0414 .'CIO 
+ 

3868 

TBLASTX: Maize 

3715 

257 



Seq. No. 55136 

Gene No. 115540 

Start 166 

Name OJ000302_09 . 04 14 . CIO . o4 . tc 

Start 3530 

GI none 

Exons 3530.. 3712, 3538.. 3579, 3557. 



Seq. ID OJ000302_09. 0414 .CIO 

Strand + 

End , 3868 

Method TBLASTX : Cress 

End 3852 

Score 189 

.3715, 3808. .3852 ' - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



55137 

115541 

1211 

OJ000302_09.0414.Cll,ol.gs 
1211 
none 
1211, 
5296. 
6820. 



.1367, 2626.. 2793, 3181. 
.5439, 5758. .5916, 6034. 
.6907, 6993. .7133, 7226. 



11226. .11458, 114 95. .11701 

55137 

115541 

1211 

OJ000302_09.0414.Cll.ol.np 
3281 
1708236 
3281. .3343, 
6034 . . 6107, 
7226. .7375, 



Seq. ID OJ000302_09.0414.C11 

Strand + 

End ^ 11701 

Method GENSCAN 

End 11701 

Score . 63 

.3343, 4669. .4775, 5078. .5210, 
.6107, 6193. .6268, 6645. .6700, 
.7375, 7489. .7645, 9352. .9942, 



Seq. ID OJ000302_09.0414.C11 
Strand + 
End 11701 
Method AAT/NAP 
End 7677 
Score 1518 
.5210, 5296.. 5439, 
.6700, 6820. .6907, 



5758, 
6993, 



.5916, 
.7133, 



4669. .4775, 5078, 
6193. .6268, 6645. 
7489. .7677 

HYDROXYMETHYLGLUTARYL-COA SYNTHASE (HMG-COA SYNTHASE) 
{3-HYDROXY-3-METHYLGLUTARYL COENZYME A SYNTHASE) 
gi I 2129617 Ipir I I JC4567 hydroxymethylglutary.l-CoA synthase {EC 
4.1.3.5) - Arabidopsis thaliana gi | 1143390 I emb | CAA58763 . 1 1 
(X83882) hydroxymethylglutaryl-CoA synthase [Arabidopsis 
thaliana] gi | 158 6548 | prf | | 2204245A hydroxy methylglutaryl CoA 
synthase [Arabidopsis th 



55137 . ■ Seq. ID 

115541" Strand 

1211 End 

OJ000302_09.0414 .Cll.ol.gp Method 

5100 End 



OJ000302_09.0414.C11 
-f 

11701 

AAT/GAP 

5896 



55726 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



uC-osflM202096a07bl Score 722 

5100. .5210, 5296. .5439, 5758. .5896 
»1655679/emb|CAA65250| 4.0e-56 (X96386) 

3-hydroxy-3-methylglutaryl-CoA-synthase [Pinus sylvestris] * 



55137 Seq. ID 

115541 Strand 

1211 End 

OJ000302_09 . 04 14 . Cll . o2 . gp Method 

6793 End 

32604 1.R1084 Score 



OJ000302_09. 0414. Cll 
+ 

11701 
AAT/GAP 
7923 
1475 



6793. .6907, . 6993. .7133, 7226. .7375, 7489. .7923 

'1708236/sp|P54873|HMCS_ARATH 8.0e-61 HYDROXYMETHYLGLUTARYL-COA 
SYNTHASE (HMG-COA SYNTHASE) ( 3-HYDROXY-3-METHYLGLUTARYL COENZYME 

A SYNTHASE) >gi_2129617_pir JC4567 hydroxymethylglutaryl-CoA 

synthase (EC 4.1.3.5) - Arabidopsis thaliana 

>gi_1143390_emb_CAA58763_ (X83882) hydroxymethylglutaryl-CoA 

synthase [Arabidopsis thaliana] >gi_1586548__prf 2204245A 

hydroxy methylglutaryl CoA synt' 



55137 Seq. ID 

115542 Strand 
21928 End 
OJ000302_09 . 0414 ..Cll . o4 . gp Method 
21928 End 
40775_1.R1084 Score 
21928.. 22503 

'3193320 8.0e-10 (AF069299) contains similarity to the subtilase 
family of serine proteases {Pfam: subtilase . hmm, score: 47.57); 
strong similarity to Cucumis melo (muskmelon) cucumisin 
{GB:D32206) [Arabidopsis thaliana]' 



OJ000302_09. 0414. Cll 
+ 

22503 
AAT/GAP 
22503 
1081 



55137 

115543 

12741 

OJ000302_09. 0414 .Cll. o3.tc 
3287 
none 
3287. 
5076, 
5804, 
6642, 
7001, 
7491. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 09. 0414. Cll 



.3343, 4657. .4779, 4657 

.5210, 5293.. 5442, 5298 

.5920, 6033.. 6104, 6034 

.6716, 6644. .6700, 6818 

.7120, 7218. .7349, 7225 

.7580, 7569.. 7646, 7576 



24508 

TBLASTX: Cress 
7650 
91 

.4773, 4689. ,4775, 5075. .5209, 
.5441, 5319. .5444, 5758. .5919, 
.6108, 6190. .6279, 6191. .6283, 
.6910, 6818. .6910, 6990. .7142, 
.7374, 7226..7372, 7486. .7569, 
.7650 



55137 
115543 

12741 ' 
OJ000302_09.0414.Cll.o6.tm 
3287 
none 

3287.. 3343, 3291.. 3350, 3291 
4666. .4773, 4689 
5279. .5440, •5293 

5758.. 5928, 5843.. 5953, 6029.. 6109, 6033 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 09. 0414. Cll 



24508 

TBLASTX: Maize 
6113 
97 

3344, 4657. .4773, 4662. .4778, 

5210, 
5919, 

6113, 6034.. 6108 



4775, 50,64. .5210, 5075.. 5239, 5076 
5442, 5295.. 5441, 5756.. 5917, -5758 



Seq. No. 



55137 



Seq. ID OJ000302_09. 0414 .Cll 



55727 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



115543 
12741 

OJ000302_09. 
3290 
none 
3290.. 
4666n 
5076. 
5761. 
6642. 
7224. 



0414 .Cll.o2.ts 



.3343, 
.4773, 
.5210, 
.5913, 
.6707, 
.7349, 



3290. 
4668. 
5301. 
6034 . 
6644 , 
7228, 



.3343,. 3292 

.4778, 4689 

.5444, 5302 

.6108, 6036 

.6706, 6818 

.7350, 7229 



Strand 

End 24508 

Method TBLASTX : Soybean 

End 7 656 

Score 87 
.3345, 3307. .3345, 4657. .4773-, 
.4775, 5075. .5209, 5076. .5210, 
.5442, 5753. .5911, 5758. .5919, 
.6119, 6191. .6283, 6196. .6279, 
.6907, 6990. .7142, 7001. .7105, 
.7369, 7235. .7363, 7486. .7644, 



7494. .7637, 7531. .7656 



Seq. No. 55137 

Gene No. 115543 

Start 12741 

Name OJ000302_09 . 04 14 . Cll . o3 

Start 6191 

GI none 

Exons 6191.. 6283, 6642.. 6707, 
6819.. 6908, 6990.. 7133, 
7225. .7377, 7226. .7378, 

Seq. No. 55137 

Gene No. 115543 

Start 12741 

Name OJ000302_09 . 04 14 . Cll . o4 

Start 11378 

GI none 

Exons 11378. .11443, 11441. .11 



Seq. ID OJ000302_09. 0414. Cll 
Strand 

End 24508 
.tm Method TBLASTX : Maize 

End 7679 

Score 62 
6644. .6706, 6817". .6873, 6818. .6907, 
6992. .7138, 6992. .7120, 7224. .7376, 
7488. .7658, 7489. .7659, 7644. .7679 

Seq. ID OJOP0302_0?-. 0414 .Cll 
Strand 

End 24508 

.tc Method TBLASTX : Cress ' 

End 11698 

Score 87 
698, 11470.. 11694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55137 

115543 

12741 

OJ000302_09.0414 .Cll.olO.tm 

12718 

none 



Seq. ID OJ000302_09. 0414 .Cll 
Strand 
End • 
Method 
End 
Score 



24508 

TBLASTX: Maize 

13431 

179 



12718. .12864, 12734 .. 12877 , 12735 .. 12863, 13345. .13431 



55137 
115543 
12741 

OJ000302_09.0414 .C11.02 .gs 
12741 



none 
12741. 
15310. 
16574 . 
18374 , 



Seq. ID 
Strand 

End 24508. 
Method GENSCAN 
End 24383 
Score .46 
12863, 13396. .13582, 13685 .. 13932 , 14393 
15518, 15695. .15895, 15973 .. 1 6239, 16272 
16722, 16949. .17096, 17337 17585, 17685 
19404, 20356. .20377, 20556 .. 20599, 22082 



OJ000302 09. 0414. Cll 



.14690, 
.16442, 
.17723, 
.22254, 



22263. .24383 



Seq. No. 55137 Seq. ID 

Gene No. 115543 Strand 

Start 12741 End 

Name OJ000302_09 . 0414 . CI 1 . o7 . tm Method 

Start 13468 End 

GI none Score 



OJ000302_09. 0414 .Cll 
24508 

TBLASTX: Maize 

14461 

142 



55728 






Exons 


13468. . 


13587, 


13469. 


. 13588 , 


13657. .T3932, 13682 


. . 1393G, 








14334. . 


14459, 


14390. 


.14 4 61 












Seq. No. 


55137 








Seq. ID 


OJ000302 


_09.0414 


.Cll 




Gene No. 


- 115543 








Strand 










Start 


12741 








End 


24508 








Name 


OJ000302 09.0414.C11 


. o3 . gp 


Method 


AAT/GAP 








Start 


13481 








End 


14580 








GI 


none 








Score 


1036 








Exons 


13481. . 


13582, 


13685. 


1 "D n o 


14393. .14580 








Seq. No. 


55137 








Seq. ID 


OJ000302 


_09 . 04 14 


. Cll 




Gene No. 


115543 








Strand 










Start 


12741 








End 


24508 








Name 


OJ000302 09. 0414. Gil 


. o5 . ts 


Method 


TBLASTX: 


Soybean 






Start 


13490 








End 


14461 








GI 


none 








Score 


97 








Exons 


13490. . 


13588, 


13492. 


. 13587 , 


13497. .13598, 13657 


. . 13932, 








13682. . 


13933, 


14390. 


. 14 4 61 












Seq. No. 


55137 








Seq. ID 


OJ000302 


09.0414 


.Cll 




Gene No. 


115543 








Strand 










Start 


12741 








End 


24508 








Name 


OJ000302 09.0414.CL1 


.o2 . to 


Method 


TBLASTX: 


Cress 






Start 


15600 








End 


19225 






; I' 


GI 


none 








Score • 


291 








Exons 


15600. . 


15896, 


15602. 


. 15898, 


15815. .15898, 15966 


. . 16145, 




=1 




15966. . 


16061, 


15967. 


. 1614 6, 


15970. .16164, 15977 


. . 16159, 








16251. . 


16298, 


16326. 


. 16439, 


16327. .16437, 16384 


. .16440, 




3 




16569. . 


16724, 


16574. 


.16723, 


16914. .17099, 16948 


. .17097, 








16975. . 


17106, 


17184. 


.17255, 


17185. .17253, 17197 


. .17256, 








17334. . 


17567, 


17336. 


.17629, 


17337. .17435, 17398 


. . 17568, 








17462. . 


17611, 


17676. 


. 17882, 


17685. .17861, 17689 


. . 17880, 








17759. . 


17887, 


18032. 


. 18154 , 


18063. .18: 


113, 18383 


. . 18475, 




3 




18384 . . 


18470, 


18491. 


. 18823, 


18492. .181 


824, 18836 


, . 19009, 




*S 




18903. . 


19019, 


19038. 


. 19085, 


19043. .19084, 19118 


. . 1 9225 






Seq. No. 


55137 








Seq. 


dJ000302 


_09.0414 


.Cll 




Gene No. 


115543 








Strand 










Start 


12741 








End 


24508 








Name 


OJ000302 09.0414.C11 


. ol . tw 


Method 


TBLASTX:! 


Wheat 






Start 


15602 








End 


16011 








GI 


none 








Score 


319 








Exons 


15602. . 


15898, 


15603. 


. 15896, 


15970. . 16011, 15974 


. . 16009 






Seq. No. 


55137 








Seq. ID 


OJ000302 


09.0414 


.Cll 




Gene No. 


115543 








Strand 










Start 


12741 








End 


24508 








Name 


OJ000302 09.0414.C11 


. o2 . np 


Method 


AAT/NAP 








Start 


15605 








End 


19252 








GI 


1871182 








Score 


2746 








Exons 


15605. . 


15895, 


15973. 


.16170, 


16272. .16442, 16574 


. . 16722, 








16934. . 


17096, 


17184 . 


.17252, 


17337. .17569, 17669 


. .17879, 








18038. . 


18154, . 


18374. 


.19252 











GI Descrip. (U90439) phospholipase D [Arabidopsis thaliana] 
Seq. No. 55137 Seq. ID OJ000302_09 . 04 14 . Cll 

55729 



Gene. No. 115543 
Start 12741 

Name OJ000302_09 . 04 14 . Cll . o3 . ts 

Start 15608 
GI none 
Exons 15608. 

16254. 

16571. 

16953. 



15898, 15639. 

16439, 16326. 

16726, 16571. 

.17066, 16957. 



Strand 
End 

Method 

End 

Score 



24508 

TBLASTX: Soybean 

17079 

193 



,15890, 15968. .16123, 15970 161 61 , 

,16.436, 16327. .16446,* 16569 16724 , 

16723, 16573. .16737, 16917. .17069, 
17079 



Seq. No. 55137 
Gene No. 115543 
Start 12741 

Name OJ000302_09 . 0414 . Cll . o4 . tm 

Start 15608 
GI none 
Exons 15608. 

16254. 

16571-. 

16953. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 09. 0414. Cll 



15898, 15639. . 15890, 15968. 

,16439, 16326. .16436, 16327. 

16726, 16571. .16723, 16573. 

17066, 16957.. 17079 



24508 

TBLASTX: Maize 
17079 
193 

16123, 15970. . 16161, 
16446, 16569. . 16724, 
16737, 16917. .17069, 





Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414 


.Cll 




Gene No. 


115543 




Strand 








Start 


12741 




End 


24508 






Name 


OJ000302_09. 0414 . Cll 


. o4 . tw 


Method 


TBLASTX: Wheat 




fr- 


Start 


16015 




End 


16174 




f 1 : 


GI 


none 




Score 


119 






Exons 


16015. . 16170, 16016. , 


. 16174 










Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414 


.Cll 


% IS? 


Gene No. 


115543 




Strand 








Start 


12741 




End 


24508 






Name 


OJ000302 09. 0414. Cll, 


. o6 . ts 


Method 


TBLASTX: Soybean 






Start 


17184 




End 


17768 






GI 


none 




Score 


127 






Exons 


17184. .17255, 17334. . 


. 17372, 


174 69. .17567, 174 70. . 175,68, 








17667., 17768 










'^^ 


Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414 


.Cll 


E3 


Gene No. 


115543 




Strand 






r 


Start 


12741 




End 


24508 






Name 


OJ000302. 09. 0414. Cll. 


, o5 . tm 


Method 


TBLASTX: Maize 






Start 


17226 




End 


17880 






GI 


none 




Score 


48 






Exons 


17226. .17255, 17227., 


.17256, 


17334. .174 80, 17337 .. 174 53, 








17442. .17585, 17443., 


.17595, 


17444 . . 17593, 17 673 .. 1787 9, 








17681. .17866, 17689. . 


, 17880 










Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414 


.Cll 




Gene No. 


115543 




Strand 








Start 


12741 




End 


24508 






Name 


OJ000302 09. 0414. Cll. 


, o4 . ts 


Method 


TBLASTX: Soybean 






Start 


17772 




End 


19024 






GI. 


none 




Score 


■ 63 






Ex'ons 


17772. . 17822, 17832. . 


, 17879, 


17 993. .18154, 18386 .. 184 87 , 








18399. , 18488, 18491. . 


18721, 


184 91. .18727, 18519. .18728, 





18833. .19024 



55730 





Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414 


.Cll 




Gene No. 


115543 




Strand 








Start 


12741 




End 


24508 






Name 


OJ000302_09. 0414 .Cll 


. o9 . tm 


Method 


TBLASTX: Maize 






Start 


17993 




End 


19025 






GI 


none 




Score 


103 






Exons 


17993. . 18154, 18386. 


. 18487, 


184 61. .18721, 184 92. .18716, 








18833. . 19024, 18903. 


. 19025 










Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414 , 


.Cll 




Gene No. 


115543 




Strand 








Start 


12741 




End 


24508 






Name 


OJ000302_09. 0414 .011 


.o2.tw 


Method 


TBLASTX: Wheat 






Start 


18407 




End 


18777 






GI 


none 




Score 


45 






Exons 


18407 .. 18487, 18408. 


, 18488 , 


184 64 .. 18730, 184 65 18731 , 








18700 . . 18777 












Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414, 


.Cll 




Gene No. 


115543 




Strand 








Start 


12741 




End 


24508 






Name 


OJ000302__09. 0414 .Cll 


.o2.tm 


Method 


TBLASTX: Maize 




i. ^ 


Start 


22.137 




End 


22751 






GI 


none 




Score 


717 






Exons 


22137. .22751, 22151. 


. 22750 








I y 


Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414, 


. Cll 


~ ^ 

I _ s 


Gene No. 


115543 




Strand 








Start 


12741 




End 


24508 




~3 


Name 


OJ000302 09. 0414. Cll 


. o3 . np 


Method 


AAT/NAP 




: =1 


Start 


22160 




End 


24508 




E 


GI 


7435661 




Score 


1545 






Exons 


22160. .24238, 24452. 


.24508 










GI Descrip. 


subtilisin-like proteinase 


(EC 3.4.21. 


-) p69f - tomato 






> 


gi| 3183991 | emb | CAA064 14 . 1| 


{A:r005173) 


P69F protein [Lycopersicon 






esculentum] • 










£ J 


Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414 . 


.Cll 


[3 


Gene No. 


115543 




Strand 








Start 


12741 




End 


24508 






Name 


OJ000302 09. 0414. Cll 


. o3. tw 


Method 


. TBLASTX: Wheat 






Start 


22178 




End 


22498 






GI 


none 




Score 


44 






Exons 


22178. .22231, 22181. 


.22231, 


22238.-22498, 22239.. 22451 






Seq. No. 


55137 




Seq. ID 


OJ000302_09.0414. 


Xll 




Gene No. 


115543 




Strand 








Start 


12741 




End 


24508 






Name 


OJ000302 09. 0414. Cll 


.ol.ts 


Method 


TBLASTX: Soybean 






Start 


22181 




End 


24327 






GI 


none 




Score 


57 






Exons 


22181. .22342, 22430. 


.22642, 


2254 8. .22634, 22 667. .22831, 








22710. .22826, 22842. 


.23039, 


.22874. .23194, 23216 .. 23260 , 








23345. .23548, 23349. 


.23540, 


23570. .23803, 23577 .. 23753 , 








23801. .23998, 24047. 


.24202, 


24301. .24327 





55731 



Seq. No. 55137 

Gene No. 115543 

Start 12741 

Name OJ000302_09 , 0414 . Cll . ol . tc 

Start 22430 

GI none 

Exons 22430. 

22818. 



22633> 22548, 
23186, 22874. 



.22634, 
.23212, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22667 

23216 



OJ000302 09. 0414. Cll 



24508 

TBLASTX: Cress 
24214 
46 

22846, 22710. .22814, 
23260, 23342. .23548, 



23349. .23549, 2357 6 .. 23809, 23670 .. 23753, 23798.. 24214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55137 

115543 

12741 

OJ000302_09.0414 .Cll.o5.gp 
22532 

uC-osflcypl53gl0bl 
22532. .23070 . 

'3183991/emb|CAA06414.1| 3. 
[Lycopersicon esculentum] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_09.0414'.C11 

24508 
AAT/GAP 
23070 
984 



Oe-44 {AJ005173) P69F protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ000302 09. 0414. Cll 



55137 
115543 
12741 

OJ000302_09.0414.Cll.o6. tw' 
22676 
none 

22676. .22855, 227 10 .. 228 8 9, 22836 .. 22925 , 22868 .. 22924 , 
22944.-22979 



24508 

, TBLASTX: Wheat 
22979 ■ 
72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55137 

115543 

12741 

OJ000302_09 . 0414 . Cll . ol . tm 

.22751 - 

none 



Seq. ID OJ000302_09. 0414 .Cll 
Strand 

End 24508 

Method TBLASTX : Mai ze 

End 24014 

Score 210 - 



22751. .22933, 22751 24 013, 22755.. 24014 



Seq. No. " 55137 ■ 

Gene No. 115543 

Start 12741 

Name OJ000302_09 . 04 14 . Cll . o5 . tw 

Start 23216 

GI none 
Exons 



Seq. ID OJ000302_09. 0414. Cll 
Strand 

End 24508 

Method TBLASTX : Wheat 

End. 23725 

Score 109 



23216. .23242, 23345 23563, 2334 5 .. 23557 , 2357 6 .. 23662 , 
23648. .23725 



Seq. No. 55137 
Gene No. 1155^3 

Start ■ 12741 

Name OJ000302_09 . 04 14 . Cll . o8 . tm 

Start 24014 
GI none 

Exons 24014. .24244, 24017 .. 24202, 

24247. .24291, 242 65 .. 24336, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 09. 0414. Cll 



24508 

TBLASTX: Maize 
24345 
184 

24063. .24206, 2424 5 .. 24 292 , 
24282. .24344, 24283. .24345 



Seq. No. 
Gene No. 



55137 
115543 



Seq. ID 
Strand 



OJ000302 09. 0414. Cll 



55732 





19 7 4 1 




0 /I cnp 
Z f± 0 U 0 


Name 


r\jncin'^c\o hq haia pii rTT-\ 

VJUUUUOUZ U . U 4 1 fl . U ± X . O D . y p 


wet no a 


7\ n nn /pa p 




Z 41 i Z O 


ttllQ. 


Z 4 0 U 0 


PT 


none 


Score 


7 '^S 


Exons 


9/1191; 9yic;nc; 






oeq. WO. 


DO ±00 


oeq. xjj 


L/uUUUXXZ UO.UfiZD.L'X 




115544 


Strand 




Start 


1792 


End 


2341 


Name 


OJ000112_05.0426.Cl.ol.np 


Method 


AAT/NAP 




1719 


End 


2341 


C T 


t HO )?0 


Score 


404 


Exons 


1719 9^/1 






tji uescnp. 


vxvxparous xfi prorexn maize 


gi 1 2232017 |gb|AAB62181.1 1 {U95953 




Viviparous Xfi L^ea maysj 






Seq. No. 


55138 


Seq. ID 


OJ000112_05.0426.C1 


Gene No. 


115544 


Strand 




oZdLlCZ 


1 7 Q 9 


End 


2341 


Name 


PTririmi9 hao^ pi <^i /to 

UJUUUXXZ UD . U 4 Z D . bX . O X . y S 


Method 


GENSCAN 


Q 4- -1 --.4- 

orarti 


X / yz 


End 


2313 




none 


Score 


1 


Exons 


17Q9 9'51'5 

X / y z . . z J X J 






Seq. No. 


55i38 


Seq. ID 


OJ000112_05.0426.C1 


Gene No. 


115544 


Strand 




C 4- >-••- 

o carr 


1 7 Q9 

X / yz 


End 


2341 


Name 


pTnnnii9 nc; nyt9^; pi r\'\ -1-0 
UJUUUXXZ uo . u 4 z D . ux . ox . r s 


Method 


TBLASTX : Soybean 


o uar L 


1 Q Qfl 

xy yu 


End 


2314 




none 


Score 


98 


Exons 


IQQn 9191 1 QQ1 91 99 91 9R 

xyyu. .zxzX/ xyyx. .zxzz^ zxzo. 


.2199, 2249. .2314, 2251. .2313 


beq . NO . 


D D X 0 y 


Seq. ID 


OJ000112 05. 0426. C2 


oene lno . 


1 1 c: C yl c 


Strand 


+ 


o t. air t 


1 


End 


2515 


Name 


OJ000112 05.0426.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2515 


PT 


7228442 ' ' 


Score 


1833 


Exons 


1..105, 444. .2260, 2438. .2515 






GI Descrip. 


(AP001366) EST C28952 {C62945 ) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protein 




isolog. {AC003981) [Oryza sativa] 




Seq. No.. 


55139 


Seq. ID 


OJ000112_05.0426.C2 


Gene No. 


115545 


, Strand 


+ 


o Lax t. 


1 ... 


End 


2515 


Name 


OJ000112 05.. 0426.02. ol.tm 


Method 


TBLASTX: Maize 


br ar L 


982 


End 


1581 




none 


Score 


74 


Exons 


982. .1098, 991. .1098, 1156. .1455, 1167 


. .1466, 1510. .1581 


Seq. No. 


55139 


Seq. ID 


OJ000112_05.0426.C2 


Gene No. 


115545 


Strand 


+ 


Start 


1 


End 


2515 


Name 


OJ000112 05.0426.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1285 


End 


1659 


GI 


none 


Score 


142 



55733 




Exons 


1285. .1476, 1285. .1494, 1492. .1659, 1497. .1658 






Seq. No. 


55140 


Seq. ID 


OJ000112_05. 


0426, 


C3 


Gene No. 


115546 


Strand 


+ 






Start 


19 


End 


1731 






Name 


OJ000112 05.0426.C3.ol.gs 


Method 


GENSCAN 






Start 


19 


End 


1731 






GI 


none 


Score 


.75 






Exons 


19. .61, 1373. .1485, 1585.. 


1731 








Seq. No. 


55141 


Seq. ID 


OJ000112_05. 


0426. 


C5 


Gene No. 


115547 


Strand 


+ 






Start 


817 


End 


933 






Name 


OJ000112 05.0426.C5.ol.gs 


Method 


GENSCAN 






Start 


817 


End 


933 






GI 


none 


Score 


.98 






Exons 


817. .933 










Seq. No. 


55141 


Seq. ID 


OJ000112_05. 


0426. 


C5 


Gene No. 


115548 


Strand 


- 






Start 


1320 


End 


1664 






Name 


OJ000112 05.0426.C5.o2.gs 


Method 


GENSCAN 






Start 


1320 


End 


1664 






GI 


none 


Score 


1 






Exons ' 


1320. .1664 










Seq. No. 


55142 


Seq. ID 


OJ000112_05. 


042 6. 


C6 


Gene No . 


115549 


Strand 


+ 






Start 


4198 


End 


4332 






Name 


OJ000112 05.0426.C6.o2.np 


Method 


AAT/NAP 






Start 


4198 


End 


4332 






GI 


7106528 


Score 


99 






Exons 


4198. .4332 










GI Descrip. 


(AP001278) EST D40774 (S2920) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


55142 


Seq. ID 


OJ000112_05. 


0426. 


C6 


Gene No. 


115550 


Strand 








Start 


308 


End 


5402 






Name 


OJ000112 05.0426.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


83 


End 


1550 






GI 


none 


Score 


63 






Exons 


83. .175, 1179. .1316, 1207. 


.1305, 1304. 


.1339, 1305.. 


1328, 






1382. . 1549, 1449. . 1550 










Seq. No. 


55142 


Seq: ID 


OJ000112_05. 


0426. 


C6 


Gene No. 


115550 


Strand 








Start 


308 


End 


5402 






Name 


OJ000112 05.0426.C6.ol.np 


Method 


AAT/NAP 






Start 


308 


End 


4859 






GI 


5902444 


Score 


597 






Exons 


308. .460, 1080. .2591, 2627 


..2742, 4799 


. .4859 






GI Descrip. 


{AB030283) GAG-POL precursor [Oryza sativa] 






Seq. No. 


55142 


Seq. ID 


OJ000112_05. 


0426, 


C6 


Gene No. 


115550 


Strand 








Start 


308 


End 


5402 







55734 



Name 

Start 

GI 

Exons 



OJ000112_05. 0426.C6.o2 .gs Method GENSCAN 

1887 End 3947 

none Score .76 

1887. .2082, 2319. .2373, 2409. .2607, 2722. .2842, 3808. .3947 



Seq. No. 55142 

Gene No. 115550 

Start 308 

Name OJ000112_05 . 042 6 . C6 . ol . gp 

Start 4166 

GI 21474_1.R1084 . 

Exons 4166.. 4309 

GI Descrip. '3894159 2.0e-10 {AC005312) hypothetical protein [Arabidopsis 
thaliana] * 



Seq. ■ ID OJ000112_05.0426.C6 
Strand 

End 5402 

Method AAT/GAP 

End 4309 

Score 254 



Seq. No. 55142 

Gene No. 115550 

Start 308 

Name OJ000112_05 . 042 6 . C6 . o3 . gs 

Start 4664 

GI none 
Exons 



Seq. ID OJ000112_05.0426.C6 
Strand 

End 5402 

Method GENSCAN 

End 5402 

Score .84 



4664. .4849, 4982. .5027, 5135. .5224, 5292. .5402 



Seq. No. 55143 

Gene No. 115551 

Start 1 

Name OJ000112_05 . 0426 . C7 . ol . np 

Start 1 

GI 4680204 

Exons 1..165, 275.. 1373, 1448. .2884 

GI Descrip. {AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000112_05.0426.C7 
Strand 

End 2884 

Method AAT/NAP 

End 2884 

Score 971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55143 

115551 

1 

OJ000112_05.0426.C7.ol.gs 

9 ' 

none 



Seq. ID OJ000112_05.0426.C7 

Strand ' - 

End 2884 

Method GENSCAN 

End 2869 

Score .75 



9. .165, 275. .960, 962. .1182, 1232. .1373, 1448. .1567, 1613. .1992, 
2071. .2869 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55143 
115551 

1 . 

OJ000112_05 . 0426 . C7 . ol . tw 

1838 

none 



Seq. ID OJ000112_05.0426.C7 
Strand 

End 2884 

Method TBLASTX : Wheat 

End 2243 

Score .42 - 



1838. .1933, 1838. .2008, 1971. .2243, 2003. .2239 



Seq. No. 55144 

Gene No. 115552 

Start 1 

Name OJ000112__05 . 0426 . C8 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1..2825 

GI Descrip. M57 4 406/gb | AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. ID .OJ000112_05.0426.C8 
Strand 

End 2825 

Method AAT/GAP 

End 2825- 

Score 4843 



55735 



sativa] V 

Seq. No. 55144 

Gene No. 115552 

Start 1 

Name OJ000112_05 . 0426.C8 . ol . gs 

Start 395 ' 

GI none 

Exons 395.. 2809 



Seq. ID OJ000112_05.0426.C8 
Strand 

End 2825 

Method GENSCAN 

End . 2809 

Score .99 



Seq. No. 55144 

Gene No. 115552 

Start 1 

Name OJ000112_05 . 0426 .08 . ol . tw 

Start 470 

GI none 
Exons 



Seq. ID OJ000112_05.0426.C8 
Strand 

End 2825 

Method TBLASTX : Wheat 

End 1787 

Score 52 



470. .562, 471. .536, 551. .631, 644. .784, 645. .785, 732. .827, 
764. .823, 830. .874, 835. .870, 869. .1786, 885. .1787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55144 
115552 
1 

OJ000112_05.0426.C8.ol.np 
954 

6742729 
954. .2825 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000112_05.0426.C8 
Strand 

2825 
AAT/NAP 
2'825 
2999 



End 

Method 

End 

Score' 



55144 

115552 

1 

OJ000112_05.042 6.C8 .ol.tc 

1052 

none 



Seq. ID OJ000112__05.0426.C8 
Strand 

End 2825 

Method TBLASTX : Cress 

End 1503 

Score 188 



1052. .1489, 1052. .1495, 1056. .1499, 1062. .1499, 1321. .1503 



Seq. No. 

Gene Nol 

Start 

Name 

Start 

GI 

Exons 



55144 

115552 ' ' 

1 

OJ000112_05.0426.C8.o2. tm 

1430 

none 



Seq. ID OJ000112_05.0426.C8 
Strand 

End 2825 

Method TBLASTX: Maize 

End 1744 

Score 81 



1430. .1744, 1458. .1541, 1572. .1733 



Seq. No. 55144 

Gene No. 115552 

Start 1 

Name OJ000112_05 . 0426 . 08 . o3 . tw 

Start 1788 

GI none 
Exons 



Seq. ID OJ000112_05. 0426.08 
Strand 

End 2825 

Method TBLASTX : Wheat 

End 2198 

Score 81 



1788. .1874, 1788. .1877, 1790. .1879, 1790. .1885, 1907. .2125, 
1947. .2129, 2135. .2197, 2148, .2198 



Seq. No. 55144 

Gene No. 115552 

Start 1 

Name OJ000112 05 . 0426 . 08 . ol . ts 



Seq. ID OJ000112_05.0426.O8 
Strand 

End 2825 

Method TBLASTX : Soybean 



55736 




start 


^ ^ ^ X 










9473 


GI 


none 








Score 


91 6 

^ X u 


TT V o n Q 


2231 2473 












Seq. No. 


55144 








Seq. ID 


OJ000112_05.0426.C8 


Gene No. 


1-15552 








Strand 






I 










9R9S 




o.Tnnm i 9 ns 


04 9^^ 


rft oi 






1 D ljr\0 J. A . LYia 1 Z e 


O U CLi- L. 


-2 303 ~ 

TC. J \J J 








FnH 


97 61 


GI 


none 








o i->(JX c 


103 

X U J 




2303 2497 


2 S07 


27 61 


9S07 


9749 




k_) C ■ IN W . 


5S1 4 4 

*J -J X 1 








Seq. ID 


OJ000112_05.0426.C8 


Gene No. 


115552 








Strand 




Start 


1 








End 


2825 


Name 


OJ000112 OS 


.0426 


. 08 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2337 ~ 








End 


2806 


O J. 


none 








Score 


161 


von Q 


?337- 9S43 


9^37 


9 S4 6 


9 34 9 


.2545, 2342. .2566, 2546. .2644 




2S47 2639 


2 64 8 


. .2752, 


96S9 

^ \J ^ * 


.2741, 2753. .2806, 2754. .2798 


Seq. No. 


55144 








Seq. ID 


OJ000112_05.0426.C8 


Gene No. 


115552 








Strand 




Start 


]_ 








End 


2825 


Name 


n.TOnoi 19 OS 


04 9 


rft o9 




Method 


TBLASTX: Cress 


O L.Ct J. L 


9 S94 ~ 

^ J _7 4 








End 


2815 


CJ 










Score 


88 


I_i ^ W 1 i o 


2S94 281 S 


9fil 3 


97 so 










SRI 4 R 








Seq. ID 


OJ000112 05. 0426. C9 


Gene No. 


115553 








Strand 


-f 


Start 


2166 








End 


4857 


Name 


OJ000112 05 


0426 


r9 o9 


h w 

L W 


Method 


TBLASTX: Wheat 


O C d J. L. 


91 s s ~ 

^ X J J 








End 


2748 


ox 










Score 


234 


R von •=? 


21 SS 244 fi 


91 S7 


94 4 7 


9 S03 
^ J u o . 


.2619, 2506. .2625, 2623. .2748 




9fi40 9747 












O C • L^H^ • 


SSI 4 S 








Seq. ID 


OJ000112_05.0426.C9 


Gene No. 


115553 








Strand 


+ 


Start 


2166 








End 


4857 


Name 


OJ000112 05 


.0426. 


C9.01. 


np 


Method 


AAT/NAP 


Start 


2166 








End 


4143 


GI 


5911167 








Score 


1214 


F von <^ 


2166. .4143 












r^T c: 7" n T» 


{AF136221) putative transposase protein [Zea mays] 


Seq. No. 


55145 








Seq. ID 


OJ000112 05.0426.09 


Gene No. 


115553 








Strand 


+ 


Start 


2166 








End 


4857 


Name 


OJ000112 05 


.0426. 


C9.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


2173 








End 


2448 


GI 


none 








Score 


293 


Exons 


2173. .2448, 


2190. 


.2438 








Seq. No. 


55145 








Seq. ID 


OJ000112_05. 0426.09 


Gene No. 


115553 








Strand 


+ 



55737 



start 2166 - End 

Name O JO 00 1 1 2_0 5.0426.C9.o2.ts Method 

Start 2488 End 

GI none Score 

Exons.:" 2488. .2763, 2523.-2762 



4857 

TBLASTX : Soybean 

2763 

215 



Seq. No. 55145 Seq. ID 

Gene No. 115553 Strand 

Start 2166 End 

Name OJ000112_05 . 0426 . C9 . o2 . tc Method 

Start 2512 End 

GI none Score 

Exons 2512. .2844, 2598.-2648, 2682. .2789 



OJ000112_05.0426.C9 
+ 

4857 

TBLASTX: Cress 

2844 

285 



Seq- No. 55145 

Gene No. 115553 

Start 2166 

Name OJ000112_05 . 042 6 . 09: o2 . tm 

Start 2650 . ■ : . 

GI none 

Exons 2650.. 2754, 2658.. 2753, 2757. 

2947. .2994, 2995. .3042, 3042. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2849, 2761 
.3131, 3046 



OJ000112_05.0426.C9 
+ 

4857 

TBLASTX: Maize 
3135 
102 

2850, 2918. .2953, 
3135 



Seq. No. 55145 

Gene No. 115553 

Start 2166 

Name OJ000112_05 . 0426 . C9 . o3 . tw 

Start 2749 

GI none 

Exons 2749.. 2790, 2794.. 2892, 2796. 
3046. .3084 



Seq. ID OJ000ir2_05.0426.C9. 

Strand + 

End 4857 

Method TBLASTX : Wheat 

End 3084 

Score 56 

.2891, 2938. .3036, 2949. .3020, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55145 Seq. ID 

115553 Strand 

2166 End 

OJ000112_05.04 26.C9.ol.tm Method 

3640 ■ End 

none Score 

3640^.. 3708, 3708. .3836, 3708. .4022, 3709. .4023 



OJ000112_05.0426.C9 
+ 

4857 

TBLASTX: Maize 
4023 
63 



55145 

115553 

2166 

OJ000112_05.0426.C9.ol.tw 

3655 • 

none 

3655. .4380, 3795. .3845, 3909. 
4564. .4665, 4606. .4665, 4696. 

55145 ' 
115553 
2166 

OJ000112_05.042 6.C9.ol.tc 

3955 

none 

3955. .4380, 3963. .4196 



Seq. ID PJ000112_05.0426.C9 

Strand + 

End 4857 

Method TBLASTX : Wheat 

End 4797 

Score 545 

.4196, 4389. .4571, 4399. .4587, 
.4797, 4698,. .4790 

Seq. ID OJ000112_05.0426.C9 

Strand + 

End 4857 

Method TBLASTX : Cress 

End 4380: 

Score 311 



55738 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55145 

115553 

2166 

OJ000112_05.0426.C9.o3.tm 

4273 

none 



Seq. ID OJ000112_05.0426. 

Strand + 

End 4857 

Method TBLASTX : Maize 

End 4563 

Score 14 6 



C9 



4273. .4443, 4321. ,4437, 4455.'. 4562, 4456. .4563 



55145 
115553 
2166 • 

OJ000112_05.04 26.C9.o3.ts 

4645 

none 

4645. .4857, 4645.. 4803 



Seq. ID OJ000112_05.0426. 

Strand -f 

End 4857 

Method TBLASTX : Soybean 

End 4857 

Score 187 



C9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



55146 

115554 • 
1 

OJ000112_05. 0426. CIO. ol.np 
1 

4680179 
1..'2139 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID • OJ000112_05.0426. 
Strand + 

2142 
AAT/NAP 
2139 
3224 



CIO 



End 

Method 

End 

Score 



55146 

115554 

1 

OJ000112_05. 0426. CIO. ol.gs 
88 

none 

88. .1164, 1348. .2142 



Seq. ID OJ000112_05.0426. 

Strand + 

End 2142 

Method GENSCAN 

End 2142 

Score .71 



CIO 



55146 
115555 
5656 

OJ000112_05.0426.C10.o2.np 
5656 ■ 
"6983861 
5656. .6444 

(AP001168) Similar to gypsy-type retrotransposon RIRE8B 
internal region {AB014741) [.Oryza sativa] 



Seq. ID OJ000112_05.0426. 
Strand + 

6444 
AAT/NAP 
64 4 4 
1337 



CIO 



End 

Method 

End 

Score 



55146 
115556 
6713 

OJ000112_05. 0426. CIO. o3.np 
6713 
6983860 
5713. .7805, 8061. .8258 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy 
(AF061282) [Oryza sativa] 



Seq. ID OJ000112_05.0426. 

Strand + 

End 8258 

Method AAT/NAP 

End 8258 

Score 2157 



DNA, 



CIO 



55146 

115557 

8267 

OJ000112_05. 0426. CIO. o4.np 



Seq. ID OJC)00112_05.0426 

Strand + 

End 8695 

Method AAT/NAP 



type 
CIO . 



55739 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8267 End 8695 

7489851 Score 507' 

.8267. .8695 

probable polyprotein - pineapple retrotransposon deal (fragment) 
gi|2995405|emb|CAA73042.1| (Y12432) polyprotein [Ananas comosus] 



55146 
115558 
2843 

OJ000112_05. 0426. CIO. o9.tw 
2 

none 

2. .106, 3. .125, 3. .134, 4. .135 



Seq. ID OJ000112_05. 0426. CIO 



Strand 
End 

Method 
End 
Score 



Seq. No. 55146 Seq. ID 

Gene No. 115558 Strand 

Start 2843 End 

Name OJ000112_05 . 0426 . CIO . o6 . tm Method 

Start 15 End 

GI none Score 

Exons 15. .200, 16. .201 

Seq. No. 55146 Seq. ID 

Gene No. 115558 Strand 

Start 2843 • End 

Name OJ000112_05 . 0426 . CIO , o3 . tw Method 

Start 136 ' End 

GI none Score 

Exons 136.. 561, 138.. 554 

Seq. No. 55146 Seq. ID 

Gene No. 115558 Strand 

Start 2843 End 

Name OJ000112_05 . 0426 . CIO . o2 . ts Method 

Start 142 End 

GI none Score 
Exons- ' 142... 390 ' 



4860 

TBLASTX: Wheat 

135 

89 



OJ000112_05. 0426. CIO 
4860 

TBLASTX: Maize 

201 

230 



OJ000112_05.0426.Cip 
4860 

TBLASTX: Wheat 

561 

599 



OJ000112_05. 0426. CIO 
4860 

TBLASTX: Soybean 

390 

206 



Seq. No. 55146 Seq. ID 

Gene No. 115558 Strand 

Start 2843 End 

Name OJ000112_05 . 0426 . CIO . o2 . tm. . Method 

Start 208 End 

GI none Score 

Exons 208.. 561, 213,. 554 

Seq. No. 55146 

Gene No. 115558 • Strand 

Start 2843 End 

Name OJ000112_05 . 0426 .CIO . o2 . tw Method 

Start 589 End 

GI none Score 

Exons 589. .1128, 630. .1124, 745. .1128 



Seq. No. 
Gene No. 
Start 



OJ000112_05. 0426. CIO 
4860 

TBLASTX: Maize 

561 

463 



Seq. ID OJ000112_05. 0426. CIO 



4860 

TBLASTX: Wheat 

1128 

636 



55146 

115558 

2843 



Seq. ID 

Strand 

End 



OJ000112 05. 0426. CIO 



4860 



55740 



' N3.IU6 




. UfiZ D 


PI 0 /^i 
. (^xu . 01 


. uC 


Method 


i dLiAo i A . cress 






0 ^ D 








CjXiO. 


1 1 R9 
X lOZ 






none 








Score 


QO 

y u 






Qo 1 nop 


1 noQ 

X u u ^ . 


1 1 R9 
. X X 0 z , 


1 ni 1 

X U X X . . 


1 1 R1 
1 X 0 X 






Seq. No. 


55146 








Seq. ID 


OJ000112_05.0426 


.010 


Gene No. 


115558 








"strand 






C:-!- a -r-l- 
O LdlT L. 


Z 0 4 J 








CjUCI 


A PAH 




NaiTie 


Pi Tfinn 1 10 n c; 

vJJ UUUllZ uo 


, U4 Z D 


PI 0 r^^ 

. uxu . 0 X 


. t s 


Method 


i oLj/io i A . boyoean 






X D 








bna 


1 1 7 

X X / D 






none 








Score 


oui 






Qi 1 1 7 


Q97 


1 1 7 ^ 
X X / 0 










Seq. No. 


55146 








Seq. ID 


OJ000112__05.0426 


.CIO 


Gene No, 


115558 








Strand 






O L ciX L. 










End 


f± 0 D U 




NaiTie 


UU UUUXXZ UD 


HA 0 
. U4i Z D 


.C10.O3 


.tm 


Method 


i oXiAo i A : ixiai ze 














End 


1 9 ^ tf; 
iz 00 






none 








Score 


^ A A 

X 41 fl 




Exons 


Q7 4 117 7 
y / H , .XX / / / 


Q7 R 


1262, 975.. 1262, 976.. 


1 9 

xz 0 0 




Seq. No. 


55146 








Seq. ID 


OJ000112_05.0426, 


.CIO 


Gene No. 


115558 








Strand' ■ 








9 p 4 

z 0 fl J 








End 


4i 0 DU 




Na.me 


p jnnn 119 n r 

U J UUUXXZ UD 


n /I 9 
. U Z D 


.ClO.ol 


. tw 


Method 


i 0X1/10 i A : wnea L 






1 1 R 
X X 00 








End 


1 7 ^; 1 

X / fD X 






none 








Score 


7 1/1 




oxons 


ii^R i7^;i 


1 1 QA 

X X Jfi 


. .1640, 


1701. 


.1760 






oeq . iNO . 


D 0 X fi D 








' Seq. ID 


OJ000112_05.0426, 


PI n 
. UX u 


Gene No. 


115558 








Strand 






Start 


2843 








End 


4860 




Name 


n Tonni 19 n 


. U fl Z D 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 






1 1 /I 

X 0 X 41 








End 


1899 






none 








Score 


229 




TT* V 


l'51/l ^ A c^o 
X-jXfl. , ±HK>y f 


1 "5 1 R 

X 0 X 0 


. .1476, 


1329. 


,1478, 1473. .1637, 1474. .1? 






17 01 IP QP 
X /UX. . X0"O 














Seq. No. 


55146 








Seq. ID 


OJ000112_05.0426, 


.CIO 


Gene No. 


115558 








Strand 








9 p 4 
z 0 4i 0 








End 


4860 




Naitie 


p Tnnn 119 n r 
uj uuu X uo 


. U Z D 


.C10.O5 


.tw 


Method 


TBLASTX: Wheat 




o L.aru 


1 7 tf; 1 








End 


2094 






none 








Score 


312 




Exons 


1 7 f^l 904 9 
X / oX . . ZU4t z ^ 


1 7 (^9 
X / OZ. 


. .2094 










Seq. No. 


55146 








Seq. ID 


OJ000112_05.0426. 


.CIO 


Gene No. 


115558 








Strand- 






O L d IT L 


9 p 4 








End 


4860 




Name 


p Tfi 0 0 1 1 9 n R 
UJ uuuixz Uo 


. U Z D 


.C10.O2 


.gs 


Method 


GENSCAN 






9 Q /I T 
Z b 4 0 








End 


4860 




GI 


none 








Score 


. 62 




Exons 


2843. .3430, 


4846 


. .4860 










Seq. No. 


55146 








Seq. ID 


OJ000112_05. 0426. 


,C10 


Gene No. 


115559 








Strand 






Start 


6871 








End 


7069 





55741 



Name ■ OJ000112_05 . 0426 . CIO . 08 . tw Method 

Start 6871 End 

GI none Score 

Exons 6871.. 7068, 6872.. 7069, 6896.. 7069 

Seq. No. 55146 Seq. ID 

Gene No. 115560 - Strand 

Start 7121 End 

Name OJ000112_05 . 0426 . CIO . o5 . tm Method 

Start 7121 End 

GI none Score 

Exons 7121.. 7426 



TBLASTX: Wheat 

7069 

215 



OJ000112_05. 0426. CIO 
7471 

TBLASTX: Maize 

7426 

246 



Seq. No. 55146 Seq. ID 

Gene No. 115560 Strand 

Start 7121 End 

Name OJ000112_05 . 0426 . CIO . 06 . tw Method 

Start 7121 End 

GI none * Score 

Exons 7121.. 7471 



OJ000112_05. 0426. CIO 
7471 

TBLASTX: Wheat 

7471 

312 



Seq. No. 55146 

Gene No. 115561 

Start 7805 

Name OJ000112_05 , 0426 . CIO . o7 . tw . 

Start 7805 

GI none 

Exons 7805.. 8158, 7805.. 8083 

Seq. No. 55146 

Gene No. 115562 

Start 8290 

Name OJ000112_05 . 0426 . CIO . o4 . tw 

Start 8290 

GI none 

Exons 8290.. 8598, 8291.. 8626, 8294, 
8619.. 8690 



Seq. ID OJ000112_05. 0426. CIO 
Strand 

.End. 8158 

Method TBLASTX : Wheat 

End 8158 

Score 255 



Seq. ID OJ000112_05. 0426. CIO 
Strand 

End 8694 

Method TBLASTX : Wheat 

End 8694 

Score 367 

.8608, 8613.. 8690, 8617.. 8694, 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - - 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



55146 

115562 

8290 

OJ000112_05. 0426. CIO. o4.tm 

8300 

none 

8300. .8590, 8302. .8592 
55147 

115563 :v • 

7368 

OJ000112_05.0426.Cll.o3.np 

7368 

5852180 

7368.. 7420, 8402.. 8536, 8570, 
{AL117265) zhbOOOlO.l [Oryza 

55147 
115563 



Seq. ID OJ000112_05. 0426. CIO 
Strand 

End 8694 

Method TBLASTX: Maize 

End 8592 

Score 332 



Seq. ID OJ000112_05.0426.C11 

Strand + ' . 

End 9964 

Method AAT/NAP 

End 9964 

Score 473 
.8935, 9923.. 9964 
sativa] 

Seq. ID OJ000112_05.0426.C11 

Strand + 



55742 




start 


7368 






End 


9964 


Name 


OJ000112_05 .0426 


. Cll . o2 


gs 


Method 


GENSCAN 


Start 


8495 






End 


9840 


GI 


none 






Score 


. 64 


Exons 


8495 . .8991, 9062 


. . 9313, 


9594 . 


.9675, 97 


70 . . 9840 


Seq. No, 


55147 






Seq. ID 


OJ000112 05. 0426. Cll 


Gene No. 


115564 






Strand 




Start 


806. 






End 


5327 • 


Name 


OJ000112 05.0426 


.Cll.ol 


np 


Method 


AAT/NAP 


Start 


806 






End 


5327 


GI 


4680179 






Score 


5364 


Exons 


806. .4205, 4239. 


.5327 









GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 55147 

Gene No. 115565 

Start 7270 

Name .v .OJ000112_05 . 0426 . Cll . o6 

Start 851 

GI none 

Exons 851.. 1048, 1043.. 1189, 

Seq. No. 55147 

Gene No. 115565 

Start 7270 

Name OJ000112_05 . 0426 . Cll . ol 

Start 1039 

GI none 

Exons 1039.. 1212, 1049.. 1231, 
1467. .1628, 1473. .1625, 



Seq. ID OJ000112_05. 0426. Cll 
Strand 

End 7651 

.tw Method TBLASTX : Wheat 

End 1194 

Score 100 
1051.. 1194, 1067., 1192 

Seq. ID OJ000112_05,. 0426. Cll 
Strand 

End. 7651 

.tm Method TBLASTX : Maize 

End 162 9 

Score 77 
1055. .1213, 1189. .1467, 1191, .1469, 
1486. .1629 



Seq. No. 55147 Seq. ID 

Gene No. 115565 Strand 

Start . 7270 End 

Name ' OJ000112_05 . 0426 . Cll . ol . tw Method - 

Start- 1197 . . End . 

GI none Score 

Exons -1197.. 1715, 1215.. 1808, 1294,, 1752 



OJ000112_05. 0426. Cll 
7651 

TBLASTX: Wheat 

1808 ■ • • 

153 



Seq. No. 55147 Seq. ID 

Gene No. 115565 Strand . 

Start 7270 End 

Name OJ000112_05 . 0426 . Cll . o4 . tm Method 

Start 1677 End 

GI none Score 

Exons 1677.. 1967, 1681.. 1968 



OJ000112_05. 0426. Cll 
7 651 

TBLASTX: Maize 

1968 

208 



Seq. No. 55147 Seq. ID 

Gene No. 115565 Strand 

Start 7270 End 

Name OJ000112__05 . 042 6 . Cll . o2 . ts Method 

Start 1767 - . End 

GI none Score 

Exons 1767.. 2027, 1768.. 2022 



OJ000112_05. 0426. Cll 
7651 

TBLASTX: Soybean 

2027 

148 



Seq. No. 55147 Seq. ID OJ000112_05 . 0426 . Cll 

55743 



Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



115565 
7270 

OJ000112_05, 

1791 

none 

1791. . 1934, 

55147 

115565 

7270 

OJ000112_05. 

1815 

none 

1815. .2348, 

55147 

115565 

7270 

OJ000112_05. 

2373 

none 

2373. .2735, 

55147 

115565 

7270 

OJ000112_05. 

2385 

none 

2385. .2807, 

55147 

115565 

7270 

OJ000112_05. 

2556 

none 

2556. .2801, 

55147 

115565 

7270 

OJ000112_05. 

2772 

none 

2772. .3086, 

55147 

115565 

7270 

OJ000112_05. 

2808 

none 

2808. .3110, 

55147 
115565 



0426. Oil. ol.tc 
1792. .1932,. 1935, 

0426.Cll.o2.tw 
1816. .2382 

0426.Cll.o2.tm 
2382.. 2735, 2386. 

0426.Cll.o3.tw 
2386. .2775 

0426.Cll.o3.ts 
2557. .2784 

0426.Cll.o3. tm 



Strand 
End 

Method 
End 
Score 
.2105 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2736 

Seq. ID 

Strand 

End 

Method 

End 

Score 



7651 

TBLASTX: Cress 

2105 

85 



OJ000112_05.04 26.C11 
7651 

TBLASTX: Wheat 

2382 

336 



OJ000112_05.0426.C11 
7651 

TBLASTX: Maize 

2736 

181 



OJ000112_05.0426.C11 
7651 

TBLASTX: Wheat 

2807 

367 



Seq. ID OJ000112_05.0426.C11 
Strand 

End 7651 

Method TBLASTX : Soybean 

End 2801 

Score 93 ■ ' 



Seq. ID OJ000112_05,0426.C11 
Strand 

End 7651. 

Method TBLASTX: Maize 

End 3272 

Score 50 



2815. .2865, 2893. .3021, 3093. .3272, 3145. .3264 



0426.Cll.o5. tw 



2814. .3107, 2824 



Seq. ID OJ000112_05.0426.C11 
Strand 

7651 

TBLASTX: Wheat 
3110 
184 



End 

Method 
End 
Score 
.3108 



Seq. ID OJ000112_05.0426.C11 
Strand 



55744 




o tart 


1 ^ 1 \j 








End 


7651 


Name 


UJUUUiiz Uo, 


U4z b 


. bl 1 . Ol 


4- 

. t s 


Method 


TBLASTX : Soybean 


btart 


O Q 0 "5 








End 


3218 


bl 


none 








Score 


222 


Exons 


ZOZ J . . Jlo Z , 


O Q 0 / 

zo Z 4 


. . Jl 1 4 , 


J 1 4 J . 


.3180, 3186. .3218, 3187. .3216 


Seq. No. 


55147 . 








Seq. ID 


OJ000112_05.0426.C11 


Gene No. 


115565 








Strand 


- 


.'otart 


n on C\ 








End 


7651 


Name 


UJUUUi iz Uo . 


U 4 z b 


. bl 1 . 04 


. tw 


Method 


- i dLiAo 1 A . wneat 


otart 


Tic;© 








End 


3645 




none 








Score 


261 


Exons 


Jioy . . JO / 




. . Jb4 0 , 


^ c; Q 1 
JO y 1 . 


.3641 




Seq. No. 


55147 








Seq. ID 


OJ000112 05.0426.C11 


Gene No. 


115565 








Strand 


- 


Start 


T o *7 n 
/z / U 








End 


7651 


Name 


UJ UUU 1 Iz Uo . 


C\ A o c 

U4zb 


. bl 1 . OO 


4- m 

. tm 


Method 


TBLASTX: Maize 


Start 


o o4 U 








End. 


3630 


bl 


none 








Score 


191 


Exons 


oo4 U . . ob , 


oo4z 


T £r O Q 

. . Jbz y 








Seq. No. 


55147 








Seq. ID 


OJ000112_05.0426.C11 


Gene No. 


1155'6.5 








Strand 




Start 










End 


7651 


Name 


(JJUUUiiZ UO. 


U4 z b 


. bl 1 . Oo 


. tw 


Method 


• TBLASTX: Wheat 


Start 


J / 4 1 








End 


4178 


bl 


none 








Score 


73 


Exons 


-3/41. .O/OZ, 


Jo 1 U 


. . jyz J / 


J 0 1 1 . 


.3924, 3969. .4178, 3970. .4122 


Seq. No. 


55147 








Seq. ID 


OJ000112_05.0426.C11 


Gene No. 


115565 








Strand 




O 4 1 1^4- 

btart 


T o T n 
/ z / U 








End 


7651 


Name 


UJUUUllz Uo. 


f\ A o a 
U4zb 


. bl 1 . O / 


4- TT1 

. tm 


Method 


TBLASTX: Maize 


btart 


Jo bl 








End 


4214 


bl 


none 








Score 


188 


Exons 


OObl. .4Zl4 












Seq. No. 


55147 








Seq. ID 


OJ000112_05.0426.C11 


Gene No. 


115565 








Strand 




O 4- -» v-4- 

otart 


n on C\ 








End 


7651 


Name 


UJ UUUllz Uo. 


C\ A O 

U 4 z b 


1 1 /^n 
. bl 1 . O / , 


4- t T 

. tw 


Method 


TBLASTX: Wheat 


C 4 11-4- 

otart 


4 4 y / 








End 


4817 


bl 


none 








Score 


68 


Exons 


44y/..4ol// 


A A 

4 b04 


/I Q 1 O 

. . 4 o 1 z 








Seq. No. 


55147 








Seq. ID 


OJ000112_05.0426.C11 


Gene No. 


115565 








Strand 




Start 


n on r\ 
1 1 /U 








End 


7651 


Name 


OJUUUllz Ud. 


r\ A o c 
U4 z o 


. bll . Ob . 


. tm 


Method 


TBLASTX: Maize 


Start 


4542 








End 


4814 


GI 


none 








Score 


65 


Exons 


■ 4542. . 4814, 


4717 


. .4803 








Seq. No. 


55147 








Seq. ID 


OJ000112_05.0426.C11 


Gene No. 


115565 








Strand 




Start 


7270 








End 


7651 



55745 



Name 

Start 

GI 

Exons 



OJ000112_05 . 0426 . Cll , o9 . tw Method TBLASTX : Wheat 
4830 End 5148 

none Score 117 

4830. .4874, 4885. .5082, 4887. .5084, 5097. .5144, 5134. .5148 



Seq. No. 55147 

Gene No.. 115565 

Start ■ 7270 

Name /• OJOOOl 12_05 . 0426 . Cll . ol . gp 

Start 7270 

GI uC-osflcyp033a04bl 

Exons 7270.. 7651 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ000112_05.0426.Cil 
Strand 

End 7651 

Method AAT/GAP 

End 7651 

Score 687 





Seq. No. 


5514 8 




Seq. ID 


OJ000112 




Gene No. 


115566 




Strand 


+ 




Start • 


1 




End 


1392 ^- 




Name 


OJ000112_05. 0426.C12.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1392 




GI 


7339707 




Score 


60 




Exons 


1 . .21, 1283 . . 1392 










GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


■- 

55148 




Seq. ID 


OJ000112 


i I 


Gene No. 


115566 




Strand 


+ 




Start 


1 




End 


1392 




Name 


OJ000112_05 .0426.C12.ol. 


gs 


Method 


GENSCAN 




Start 


94 




End 


383 


y 


GI 


none 




Score 


. 86 


J 


Exons 


94 . . 383 








y 


Seq. No. 


55149 




Seq. ID 


OJ000112 




Gene No. 


115567 




Strand 




3 


Start 


209 




End 


443 




LN CtiltC 




gs - 


Method 






■ Start 


209 




End 


443 


3 


GI 


none 




Score 


.74 




Exons 


209. .443 










Seq. No. 


55150 




Seq. ID 


OJ000112 




Gene No. 


115568 




Strand 






Start 


700 




End 


990 




Name 


OJ000112 05.0426.C14.o3. 


tm 


Method 


TBLASTX: 




Start 


700 




End 


990 




GI 


none 




Score 


67 




Exons 


700.. 795, 796....948, 802. 


.990, 


878. . 985 






Seq. No. 


55150 




Seq. ID 


OJ000112 




Gene No. 


115569 




Strand 






Start 


1069 




End 


2138 




Name 


OJ000112 05.0426.C14.o2. 


tw 


Method 


TBLASTX:! 




Start 


1069 




End 


1438 




GI 


none 




Score 


155 




Exons 


1069. .1218, 1220. .1438 










Seq. No. 


55150 




Seq. ID 


OJ000112_ 



55746 




Gene No. 115569 

Start 1069 

Name OJ000112_05 . 0426 . C14 . o2 

Start 1162 

GI none 

Exons 1162.. 1218, 1163.. 1222, 

Seq. No. 55150 

Gene No. 115569 

Start 1069 

Name OJ000112_05 . 042 6 . C14 . ol 

Start 1532 

GI none 

Exons 1532.. 1648, 1676.. 1714, 




Strand 

End 2138 

.tm Method TBLASTX : Maize 

End 1634 

Score 61 
1262. .1633, 1266. .1301, 1416. .1634 

Seq. ID OJ000112_05.0426.C14 
Strand 

End 2138 

.tw Method TBLASTX : Wheat 

End 2083 

Score 63 
1721. .2083, 1779. .1874, 1859. .1936 



beq. NO. 




beq. ID 


UJUUUli^ UO.U^Zb. 


LI 4 


Gene No. 


115569 


Strand 






Start 


1069 


End 


2138 




Name 


UJUUUllZ UD . U4i Z D . Ul ft . Ol . ES 


Method 


i biiAb i A . boyoean 




Start 


1 "7 n c 
1 / Ub 


End 


Z 1 1 / 




GI 


none 


Score 


y / 




Exons 


ITHC 1QQ1 IQQH Oim IQnO 

1 / ud. . loyi, 1 p ou..ziu/, lyuo. 








beq. NO. 


c c 1 c n 
00 lOU 


beq. lu 


r\ TH n m 1 o n c; n /i o c 
UJUUUllZ UO.U^Zb. 


Li4 


Gene No. 


115569 


Strand 






Start 


1069 


End 


2138 




Name 


OJ000112 05.0426.C14 .ol.tm 


Method 


1 bLiAb i A : Mai ze 




Start 


1856 


End 


z loo 






none 


Score 


iz y 




Exons 


1856, .2137, 1859. .2104, 1899. 


.2138 






beq. NO. 


55151 


Seq. ID 


vJJUUUliZ Uo.U4Zb. 


ClO 


Gene No. 


115570 


Strand 


+ 




Start 


5992 


End 


8074 




Name 


OJ000112 05.0426.C15.o2. tm 


Method 


TBLASTX: Maize 




Start ..... 


3 


End 


272 • 




GI 


none 


Score 


119 




Exons 


3. .137, 4. .264, 136. .189, 192 


. .272- 






Seq. No. 


55151 


Seq. ID 


OJ000112_05.0426. 


C15 


Gene No. 


115570 


Strand 


+ 




Start 


5992 


End 


8074 




Name 


OJ000112 05.0426.C15.o3.tw 


Method 


TBLASTX: Wheat 




Start 


33 


End 


311 




GI 


none 


Score 


168 




Exons 


33. .137, 37. .288, 136. .213, 195. .311 






Seq.. No. ' 


55151 


Seq. 'ID 


OJ000112_05.0426. 


C15 


Gene No,. 


115570 


Strand 


+ 




Start 


5992 


End 


8074 




Name 


OJ000112 05.0426.C15.o2.tw 


Method 


TBLASTX: Wheat 




Start 


640 


End 


978 




GI 


none 


Score 


89 




Exons 


640. .978, 641. .904 









Seq. No. 55151 Seq. ID OJ000112_05 . 042 6 . C15 

Gene No. 115570 Strand + 



55747 




start 


5992 








End 


8074 


Name 


OJ000112_05 . 


0426 


.C15.o2 


. gs 


Method 


GENSCAN 


Start 


5992 








End 


7919 


GI 


none 








Score 


.59 


Exons 


5992 . . 6206, 


6745 


. 6918, 


7159. 


.7919 




Seq. No. 


55151 








Seq. ID 


OJ000112_05.0426.C15 


Gene No. 


115570 








Strand 


+ 


Start 


5992 








End 


8074 


Name 


OJ000112 05. 


0426 


015. ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7156 








End 


7553 


GI 


none 








Score 


114 


Exons 


7156. .7254, 


7157 


.7291, 


7268. 


.7552, 7342. .7539, 7371. .7553 



Seq. No. 55151 Seq. ID 

Gene No. 115570 Strand 

Start 5992 End 

Name 0 JO 0011 2__0 5.0426.C15.o2.np Me t hod 

Start 7262 ^ ' ' End 

GI 6630696 Score 

Exons 7262.. 8074 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000112_05.0426.C15 
+ 

8074 
AAT/NAP 
8074 
1331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55151 Seq. ID 

115570 Strand 

5992 End 
OJ000112_05.0426.C15.ol. tm Method 

7304 End 

none Score 

7304. .7612, 7351. .7614 



OJ000112_05.0426.C15 
+ 

8074 

TBLASTX: Maize 

7614 

316 



55152 Seq. ID 

115571 Strand 
1 ' End 

OJ0001.12_05. 0426.C16.ol.np Method 
1 End 
663^696 Score 
1. . 1984 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 {E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000112_05.0426.C16 
+ 

1984 
AAT/NAP 
1984 
3205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



55152 
115571 
1 

OJ000112_05. 0426.C16.o2.trti 
none 

5. .154, 6. .161, 7. .174, 211. .276, 219. .278 



Seq. ID ' OJ000112 05.0426.C16 



Strand 
End 

Method 

End 

Score 



55152 Seq. ID 

115571 Strand 

1 End 

OJ000112_05.0 426.C16.o3. tm Method 

394 End 



+ 

1984 

TBLASTX: Maize 
278 
228 



OJ000112_05.0426.C16 
+ 

1984 

TBLASTX: Maize 
826 



55748 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. No. 
Gene No. 
■ Start 
Name 
fl Start 
:S GI 

:z Exons 

Hi 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons . 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 




none Score 

394. .504, 500. .826, 643. .819 

55152 Seq. ID 

115571 Strand 
1 . End 

OJ000112_05 . 042 6 .016 . o3 . tw Method 
474 End 
none , Score 

474. .515, 498. .635, 4 99 .. 660, 500 .. 661 



68 



OJ000112_05.0426.C16 
+ 

1984 

TBLASTX: Wheat 

661 

37 



55152 Seq. ID 

115571 Strand 

1 End 
OJ000112_05.0426.C16.ol.gs Method 

479 End 

none Score 

479. .780, 1000. .1361, 1400. .1980 



OJ000112_05. 0426. 016 
+ 

1984 
GENSCAN 
1980 
.64 



55152 
115571 
1 

OJ000112_05. 0426. 016. o2.ts 
614 
none 

614. .835, 616. .828, 839. .1012 



Seq. ID OJ000112_05. 0426. 016 

Strand + 

End 1984 

Method TBLASTX : Soybean 

End 1012 ; 

Score 203 



55152 Seq. ID 

115571 Strand 
1 End 
OJ000112_05 . 042 6 . 016 . ol . tw Method 
662 End 
none Score 

662. .1369, 670. .1368, 1369. .1416 



OJ000112_05. 0426, 016 
+ 

1984 

TBLASTX: Wheat 

1416 

831 



55152 Seq. ID 

115571 Strand 

1 End 
OJ000112_05. 0426. 016. ol.ts Method 

1384 End 

5509260 Score 

1384. .1800, 1431. .1592, 1623. .1655 



OJ000112_05. 0426. 016 
+ 

1984 • 

TBLASTX : Soybean 

1800 

357 



55152 

115571 

1 

OJ000112_05.0426.016.ol.tc 

1429 

none 

1429. .1689, 1431. .1601 

55152 

115571 

1 

OJ000112_05.0426.016.ol.tm 
1470 



Seq. ID OJ000112_05. 0426.016 

Strand + 

End ■ 1984 

Method TBLASTX :Oress 

End 1689 

Score 287 



Seq. ID OJ000112__05. 0426.016 

Strand--. -+ . 

End 1984 

Method TBLASTX: Maize 

End ,1935 



55749 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



none 

1470. .1601, 1471. 



1935, 1606. 



55152 

115571 

1 

OJ000112_05.04 2 6.C16.o2. tw 

1471 

none 

1471. .1815, 1488. .1655, 1810, 



Score 341 
.1686, 1722. .1832 

Seq. ID OJ000112_05.0426.C16 
Strand + 
End ' 1984 ■ 

Method TBLASTX : Wheat 
End 1983 
Score 304 
.1983, 1884. .1982 



55153 
115572 
1 

OJ000112_05.0426.C17.ol.np 
1 

6630696 
1. .85 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ000112_05.0426.C17 

Strand + 

End 85 

Method AAT/NAP 

End 85 

Score 115 



oeq . LNo . 


0 O X 3 J 






Seq. ID 


OJ000112_ 


05.0426. 


,C17 


(aene ino . 


1 T C C 7 -3 

1- 1 0 D / J 






Strand 


+ 








X ^ U O 






End 


1335 






Name 




.0426.C17.ol. 


gs 


Method 


GENSCAN 






o uar u 


X Z uo 






End 


1335 






o J. 


none 






Score 


.71 






Exons 


1203 1335 














Seq. No. 


55154 






Seq. ID 


OJ000112_ 


05.0426. 


C18 


Gene No. 


115574 






Strand 








Start 


433 






End 


5540 






Name 


OJ000112 05 


.0426.C18.ol. 


gs 


Method 


GENSCAN 






Start 


433 






End 


5130 






GI 


• none 






Score 


.43 






Exons 


433. .618, 8 


92. .952, 1041. .1151, 1230.. 


1-481, 1562 


. .1762, 






1901. .2030, 


2'611. .2731, 


2781. 


.2916, 3137. .3263, 


3985. .4316, 




4441. .4623, 


4792. .4857, 


5090. 


, .5130 








Seq. No. 


55154 






Seq. ID 


OJ000112_ 


05.0426. 


C18 


Gene No. 


115574 






Strand 








Start 


433 






End 


5540 






Name 


OJ000112 05 


.0426.C18.o2. 


np 


Method 


AAT/NAP 






'start. 


2417 






End 


5268 






GI 


6539570 






Score 


99 






Exons 


2417. .2443, 


4792. .4857, 


5086. 


.5268 








GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


55154 






Seq. ID 


OJ000112_ 


05.0426. 


C18 


Gene No. 


115574 






Strand 








Start 


433 






End 


5540 






Name 


OJ000112 05 


.0426.C18.ol. 


np 


Method 


AAT/NAP 






Start 


3861 






End 


5540 






GI 


4680203 






Score 


366 






Exons 


3861. .4728, 


' 5517. .5540 












GI Descrip. 


(AF114171) ■ 


TNP2-like protein 


[Sorghum bicolor] 







55750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55154 

115574 

433 

OJ000112_05.0426.C18.ol.tw 

4001 

none 



Seq. ID OJ000112_Q5.0426.C18 
Strand 

End 5540 

Method TBLASTX : Wheat 

End 4724 

Score 39 



4001. .4069, 4022. .4087, 4076. .4180, 4083. .4175, 4208. .4297, 
4291. .4473, 4296. .4472, 4494. .4724 



55154 

115574 

433 

OJ000112_05.0426.C18.ol.tm 

4308 

none 



Seq. ID OJ000112_05.0426.C18 

Strand ' - 

End 5540 

Method TBLASTX: Maize 

End 4598 

Score 50 



4308. .4424, 4309. .4395, 4317. .4460, 4411. .4536, 4428. .4598, 
4429. .4581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55154 Seq. ID OJ000112_05 . 0426 . CIS 

115574 Strand 

433 End 5540 

OJ000112_05.0426.C18.o3.np Method AAT/NAP 
5395 End 5540 

6630699 ' ' Score 76 

5395. .5540 

{AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 

55155 Seq. ID OJ000112_05 . 0426 . C19 

115575 Strand + 

1 . - End 2614 

OJ000112_05.0426.C19.ol.np Method AAT/NAP 
1 End 2 611 

5922620 Score 470 

1..169, 479. .512',-" 623. . 948, 985.. 1069, 2481., 26lf 
(AP000492) EST D15357 (C0514 )* corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



55155 Seq. ID 

115575 Strand 
1 End 
OJ000112_05.0426.C19.ol.gs Method 
915 End 
none Score 
915. .1069, 1843. .1980, 2407. .2614 

55155 Seq. ID 

115576 Strand 
27 50 End 
OJ000112_05.0426.C19.o2.np Method 
2750 End 
6630699 Score 



05.0426.C19 



OJ000112_ 
+ 

2614,; 
GENSCAN 
2614 
.53 



OJ000112 05.0426.C19 



2975 ' 
AAT/NAP 
2975 
92 



55751 




Exons 2750.-2830, 2859.. 2975 '-^ 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|cibj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



O c . IN U - 










Seq. ID 








X JL J O / D 








Strand 
















End 


9 Q7 R 

f D 




Name 




. U fi ^ u 


. X -7 . OO 


. np 


Method 


/\fil / LNriir 






2780 








End 






GI 


6742729 








Score 


101 




Exons 


2780. .2975 
















(AF121139) 


RIM2 


protein 


[Oryza sativa] 






C Q rr M 
O c . Ln U . 


55156 








Seq. ID 


OJ0G0112_05.0426 


con 




115577 








Strand 








213 * 








End 


3477 




Name 


OJ000112 05 


.0426 


.C2p.ol 


. np 


Method 


AAT/NAP 




Start 


'213 








End 


3477 




GI ■ 


100484 








Score 


981 




Elxons 


213. .240, 1518.. 


1925, 1992.. 3477 






\j± uescnp. 


hypothetical protein - 


garden 


snapdragon 




o G . IN O . 


55156 








Seq. ID 


OJ000112_05.0426 


con 




115577 








Strand 
















End 


3477 




Name 


OJ000112 05 


.0426 


.C20.O1 


. tw 


Method 


TBLASTX: Wheat 




Start 


2350 








End 


2665 






none 








Score 


188' 




Exons 


2350. .2664, 


2351 


. .2665 










o t; . IN w • 


55156 








Seq. ID 


OJ000112_05.0426 


. u 




115577 








Strand 








213 








End 


3477 




Name 


OJ000112 05 


.0426 


.020. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2419 








End 


2892 , 






none 








Score 


127 ' <: 




Exons 


2419. .2718, 


2455 


. .2634, 


2477. , 


2641, 2827. .2892 




Qcirt ^Jr^ 
. LNvJ . 


55156 








Seq. ID 


OJ000112_05.0426 


. u 




115577 








Strand 






O L. d X l_ 


213 








End 


3477 




Name 


OJ000112 05 


.0426 


.C20.O1 


. tc 


Method 


TBLASTX: Cress 




Start 


2437 








End 


. 2778 






none 








Score 


53 




Exons 


2437. .2778, 


2443 


. .2643, 


2633. . 


2770 






Seq. No. 


55156 








Seq. ID 


OJ000112_05.0426 


C20 


Gene No. 


115577 








Strand 






Start 


213 








End 


3477 




Name 


OJ000112 05 


.0426 


.C20.O1 


. ts 


Method 


TBLASTX : Soybean ' 




Start 


2518 








End 


2949 




GI 


none 








Score 


116 




Exons 


2518. .2787, 


2527 


. .2700, 


2822. . 


2944, 28 


27. .2949 




Seq. No. 


55156 








Seq. ID 


OJ000112_05.0426 


C20 


Gene No. 


115577 








Strand 







55752 



start 
Name 
Start 
GI 

Exons 



213 End 

OJ000112_05.042 6.C20.o2. tw Method 

2667 End 

none Score 
2667. .2753, 
2801, .2995 



3477 

TBLASTX: Wheat 
2997 
51 

2668. .2772, 2671. .2778, 2678. .2782, 2773. .2997, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



55157 
115578 
231 

OJ000112_05. 0426. 021. ol.gs 
231 
none 

231. .323, 513. .599 

55157 
115579 
3170 

OJ000112_05.0426.C21.o3.gs 
3170 
none 

3170. .3232, 3271. .3653, 3793. .3985 



55157 , - 

115580 

5209 

OJ000112 05. 04.26. C21.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



5291. .6732, 6994, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7398 



OJ000112_05.0426.C21 
+ 

599 

GENSCAN 

599 

.67 



OJ000112_05. 0426. 021 
+ 

3985 • 
GENSGAN 
3985 
.67 



OJ000112_05.0426.C21 
+ 

7425 
AAT/NAP 
7398 
1509 



4944 
2462734 
4944. .5037, 

(AC002292) similar to "Mx" GTP-binding proteins [Arabidopsis 
thaliana] 



Seq. No. 55157 Seq. ID 

Gene No. 115580 Strand 

Start 5209 ..End 

Name OJ000112_05 . 042 6 .-C21 . p4 . gs Method 

Start 5209 End 

GI ' none Score 

Exons 5209.. 6858, 6994.. 7425 

Seq. No. 55157 Seq. ID 

Gene No. 115580 Strand 

Start 5209 End 

Name OJ000112_05 . 042 6 . C21 . ol . tc Method 

Start 5392 End 

GI none Score 

Exons 5392.. 5460, 5404.. 5532, 5637. 

Seq. No. 55157 Seq. ID 

Gene No. 115580 Strand 

Start 5209 End 

Name OJ000112_05 . 042 6 . C21 . ol.. ts Method 

Start 5392 ' End 

GI none Score 

Exons 5392.. 5460, 5404.. 5517, 5638!. 5949 



OJ000112_05.0426.C21 
+ 

7425 
GENSCAN 
7425 
.92 



OJ000112_05.0426.C21 
+ 

7425 

TBLASTX: Cress 

5949 

85 



,5759, 5638.. 5949 



OJ000112_05.0426.C21 
+ 

7425 

TBLASTX : Soybean 

5949 

84 



55753 



Seq. No. 55157 

Gene No. 115580 • 

Start 5209 

Name OJ000112_05 . 0426 . C21 . ol . tm 

Start . 5637 • 

GI none 

Exons 5637.. 5972, 5638.. 5949 



Seq. ID OJ000112_05.0426.C21 

Strand + 

End 7425 

Method TBLASTX : Maize 

End 5972 

Score 205 



Seq. No. 55157 Seq. ID 

Gene No.' 115580 Strand 

Start 5209 End 

Name OJ000112_05 . 0426 . C21 . o2 . ts Method 

Start 6583 End 

GI none Score 

Exons 6583. . 6825 



OJ000112_05. 0426. 021 
+ 

7425 

TBLASTX: Soybean 

6825 

184 



Seq. No. 55158 
Gene No. 115581 
Start 1 

Name OJ000112__05 . 0426 . 024 . ol . np 

Start 1 
GI 7494310 
Exons 1. . 19, 635. .866 

GI Descrip. hypothetical protein PFB06.80w - malaria parasite (Plasmodium 
falciparum) gi | 384 524 8 | gb| AA071925 . 1 | (AE001410) hypothetical 
protein [Plasmodium falciparum] 



Seq. ID OJ000112_05. 0426.024 
Strand 

End 866 

Method AAT/NAP 

End 866 

Score 101 



Seq. No. 


55158 




Seq. ID 


OJ000112_05.0426 


.024 


Gene No. 


115581 




Strand 






Start 


1 




End 


866 




Name 


OJ000112 05.0426.024. 


ol . gs 


Method 


GENSOAN 




Start 


503 




End 


779 




GI 


none 




Score 


.54 




Exons 


503. .551, 629. .779 










Seq. No. 


55159 




Seq. ID 


OJ0001.12_05.0426 


.025 


Gene No. 


115582 




Strand 






Start 


1 




End 


1000 




Name 


OJ000112 05.0426.025. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


544 




GI 


4680203 




Score 


516 




Exons 


1. .544 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 




Seq. No. 


55159 




Seq. ID 


OJ000112_05.0426 


.025 


Gene No. 


115582 




Strand 






Start 


1 




End 


1000. 




Name 


-OJ000112 05.0426.025. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


198 




GI 


none 




Score 


90 




Exons 


3. .98, 4. .108, 5. .100 


1, 91. .198 






Seq. No. 


55159 




Seq. ID 


OJ000112_05.0426 


.025 


Gene No. 


115582 




Strand 






Start 


1 




End 


1000 




Name 


OJ000112 05.0426.025. 


ol . gs 


Method 


GENSOAN 




Start 


90 




End 


549 





55754 



GI 

Exons 



none 
90. .549 



Score 



.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exohs 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55159 
115582 
1 

OJ000112_05.0426.C25.ol,gp 
412 

2310235 
412. .549, 963. .1000 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012,l [Oryza 
sativa] 



Seq. ID OJ000112_05. 0426. 025 
Strand 

1000 
AAT/GAP 
1000 
299 



End 

Method 

End 

Score 



55160 
115583 
1 

OJ000112_05.0426.C26.ol.np 
1 

2462911 
1..21, 251. .327, 431. .533 

(Z83832) UDP-glucose : sterol glucosyltransf erase [Avena sativa] 



Seq. ID OJ000112_05.0426.C26 

Strand 

End 534 

Method AAT/NAP 

End 533 

Score 220 



55160 

115583 

1 

'OJ000112_05.0426.C26.ol.tm 
245 
none 



Seq. ID OJ000112_05,0426.C26 

Strand 

End 534 

Method TBLASTX : Mai ze 

End 534 

Score 115 



245. .328, 249. .326, 250. .327, 432. .533, 433. .534 



55160 

115583 

1 

OJ000112_05.0426.C26.ol. ts 

245 

none 

245. .328, 249. .326, - 250. .34? 

55160 

115583 

1 

OJ000112_05. 0426. 026. ol.gs 

431 

none 

431. .512 



Seq. ID OJ000112_05. 0426. 026 

Strand 

End 534 

Method TBLASTX : Soybean 

End 534 

Score 84 

435. .533, 436. .534, 436. .534 

Seq. ID OJ000112__05. 0426. 026 

Strand 

End 534 

Method GENSOAN 

End 512 

Score .81 



Seq. No. 55161 

Gene No. 115584 

Start 952 

Name OJ000112_05 . 0426 . 027 . ol . gs 

Start 952 

GI none 

Exons 952.. 1036, 1714. .1931 

Seq. No. 55161 

Gene No. 115585 

Start 1 



Seq. ID OJ000I12_05. 0426.027 

Strand + ' " 

End 1931 

Method GENSOAN 

End 1931 

Score .44 



Seq. ID OJ000112_05. 0426.027 

Strand 

End 647 



55755 




Nam© 


^^T^^m10 nc; c\a^c con 


.ol 


.np 


Method 


AAT/NAP 








1 






End 


640 














Score 


246 






Exons 
















GI Dsscrip . 


(iioooJZj uur— glucose 


: sterol 


glucosyltransf erase 


[ Avena 


sati' 


Seq. No. 


55161 






Seq. ID 


OJ000112 


_05.0426 


.C27 


Gene No. 


115585. 






Strand 


- 






o tar L 


1 






End 


647 






Name 


UJUUUilz Ua.U4ZD.bz/ 


. OI 


4- r> 

. t s 


Method 


I BLiAb i A : 


Soybean 






/I 

4 0 D 






End 


640 








none 






Score 


135 






Exons 
















Seq. No. 


55161 






Seq. ID 


OJ000112 


_05.0426 


.C27 


Gene No. 


115585 






Strand 


- 






O -I- v-l- 


1 






End 


647 






Name 


UJUUUllZ Uo.,U4ZD.bZ/ 


. Ol 


. tc 


Method 


TBLASTX : 


Cress 




btar t 








End 


647 








none 






Score 


111 






Exons 




464 


. .643 


, 528. .647 








Seq. No. • 


55161 . 






Seq. ID 


OJ000112 


_05.0426 


.C27 


Gene No. 


115585 






Strand 


- 






o tart 


X 






End ■ 


647 






Name 


OJUUUllz Uo.U4ZD.Cz/ 


. ol 


. tm 


Method 


TBLASTX : 


Maize 




btart 


4 by 






End 


647 






bl 


none 






Score 


127 






Exons 


4oy. .OZ)4, 4d4. .d4U, 


464 


. .643 


, 522. .647 








Seq. No. 


55162 






Seq. ID 


OJ000112 


_05.0426 


.C28 


Gene No. 


115586 






Strand 


+ 






C4- a v-4- 

o tart 


^ 'kA Q 
lo4 0 






End 


1626 






Name 


OJUUUllz Ud.U4zd.Czo 


. ol 


. gs 


Method 


XT O TV XT 

GENSCAN 






0 4- 1-4- 

ot art 


1 o4 o 






End 


1626 






bi 


none 






Score 


.45 






Exons 


1 J4 0 . . 1 dZ d 














Seq. No. 


55163 






Seq. ID 


OJ000112 


^05.0426 


.C29 


Gene No. 


115587 






Strand 


+ 






ot art 


Q O Q 
oZo 






End 


972 






Name 


ujuuuxiz uo.u4ZD.bzy 


. ol 


. gs 


Method 


GENSCAN 






C4- ^ 1-4- 

otart 


Q O Q 

cf Zo 






End 


972 






bl 


none 






Score 


.45 






Exons 


oZo . . y / z 














Seq. No. 


55164 






,Seq. ID • 


.-OJ000112 


_05.0426. 


.C30 


Gene No. 


115588 






Strand 


+ 






C4- v-4- 

ot art 


J- -3D 






End 


765 






Name 


r\ T A AA110 AC AjIO/' OOA 

OJUUUllz Ub.U4zD.C-3U 


.ol 


.gs 


Method 


GENSCAN 






Start 


iOD 






End 


765 






GI 


none 






Score 


.64 






Exons 


136. .393, 399. .515, ■ 


679 


. .765 










Seq . No . 


. 55165 






Seq. ID 


OJ000112 


_05.0426, 


.C31 


Gene No. 


115589 






Strand 


+ 






Start 


1 






End 


857 







55756 



Name 


UJUUUiiz Uo . U4 . C Jl . oi . np 


Metnoa 


7\ 7\ rp / XT TV TJ 

AAl / NAr 




Start 


1 


End 


OCT 

oo / 






c o c o 1 on 

oooz ioU 


Score 


o3 




Exons 


1 ion D01 QR*! 








GI Descrip. 


(ALII /Zoo) znDUUUlU.l [Oryza 


sativa ] 






Seq. No. 


00 I DO 


Seq, ID 


OJUOOl 12 


05 


Gene No. 


115589 


Strand 


+ 




Start 


1 


End 


857 




Name 


OJ000112 05.0426.C31.o2.np 


Method 


AAT / NAP 




Start 


1 


End 


4 Oo 




GI 


4680186 


Score 


i4 1 




Exons 


1..23, 192. .408 








GI Descrip, 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


55165 


Seq. ID 


OJ000112 


_05 


Gene No. 


115589 


Strand 


+ 




Start 


1 


End 


oo / 




Name 


OJ000112 05.d426.C31.ol.gs 


Method 


GEN SCAN 




Start 


301 


" End 


718 




GI 


none 


Score 


. 72 




Exons 


301. .361, 667. .718 








Seq. No, 


55165 


Seq. ID 


OJ000112 


_05 


Gene No . 


115590 


Strand 






Start 


1 


End 


341 




Name 


OJ000112 05.0426.C31.ol.gp 


Method 


AAT /GAP 




Start 


1 


End 


341 




GI 


uC-osf Icyp033a04bl 


Score 


622 




Exons 


1. .341 








GI Descrip. 


'601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sat 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


55166 


Seq. ID 


OJ000112 


04 


Gene No. 


115591 


Strand 


+ 




Start 


1 


End 


2782 




Name 


OJ000112 04.0426.Cl.ol..np 


Method 


7\7\m /tv77\TN 

AAT /NAP 




Start 


1 


End 


O "7 O O 

2782 




GI 


4680186 


Score 


396 




Exons 


1..257, 1857. .2008, 2610. .2782 






GI Descrip. 


{AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


55166 


Seq. ID 


OJ000112_ 


_04 


Gene No. 


115592 


Strand 






Start 


1028 


End 


3180 




Name 


OJ000112 04.0426.Cl.ol.gs 


Method 


GENSCAN 




Start 


1028 


End 


3180 






none 


Score 


.75 




Exons 


1028.. 1187, 1835.. 1929, 2626. 


.2684, 3037. .3180 




Seq. No. 


55166 


Seq. ID 


OJ000112_ 


_04 


Gene No. 


115592 


Strand 






Start 


1028 


End 


3180 




Name 


OJ000112 04.0426.Cl.ol.gp 


Method 


AAT /GAP 




Start 


2156 


End 


2581 




GI 


4878407 


Score 


655 




Exons 


2156. .2581. 









55151 



GI Descrip. 6069643/dbj | AP000616 . 1 | AP000616 l,0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 


55167 




Seq. ID 


OJ000112_04 


.0426. 


02 


Gene No . 






Strand ' 


+ 






Start 


1 




End 


26435 






Name 


OJUUUll^ U4.U4ZD.Cz 


.ol .np 


Method 


AAT/NAR., 






O 4- 1-4- 

Start 


X 




End 


25644 








4 DoU io4 




Score 


226 






Exons 


I . . 4 Uo / 0 / 1 . . iU / / , 


1124. .1464, 8056.. 8289, 14985.. 


iO 1 DO, 






25567. .25644 












GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 






Seq. No. 


55167 




Seq. ID 


OJ000112_04 


.04^6. 


C2 


Gene No . 


115593 




Strand 


+ 






Start 


1 




End 


26435 






Name 


OJ000112 04,0426.02 


. ol . gs 


Method 


GENSCAN 






Start 


213 




End 


1918 






GI 


none 




Score 


.52^ . 


.J . 




Exons 


213. .374, 897. .1033, 1744. . 


1918 








Seq. No. 


55167 




Seq. ID 


OJ000112_04 


.042 6. 


02 


Gene No. 


115593 




Strand 


+ 






Start- 


1 




End 


26435 






Name 


OJ000112 04. 0426. 02 


.o3 .gs 


Method 


GENSOAN 






Start 


14631 




End , 


15792 






GI " 


none 




Score 


.94 






Exons 


14631. .15242, 15529 


. .15609, 


15688. .15792 






Seq. No. 


55167 




Seq. ID 


OJ000112_04 


. 0426 . 


02 


Gene No. 


115593 




Strand 


+ 






Start 


1 




End 


26435 






Name 


OJ000112 04.0426.02 


. o4 . gs 


Method 


GENSOAN 






Start 


16941 




End 


20741 






GI 


none 




Score 


.47 






Exons 


16941. .17012, 20023 


. .20115, 


20733. .20741. 






Seq. No. 


55167 




Seq. ID 


OJ000112_04 


.0426. 


02 


Gene No. 


115593 




Strand 


+ 






Start 


1 




End 


26435 






Name 


OJ000112 04.0426.02 


. o5 . gs 


Method 


GENSOAN 






Start 


22080 




End 


24525 






GI 


none 




Score 


.85 






Exons 


22080. .23309, 23715 


. .23814, 


23859. .24062, 24467.. 24525 




Seq. No. 


55167 




Seq. ID 


OJ000112_04 


.0426. 


02 


Gene No. 


115593 




Strand 


+ 






Start 


1 i:-': . 




End 


26435 






Name 


OJ000112 0'4.0426.C2 


. o2 . np 


Method 


AAT/NAP 






Start 


22131 




End 


23138 






GI 


6523100 




Score 


459 






Exons 


22131. .23138 












GI Descrip. 


(AL133315)^..putative protein 


[Arabidopsis thaliana] 






Seq. No. 


55167 




Seq. ID 


OJ000112_04 


.0426. 


02 


Gene No. 


115593 




Strand 


+ 






Start . 


1 




End 


26435 







55758 



Name 


OJUUUll^ U4.U4Zd.C^ 


. o6 . gs 


Method 


GENSCAN 


Start 


ZD 1 yo 




End 


26435 




none 




Score 


.41 


Exons 


OC^IQc; OR'^Qi^ OClQc;'? 


. . zoyz b. 


26230. .26435 


Seq. No. 


, 55167 




Seq. ID 


OJ000112_04.0426. 


Gene No. 


115594 




Strand 


+ 


btart 


^ bo d4 




End 


27848 


Name 




, o7 . gs 


Method 


GENSCAN 


Start 


o c R £C yi 


End 


27848 


GI 


none 




Score 


.66 


Exons 


0C^C^1C\ O^C^Q'^ 
Z D D d4 . . Z DD / U , ZoDyj 


on Q A Q 
. . Z / O 4 O 






Seq. No. 


DO 1 D / 




Seq. ID 


OJ000112_04 .0426. 


Gene No. 


115595 




Strand 


+ 


Start 


29126 




End 


31313 


Name 


UJUUUllZ U4.U4ZD.Lz 


. o8 . gs 


Method 


GENSCAN 


Start 


z y iz D 




End 


31313 


GI 


none 




Score 


.53 • ' 


Exons 


0Q10C OQITI OQOR*7 
Z y iZ D . . Z y 1 / i , Z':pZD 1 


O Q O Q n 

, . z yoo u , 


29403. .29691, 297 64 ,. 29880, 




ononyl oriiio "Diim 

zyoy4 . . oUiiz, oiiy/ 


. . ololo 






Seq. No. 


00 lb / 




Seq. ID 


''OJ000112_04 .0426. 


Gene No . 


115595 




Stran^d 


+ 


C 4- -» -.-4- 

otar u 


29126 




End 


31313 


Name 


OJ000112 04. 0426. C2 


. o3 . np 


Method 


AAT/NAP 


Start 


29448 




End 


29705 


bi 


7448884 




Score 


78 


Exons 


29448. .29705 








GI Descrip. 


probable lipase - Mycobacteriujn tuberculosis (strain H37 




gi 1 1542908 |emb|CAB02181. 1 | 


(Z80108) lipl [Mycobacterium 




tuberculosis] 








Seq. No. 


55167 




Seq. ID 


OJ000112_04.0426. 


Gene No. 


115596 




Strand 


+ 


Start 


36176 




End 


40818 


Name 


OJ000112 04. 0426. C2 


.ol.gp 


Method 


AAT/GAP 


Start 


35372 • 




End 


35457 - 


GI 


5867 1.R1084 




Score 


115 


Exons 


35372. .35457 









GI Descrip. M64986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin--protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 55167 

Gene No. 115596 

Start 36176 

Name OJ000112_04 . 0426 . C2 . o9 . gs 

Start ■ 36176 

GI none 

Exons 36176. .36213, 37257. 

40218. .40368, 40751. 



Seq. ID OJ000112_04.0426.C2 

Strand + 

End 40818 

Method GENSCAN 

End 40818 

Score .77 



37494, 38524, 
40818 



,38753, 39320. .39500, 



55759 



Seq. No. 55167 

Gene No. 115597 

Start 2375 

Name OJ000112_04 . 0426 . C2 . o2 . gs 

Start 2375 

GI none 
Exons 



9363 
GENSCAN 
9363 
.73 

2375.. '3157, 3787.. 4335, 5959.. 6058, 7499.. 9363 



Seq. ID OJ000112_04.0426.C2 
Strand 
End 

Method 
End 
Score 



Seq. No.- 55167 

Gene No. 115598 

Start 22134 . 

Name OJOOOll 2^04. 0426. C2.ol.tc 

Start 22134 

GI none 
Exons 



Seq. ID .^,0Q0I12_04.0426.C2 

Strand " ~ . 

End 30013 

Method TBLASTX : Cress 

End 30013 

Score 91 



22134 . .22229, 22143 .. 22232 , 22230 .. 22319, 22356 .. 22508 , 

22568. .22645, 22569 .. 22661, 23013 .. 23138 , 26620 .. 26670 , 

26711. .26782, 267 12 .. 26780 , 2 6817 .. 26969, 2681 9 .. 26887 , 

27033. .27152, 27053 .. 27151, 27189 .. 27218 , 29569 .. 29712 , 

29746. .29793, 29939.. 30013 



Seq. No. 55167 
Gene No. 115598 
Start 22134 

Name ^ OJ000112_04 . 0426 . C2 . ol . ts 

Start 22139 
GI none 
Exons 22139, 

22569. 

27189. 

29746. 



.22237, 22140. .22232, 22352 
.22661, 26715. .26780, 26817 



Seq. ID OJ000112_04.0426.C2 
Strand 

30013 

TBLASTX : Soybean 
29793 
73 

22426, 22356. 
26987, 27033. 



End 

Method 

End 

Score 



.27242, 29511. 
.29793 



.29^552, 29572. .29652, 29654. 



.22520, 
,27131, 
,29704, 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



55167 

,115598 

22134 

OJ000112_04 .0426.02. ol.tm 
22248 



OJ000112 04. 0426. C2 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
22248.. 22274, 22350.. 22445, 224 79 .. 22520, 22566 .. 22661, 
22568. .22660, 26700 .. 2 6780, 268 11 .. 2 6906, 2694 0 .. 26987 , 
27033. .27131, 27056 .. 27139, 27147 .. 27221, 29452 .. 29505, 
29514. .29555, 29620 .. 29652, 2964 9 .. 2 9705, 29654 .. 29698 , 
29731. .29799, 29748. .29822 



30013 

TBLASTX: Maize 

29822 

35 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



55168 
115599 
21526 

OJ000112_04.0426.C3.o4 .gs 
21526 
none 
21526. 
22457. 
27872. 
29480. 



End 

Method 
End 
Score 

.21613, 21703. .21723, 21980 .. 22111, 22245 
.22741, 22929. .23059, 26147 ., 2624 1, 26975 



.28020, 28305, 
.29592, 29844, 



.28397, 29163 
.29890 



Seq. ID OJ000112_04.0426.C3 
Strand + 

29968 
GENSCAN 
29890* 
.76 

22372, 
27049, 

29228, 29323. .29405, 



55168 

115599 

21526 



Seq. ID OJ000112_04 .0426.C3 
Strand + 
End 29968 



55760 



Name OJ000112_04 . 0426 . C3 . o3 . np Method AAT/NAP 

Start 21982 End 23053 

GI 5803253 Score 203 

Exons 21982. .22111, 22272 22372 , 22457 2274 1 , 22929.. 23053 

GI Descrip. (AP000399) ESTs AU068856 (C50756) ,AU07797 9 (061370 ) correspond to 

a region of the predicted" gene; similar to serine protease 

{AF097709) [Oryza sativa] 



Seq. No. 55168 Seq. ID 

Gene No. 115599 Strand 

Start 21526 End 

Name OJ000112_04 . 0426 . C3 . o3 . gp Method 

Start 22582 End 

GI LIB3434-005-P1-K1-F1 Score 

Exons 22582. .22741, 2292 9 .. 23059, 25238.-25366 

GI Descrip. ' 5803253/dbj | BAA83563 , 1 | 7.0e-17 (AP000399) ESTs 

AU068856(C50756) ,AU077979{C61370) correspond to a region of the 
predicted gene; similar to serine protease {AF097709) [Oryza 
sativa] ' 



OJ000112_04. 0426.03 
+ 

29968 
AAT/GAP 
25366 
738 



Seq. No. 55168 

Gene No. 115599 
Start • 21526 

Name OJ00.^)112_04 .^0426 . 03 . o4 . gp 

Start 29188 

GI none 
Exons 



Seq. ID OJ000112_04 .0426.03 

Strand + 

End. 29968 

Method AAT/GAP- 

End 29968 

Score 648 



29188. .29228, 2 9323 .. 2 9405, 2948 0 .. 29592 , 29844. .29968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55168 

115600 

30328 

OJ000112_04.0426.03.o4 .np 

30328 

4417288 



Seq. ID OJ000112_04 .0426.03 

Strand + 

End 33297 

Method AAT/NAP 

End 33297- 

Score 349 



30328. .30537, 30872 .. 30948 , 31107 .. 31181, 3137 6 .. 314 4 4 , 
31622. .31698/ 31964 32056, 33117.. 33297 



GI Descrip. , (AO007019) unknown protein [ArabidopsiSr-thaliana] 



Seq. No. 55168 Seq. ID 

Gene No. 115600 Strand 

Start 30328 End 

Name OJ000112_04 , 0426.03. o5 . gp . Method 

Start 30558 End 

GI 2310440 Score 

Exons 30558. .30806 



OJ000112_04. 0426.03 
+ 

33297 
AAT/GAP 
30806 
486 



Seq. No. 55168 - , Seq. ID 

Gene, No. 115600 ' Strand 

Start 30328 End 

Name OJ000112_04 . 0426 . 03 . o6 . gp Method 

Start 31971 End 

GI none Score 

Exons • 31971. .32052, 32902.. 33040 



.OJ000112_04.0426.C3 
+ 

33297 
AAT/GAP 
33040 
383 



Seq. No. 
Gene No. 
Start 



55168 

115601 

884 



Seq. ID 

Strand 

End 



OJ000112 04.0426.03 



1576 



55761 




LNciItlG 


vjjuuuxx^ u fi . u z D . CO . ox . y p 


Method. 








O t air L. 


R Zl 
O O 4 


iijna 


X D / D 








non© 


Score 










RP4 1 ni 1949 1^^9 


X J / D 








O e q . LN U . 


C C T CO 

O J X D 0 


ocCJ * X u 


Uu UU U X X^: 








X X O D U-c 


C-H r-a nH 

ox.j_a.na 








o L air L 


D ^ J 


T?-nH 

HiRa 


Z U OD D 


















Start 


5993 


End 


19186 






GI 


none 


Score 


.75 






Exons 


5993. .6147, 6742. .6933, 7237 


..7347, 74 


87. .7689, 


8607. .8 


713, 




10593. . 10658, 1124 0 .. 11332 , 


14280. . 143 


78, 15023. 


.15304, 






15390. . 15523, 15621 15830, 


15994 . . 160 


36, 16220. 


.16431, 






16735. . 16907, 17785 .. 18014 , 


18056. .181 


25, 19128. 


.19186 





Seq. No. 


55168 




Seq. ID 


OJ000112 


Gene No. 


115602 




Strand 




Start 


5993 




End 


20656 


Name 


OJ000112 04.0426. C3. 


o2 . gp 


Method 


AAT/GAP 


Start 


10248 




End 


10451 




none 




Score 


179 


Exons 


10248. .10352, 10423. 


.10-4 51 






Seq. No. 


55168 




Seq. ID 


OJ000112 


Gene No. 


115602 




Strand 




Start 


5993 




End 


20656 


Name 


OJ000112 04. 0426. C3. 


o2 . np 


Method 


AAT/NAP 


Start 


16509 




End 


20511 


GI 


6721516 




Score 


569 


Exons 


16509. . 16609, 17801. 


. 18149, 


18563. .188 


04, 20485 


GI Descrip. 


{AP001072) hypotheti 


cal protein [Oryza 


sativa] 



Seq. No. 55168 

Gene No. 115602 

Start 5993 

Name OJ000112_04 . 0426 . C3 . o3 . gs 

Start 19720 • 

GI none 
Exons 



Seq. ID OJ000112_04.0426.G3 
Strand 

End 20656 

Method GENSCAN 

End 20656 

Score .47 



19720. . 19837, 20006 .. 20423, 20587. .20656 



Seq. No. 55168 

Gene No. 115603 

Start 30218 

Name OJ000112_04 . 0426 . C3 . o5 . 

Start ' 30218 

GI none 

Exons 30218. .30598, 31127.. 31 

Seq. No. 55169 

Gene No. 115604 

Start 1968 

Name OJ000112_07.. 0426 . CI . ol . 

Start 1968 

GI ' none 

Exons 1968.. 2091, 2505.. 2690, 
4231. .4384, 4464. .4512, 



Seq. ID OJ000112_04.0426.C3 
Strand 

End 32453 

gs Method GENSCAN 

End 32453 

Score . 94 
196, 31646. .31727, 32408 . .32453 

Seq. ID OJ000112_07 . 0426.C1 
Strand + 
End 6081 
gs Method GENSCAN 

•End 5614 
Score .45 
2692. .3018, 3355. .3503, 3605. .3695, 
4691. .4720, 4846. .4960, 5081. .5172, 



55762 



5268. .5415, 5589. ,5614 

Seq. No. 55169 

Gene No. 115604 

Start 1968 

Name . OJOOOl 12_07 . 0426 . CI . ol . np 

Start 3411 

GI 601791 

Exons 3411.. 3515, 3604.. 3695, 4113. 

4846. .4960, 5081. .5172, 5268, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000112_07.0426.C1 
+ 



6081 
AAT/NAP 
6081- 
920 

4139, 4231. .4384, 4464. 
5415, 5845. .5909, 5984. 



.4512, 
.6081 



GI Descrip. {U16178) protein kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



IZ Seq. No. 

'ill Gene No. 

[y Start 

11 Name 

1:1 Start 

."5 GI 

Exons 



55169 

115604 

1968 

OJ000112_07.0426.Cl.ol.tm 

3604 

none 

3604.. 3696, 3605.. 3694, 4112. 
'4229. .4390, 4230. .4385, 4465. 
4838. .4966, 4846. .4965, 5065. 
5265.. 5417, 5265.. 5417, 5266. 
5843.. 5908, 5844.. 5909, 5853. 
5985.. 6077 

55169 

115604 

1968 

OJ000112_07.0426.Cl.o3.ts 

3611 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000112_07.0426.C1 
+ 



3611. .3685, 3622. .3684, 4109. .4138, 4115. .4141, 4229 
4230. .4373 



6081 

TBLASTX: Maize 
6079 
156 

4141, 4116. .4142, 4218. .4379, 

4515, 4465. .4512, 4816. .4959, 

5172, 5071. .5172, 5081. .5206, 

5445, 5267. .5431, 5837. .5908, 

5909, 5984. .6079, 5984. .6076, 



Seq. ID OJ000112__07.0426.C1 

Strand + 

End 6081 

Method TBLASTX : Soybean 

End 4390 

Score 103 

4390, 



Seq. No. 55169 
Gene No, 115604 
Start 1968 

Name OJ000112_07 . 0426 . CI . ol . tc 

Start 3623 
GI none 

Exons 3623.. 3694, 4115.. 4141, 4117. 

4465. .4515, 4465. .4515, 4816. 
5062. .5151, 5065. .5181, 5082. 
5289. .5414, 5291. .5416, 5822. 
5984. .6079 



Seq. ID OJ000112_07.0426.C1 

Strand ' + 

End 6081 

Method TBLASTX: Cress 

End '6079 

Score 97 

.4140, 4218.. 4361, 4230.. 4370, 
.4959, 4839.. 4961, 4849. .4965, 
.5180, 5262. .5417, 5275. .5391, 
.5908, 5844. .5909, 5983. .6057, 



Seq, No. 55169 

Gene No. 115604 

Start 1968 

Name OJOOOl 12_07 . 0426 . CI . ol . ts 

Start 4833 

GI none 

Exons 4833.. 4961, 4834.. 4959, 5062, 
5267. .5398, 5273. .5410, 5274. 



Seq. ID OJ000112__07, 042-6. CI 

Strand + 

End 6081 

Method TBLASTX : Soybean 

End 5411 

Score 189 

.5154, 5065. .5181, 5082. .5180, 
.5411 



Seq. No. 
Gene No. 



55169 
115604 



Seq. ID OJ000112_07.0426.C1 
Strand + 



55763 






1 Qf^Q 
X y 0 0 


End 


6081- 




WuUUUXXZ U / . U ft Z D . ^-X . OZ . LS 


Method 


TBLASTX: Soybean 


Q4- -a v--t- 


COOT 

0 O J / 


End 


6076 




none 


Score 


121 


"TP V ^> 


- Rff77 SQHS "^QnQ SQfi"^ 


.6069, 5984. .6076, 5987. .6070 




3 0 X / U 


Seq. . ID 


OJ000112_07.0426.C2 




115605 


Strand 


+ 




1 


End 


720 


Name 


OJ000112 07.0426.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


489 




5915680 


Score 


122 


TT* v ^ c* 


l.,69, 346. .489 






ox uescxxp. 


PROTEIN KINASE AFC3 gi | 64 2134 | dbj | BAAO 


3216 1 {D45355) protein 




kinase [Arabidopsis thaliana] 


gi 13063704 | emb | CAA185 95 . 1 1 




(AL022537) protein kinase AME3 [Arabidopsis thaliana] 


C £3 Kl r\ 

o e • IN o . 


55170 


Seq. ID 


OJ000112_07.0426.C2 


Gene No. 


115605 


Strand 


+ 


Start 


1 


End ■ 


720 


Name 


OJ000112 07.0426.C2.ol.gp 


Method 


AAT/GAP 


ot ari. 


315 


End 


720 


PT 
UX 


LIB3432-057-P1-K1-A7 ' 


Score 


711 


Exons 


315.. 720 






kjI uescr xp , 


* 601791 l.Oe-14 (U16178) protein kinase [Arabidopsis thaliana] 


o e cj . wo. 


55170 


Seq. ID 


OJ000112_07.0426.C2 


oCllc LnO . 


115606 


Strand 


+ 


Start 


3074 


End . 


6078 


Name 


OJ000112 07.0426.C2.o2.gp 


Method 


AAT/GAP 


oTiaru. 


3012 


End 


3189 


PT 
kjX 


33672 1.R1084 


Score 


316 


Exons 


3012. .3189 






P X o >" T 

\j± UfcrboXXp. 


M678328/emb|CAB41139. 1 1 8.0e 


-35 {AL049658) aldehyde - 




dehydrogenase (NAD+) -like,, protein [Arabidopsis thaliana]* 


Seq. No. 


55170 


Seq. ID 


OJ000112__07.0426.C2 


Gene No. 


■ 115606 


Strand 


+ 


q-l- a -r4- 
O L-dX u 


3074 


End 


6078 


Name 


OJ000112 07.0426.C2.o2.gs 


Method- 


GENSCAN 




3074 


End 


6078 


P T 
oX 


none 


Score 


.5 


CjXOXlb 


3074. .3179, 5425. .5581, 5614. 


.5922, 5927.. 6078 


Seq. No. 


55170 


Seq. ID 


OJ000112_07.0426.C2 


Gene No. 


115607 


Strand 




OUdXC. 


870 ■ • 


End 


2529 


Name 


OJ000112 07.0426.C2.ol.tm 


Method 


TBLASTX: Maize 




342 


End 


515 


PT 
oX 


none 


Score 


184 


Exons 


342. .515, 346. .507 






Seq. No. 


55170 . 


Seq. ID 


OJ000112_07,0426.C2 


Gene No; 


115607 


Strand 




Start 


870 


End 


2529 


Name 


OJ000112 07.0426.C2.ol.gs 


Method 


GENSCAN 


Start 


870 


End 


2529 



55764 



GI 

Exons 



none Score .78 

870. .973, 1065. .1240, 1270. .1381, 1401. .1695, 2488. .2529- 



Seq. No. 55171 Seq. ID 

Gene No. 115608 Strand 

Start 1601 End 

Name OJ000112_07 . 0426 . C3 . ol . gs Method 

Start 1601 End 

GI none Score 

Exons 1601.. 1643, 3067.. 3248 



OJ000112_07.0426.C3 
+ 

3248 
GENSCAN 
3248 
.55 



Seq. No. 55171 Seq. ID OJ000112_07 . 042 6 . C3 

Gene No. 115608 Strand + 

Start 1601 End 3248 

Name OJ000112_07 . 04 26 . C3 . ol . np Method AAT/NAP 

Start 2045 End 3227 

GI 7431450 Score 126 

Exons 2045.. 2134, 2941.. 3227 

GI Descrip. aldehyde dehydrogenase (NAD+) (EC 1.2.1.3) T17F15.130 - 

Arabidopsis thaliana gi | 4 678328 | emb | CAB4 1139 . 1 | (AL049658) 
aldehyde dehydrogenase (NAD+)-like protein [Arabidopsis 
thaliana] 



Seq. No. •''55171 Seq. ID 

Gene No. ' 115608 Strand 

Start 1601 End 

Name OJ000112_07 . 042 6 . C3 . ol . ts Method 

Start 3044 End 

GI none Score 

Exons 3044.. 3217, 3045.. 3206 



OJ000112_07..0426.C3 
+ 

3248 

TBLASTX : Soybean 

3217 

206 



Seq. No. 


55171 




Seq. ID 


OJ000112_07.0426 


.C 


Gene No. 


115608 




Strand 


+ 




Start 


1601 




End 


3248 




-Name 


OJ000112 07.0426. 


C3.ol. tc 


Method 


TBLASTX: Cress 




Start 


3063' 




End 


3224 




GI 


npne 




Score 


211 




Exons 


3063.. 3224, 3065. 


.3217 








Seq. No. 


55171 




Seq. ID 


OJ000112_07.0426 


.C 


Gene No. 


115608 




Strand 


+ 




Start 


1601 




End 


3248 




Name 


OJ000112 07.0426. 


C3 . ol . tm 


Method 


TBLASTX :Maize 




Start 


3063 




End 


3245 




GI 


none 




Score 


232 




Exons 


3063.. 3245, 3065. 


.3205 








Seq. No. 


55171 




Seq. ID- 


OJ000112_07.0426 


.C 


Gene No. 


115608 




Strand 


+ 




Start 


1601 




End 


3248 




Name 


OJ000112 07.0426. 


C3 . ol . gp 


Method 


AAT/GAP 




Start 


3064 


End 


3216 




GI - 


33672 1.R1084 




Score 


241 




Exons 


3064. .3216 










GI Descrip. 


M67832'e/emb|CAB41139.1| 8 


.Oe-35 (AL04 9658) aldehyde 






dehydrogenase {NAD+)-like 


protein [Arabidopsis thaliana] * 



55765 



Seq. No. - 55171 

Gene No. 115608 

Start 1601 

Nam^.-, . OJ000112_07.0426.C3.ol.tw 

Star-t*^' 3065 

GI none 

Exons 3065.. 3217, 3066.. 3218 



Seq. ID OJ000112_07 .0426.C3 

Strand + 

End 3248 

Method TBLASTX : Wheat 

End 3218 

Score 180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55172 

115609 

1 

OJ000112_07.0426.C4 .ol.np 
1 

4586546 



Seq. ID OJ000112_07.0426.C4 

Strand + 

End 1082 

Method . AAT/NAP 

End 1082 

Score 453 



l.,115, 346. .519, 626. .763, 885. .1082 

(AB016718) aldehyde dehydrogenase class 1 [Xenopus laevis] 



55172 

115609 ■ ' - 

1 

OJ000112_07.0426.C4.ol.ts 

2 

none 



Seq. ID OJ000112_07.0426,C4 

Strand + ■ 

End 1082 

Method TBLASTX : Soybean 

End 1024 

Score 130 



2.. 118, 343.. 420, 351.. 419, 623.. 766, 625-. .762, 882.. 1022, 
884.. 1024 



Seq. No. 55172 

Gene No. 115609 

Start 1 

Name OJ000112_07 . 042 6 . C4 . ol . tc 

Start 26 

GI none 
Exons 



Seq. ID OJ000112_07.0426.C4 

Strand + 

End 1082 

Method TBLASTX : Cress 

End 1022 

Score 117 



26. .118, 343. .420, 351. .419, 623. .766, 625. .738, 882. .932, 
930. .1022 



Seq. No. 55172 

Gene No. 115609 

Start 1 

Name OJ000112_07 . 0426 . 04 . ol . gs 

Start 101 

GI none 
Exons 



Seq. ID OJ000112_07 .0426.04 

Strand + 

End 1082 

Method GENSCAN 

End 1028 

Score .94 



101. .115, 346. .369, 626. .763, 885. .1028 



Seq. No. 55172 

Gene No. 115609 

Start 1 

Name OJ000112_07 .^0426 . 04-: ol . tm 

Start 343 

GI none 
Exons 



Seq. ID OJ000112_07.0426.C4 

Strand + 

End 1082 

Method TBLASTX : Mai ze 

End 1024 

Score 111 



343. .420, 343. .417, 345. .518, 487. .519, 623. .766, 625. .765, 
882. .1022, 887. .1024, 965. .1024 



Seq. No. 55173 

Gene No. 115610 

Start 323 

Name OJ000112_07 . 0426 . 06 . ol . gs 

Start 323 



Seq.' ID OJ000112_07.0426.C6 
Strand 

End 2242 

Method GENSOAN 

End 2151 



55766 






none 


Score 


• o 




v n c 




X/4D, .X_7-JU 


> * Z X O X 




O t; H • IN (J • 


J X / o 


oeq . X u 


070001 1 9 07 HAOf, 


D 


Gene No. 


115610 


Strand 






Start 


323 


Ena- 


2242 ■ 




Name 


OJ000112 07.0426. C6.ol.np 


. Method 


AAT/NAP 




o La. J- L 


327 


End 


2242 




PT 


6453857 


Score 


272 






327. .469, 1043. .1075, 1622.. 


1714, 1936 


.2242 






{AC011717) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


55174 


Seq. ID 


OJ000112_07.0426. 


C9 


Gene No, 


115611 


Strand 


+ 




q-j- v~4- 


630 


End 


1139 




Nbius 


OJ000112 07.0426.C9.ol.gs 


Method 


GENSCAN 






630 


End 


1139 






none 


Score 


. 98 




TT* v n a 


630. . 1139 








Seq. No. 


55174 


Seq. ID 


OJ000112_07.0426. 


C9 


Gene No. 


115612 


Strand 






O L d I. L 


2459 


End 


3052 




Name 


'OJ000112 07.0426.C9.o2.gs 


Method 


GENSCAN 




OLaiTL 


2459 


End 


3052 


r'.. 




none 


Score 


. 63 






2459. .2543, 2925. .3052 








Seq. No. 


55175 


Seq. ID 


OJ000112_07.0426. 


CIO 


Gene No. 


115613 


Strand 


+ 




O L- d i. u 


6426 


End 


9758 




NaiTie 


OJ000112 07.0426.C10.o3.gs 


Method 


GENSCAN 




O L. d I. L 


6426 


End 


9758 






none 


Score 


.57 






6426.. 6449, 6891,. 7085, 7697 


. .7929, 9614 . . 9758 




Seq. No. 


55175 


Seq. ID 


OJ000112_07.0'426. 


CIO 


Gene No. 


115614 


Strand 






Of- -a -rt- 
O l_ d -L L. 


17 


End 


2276 




Name 


OJ000112 07.0426.C10.ol.gs 


Method 


GENSCAN 




O L. d i. L 


17 


End 


2276 






none 


Score 


.44 




IT' V 1^ y~\ a 


17. .228, 2113. .2276 








O t: . IN U . 


55175 


Seq. ID 


OJ000112_07.0426. 


m 0 
L-X u 


OdiC LNU. 


115615 


Strand 






Start 


2383 


End 


4890 




Name 


OJ000112 07.0426.C10.ol.np 


Method 


AAT/NAP ' 




q-|- -i rt- 

O U di. L. 


2383 


End 


4141 




r T 


7106528 


Score 


481 






2383. .2443, 3679. .4141 








GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein | 


Oryza sativa] 




Seq. No. 


55175 


Seq. ID 


OJ000112_07.0426. 


CIO 


Gene No. 


115615 


Strand 






Start 


2383 


End 


4890 





55767 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start* 

GI 

Exons 



OJ000112\07. 0426. CIO. o2.gs 
3658 



Method GENSCAN 
End 4 8 90 

none Score . 8' 

3658. .3930, 3954. .4153, 4447. .4560, 4779. .4890 



55175 

115616 

9260 

OJ000112_07 . 0426 . CIO . o2 . np 

9260 

7339707 



Seq. ID OJ000112_07. 0426. CIO 
Strand 

End 10250 

Method AAT/NAP 

End 10250 

Score 114 



9260. .9365, 9932. .9978, 10025 .. 10114 , 10143. .10250 
(AP001539) hypothetical protein [Oryza sativa] 



55176 
115617 
1 

OJ000112_07.0426.Cll.ol.np 
1 

7339707 
1..49, 218. .471, 538. .694 

(AP001539) hypothetical protein [Oryza sativa] 



Seq. ID OJ000112_07.0426.C11 

Strand + 

End 1307 

Method AAT/NAP 

End . 694 

Score 63 



55176 

115617 

1 

OJ000112_07 .0426.Cll.ol.gs 

192 

none 

192. .263, 1014. .1307 

55176 

115618 

1841 

OJ000112_07.042 6.Cll.o2.gs 

1841 

none 

1841. .2581 



Seq. ID^ OJ000112_07.0426.C11 

Strand + 

End 1307 

Method GENSCAN 

End 1307 

Score .41 



Seq. ID OJ000112_07.0426.C11 

Strand + 

End 3296 

Method GENSCAN 

End 2581 

Score ^ .96 



Seq. No. 
Gene No. 
. Start 
Name- 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55176 Seq. ID 

115618 Strand 
1841 End 
OJ000112_07 .0426.Cll.o2.np Method 
2304 End 
5902362 Score 
2304. .2495, 3189. .3296 

(AC009322) .^Hypothetical protein [Arabidopsis thatiana] 
gi|6453856Lgb|AAF09040.1|AC011717_7 {AC011717) hypothetical 
protein [Arabidopsis thaliana] 



OJ000112_07 .0426.C11 
+ 

3296 . 
AAT/NAP 
3296 
101 



55176 Seq. ID 

115619 Strand 

3369 End 
OJ000112_07. 0426.Cll.'o3.gs Method 

3369 End 

none Score 
3369. .3517 



OJ000112_07.0426.C11 

3517 
GENSCAN 
3517 
.78 



55768 



Seq. No. 


55177 


Seq. ID 


OJ000112_ 


_07 


.0426 


-.C13 


Gene No. 


115620 


Strand 


+ 








Start 




End 


67 3 








Name 


OJ000112 07.0426.C13.ol.np 


Method 


AAT/NAP 








Start 


509 


End 


673 








GI 


4874311- 


Score 


124 








Exons 


509. . 673 












GI Descrip. 


(AC006053) unknown protein 


[Arabidopsis thai i ana] 






Seq. No. 


55177 


Seq. ID 


OJ000112_ 


_07 


.0426 


.C13 


Gene No . 


115620 


Strand 


+ 








Start 


509 


End 


673 








Name 


OJ000112 07.0426.C13.ol.gs 


Method 


GENSCAN 








Start 


512 


End 


611 








GI 


none 


Score 


.64 








Exons 


512 . . 611 












Seq. No. 


55178 


Seq. ID 


OJ000112_ 


_07 


0426 


.CI 5 


Gene No . 


115621 


Strand 


+ 








Start 


484 


End 


1582 








Name 


OJ000112 07.0426.C15.ol.gs 


Method 


GENSCAN 








Start 


484 


End 


1582 








GI 


none 


Score 


. 63 








Exons 


484 . . 557, 1457 . . 1582 












Seq. No. 


55179 


Seq. ID 


OJ000112_ 


_^07 


0426 


,C16 


Gene No . 


115622 


Strand 


+ 








Start 


328 


End 


1565 








Name 


OJ000112 07.0426.C16.ol.gs 


Method 


'GENSCAN 








Start 


328 


End 


1565 








GI 


none 


Score 


.82 








Exons 


328. .373, 568. .640, 1400. .1565 










Seq. No. 


55179 


Seq. ID 


OJ000112_ 


_07, 


0426 


.C16 


Gene No . 


115623 


Strand 


- 








Start 


2039 


End 


2605 








Name 


OJ000112 07.d426.C16.o2.gs 


Method 


GENSCAN 








Start 


2039 


End 


2605 








GI 


none 


Score 


.85 








Exons 


2039. .2425, 2540. .2605 












Seq. No. 


55180 


Seq. ID 


OJ000112_ 


07. 


0426 


.C17 


Gene No . 


115624 


Strand 










Start 


2325 


End 


3142 








Name 


OJ000112 07.0426.C17.ol.gs 


Method 


GENSCAN 








Start 


2325 


End 


3142 








GI 


none 


Score 


.59 








Exons 


2325.. 2423, 3074.. 3142' 












Seq. No. 


55181 


Seq. ID 


OJ000112_ 


07. 


0426 


.C18 


Gene No. 


115625 


Strand 










Start 


817 - 


End 


2941 








Name 


OJ000112 07.0426.C18.ol.np 


Method 


AAT/NAP 








Start 


666 


End 


2941 








GI 


7228438 


Score 


378 








Exons 


666. .1009, 1654. .1713, 2421 


..2587, 2680 


. .2941 









55769 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001366) EST C28952 (C62 945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 

55181 Seq. ID OJ000112_07 . 0426 . C18 

115625 ... Strand 

817 End 2941 

OJ000112_07. 0426. CIS. ol.gs Method GENSCAN 

817 End 2941 

none Score .57 

817. .977, 1832. .2017, 2332. .2587, 2680. .2941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55181 Seq. ID OJ000112_G7 . 0426 . C18 

115625 Strand 

817 End 2941 

OJ000112_07 . 0426 . C18 . ol . gp Method AAT/GAP 
2001 End 2448 

LIB3433-020-P1-K1-A6 Score 713 

•■2001.. 2448 

'5670155/gbl AF161269. 1 IAF161269 2.0e-35 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence* 

55182 Seq. ID OJ000112_07 . 042-6 . CI 9 

115626 Strand + ^ 
4 665 End 504 6 
OJ000112_07.0426.C19.o2.gp Method AAT/GAP 

4665 End 5046' 

uC-osflcyp033a04bl Score 667 

4665. .5046 

' 6016845/dbj I AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 55182 Seq. ID OJ000112_07 . 0426 . C19 

Gene No. 115627* Strand 

Start 1 End 9290 

Name OJ000112_07 . 0426 .C19 . ol .,np Method AAT/NAP 

Start 1 . End 5633' 

GI 5441880 ■ '\ ■ Score 1142 

Exons 1..285, 862. .1195, 1304. .1443, 2045. .2371, 5606. .5633 

GI Descrip. {AP000367) EST 028 952(062945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981)' [Oryza sativa] 



Seq. No. 55182 Seq. ID OJOOOl 12_07 . 04 26 . 01 9 

Gene No. 115627 Strand 

Start 1 End 9290 

Name OJ000112_07 . 0426 . 019 . o2 . np Method AAT/NAP 

Start 1 End 92 90 

GI 5852180 Score 595 

Exons 1..48, 2587, .2628, 3329. .3738, 3790. .3907, 4895. .4996, 
9264. .9290 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 

Seq. No. 55182 ' . Seq. ID OJOOOl 12_07 . 0426 . 01 9 

Gene No. 115627 Strand 

Start 1 End 9290 

Name OJ000112_07 . 0426 , 019 . ol . gs Method GENSOAN 



55770 



^Start 
GI 

Exons 



25 End 3794 

none Score .55 - 

25.-285, 366. .481, 515. .707, 862. .1228, 1304, .1382, 2233. .2277, 
2449. .2557, 3302. .3516, 3521. .3794 



Seq. No. 55182 
Gene No. • 115627 

Start 1 

Name OJ000112_07 . 0426 . C19 . o3 . gs 

Start 8964 

GI none 

Exons 8964.. 9193 



S.eq. ID OJ000112_07.0426.C19 
Strand 

End 9290 

Method GENSCAN 

End 9193 

Score .64 



Seq. No. 55183 
Gene No. 115628 
Start 1 

Name OJ000112_07 . 0426 . C20 . ol . np 

Start 1 
GI 7228442 
Exons 1..25, 377.. 2346 

GI Descrip. (AP001366) EST C28952 {C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID OJ000112_07.0426.C20 
Strand 

End 2346 

Method AAT/NAP 

End.. 234 6 

Score 2024 



%2 



Seq. No. 


55183 






S,eq. ID 


OJ000112_07.0426 


.C20- 


Gene No. 


115628 






Strand 






Start 


1 






End 


2346 




Name 


OJ000112 O7.0426.C20 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


673 






End 


1050 




GI 


none 






Score 


66 




Exons 


673. .846, 684. .824, 


779. 


.847, 


871. .1047, 896. .1048, 901 


. . 1050 


Seq. No. 


55183 






Seq. ID 


OJ000112_07.0426 


.C20 


Gene No. 


115628 






Strand 






Start 


1 






End 


2346 




Name 


OJ000112 07.0426.C20 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


748 






End 


1303.-^ 




GI 


none 






Score 


209 




Exons 


748. .819, 866. .1303, 


877 


. .1296 






Seq. No. 


55184 






Seq. ID 


OJ000112_07.0426 


.C21 


Gene No. 


115629 






Strand 


+ 




Start 


37 






End 


453 




Name 


OJ000112 07.0426.C21 


.ol. 


gs 


Method 


GENSCAN 




Start 


37 






End 


453 




GI 


none 






Score 


.92 




Exons 


37. .179, 387. .453 - 












Seq. No. 


55184 






Seq. ID 


OJ000112_07.0426 


.C21 


Gene No. 


115630 






Strand 


+ 




Start 


1133 






End 


1345 




Name 


OJ000112 07.0426.C21 


.o2. 


gs 


Method 


GENSCAN 




Start 


1133 






End 


1345 




GI 


none 






Score 


.87 




Exons 


1133. .1345 












Seq. No. 


55184 






Seq. ID 


OJ000112_07.0426 


.C21 



55771 




Gene No. 


115631 








strand 


+ 




o uar L 










End 


5156 




Name 




UhZo . 


1 . Oo 


• gs 


Method 


GENSCAN 




o tar u 


Q c c: o 








'End 


5156 






none 








Score 


.51 




Exons 




A A a A 




4 0 y / . 


.4672, 4988. .5156 




beq. NO. 


55184 








Seq. ID 


OJ000112 


U / . U4 ^ D . Cz i 


Gene No . 


115632 








Strand 








5688 








End 


12332 




Name 


OJ000112 07, 


0426. 


C21.01 


.gp 


Method 


AAT/GAP 




Start 


5418 








End 


7294 






15193 1.R1084 






Score 


2302 




Exons 


5418. .5961, 


6074 . 


. 6135, 


6208. 


.6345, 64 


84 . . 6621, 


6746. . 6919, 




7010. .7099, 


7220. 


.7294 










GI Descrip. 


M176420/db] 


IBAA37167I 


2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 










beq. NO. 


55184 








Seq. ID 


OJ000112 


_07.0426.C21 


Gene No. 


115632 








Strand 






Start 


5688 








End 


12332 




Name 


OJ000112 07. 


0426. 


021. o4 


.gs 


Method 


GENSCAN 




ot ar u 


5688 








End 


11319 






none 








Score 


.81. 




Exons 


5688 . . 5961 , 


6074 . 


. 6135, 


£r o A o 


.6345, 64 


84. .6621, 


6746. .7099, 




7220. .7603, 


7724 . 


.7866, 


.11062 


. .11115, 


11199. . 11319 


Seq. No. 


55184 








Seq. ID 


OJ000112 


_07.0426.C21 


Gene No. 


115632 








Strand 






O-^ 1 1-+- 

o tar L 


5688 








End 


12332 




Name 


OJ000112 07, 


0426. 


C21.01 


. tm 


Method 


TBLASTX : 


Maize 


Start 


5689 








End 


7039 






none 








Score 


276 




Exons 


5689. .5964, 


5694. 


.5966, 


5848 . 


.5967, 5880.. 6041, 


6065. .6136, 




6067. .6147, 


6073. 


.6138, 




.6346, 6208.. 6348, 


6208. .6345, 




6466. . 6624, 


6482. 


. 6622, 


6508. 


.6624, 6734.. 6922, 


6747. .6920, 




6773. .6922, 


7004 . 


.7039, 


7012. 


.7035 






beq. NO. 


55184 








Seq. ID 


OJ000112 


_07.0426.C21 


Gene No . 


115632 








Strand 






b tar u 


5688 








End 


12332 




Name 


OJ000112 07. 


0426. 


C21.01 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5689 








End 


11343 




C T 


none 








Score 


241 




Exons 


5689. .5964, 


5694. 


.5966, 


6049. 


6147, 6074.. 6136, 


6206. .6349, 




6208. .6342, 


6484 . 


.6639, 


6485. 


6622, 6507.. 6641, 


6508. .6639, 




6734. .6919, 


6783. 


. 6920, 


7004. 


7099, 7005.. 7100, 


7220. .7603, 




7221. .7499, 


7718 : 


'.7870, 


11191 


.11343, 


11192. . 11257 . 


beq. No. 


55184 








Seq. ID 


OJ000112 


_07.0426.C21 


mono M 


115632 








Strand 






start 


5688 








End 


12332 . 




Name 


OJ000112 07. 


0426. 


C21.01 


.np 


Method 


AAT/NAP 




start- 


5691 








End 


12332 




GI 


7431444 








Score 


1234 




Exons 


5691. .5961, 


6074 . 


. 6135, 


6208. 


6345, 64 


84 . . 6621, 


6746. . 6919, 




7010. .7099, 


7220. 


.7603, 


7724. , 


7866, 11199. . 11254, 12269. .12. 



55772 



GI Descrip. aldehyde dehydrogenase (NAD-i-) (EC 1.2.1.3) 2A precursor, 
mitochondrial - common tobacco gi I 174 3354 | emb | CAA7 1003 . 1 1 
(Y09876) aldehyde dehydrogenase (NA'D+) [Nicotiana tabacum] 



Seq. No. 55184 ; Seq. ID 

Gene No. 115632 Strand 

Start 5688 End 

Name OJ000112_07 . 0426 . C21 . ol . tc Method 

Start 5773 End 

GI none Score 

Exons 5773.. 5826, 5817.. 5966, 5830.. 5964, 

6206. .6301, 6208. .6300, 6298. .6345, 

6734. .6922, 6750. .6920, 7004. .7111, 

7245. .7496, 7556. .7603, 7718. .7870, 



OJ000112_07.0426.C21 
12332 

TBLASTX: Cress 
11253 
41 

6065.. 6136, 6067.. 6147, 
6466.. 6624, 6485.-6622, 
7008. .7100, 7229. .7489, 
11191. .11253 



Seq. No. 55184 Seq. ID 

Gene No. 115632 Strand 

Start 5688 End 

Name OJ000112_0*7\ 0426 . C21 . o2 . tw ■ Method 

Start 5784 End 

GI none Score 

Exons 5784.. 5972, 5785.. 5952 



OJ000112_07.0426.C21 
12332 

TBLASTX: Wheat 

5972 

121 



Seq. No. 55184 
Gene No. • 115632 
Start 5688 

Name ' OJ000112_07 . 0426 . C21 . ol . tw 

Start 6070 
GI none 

Exons 6070.. 6150, 6202.. 6249, 6265. 

6800. .6874, 6863. .6922, 7004. 
7254. .7388 



Seq. ID 
Strand 
End' . 
Method 
End 
Score 



OJ000112 07.0426.C21 



12332 

TBLASTX: Wheat 
7405 
58 

6345, 6466. .6621, 6731. 
7102, 7011. .7097, 7244. 



6817, 
7405, 



Seq. No. 55184 

Gene No. 115632 

Start 5688 

Name OJ000112_07 . 0426 . C21 . o2 . tm 
Start ■ 7040 

GI none 
Exons 



Seq. ID OJ000112_07.0426.C21 



Strand 
End 

Method 

End 

Score 



12332 

TBLASTX: Maize 

11250 

80 



7040. .7111, 7041. .7100, 7229. .7492, 7242. .7493, 7556. .7603, 
7718. .7870, 7740. .7868, 11191. .11250 



Seq. No. 55185 Seq. ID 

Gene No. 115633 Strand 

Start 834 End 

Name OJ000112_07 .042 6. C22 . ol . gs Method 

Start 834. End 

GI none Score 

Exons 834.. 1055 



OJ000112_07.0426.C22 
+ 

1055 
GENSCAN 
1055 
■1 



Seq. No. 55186 Seq. ID 

Gene No. 115634 Strand 

Start . 141 End 

Name OJ000112__07 . 04 26 . C24 . ol . gp Method 

Start 141 End 

GI 21278_1.R1084 Score 

Exons 141.. 566, 664.. 790 



OJ000112_07.0426.C24 
790 

AAT/GAP 

790 

915 



55773 




GI Descrip. •1421730 2.0e-90 (U43082) RF2 [Zea mays]' 



Seq. No. 


55186 




Seq. ID 


OJ000112 07.0426 


. C24 


Gene No. 


115634 




Strand 






■Start 


141 




End 


790 




Name 


OJ000112_07 .0426.C24.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


■ 284 




End 


737 




GI 


none 




Score 


366 




Exons 


284. .568, 285. .569, 663 


. .737, 


663v'.728 






Seq. No . • 


55186 




Seq. ID 


OJ000112 07.0426 


. C24 


Gene No. 


115634 




Strand 






Start 


141 




End 


790 




Name 


OJ000112 07 . 0426 . C24 . ol 


. tc 


Method 


TBLASTX : Cress 




Start 


290 




End 


c /* o 

562 




GI 


none 




Score 


167 




Exons 


290.. 562, 297. .560 










Seq. No'. 


55186 




Seq. ID 


OJ000112 07.0426 


. C24 


Gene No. 


115634 




Strand 






Start 


141 




End 


7 90 




Name 


OJ000112 07 . 0426 . C24 . ol 


.gs 


Method 


GENSCAN 




Start 


293 




End 


719 




GI 


none 




Score 


. 98 




Exons 


293. .566, ■ 664. .719 










Seq. No. 


55186 




Seq. ID 


OJ000112_07 .0426 


. C24 


Gene No. 


115634 




Strand 






Start 


14 1 




End 


790 




Name 


OJ000112_07 .0426.C24.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


293 




End 


728 




GI 


none 




Score 


257 




Exons 


293. .568, 297. .569, 663 


. 728 , 


664 . . 693 






Seq. No. 


55186 




Seq. ID 


OJ000112_07.0426 


C24 


Gene No, 


115634 




Strand 






Start 


141 




■End 


790 ' 




Name 


OJ000112 07.0426:;C24.ol. 


np 


Method 


AAT/NAP 




Start 


296 




End • 


790 




GI 


7431451 




Score 


313 




Exons 


296. .566, 664. .740, 772. 


.790 








GI Descrip. 


rf2 nuclear restorer protein 


- maize gi | 1421730 | gb | AAC49371 




(U43082) RF2 [Zea mays] 










Seq. No. 


55186 




Seq. ID 


OJ000112_07.0426 


C24 


Gene No. 


115634 




Strand 






Start 


141 




End 


790 




Name 


OJ600112 07.0426.C24.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


389 




End 


728 




GI 


none 




Score 


110 




Exons 


389. .577, 390. .557, 666. 


.728 








Seq. No. 


55187 




Seq. ID 


OJ000112_07.0426. 


C26 


Gene No. 


115635 




Strand 


+ 




Start 


2076 




End 


3748 




Name 


OJ000112 07.0426.C26.o2. 


gs 


Method 


GENSCAN 




Start 


2076 




End 


2795 





55774 




GI 


none 




Score 


, 88 






Exons 


2076 . . 2795 












Seq. No. 


551o / 




Seq. ID 


/^"tAAAtto 

OJ000112 07 


. 0426 


. C26 


Gene No. 


115635 




Strand 


+ 






Start 


2076 




End 


3748 






Name 


OJUUUllZ 0 / 


.042d.C26.o1. np 


Method 


AAT/NAP 






Start 


o n o c 

20ob 




End 


3748 






GI 


4874311 




Score 


185 






Exons 


20o5 . . 2ol3, 


3699 . . 3748 










GI Descrip. 


(AC006053 ) 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


55188 




Seq. ID 


OJ000112_07 


. 0426 


. C27 


Gene No. 


115636 




Strand 


+ 






Start 


1 




End 


778 






Name 


OJUOUllz U / 


. U42 o , C27 . ol . np 


Method 


AAT/NAP 






Start 


1 




End 


778 






GI 


4874311 




Score 


122 






Exons 


1 . . 42, 249 . 


. 388 , 737 . . 778 










GI Descrip. 


(AC006053) 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


55189 




Seq. ID 


OJ000112_07 


.0426 


.C32 


Gene No. 


115637 




Strand 


+ 






Start 


357 




End 


475 






Name ' 


OJ000112 07 


.0426.C32.ol.gs 


Method 


GENSCAN 






Start 


357 




End 


475 






GI 


none 




Score 


.88 






Exons 


357 ..475 












Seq. No. • 


55189 




Seq'. ID 


OJ000112_07 


.0426 


.C32 


Gene No. 


115638 




Strand 


+ 






Start 


591 




End 


1103 






Name 


OJ000112_07 


. 0426 ,C32 , ol . gp 


Method 


AAT/GAP 






Start 


591 




End 


1103 ■ 






GI 


279878 1 




Score - 


966 






Exons 


COT 1 T A 

• 591 . . 1103 












Seq. No. 


55190 




Seq. ID 


OJ000112_06 


.0426 


CI 


Gene No, 


115*639 




Strand 








Start ■ 


74 




End 


831 






Name 


OJ000112 06 


.0426.Cl.ol.gs 


Method 


GENSCAN 






Start 


74. , 




End 


831 






GI 


none 




Score 


.71 






Exons 


74. .180, 432, .524, 747, .831 










Seq. No. 


55191 




Seq, ID 


OJ000112_06 


.0426 


C3 


Gene No. 


115640 




Strand 


+ 






Start 


1318 




End 


1615 






Name 


OJ000112 06 


.0426,C3.ol.gs 


Method 


GENSCAN 






Start 


1318 




End 


1615 








none 




Score 


, 99 






Exons . 


1318, ,1615. 












Seq. No. 


55191 




Seq. ID 


OJ000112_06 


.0426. 


C3 


Gene No. 


115641 




Strand 








Start 


2499 




End 


7099 






Name 


OJ000112 06 


,0426,C3.o2,gs 


Method 


GENSCAN 







55775 



start 
GI 

Exons 



2499 End' .7099 

none Score .57 

2499. .2670, 4114. .4154, 4661. .4702, 5614. .5844, 6843. .6907, 
7012. .7099 



Seq. No. 55192 Seq. ID 

Gene No. 115642 Strand 

Start 958 End 

Name . OJ000112_06 . 042 6 . C4 . ol . gs Method 

Start 958 End 

GI none Score 

Exons 958.. 1063, 1094.. 1176 



OJ000112_06.0426.C4 
+ 

1176 
GENSCAN 
1176 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000112__06'.0426.C4 
+ 

8121 
AAT/GAP 
8121 
103 ^ 



55192 Seq. ID 

115643 Strand 

8041 End 

OJ000112_06. 042 6.C4 .ol.gp Method 

'8041 .End 

38012_1.R1084 - Score 
8041. .8121 

M097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1 , 3-glucanase precursor {Gns9) gene, complete cds ' 

55192 Seq. ID OJ000112_06 . 0426 .04. 

11-5644" Strand 

3001 End 4665 

OJ000112_06. 04 26.C4 .ol.np Method AAT/NAP 

2004 End 4566 

7488210 Score 1034 

2004. -.2038, 3341.. 4009, 4052.. 4566 

probable Ste20-like kinase - Arabidopsis thaliana 

gi|2244804|emb|CAB10227.1| {Z97336) kinase like protein 

[Arabidopsis thaliana] gi I 7268154 | emb I CAB784 90 . 1 1 (AL161539) 

kinase like protein [Arabidopsis thaliana] 





Seq. No. 


55192 








Seq. ID 


OJ000112_06.0426.C4 


sis: 


Gene No. 


115644 








Strand 




ES. 


Start 


3001 








End 


4665 


%J 


Name 


OJ000112 06 


0426. 


C4.02. 


gs 


Method 


GENSCAN 


E K 

•a =r 


Start 


3001 








End 


4665 




GI 


none 








Score 


.98 




Exons 


3001. .4665 














Seq. No. 


55192 








Seq. ID 


OJ000112_06.0426.C4 




Gene No. 


115645 








Strand 






Start 


5266 








End 


9392 




Name 


OJ000112 06. 


0426. 


C4 .ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3610 








End 


4483 




GI 


none 








Score 


125 




Exons 


3610. .3711, 


3811. 


, 3981, 


3836. 


.3970, 4069. .4446, 4082. .4246, 






4274 . . 4444, 


4285. 


. 4446, 


4436. 


.4483 






Seq. No. 


55192 








Seq. ID 


OJ000112_06.0426.C4 




• Gene No. 


115645 








Strand 






Start 


5266 








End 


9392 




Name 


OJ000112 06. 


0426. 


C4 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3622 








End 


4240 



55776 



# • 



GI 


none 






Score 


140 






Exons 


3622 . . 3711 , 


3811 


. . 3981 , 3836 . 


.3970, 4067. .4240, 


4069. .4239 


Seq. No. 


55192 






Seq. ID 


OJ000112 


_06.042 6 


.04 


Gene No. 


115645 ■ 






Strand 








Start 


5265 






End 


9392 






Name 


OJ000112 06 


.0426 


. C4 . ol . tc 


Method 


TBLASTX: 


Oress 




Start 


3817 






End 


4443 






GI 


none 






Score 


101 






Exons 


ool / . . , 


0010 
3o lo 


. .39/0, 4066 . 


.4236, 4082. . 4231, 


4243. .4443 


Seq. No. 


55192 






Seq. ID 


OJ000112 


_06.0426 


04 


Gene No. 


115645 






Strand 








Start 


5266 






End 


9392 






Name 


OJ000112_06 


. 0426 


.04 . o3 . gs 


Method 


GENSOAN 






Start 


5266 






End 


9392 






GI 


none 






Score 


.46 






Exons 


o2dd . . 5666, 


6859 


. . / 109, yUo / . 


.9172, 9324. .9392 






Seq. No. 


55193 






Seq. ID 


OJ000112 


_06.0426, 




Gene No. 


115646 






Strand 








Start 


597 






End 


7776 






Name 


OJ000112_06 


. 0426 


.C5.ol.gs 


Method 


GENSOAN 






Start 


• 597 






End : 


3705 






GI 


none 






Score 


.7 






Exons 


597 . . 661, 8 


66 . . 8 


93, 1383.. 1539, 1799.. 


2115, 2677.. 2912, 






3002 . . 3264 , 


3626 


. .3705 










Seq. No. 


55193 






Seq. ID 


OJ000112 


_06.0426. 


05 


Gene No. 


115646 






Strand 








Start 


597 






End 


7776 






Name 


OJ000112 06 


.0426 


.05 .ol .np 


Method 


AAT/NAP 






Start 


1361 






End 


7584 






GI 


6815103 






Score 


221 






Exons 


1361 . . 1584 , 


1799 


..2105, 5640. 


.5749, 7522. .7584 ' 






GI Descrip. 


{ APOulOol ) 


hypothetical protein [Oryza 


sativa] 






'Seq. No. 


'55193 






Seq. ID 


OJ000112 


_06.0426. 


05 


Gene No. 


115646 






Strand 








Start 


COT 

597 






End 


7776 






Name 


/~\ to/^oi 1 r\ /~ 

OJ000112_06 


.0426 


.O5.o3.gs 


Method 


GENSOAN 






Start 


5410 






End 


7776 






GI 


none 






Score 


.6 






Exons 


5410. . 5538 , 


5688 


..5932, 6716. 


.6828, 7373. .7776 






Seq. No. 


55193 






.Seq. ID 


OJ000112_ 


_06.0426. 


05 


Gene No. 


115 64 6 






Strand 








Start 


597 






End 


7776 






Name 


OJ000112 06 


.0426 


.05 .02 .np 


Method 


AAT/NAP 






Start 


6142 






End 


7450 






GI 


5777617 






Score 


97 






Exons 


6142. .6266, 


7309 


. .7450 










GI ' Descrip . 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


55193 






Seq. ID 


OJ000112_ 


_06.0426. 


05 


Gene No. 


115647 






Strand 








Start 


8384 






End 


8714 







55777 




Name 


OJ000112 06.0426.C5.o3.np 


•Method 


AAT/NAP 


Start 


8384 


End 


8714 


GI 


7523490 


Score 


108 


Exons 


8384 . .8714 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa) 


Seq. No. 


55194 


Seq. ID 


OJ000112 


Gene No. 


115648 


Strand 


+ 


Start 


1168 


End 


1716 


Name 


OJ000112 06.0426.C6.ol.gs 


Method 


GENSCAN 


Start 


1168 


End 


1716 


GI 


none 


Score 


.72 


Exons 


1168. .1340, 1452. .1716 







Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


C6 


Gene No. 


115649 






Strand 


+ 




Start 


6261 






End 


12037 




Name 


OJ000112 06 


.0426.C6.o3. 


gs 


Method 


GENSCAN 




Start 


6261 






End 


12011 




GI 


none 






Score 


.57 




Exons 


6261. .6302, 


6745. .6824, 


7160. 


.7238, 7968.. 11180, 11301. 


12011 


Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


C6 . 


Gene No. 


115649 






Strand 


+ 




Start 


6261' ' 






End 


12037 




Name 


OJ000112 06 


.0426.C6.ol. 


np 


Method 


AAT/NAP 




Start 


7761 






End 


12037 




GI 


5734736 






Score 


2815 




Exons 


7761. .8336, 


8379. .8665, 


8741. 


.10272, 


10437. .12037 




GI Descrip. 


(AC007259) 


Hypothetical 


protein [Arabidopsis thaliana] 





Seq. No. 55194 

Gene No. 115650 

Start 13432 

Name OJ000112_0 6 . 04 2 6 . C6 . o2 . np 

Start 13432 

GI 7340884 

Exons 13432. . 13585, 33296 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.33412, 38946.. 38998 
(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



OJ000112_06.0426.C6 
+ 

38998 
7\AT/NAP 
38998 
171 



Seq. No. 


55194 


Seq. ID 


OJ000112 


Gene No. 


115650 


Strand 


+ 


Start 


13432 


End 


38998 


Name 


OJ000112 06.0426.C6.o3. 


np Method 


AAT/NAP 


Start 


16440 


End 


19477 


GI* 


6006367 


Score 


59 


Exons 


16440. .16502;- 17934. .18 


098, 19401. .19477 


GI Descrip. 


(AP000559) hypothetical 


. protein [Oryza 


sativa] 


Seq. No. 


55194 


Seq. ID 


OJ000112 


Gene No. 


115650 


Strand 


+ 


Start 


13432 


End 


38998 


Name 


OJ000112 06.0426.C6.o4. 


np Method 


AAT/NAP 


Start 


19361 


End 


19706 


GI 


4567303 


Score 


139 


Exons 


19361. .19706 







55778 




GI Descrip. {AC005956) unknown protein [Arabidopsis thaliana] 



Seq. No. 




Seq. ID 


OJ000112 06 


. 0426. C6 


Gene No. 


115650 


Strand 


+ 




Start 


13432 ' 


End 


38998 




Name 


OJ000112_06 . 0426 . 06 . o8 . gs 


Method 


GENSCAN 




Start 


28112 


End 


29433 




GI 


none 


Score 


.51 




Exons 


28112.. 28477, 29182.. 2 94 33 








Seq. No. 


55194 


Seq. ID 


OJ000112_06, 


.0426.06 


Gene No. 


115651 


Strand 






Start 


707 


End 


798 




Name 


OJ000112 06.0426.C6.ol.gp 


Method 


AAT/GAP 




Start 


707 


End 


798 




GI 


LIB34 77-003-P1-K1-E9 


Score 


129 




Exons 


707. .798 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0€-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PREOURSOR (CRY S I ) - >gi_1173557 (031771) Ofy s 1 [Oryz^ 
sativa] ' 



Seq. No. 


55194 


Seq. ID 


OJ00.0112_ 


06.0426 


.06 


.Gene No. 


11565? 


Strand 








Start 


3541 


End 


5083 






Name 


OJ000112 O6.042'6.06.o2.gs 


Method " 


GENSOAN 






Starjt ' 


3541 


End 


5083 






GI 


none 


Score 


.96 






Exons 


3541. .4261, 4365. .5083 










Seq. No. 


55194 


Seq. ID 


OJ000112_ 


06.0426 


.06 


Gene No. 


115653 


Strand 








Start 


20719 


End 


24168 






Name 


OJ000112 06.0426.06.o6.gs 


Method 


GENSOAN 






Start 


20719 


End 


24168 






GI 


none 


Score 


.41 






Exons 


20719. .20898, 21332 214 4 9, 


22803. .22907, 23127. 


.23395, 






23618. .23739, 24108.. 24168 










Seq. No. 


55194 


Seq. ID 


- OJ000112_ 


06.0426 


.06 


Gene No. 


115653 


Strand 








Start 


20719 


End 


24168 






Name 


OJ000112 06. 0426.C6.o5.np 


Method 


AAT/NAP 






Start 


22125 


End 


■ 23624 






GI 


5852093 


Score 


70 






Exons. 


22125. .2224 9, 23518. .23624 











GI Descrip. (AL117264) zwhl6.1. [Oryza sativa] 



Seq. No. 


55194 








Seq. ID 


OJ000112_06.0426 


.06 


Gene No. 


115654 








Strand 






Start 


30961 








End 


38953 




Name 


OJ000112 06, 


,0426. 


06. o4. 


tc 


Method 


TBLASTX:Oress 




Start 


1363 








End 


1665 




GI^^ 


none 








Score 


.70 




Exons 


1363. .1455, 


1364. 


.1456, 


1528. 


.1665, 1532.. 1660 




Seq. No. 


55194 








Seq. ID 


OJ000112_06.0426. 


.06 


Gene No. 


115654 








Strand 







55779 



start 


30961 






End 


38953 




Name 


OJ00.0112 06 


.0426 


.C6.o6. tw 


Method 


TBLASTX: Wheat 




Start 


4364 






End 


28649 




GI 


none 






Score 


115 




Exons 


4364. .4570, 


4386 


..4565, 25720 


. .25800, 


25778. .25915, 






28450. .28530, 28 451 .. 28531 , 2 


8524. .28649 




Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 






Strand 






Start 


30961 






End 


38953 




Name 


OJ000112 06 


.0426 


.C6.07. tm 


Method 


TBLASTX: Maize 




Start 


4727 






End 


25551 




GI 


none 






Score 


73 




Exons 


4727. .4822, 


4728 


..4823, 4826. 


.5077, 4827. .4898, 25206.. 


25289, 




25291. .25425, 25294 .. 25422 , 25458 .. 25550, 25459.. 25551 




Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 






Strand 






Start 


' "30961 






End 


38953 




Name 


OJ000112 06 


0426 


.06. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


5479 






End 


17408 




GI 


none 






Score 


57 




Exons 


5479. .5574, 


7896 


..8291, 17351 


. .17398, 


17352. .17408 




Seq. No. 


55194 • 






Seq. ID 


OJ000112_06.0426 


.06 


Gene No. 


115654 






Strand 






Start 


30961 






End 


38953 




Name 


OJ000112 06. 


0426 


. C6.o4 . tm 


Method 


TBLASTX: Maize 




Start 


8016 






End 


8405 




GI 


none 






Score 


196 




Exons 


8016. .8219, 


8016 


..8225, 8231. 


.8341, 8232. .8342, 8322. .8 


405, 




8336. .8404 












Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.06 


Gene No-. 


115654 






Strand 






Start 


30961 






End 


38953 




Name 


OJ000112 06. 


0426 


.C6.o8 . tm 


Method 


TBLASTX: Maize 




Start 


8826 






End • 


9236' 




GI 


none 






Score 


184 




Exons 


8826. .9044, 


8861 


..9001, 9104. 


.9232, 91 


05. .9236 




Seq. No, 


55194 






Seq. ID 


OJ000112_06.0426 


.06 


Gene No. 


115654 






Strand 






Start 


30961 






End 


38953 




Name ' 


OJ000112 06. 


0426 


.C6.o3. tw 


Method 


TBLASTX: Wheat 




Start 


8846 






End 


9302 




GI 


none 






Score 


164 




Exons 


8846. .9067, 


8847 


. .9092,* 9108. 


9215, 9170.. 9217, 9216.. 9302 


Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.06 


Gene No. 


115654 






Strand 






Start 


30961 






End 


38 953 




Name 


OJ000112 06. 


0426 


C6.04 . ts 


Method 


TBLASTX: Soybean 




Start 


9240 






End 


9569 




GI 


none 






Score 


231 




Exons 


9240. .9569 













55780 



Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 






Strand' 






Start 


30961 






End 


38953 




Name 


OJ000112_06. 


0426. C6 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9390 






End 


9935 




GI 


none 






Score 


328 




Exons 


9390 . . 9836, 


9551. .9823, 9845. 


.9913, 98 


46 . . 9935 




Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 






Strand 






Start 


30961 






End 


38953 




Name 


OJ000112_06 . 


0426. C6 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9582 






End 


10007 




GI 


none 






Score 


365 




Exons 


9582 . . 9923, 


9596. .9913, 9659. 


.9925, 9667.. 9930, 9936.. 1000- 


Seq. No. 


55194 ' 






Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 






Strand 






Start 


30961 






End 


38953 




Name 


OJ000112_06. 


0426. C6 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9609 






End 


10085 




GI 


none 






Score 


412 




Exons 


9609. . 10085, 


9617. . 


9910, 9621 


. . 10085 






Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 






Strand 






Start 


30961 






End 


38953 




Name 


OJ000112_06. 


0426. 06 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


9624 






End 


10070 




GI 


none 






Score 


273 




Exons 


9624 . . 10070 












Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 






Strand 






Start 


■30961 






End 


38953 




Name 


OJ000112 06. 


0426. C6 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10464 






End 


10979 




GI 


5509260 






Score 


429 




Exons 


10464. .10979, 10565 


..10744, 10802.. 10957 




GI Descrip. 














Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 






Strand 






Start 


30961 






End 


38953 




Name 


OJ000112 06. 


0426. C6 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


10506 






End 


10823 




GI 


none 






Score 


369 




Exons 


10506. . 10823, 10515 


..10811, 10598. .10822 




Seq. No. 


55194 






Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 






Strand 






Start 


30961 






End 


38953 




Name 


OJ000112 06. 


0426. C6 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


10598 






End 


10862 




GI 


none 






Score 


262 




Exons 


10598. . 10843 


; 10599 


. .10862 









55781 



# • 



Seq. No. 


55194 




Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 




Strand 






Start 


30961 




End 


38953 




Name 


OJ000112_06 . 0426 . C6 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10643 




End 


11183 




GI 


none 




Score * 


304 




Exons 


1064 3 10777, 10644 


. . 10988 , 


10802. .10984, 10974. .11183 




Seq. No. 


55194 




Seq. ID 


OJ000112_06.0426 


.C6 


Gene No. 


115654 




Strand 






Start 


o ri ^ 1 

30961 




End 


38953 




Name 


OJ000112_06 . 0426 . C6 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11043 




End 


11465 




GI 


none 




Score 


378 




Exons 


ITAytl 11>!^C Tir\>lA 

11043 .. 11465, 11049 


. . 11432 , 


11231. .11461 




Seq. No. 


55194 




Seq. ID 


OJ000112_06.0426 


. 06 


Gene No. 


115654 




Strand 






Start 


30961 




End 


38953 




Name 


OJ000112 06. 0426. C6, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


11319 




End 


11993 




GI 


none 




Score 


251 




Exons 


ii'^'ir^ iiji"^f~ -iio^/^ 

11319 .. 11435, . 11330, 


. . 11527, 


11331. ,11624, 11618. . 1174 6, 






iitjiji 

11619 .. 1174 4 , 11741, 


. . 11992, 


rl742. .11993 




Seq. No. 


55194 




Seq. ID 


OJ000112_06.0426, 


.06 


Gene No. 


115654 




Strand 






Start 


30961 




End 


38953 




Name 


OJ000112 06. 0426. C6. 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11352 




End 


12001 




GI 


none 




Score 


139 




Exons 


IT'^CO IICT"^ TIITO/" 

11352 .. 11513, 11526. 


. . 11999, 


11618. .12001 




Seq. No. 


.55194 




Seq. ID 


OJ000112_06.0426, 


.06 


Gene No. 


115654 




Strand 






Start 


30961 




End 


38953 




Name 


OJ000112 06. 0426. C6, 


. o5.tw 


Method 


TBLASTX: Wheat 




Start 


11517 




End 


11963 . 




GI 


none 




Score 


127 




Exons 


TiiT'iT iitjit 11'^Jlr~ 

11517 11747 , 11745. 


, . 11963, 


11765. .11959 




Seq. No. 


55194 




Seq. ID 


OJ000112_06.0426, 


.0.6 


Gene No. 


115654 




Strand 






Start 


30961 " 




End 


38953 




Name 


OJ000112 06. 0426. C6, 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


11607 




End 


11989 




GI 


none 




Score 


273 




Exons 


■ll/"/^^ 

11607 11951, 11613, 


, . 11846, 


11639. .1198 


9 




Seq. No. 


55194 




Seq. ID 


OJ000112_06.0426. 


.06 


Gene No . 


1 1 c; c c /I 




Strand 






Start 


30961 




End 


38953 




Name 


OJ000112 06. 0426. 06. 


o6 . tm 


Method 


TBLASTX: Maize 




-Start 


19386 




End 


19883 




GI 


none 




Score 


43 




Exons 


19386. .19448, 19421. 


.19483, 


19497. .1965 


5, 19498. .19653, 






19680. .19787, 19706. 


.19780, 


19776. .1988 


3, 19803. . 19823, 





55782 



19843.. 19872 

Seq. No. 55194 

Gene No. 115654 

Start 30961 

Name. • OJ000112_06.04 26.C6.o7.tw 

Start 19386 

GI none 
Exons 



Seq. ID OJ000112_06.0426.C6 
Strand 

End 38953 

Method TBLASTX : Wheat 

End 38953 

Score 4 6 



19386. .19460, 194 10 194 66, 1 94 66 .. 194 83, 1 9506 .. 19655 , 
19507. .19653, 38858.. 38953 



Seq. No. 55194 

Gene No. 115654 

Start 30961 

Name OJ000112_06 . 0426 . C6 . o9 . gs 

Start 30961 

GI none 

Exons 30961.. 31356 



Seq. ID OJ000112_06.0426.C6 
Strand 

End 38953 

Method GENSCAN 

End 31356 

Score ;-98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55195 

115655 

434 

OJ000112_06.042 6.C7.ol.gs 

434 

none 



Seq. ID OJ000112_06.0426.C7 
Strand - - 
2986 
GENSCAN 
2986 



End 

Method 
End 
Score 



434. .622, 702. .800; 895. .967, 1052. .1197, 1259. .1432, 
1542. .1603, 1681. .2322, 2447. .2602, 2773. .2986 



55196 
115656 
1 

OJ000112_06.0426.C8.ol.np 
1 

4680204 
1..397 

{AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000112_06.0426.C8 
Strand 

End 1919 

Method AAT/NAP 

End 397 

Score 75 



55196 

115656 

1 

OJ000112_06.0426.C8 .ol.gs 

102 

none 

102. .401, 1448. .1919 



Seq. .ID OJ000112_06.0426.C8 
Strand 

End 1919 

Method GENSCAN 

End 1919 

Score .41 



Seq. No. 55196 

Gene No. 115657 

Start 2242 

Name OJ000112_06 . 042 6 . C8 . ol . gp 

Start 2242 

GI 342_1.R1084 

Exons 2242.. 2530 

GI Descrip. ' 4 574 4 06/gb I AAD24042 . 1 1 O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID OJ000112_06.0426.C8 
Strand 

End 2530 

Method AAT/GAP 

End 2530 

Score 530 



Seq. No. 
Gene No. 



55197 
115658 



Seq. ID OJ000112_P6.0426.C9 
Strand 



55783 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



2498 
AAT/GAP 
2498 
4.271 



OJ000112_06.0426.C9.ol.gp 
1 

342_1.R1084 
1..2498 

'4574406/gb|AAD24042.1| O.Oe+OO (AF121139) RIM2 protein [Oryza' 
sativa] ' ■ ' 



55197 

115658 

1 

OJ000112_06.0426.C9.ol.gs 

156 

none 



Seq. ID OJ000112_06. 0426.09 
Strand 

End 2498 

Method GENSCAN 

End 2086 

Score .87 



156. .746, 1068. .1249, 1450.. 1882, 1928. .2086 



55197 
115658 

1 ■ 

OJ000112_06.0426.C9.ol.tw 

231 

none 



Seq. ID OJ000112_06. 0426.C9 
Strand 

End 24 98 

Method TBLASTX : Wheat 
End 1437 
Score 52 

231. .323, 232. .297, 312. .392, 405. .545, 406. .546, 493. .588, 
525. .584,* 591. .632, 591. .635, 630. .1430, 645. .962, 919. .1437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55197 
115658 
1 

OJ000112_06.0426.C9.ol.np 
715 

6742729 
715. .2403 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000112_06. 0426.C9 
Strand 

2498 
AAT/NAP 
2403 
2357 



End 

Method 

End 

Score 



55197 

115658 

1 

OJ000112_06.0426.C9.ol.tc 

813 

none 



Seq. ID OJ000112_06.0426.C9 
Strand 

End 2498 

Method TBLASTX : Cress 

End 1264 

Score 176 



813. .1250, 813. .1256, 823. .1260, 919. .1260, 1082. .1264 



55197 

115658 

1 

OJ000112_06 . 0426 . C9 . o2 . tm 

1191 

none 

1191. .1433, .1219. .1419 

55197 

115658 

1 

OJ000112_06 . 0426 . C9 . o3 . tw 

1452 

none 



Seq. ID OJ000112_06.0426.C9 
Strand 

End 2498 

Method TBLASTX : Mai ze 

End 1433 

Score 107 



Seq. ID OJ000112_06. 0426.C9 
Strand 

End 2498 

Method TBLASTX : Wheat ■ 

End 1732 

Score 182 



1452. .1613, 1455. .1535, 1457. .1612, 1587. .1730, 1610. .1732 



55784 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



55197 

115658 

1 

OJ000112_06. 

1721 

none 

1721. .1963 



0426.C9.o2. ts 



Seq. ID OJ000112_06. 0426'.C9 
Strand 

End 2498 

Method TBLASTX : Soybean 

End 1963 

Score 213 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55197 

115658 

1 

OJ000112_06, 

1793 

none 

1793. .1987, 



0426.C9.ol.tm 



Seq. ID OJ000112_06.0426.C9 

Strand ' - 

End 2498 

Method TBLASTX : Mai ze 

End 2238 

Score 64 



1997.. 2122, 1998.. 2123, 2119.. 223^ 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



.55197 
115658 ■ 
1 

OJ000112_06, 

1827 

none 

18.27. .2033, 
2037. .2123, 



0426.C9.o2.tw 



1827, .2036,. 1832, 
2137,. 2241, 2141, 



Seq. ID OJ000112-,06.0426.C9 
Strand 

End 2498 

Method TBLASTX : Wheat 

End 2295 

Score 138 

.2035, 1832.. 2056, 2036.. 2122, 
.2230, 2242.. 2295, 2243.. 2287 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55197 

115658 

1 

OJ000112_06. 

2122 

none 

2122. .2424, 



0426.C9.o2. tc 



2144. .2239, 2279. 



Seq. ID OJ000112_06.0426.C9 
Strand 

End 24 98 

Method TBLASTX : Cress 

End 2431 

Score 58 
.2431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55197 

115658 

1 - ■ 

OJ000112_06. 

2164 

none 

2164. .2460, 



0426.C9.ol.ts 



2182, .2406 



Seq. ID OJ000112_06.0426.C9 
Strand 

End 2498 

Method .-TBLASTX: Soybean 

End 24 60 

Score 129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55198 

115659 

6688 

OJ000112_06. 

6688 

none ' 

6688. .6970, 
9569. .9905 



Seq. ID OJ000112_06. 0426. CIO 

Strand + 

End 9905 

Method GENSCAN 

End 9905 

Score .62 
7106. .7294, 8249. .8531, 8590. .8673, 8751. .9032, 



0426. CIO. o2.gs 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55198 

115659 

6688* 

OJ000112_06. 

6814 

2146740 



0426. CIO. o2.np 



Seq. ID OJ000112_06. 0426. CIO 

Strand . + 

End 9905 

Method AAT/NAP 

End 7356 

Score 352 



55785 



Exons 6814.. 7356 

GI Descrip. inner mitochondrial membrane protein, - Arabidopsis thaliana 
gi I 603056 (U18126) inner mitochondrial membrane protein 
[Arabidopsis thaliana] gi I 6648153 | gb | AAF21153 . 1 1 AC010926_5 
(AC010926) inner mitochondrial membrane protein [Arabidopsis 
thaliana] 



Seq. No. 55198 

Gene No. 115660 

Start 10502 

Name OJ000112_06 . 0426 . CIO . o3 . gs 

Start 10502 

GI none 
Exons 



Seq. ID OJ000112_06. 0426. CIO 

Strand + 

End 14186 

Method GENSCAN 

End 14186 

Score .59 



10502. .10919, 12194. .12270, 14025. .14186 



Seq. No. 55198 

Gene No. 115660 

Start 10502 

Name . OJ000112_06 . 0426 . CIO . o2 , 

Start 10660 

GI LIB34 33-030-P1-K1-A8 

Exons 10660. .11098 
GI Descrip. ' 60154 37/dbj | AB008 112 . 1 1 
complete cds * 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_ 
+ 

14186 
AAT/GAP 
11098 
726 



06. 0426. CIO 



AB008112 5.0e-10 Homo sapiens PEXl mRNA, 



Seq. No. 55198 Seq. ID 

Gene No. 115661 Strand 

Start 15453 End 

Name OJ000112_06 . 042 6 . CIO . o3 . gp Method 

Start 15453 End 

GI 3759961 Score 

Exons 15453. .15682 



OJ000112_06. 0426. CIO 
+ 

15682 
AAT/GAP 
15682 
415 



Seq. No. 55198 Seq. ID 

Gene No. 115662 Strand 

Start 17488 End 

Name OJ000112_06 . 0426 . CIO . o5 . np Method 

Start 17488 End 

GI 5852084 Score 

Exons 17488. .17511, 18824.. 18913 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



OJ000112_06. 0426. CIO 
+ 

18913 
AAT/NAP • 
18913 
79 



Seq. No. 55198 Seq. ID 

Gene No. 115663 .Strand 

■Start 37 End 

Name OJ000112_06 . 042 6 . CIO . ol . gs Method 

Start 37 End 

GI none Score 
Exons 



OJ000112_06. 0426. CIO 

1883 
GENSCAN 
1883 
.95 



37. .397, 822. .916, 1340. .1692, 1798. .1883 



Seq. No. 55198 Seq. ID 

Gene No. 115663 Strand 

Start 37 End 

Name OJ000112_06 . 0426 . CIO . ol . np Method 

Start 68 End 

GI 5852182 Score 

Exons 68.. 397 



OJ000112_06. 0426. CIO 

1883 
AAT/NAP 
397 
414 



55786 




GI Descrip. (AL117265) 2hb0012.1 [Oryza sativa] 



Seq. No. 


55198 








Seq. ID 


OJ000112_06. 0426. CIO 


Gene^ No. 


115663 








Strand 




Start 


37 








End 


1883 ' ■ 


Name 


OJ000112 06. 


0426. 


ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


258 








End 


848 ' 


GI 


2310235 








Score 


303 


Exons 


258. .397, 811. .84 


8 








GI Descrip. 


5852182/emblCAB55420.1 1 


y . Ue- 


13 {AL117265) zhb0012.1 [Oryza 




sativa] 












Seq. No. 


55198 








Seq. ID 


OJ000112_06. 0426. CIO 


Gene No. 


115664 








Strand 




Start 


15777 








End 


17013 


Name 


OJ000112 06. 


0426. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6848 








End 


7163 


GI 


none 








Score 


131 


Exons 


6848. .6907, 


6862. 


.^6945, 


DO D / . 


.6950, 6940. .7059, -6942. .7058,- 




6999. .7070, 


7009. 


.7071, 


/Dob. 


.7112, 7059.. 7103, 7106.. 7156, 




7106. .7156, 


7117. 


.7158, 


/IZZ . 


.7163 




Seq. No. 


55198 








Seq. ID 


OJ000112_06. 0426. CIO 


-Gene No. 


115664 








Strand . 




Start 


15777 








End 


17013 


Name 


OJ000112 06. 


0426. 


ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6868 








End 


7353 


GI 


none 








Score 


91 


Exons 


6868. .6945, 


6964. 


.7017, 


7059 . 


.7109, 7106. .7156, 7161. .7352, 




/ J- \J » ■ 1 -J ^ ^ 












Seq. No. 


55198 








Seq. ID 


OJ000112_06. 0426. CIO 


Gene .No. 


115664 








Strand 




Start 


15777 








End 


17013 


Name 


OJ000112 06. 


0426. 


ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6904 








End" ■ 


7353 


GI 


none 








Score 


52 


Exons 


6904. .6945, 


6940. 


. 7017 , 


7059. 


.7106, 7161.. 7352, 7162.. 7353- 


Seq. No. 


55198 








Seq. ID 


OJ000112_06. 04 26.C10 


Gene No. 


115664 








Strand 




Start 


15777. 








End 


17013 


Name 


OJ000112 06. 


0426. 


C10.O2 


. tm 


Method 


TBLASTX: Maize 


Start 


7176 








End 


7362 


GI 


none 








Score 


82 


Exons 


7176. .7250, 


7176. 


.7358, 


1111 . 


.7362 




Seq. No. 


551.98 








. Seq. ID 


OJ000112_06. 0426. CIO 


Gene No. 


115?'6*4 








Strand 




Start 


15777 








End 


17013 


Name 


OJ000112 06. 


0426. 


C10.O4 


.gs 


Method 


GENSCAN 


Start 


15777 








End 


16271 


GI 


none 








Score 


.51 


Exons 


15777. .16271 










Seq. No. 


55198 








Seq. ID 


OJ000112_06. 0426. CIO 


Gene No. 


115664 








Strand 





55787 





Start 


15777 


End 


17013 






Name 


OJ000112 06.0426.C10.o3.np 


Method 


AAT/NAP 






Start 


15780 


End 


17013 






GI - 


7485648 


Score 


364 






Exons 


15780. .161-06, 16939.. 17013 










GI Descrip. 


hypothetical protein F17L22 


.80.- Arabidopsis thaliana 








gi 1 4 455270 |emb|CAB36806.1 1 


(AL035527) 


putative protein 








[Arabidopsis thaliana] gi | 72 68959 | emb | CAB8 12 69 . 1 1 (AL161555') 






putative protein [Arabidopsis thaliana] 






Sea No 


55198 


Seq. ID 


OJ000112_06.0426 


.CIO 




Gene No. 


115664 


Strand 








Start 


15777 


End 


17013 






Name 


OJ000112 06 0426 CIO o4 ao 


Method 


AAT/GAP 






Start 


15859 ~ 


End 


16320 






GI 


none 


Score 


881 






Exons 


15859. .16320 










Seq. No. 


55198 


Seq. ID 


OJ000112_06.0426 


. CIO 




Gene No. 


1 1 S66S 

-L -L ~J vJ \J ^ 


Strand 








Start 


17178 


End 


17548 






Name 


OJ000112 06 0426 CIO o3 tm 


Method 


TBLASTX: Maize 




r ^ 


Start 


17178 ~ 


End 


17548 ■ • 




^1 


GI 


none 


Score 


70 






Exons 


17178:. 17252, 17317.. 17 541, 


17402.. 17548 




r 1 3 


Seq. No. 


55199 


Seq. ID 


OJ000112_06.0426 


.Cll 




Gene No. 


115666 


Strand 


+ 






Start 


57 


End 


770 






Name 


OJ000112 06.0426.Cll,ol.gs 


Method 


GENS CAN 






Start 


57 


End 


770 




ty 


GI 


none 


Score 


.81 




s 


Exons 


57. .186, 708. .770 








I J 


Seqi No. 


55199 


Seq. ID 


OJ000112_06.0426 


.Cll 




Gene No. 


115667 


Strand 


+ • 




= 13 


Start 


"2906 


End 


3152 




^ ST 


Name 


OJ000112 06.0426.cri.o3.gs 


Method 


GENSCAN • 






Start 


2906 


End 


3152 






GI 


none 


Score 


.8 






Exons 


2906. .2936, 2938. .3152 









Seq.. No. 55199 

Gene No. 115668 

Start 3066 ' 

Name OJ000112_06 . 0426 . Cll . o2 . np 

Start 3066 

GI. 7486883 

Exons 3066.. 3148, 4251.. 4392, 4663, 
GI Descrip. 



Seq. ID OJ000112_06. 0426. Cll 

Strand + 

End 5883 

Method AAT/NAP 

End - 5863 

Score 232 
.4742, 5497. '.5863 



hypothetical protein T12H17.170 - Arabidopsis thaliana 
gi I 2827555 I emb|CAA16563. 1 1 {AL021635) Translation factor EF-1 
alpha - like protein [Arabidopsis thaliana] 

gi|72691251emb|CAB79233.1| {AL161558) Translation factor EF-1 
alpha-like protefi^ [Arabidopsis thaliana'] 



Seq. No. 
Gene No. 



55199 
115668 



Seq. ID OJ000112_06. 0426. Cll 
Strand + 



55788 




start . 


3066 






End 


5883 


Name 


OJ000112 06.0426 


C11.04 


.gs 


Method 


GENSCAN 


Start 


3427 






End 


4769 


GI 


none 






Score 


.43 


Exons 


3427.. 3534, 3586 


.3983, 


4024 . 


.4273, 4391. .4493, 4612. .4769 


O C ■ IN W • 


55199 






Seq. ID 


OJ000112 06. 0426. Oil 


Gene No. 


115668 






Strand 


+ 


Start 


3066 






End 


5883 


Name 


OJ000112 06.0426 


C11.05 


.gs 


Method 


GENSCAN 


Start 


5515 






End 


5883 


GI 


none 






Score 


.91 


Exons 


5515. .5883 










Seq. No. 


55199 






Seq. ID 


OJ000112_06.0426.C11 


Gene No . 


115669 






Strand 




Start 


1477 






End 


2118 


Name 


OJ000112 06.0426 


Cll.ol 


.np- 


Method 


AAT/NAP 


Start 


1468 






End 


1968 


GI 


3810594 






Score 


367 


Exons 


1468. .1968 










GI Descrip. 


{AC005398) hypothetical 


protein [Arabidopsis thaliana] 


O C • ■ 


55199 








o.Tnnm 1 ? ofi n4P6 rii 

\J KJ KJ \J \J J. J- ^ WW.wT^U.^J.X 


Gene No. 


115669 










Start 


1477 






TTnH 
ijIlCl 


<i ± X 0 


Name 


OJ000112 06.0426 


C11.02 


. y 


Mp1" hnd 


GENSCAN 


Start 


1477 






End 


2118 


GI 


none 






Score 


.56 


Exons 


1477. .2118 










Seq. No. 


55199 






Seq. ID 


OJ000112_06.0426.C11 


Gene No. 


115670 






Strand 




Start 


6778 






End 


9897 


Name 


OJ000112 06.0426 


Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


6548 






End 


8667 


GI 


57451 1.R1084 






Score 


743 


Exons 


6548. .6895/ 8555 


.8667 








GI Descrip. 


' 5852182/emb|CAB554 20. 1 


1 9.0e 


-13 (ALII 


7265) zhb0012.1 [Oryz* 




sativa] * 










kj . IWu/ . 


55199 






Seq. ID 


OJ000112_06.0426.C11 


Gene No. 


115670 






Strand 




Start 


6778 






End 


9897 


Name 


OJ000112 06.0426 


C11.06 


,gs 


Method 


GENSCAN 


Start 


6778 






End 


9897 


GI 


none 






Score 


.5 


Exons 


6778. .6895/8556 


.8696, 


9632. 


.9897 




Seq. No. 


55199 






Seq. ID 


OJ000112_06.0426.C11 


Gene No. 


115671 






Strand 




Start 


11242 






End 


11650 


Name- 


OJ000112 06.0426 


C11.02 


. ts 


Method 


TBLASTX: Soybean 


Start 


1531 






End 


1953 


GI 


none 






Score 


6'5 


Exons 


1531.. 1602, 1654 


.1698, 


1795. 


.1914, 17 


96. .1915, 1888. .1953, 



1889. .1936 



55789 




Seq. No. 


55199 








Seq. ID 


OJ000112_06.0426 


.Cll 


Gene No. 


115671 








Strand 






Start 


11242 








End 


11650 




Name 


OJ000112_06. 


0426. 


.Cll .ol 


. tc ' 


Method 


TBLASTX: Cress 




Start 


5614 








End 


5856 




GI 


none 








Score 


67 




Exons 


5614 . .5670, 


5685, 


> . 5837, 


5686 . 


. 5856 






Seq. No. 


55199 








Seq. ID 


OJ000112_06..0'426 


.Cll 


Gene No. 


115671 








Strand 






Start 


11242 








End 


11650 




Name 


OJ000112 06. 


0426. 


.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


5614 








End 


5856 




GI 


none 








Score 


65 




Exons 


5614. .5664, 


5686, 


. .5856 











Seq. No. 


55199 








Seq. ID 


OJ000112_06. 0426. Cll 


Gene No. 


115671 








Strand 




Start 


11242 








End 


11650 


Name 


OJ000112 06 


.0426, 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5686 








End 


5868 


GI 


none 








Score 


180 


Exons ■ 


5686... 5856, 


5725, 


. .5868 








Seq. No. 


55199 








Seq. ID 


OJ000112_06. 0426. Cll 


Gene No. 


115671 








Strand 




Start 


11242 








End 


11650 


Name 


OJ000112 06 


.0426, 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5688 








End 


5863 


GI 


none 








Score 


213 


Exons 


5688. .5858, 


5689. 


. .5856, 


5725. 


.5862, 5738. .5863, 5795. .5863 



Seq. No. 55199 Seq. ID 

Gene No. 115671 Strand 

Start 11242 End 

Name OJ000112_06 . 0426 . Cll . o7 , gs Method . 

Start 11242 End 

GI none Score 

Exons 11242. .11361, 11543.. 11650 



OJ000112_06. 0426. Cll 

11650 
GENSCAN 

11650 ■ ' 
.64 



Seq. No. . 55200 Seq. ID 

Gene No. 115672 Strand 

Start 1548 End 

Name OJ000112_06 . 0426 . C12 , ol . gs Method 

Start 1548 End 

GI ■ none Score 

Exons 1548.. 1613, 1768.. 1882, 3320.. 3447 



OJ000112_06.0426.C12 
+ 

3447 
GENSCAN 
3447 
.45 



Seq. No. 55200 Seq. ID OJ000112_ 

Gene No. 115673 Strand + 

Start 5039 End 5159 

Name ■ . OJ000112_06 . 0426 . C12 . ol . np Method AAT/NAP 

Start 5039 End 5159 

GI 6815099 Score 85 

Exons 5039.. 5159 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



06. 0426.C12 



55790 






Seq. No. 


55200 


Seq. ID 


OJ000112 


_06.0426. 


ci: 




Gene No. 


115674 


Strand 










Start 


5365 


End 


5825 








Name 


OJ000112_06. 0426.C12.o2.gs 


Method 


GEN SCAN 








Start 


5365 


End 


5825 








GI 


none 


Score 


. 64 








Exons 


5365 . . 5825 












Seq. No. 


55201 


Seq. ID 


OJ000112_ 


_02.0426. 


CI 




Gene No. 


115675 


Strand 


+ ' 








Start 


807 


End 


1064 








Name 


OJ000112_02 . 0426 .CI . ol . gs 


Method 


GENSCAN 








Start 


807 


End 


1064 










none 


Score 


. 41 








Exons 


807 . . 913, 955 . . 1064 












Seq. No. 


55202 


Seq. ID 


OJ000112 


UZ . LI4ZD . 


C J 




Gene No. 


.115676 


Strand 










Start 


1 


End : 


.1855 








Name 


OJ000112 02.0426.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1852 








GI 


■ 7489805 


Score 


.1189 








Exons 


1. .1852 












GI Descrip. 


polyprotein - maize retrotransposon Cinful-l 






ry 




gi 1 4206306 |gb|AAD11615. 1 | 


{AF049110) prpol [Zea 


mays] 




□ 


Seq. No. 


55202 


Seq. ID 


OJ000112 


_02.0426. 


C3 




Gene No. 


115676 


Strand 


+ 






%3 


Start 


1 


End 


1855 






H Li 


Name 


OJ000112 02.0426.C3.ol.gs 


Method 


GENSCAN 








Start 


181 


End 


1855 








GI 


none 


Score 


.41 






L ^ 


Exons 


181. .895, 1088. .1421, 1445 


. .1855 








, 


Seq. No. 


55202 


Seq. ID 


OJ000112_ 


_02 . 0426 . 


C3 




Gene .No. 


115677 


. Strand 


+ 








Start 


5679 


- '"End 


5852- 








Name 


OJ000112 02.0426.C3.o3.gp 


Method 


AAT/GAP 








Start 


5570 


End 


5818 








GI 


101153 1.R1084 


Score 


350 








Exons 


5570. .5818 












GI Descrip. 


'5852170/emb|AL1172 65.1 IOST17804 l.Oe- 


115 Oryza 


sativa 








indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone:tl7804 






Seq. No. 


55202 


Seq. ID 


OJ000112 


_02.0426. 


C3 




Gene No;- 


115677 


Strand 


+ 








Start 


5679 


End 


5852 








Name 


OJ000112 02.0426.C3.o3.gs 


Method 


GENSCAN 










5679 


End 


5852 








GI 


none 


Score 


.87 








Exons 


5679. .5852 












Seq; No. 


55202 


Seq. ID 


OJ000112_ 


_02.0426. 


C3 




Gene No. 


115678 


Strand 










Start 


2410 


End 


2902 








Name 


OJ000112 02.0426.C3,o2.gs 


Method 


GENSCAN 







55791 



start 


2410 




End 


2902 




GI 


none 




Score 


.57 




Exons 


2410.. 2536, 2622.. 2902 










o c • IN • 


55202 




Seq. ID 


OJ000112 02 0426 


. C3 


Gene No. 


115679 




Strand 






Start 


4950 




End 


9013 




Name 


OJ000112 0'2.0426.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


86 




End 


497 




GI 


none 




Score 


116 




Exons 


86. .172, 88. .171, 171. . 


497, 293. .436 






O C • IN . 


55202 




Seq. ID 


OJ000112 02.0426 


.C3 


Gene No. 


115679 




Strand 






Start 


4950 




End 


9013 




Name 


OJ000112 02.0426.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


693 




End 


1040 




GI 


none 




Score 


297 




Exons 


693. .1040, 791. .1039 ' 












55202 




Sea ID 


OJ000112 02 0426 


.C3 


Gene No. 


115679 




Strand 






Start 


4950 




End 


9013 




Name 


OJ000112 02.0426.C3.o2. 


t w 


Mpt hod 


TBLASTX: Wheat 




Start 


801 




End 


1160 




GI 


none 




Score 


171 . 




Exons 


801.. 1052, 1104.. 1160 










Ccko Mo 


55202 




Seq, ID 


OJ000112 02 0426 


.C3 


Gene No. 


115679 




Strand 






Start 


4950 




End 


9013 




Name 


OJ000112 02.0426.C3.o2. 


tm 


Method 


TBLASTX:Maize 




Start 


1088 




End 


1279 




GI 


none 




Score 


194 




Exons 


1088. .1237, 1089. .1232, 

'■ 


1232. 


.1279 






Seq. .No. 


55202 




Seq. ID 


OJ000112_02.0426 


.C3 


Gene No. 


115679 




Strand 






Start 


4950 




End 


9013 




Name 


OJ000112 02.0426.C3.o2. 


np - 


Method 


AAT/NAP 




Start 


4950 




End 


6671 




GI 


6063554 




Score 


169 




Exons 


4950. .5129, 5770. .5800, 


6443. 


.6671 






GI Descrip. 


{AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region 


of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 










^f^rr Mo 


55202 




Seq. ID 


OJ000112_02.0426 


.C3 


Gene No. 


115679 




Strand 






Start 


4950 




End 


9013 




Name 


OJ000112 02.0426.C3.o4. 


gs 


Method 


GENSCAN 




Start 


6288 




End 


9013 




GI 


none 




Score 


.9 




Exons 


6288. .6693, 6807. .6862, 


6993, 


.704.0, 8 


321. .9013 




Seq. No. 


55203 




Seq. ID 


OJ000112_02.0426 


.C4 


Gene No. 


115680 




Strand 







55792 



start 1 End 

Name OJ000112_02 . 04 26 . C4 . ol . np Method 

Start 1 End 

GI 6063554 Score 

Exons 1..21, 178. .355, 634. .887, 2090.. 2254, 

GI Descrip. {AP000615) ESTs AU075609 (063344 ), C71850 {E0464 

correspond to a region of the predicted gene. 

protein [Oryza sativa] 



2332 
AAT/NAP 
2332 
191 

2306.. 2332 

,C98611 (E0464) 
hypothetical 



Seq. No. 55203 'rSeq. ID 

Gene No. 115680 Strand 

Start 1 End 

Name OJ000112_02 . 0426 . 04 . ol . gp Method 

Start 132 End 

GI 3061198 Score 

Exons 132.. 478 



OJ000112_02.0426.C4 
+ 

2332 
AAT/GAP 
478 
661 



Seq. No. , 55203 ' .- Seq. ID 

Gene No. ' 115680 Strand 

Start 1 End 

Name OJ000112_02 . 0426 . 04 . ol . gs Method 

Start 452 End 

GI none Score 

Exons 452. .550, 652. .885, 947. .1026" 



OJ000112_02.0426.C4 

+ 

2332 
GENSOAN 
1026 
, 48 



?n Seq. No. " 55203 Seq. ID 

L? Gene No. 115681 Strand 

'--^ Start 2154 End 

iJ Name OJ000112_02 . 0426 . 04 . o2 . gs Method 

\j Start 2154 End 

fy GI none Score 

'"^ Exons 2154 . .2497 



OJ000112_02. 0426.04 

2497 
GENSOAN 
2497 
.74 



Seq. No. 55204 Seq. ID 

Gene No. 115682 Strand 

Start 104 End 

Name . , OJ000112_02 . 0426 . 05 . ol . gs Method 

Start . 104 End 

GI none Score 

Exons 104.. 470, 697.. 1325 



OJ000112_02. 0426.05 
+ 

1325 
"G^NSCAN 
1325 
.8 



Seq. No. 55204 Seq. ID 

Gene No. 115683 Strand 

Start 1356. . End 

Name OJ000112_02 . 0426 . 05 . ol . gp Method 

Start 1356 End 

GI 61605__3.R1084 ^ Score 

Exons 1356. .1662 

GI Descrip. ' 14 02920/emb | OAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



OJ000112_02. 0426.05 
+ 

1662 
AAT/GAP 
1662 
400 



Seq. No. 55204 Seq. ID 

Gene No. 115684 Strand 

Start 3727 End' 

Name OJ000112_02 . 0426 . 05 . ol . np Method 

Start 2054 End 

GI 6063554 Score 



OJ000112_02. 0426.05 

9106 
AAT/NAP 
9106 
205 



55793 



Exons 2054. .2227, 2860. .2889, 4359. .4575, 4690. .4788, 4955. .5097, 

9070. . 9106 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55204 

115684 

3727 

OJ000112_02.0426.C5.o2.gs 

3727 

none 



Seq. ID OJ000112_02.0426.C5 
Strand 

End 9106 

Method GENSCAN 

End. 5795 

Score .79 



3727. .3859, 4121. .4195, 4359. .4416, 4483. .4688, 5623. .5795 



Seq. No. 55204 Seq. ID 

Gene No. 115684 Strand 

Start 3727 End 

Name OJ0Q0112_02 . 0426. C5 . o2 . ts Method 

Start 6119 End 

GI none ' Score 

Exons 6119.. 6364, 6123.. 6152, 6192.. 6353 



OJ000112_02.0426.C5 
9106 

TBLASTX: Soybean 

6364 ' 

43 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



55204 



Seq. ID OJ00,0112_02 , 0.426. C5 



115684 Strand 

•3727 End 9106 ' 

OJ000112_02 . 0426 . C5 . o2 , np Method AAT/NAP 

6125 End 7353 

4544372 Score 395 
6125. .7353 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 55204 Seq. ID 

Gene No. 115684 Strand 

Start 3727 End 

-Name OJ000112:_:02 . 0426 . C5 . ol . tw Method 

Start 6140 End 

GI • >' none Score 

Exons 6140.. 6550, 6174.. 6332 ■ '": 



OJ000112_02.0426.C5 
9106 

TBLASTX: Wheat 
6550 ' 

64 . . 



Seq. No. 


55204 




Seq. ID 


OJ000112 


_02.0426.C5 


Gene No. 


115684 




Strand 






Start 


3727 




End 


9106 




Name 


OJ000112 02 


.0426.C5.o3.gs 


Method 


GENSCAN 




Start 


6242 




End 


8173 




GI 


none 




Score 


.4 




Exons 


6242. .6681, 


7376.. 7694, 8117. 


.8173 






Seq. No. 


55204 




Seq. ID 


OJ000112 


_02.0426.C5 


Gene No. 


115684 




Strand 






Start 


3727 




End 


9106 




Name 


OJ000112 02 


.0426.C5.o3.np 


Method 


AAT/NAP 




Start 


6397 




End 


8001 




GI 


7248394 




Score 


137 




Exons 


6397. .6438, 


7801. .8001 








GI Descrip. 


(AP001389) 


ESTs C97394 (C60113) ,AU075824 (R0165) , 


D38985 (R0165 



correspond to a region of the predicted gene . --Similar to 



55794 




Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


55204 


Seq. ID 


OJ000112_02 . 0426 . C5 


Gene No. 


■ 115684 


Strand 




Start 


3727 


End 


9106 


Name 


OJ000112 02.0426.C5.o3.ts 


Method . 


TBLASTX : Soybean 


Start 


6879 


End 


7160 


GI 


none 


Score 


185 


Exons 


6879. .7160 






Seq. No. 


55204 


Seq. ID 


OJ000112_02.0426.C5 


Gene No. 


115684 


Strand 




Start 


3727 


End 


9106 


Name 


OJ000112 02.0426.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7528 


End 


7939 


GI 


none 


Score 


59 


Exons 


7528.-7635, 7530.. 7673, 7695 


..7781, 7697. .7780, 7802. .7939 




7806. .7931 






Seq. No. 


55205 


Seq. ID 


OJ000112__02.0426.C6 


Gene No. 


115685 


Strand 


+ 


Start 


275 


End 


3544 


Name 


OJ000112 02.0426.C6.ol.np 


Method 


"■■AAT/NAP 


Start 


275 


End 


3544 


GI 


7523686 


Score 


125 


Exons 


. 275. .869, 3513. .3544 






GI Descrip. 


{AC009526) Similar to Athila 


ORE 1 [Arabidopsis thaliana] 


Seq. No. 


55205 


Seq. ID 


OJ000112_02. 0426.06 


Gene No. 


115685 


Strand 


+ 


Start 


275 


End 


3544 


Name 


OJ000112 02.0426.C6.ol.gs 


Method 


GENS CAN 


Start 


784 


End 


2814 


GI 


none 


Score 


.53 


"Exons 


784. .908,. 1202... 1610, 2125.. 


2272, 2304 


..2435, 272-1% .281:4. 


Seq. No. 


55205 


Seq. ID 


OJ000112_02. 0426. C6 


Gene No. 


115686 


Strand 


+ 


Start 


9904 


End 


12581 


Name 


OJ000112 02 . 0426.C6.o3.gs 


Method 


. GENSCAN 


Start 


9904 


End 


12581 


GI 


none 


Score 


.44 


Exons 


9904. : 10105, 10355. .104 8 6, 104 92. .1065 


6, 11705. .11917, 




12057. .12168, 12195. .12581 






Seq. No. 


-55205 


Seq. ID 


OJ000112_02.0426.C6 


Gene No. 


115687 


Strand 




Start 


10196 


End 


12655 


Name 


OJ000112 02.0426.C6.o2.np 


Method 


AAT/NAP 


Start 


10196 


End 


12655 


GI 


7489805 


Score 


82 


Exons 


10196. . 10327, 11700. .11924, 


12637. . 12655 



GI Descrip. polyprotein - maize retrotransposon Cinful-1 

gi|4206306!gb|AAD11615.1| (AF049110) prpol [Zea mays] 



55795 




Seq. No. 


55206 




Seq. ID 


OJ000112 


_02 


.0426. 


.07 




115688 




Strand 


+ 








Start 


1 




End 


8609 








Name 


OJ000112 02 


.0426.C7 


.o2.np Method 


AAT/NAP 








Start 


1 




End 


8609 








GI 


5852175 




Score 


84 








Exons 


1..22, 1542 


. .1709, 


2349. .2405, 2984.. 


3078, 8575 


.'.8 


609 




GI Descrip. 


(AL117265) 


zhb0005. 


1 [Oryza sativa] 










Seq. No. 


55206 




Seq. ID 


OJ000112 


_02 


.0426, 


.C7 


Gene No. 


115688 




Strand 


+ 








Start 


1 




End 


8609 








Name 


OJ000112 02 


.0426. C7 


•ol.gs Method 


GENSCAN 








Start 


285 




End 


473 








GI 


none 




Score 


. 66 








Exons 


285. .473 















Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



55206 Seq. ID 

115688 Strand 
1 End 
O JO 0011 2_0 2.0426.C7.ol.gp Me t hod 

1869 End 
101153_1.R1084 Score 
1869. . 1898,, 2358. .2602 / 

•5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 ' 



OJ000112_02.0426.C7 

+ . . 

8609 
AAT/GAP 
2602 
351 



55206 - ■ Seq. ID 

115688 Strand 
1 End 
OJ000112_02.0426.C7 .o2.gp Method 
3177 End 
3761363- Score 
3177. .3482, 3815. .3852 

5852170/emb|AL117265.1|OST17804 l.Oe-151 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804 



OJ000112_02.0426.C7 
+ 

8609 
AAT/GAP 
3852 
486 



55206 

115689 

32 

OJ000112_02.0426.C7.ol, 
32 

5852179 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



32. .74, 1443. .1674, 1748. . 1964 
{AL117265) zhb0009.1 [Oryza sativa] 



55206 

115689 

32 

OJ000112_02.0426.C7.o2.gs 

1359 

none 

1359. .1831, 2950. .3031 

55206 

115690 

3978 



. Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000112_02.0426.C7 

3031 
AAT/NAP 
1964 
215 



OJ000112_02.0426.C7 

3031 
GENSCAN 
3031 
.61 



OJ000112 02. 0426. C7 



4055 



55796 



Name 




. U42d . C / . 03 . 


np 


Method 


AAT/ NAP 


Start 


o n n o 

39/8 






End 


4055 


GI 


6721516 






Score 


64 


Exons 


3978 , .4055 










GI Descrip. 


( AP001072 ) 


hypothetical 


protein [Oryza 


sati\m] 


Seq. No. 


c c o n 






Seq. ID 


OJUUUl Iz 


Gene No. 


115691 






Strand . 




Start 


6251 






End 


7357 


Name 


OJ000112 02 


.0426. 07. o3. 


gs 


Method 


GENSCAN 


Start 


6251 






End 


7357 


GI 


none 






Score 


.99 


Exons 


6251. .6466, 


6956. .7357 









Seq. No. 


55207 


Seq. ID 


OJ000112_02.0426.C8 


Gene No. 


115692 


Strand 


+ 


Start 


10032 


End 


12242 


Name 


OJ000112 02.0426.C8.o2.gs 


Method 


GENSCAN 


Start 


10032 


End 


12242 


GI 


none 


Score 


.48 


Exons 


10032. .104 36, 1174 9. . 12060, 


12066.. 12242 


Seq. No. 


55207 


Seq. ID 


Oa000112 02. 0426. C8 


Gene No. 


115693 


Strand 


+^^" 


Start 


13980 


End 


16930 


Name 


OJ000112 02.0426.C8.o4.np 


Method 


AAT /NAP 


Start 


13980 


End 


16930 


GI 


7228448 


Score 


132 


Exons 


13980. .14057, 14848 .. 14941, 


15047. .15138, 15216. .15397, 




16912. . 16930 






GI Descrip. 


(AP001366) ESTs AU068 685 (C30691 ) , AU068684 (C30691 ) correspond 



a region of the predicted gene.; Similar to Genomic sequence for 
Arabidopsis thaliana BAG F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 



Seq. No. 55207 

Gene No. . 115693 

Start 13980 

Name OJ000112_02 . 0426 . 08 . o3 . np 

Start 14202 

GI 7106516 

Exons 14202. .14360, 
GI Descrip. 



Seq. ID OJ000112_02.0426.C8 

Strand + 

End 16930 

Method AAT/NAP 

End 16551 

Score 145 



16470. . 16551 



(AP001278) hypothetical protein [Oryza sativa] 



Seq. No. ' 55207 - Seq. ID 

Gene No. 115693 Strand 

Start 13980 End . 

Name OJ0b0112_02 . 0426 . 08 . ol . gp Method 

Start 16631 End 

GI 31877_1.R1084 Score 

Exons 16631. .16700, 16835.. 16912 

GI Descrip. ' 452119'3/dbj | AB013450 . 1 1 AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ000112_02.0426.C8 
+ 

16930 
AAT /GAP 
16912 
220 ^ 



Seq. No. 
Gene No. 
Start 



55207 

115694 

20429 



Seq. ID OJ000112_02.0426.C8 
Strand + 
End 21949 



55797 



Name OJ000112_02 . 0426. C8 . o5 . np Method AAT/NAP 

Start 20429 End 21949 

GI 7248394 Score 1926 

Exons 20429. .21077, 21121 21402, 21673.. 21949 

GI Descrip. (AP001389) ESTs C97394 (C60113 ) , AU075824 {R0165 ) , D38 985 (R0165 ) 
correspond to a region -of the predicted gene . --Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


55207 






Seq. ID 


OJ000112_02.0426 


C8 


Gene No. 


115695 






Strand 






Start 


2098 






End 


7991 




Name 


OJ000112 02 


.0426 


.C8.ol.gs 


Method 


GENSCAN 




Start 


2098 






End 


7991 




GI 


none 






Score 


.49 




Exons 


2098. .2613, 


2906 


..3053, 3480 


..3568, 3822. .4018, 4105. .4209, 




4221. .4609, 


4652 


..4733, 4773 


. .5009-, 5530.. 5737, 5804.. 6010, 




6182. . 6286, 


6344 


..6516, 7769 


. .7991 






Seq. No, 


55207 






Seq. ID 


OJ000112_02.0426 


C8 


Gene No. 


115695 






Strand 






Start 


2098 






End 


7991 




Name 


OJ000112 02 


.0426 


.C8:ol.np 


Method 


AAT/NAP 




Start 


2712 






End ' 


6324 --• 




GI 


4325357 






Score 


406 • 




Exons 


2712. .2809, 


4054 


..4515, 5760 


. .6324 






GI Descrip. 


{AF128395) 


contains similarity to Arabidopsis thaliana 






retrotransposon Athila hypothetical protein 1 (GB:X81801) 




[Arabidopsis thaliana] 








Seq. No. 


55207 






Seq. ID 


OJ000112_02.0426 


C8 


Gene No. 


115696 






Strand 






Start 


10519 






End 


13131 




Name 


OJ000112 02 


.0426 


.C8 .o2.np 


Method 


AAT/NAP 




Start 


10.519 






End 


13131 • 




GI 


5852179 






Score 


274 




Exons 


10519. .10586, 11779. .12011, 


12086. .12286, 13111'. .13131 




i*/ O -1^ * 


(AL117265) 


zhb0009.1 [Oryza 


sativa] 






Seq. No. 


55207 






Seq. ID 


OJ000112_02.0426 


C8 


Gene. No . 


115697 






Strand 






Start 


14084 






End 


18534 




Name 


OJ000112 02 


.0426 


.C8.o3. tw 


Method 


TBLASTX: Wheat 




Start 


4231 






End 


4596 




GI 


none 






Score 


80 




Exons . 


4231. .4404, 


4232 


..4393, 4453 


..4596 • 






Seq. No. 


55207 






Seq. ID 


OJ000112_02.0426 


C8 


Gene No. 


115697 






Strand 






Start 


14084 






End 


18534 




Name . 


OJ000112 02 


.0426 


.C8.ol.tc 


Method 


TBLASTX: Cress 




Start" 


5789 






End 


6091 




GI 


none 






Score 


195 




Exons 


5789. .6091 












Seq. No. 


55207 






Seq. ID 


OJ000112_02.0426 


C8 



55798 






Gene No. 


115697 






Strand 








Start 


14084 






End 


18534 






Name 


OJ000112 02. 0426. C8 


.o2.tw 




Method 


TBLASTX: Wheat 






Start 


5816 






End 


18510 






GI 


none 






Score 


98 






Exons 


5816. .5923, 5897. .6112, 6128. 


.6244, 1?370.. 18510 






Seq. No. 


55207 






Seq. ID 


OJ000112 02.0426, 


.C8 




Gene No. 


115697 






Strand 








...Start. 


14084' 






End 


18534 






"Name 


OJ000112 02. 0426. C8 


.o2 . ts 




" Method 


TBLASTX: Soybean 






Start 


5834 






End 


18534 






GI 


none 






Score 


77 






Exons 


5834.. 6112, 6140.. 6244, 18355 


. .18534 








Seq. No. 


55207 






Seq. ID 


OJ000112_02.0426, 


.08 




Gene No. 


115697 






Strand 








Start 


14084 






End 


18534 






Name 


OJ000112 02. 0426. C8 


. o3 . gs 




Method 


GENSCAN 






■Start 


14084 






End 


14736 






GI. 


none 






Score 


.83 






Exons 


14084 . . 14128, 14320 


. . 14432, 


1' 


4456. .14520, 14624. .14736 






Seq. No. 


,.55207 






Seq. ID 


OJ000112 02 . 0426. 


.C8 




Gene No. 


^ 115698 






Strand 






li H 


Start 


19041 






End 


19409 




f li 


Name 


OJ000112 02. 0426. C8 


. o2 . tm 




Method 


TBLASTX: Maize 




f ^ 


Start 


19041 






End 


19409 






GI 


none 






Score 


157 






Exons 


19041. .19166, 19058 


. . 19165, 


19191. .194 


09, 19196. .19312 




f ii 


Seq. No. 


55207 






Seq. ID 


OJ000112_02.0426. 


.C8 




Gene No. 


115699 






Strand 








Start 


21372 






End 


21943 






Name 


OJ000112 02. 0426. C8 


.ol . ts 




Method 


TBLASTX : Soybean 






Start 


21372 






End . v. 


21740 . 






GI 


none 






Score 


14 8 




: " 


Exons 


21372. .21590, 21606 


. .217.40 










~ r« 


Seq. No. 


55207 






Seq. ID 


OJ000112_02.0426. 


,C8 


[j 


Gene No. 


115699 






Strand 








Start 


21372 






End' 


21943 






Name 


OJ000112 02. 0426. C8 


. ol . tw 




Method 


TBLASTX: Wheat 






Start 


21534 






End 


21943 






GI 


none 






Score 


623 






Exons 


21534. .21941, 21542, 


. .21943, 


21551. .218 


74, 21660. .21890 






Seq. No. 


55207 






Seq. ID 


OJ000112_€2.0426. 


.08 




Gene No. 


115699 






Strand 








Start 


21372 






End 


21943 






Name 


OJ000112 02. 0426. C8, 


. ol . tm 




Method 


TBLASTX: Maize 






Start 


21594 






End 


21856 






GI 


none 






Score 


383 






Exons 


21594. .21854, 21596, 


. .21856 












Seq. No. 


55208 






Seq. ID 


OJ000112_02.0426. 


09 




Gene No. 


115700 






Strand 


+ 





55799 




start 


1319 








End 


2524 


Name 


OJ000112 02 


.0426. 


.09. ol. 


np 


Method 


AAT/NAP 


Start 


1319 








End 


2524 


GI 


6997177 








Score 


922 


Exons 


1319. .2524 












GI Descrip. 


(AC023839) 


hypothetical 


. protein [Arabidopsis thaliana] 


Seq. No. 


55208 








Seq. ID 


OJ000112_02.0426.O9 


Gene No. 


115701 








Strand 




Start 


4863 








End 


8673 


Name 


OJ000112 02 


.0426. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1441 








End 


2097 


GI 


none 








Score 


336 


Exons 


1441. .1896, 


1461. 


. 1733, 


1645. 


.1863, 1791. .1898, 1900. .1932, 




1950. .2009, 


1951. 


. 2004, 


1951. 


.2010, 2005.. 2097, 2007.. 2096 


Seq. No. 


55208 








Seq. ID 


OJ000112_02. 0426.09 


Gene No. 


115701 








Strand 




Start 


4863 








End i._ 


8673 


Name 


OJ000112 02 


. 0426. 


09. o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1447 








End 


1755 


GI 


none 








Score 


227 


Exons 


1447. .1755, 


1455 . 


. 1730 








Seq.^ . No . 


55208 








Seq. ID 


OJ000112_02.0426.O9 


Gene No. 


115701 








Strand 




Start 


4863 








End 


8673 


Name 


OJ000112 02 


.0426. 


C9.ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


1756 








End 


2172 . 


GI 


none 








Score 


196 


Exons 


1756. . 1929, 


1776. 


. 1928, 


1936. 


.2172, 1953. .2171 


Seq. No. 


55208 








Seq. ID 


OJ000112_02. 0426.09 


Gene No. 


115701 








Strand 




Start 


4863 








End 


8673 • 


Name 


OJ000112 02 


.0426. 


C9.o4 , 


tm 


Method 


TBLASTX: Maize 


Start 


2101 








* End 


2356 


GI . 


none 








Score 


172 


Exons 


2101. .2268, 


2104 . 


. 2265, 


2291. 


.2356, 2297.. 2353 


Seq. No. 


55208 








Seq. ID 


OJ000112_02.0426.C9 


Gene No. 


115701 








Strand 




Start 


4863 








End 


8673 


Name 


OJ000112 02 


.0426. 


09. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2366 








End 


2578 - 


GI 


none 








Score 


105 


Exons 


2366. .2458, 


2395. 


.2442, 


. 2447. 


.2575, -2458, .2577, 2483. .2578 


Seq. No. 


55208 








Seq. ID 


OJ000112_02.0426.O9 


Gene No. 


115701 








Strand 




Start 


4863 








End 


8673 


Name 


OJ000112 02 


.0426. 


09. o2. 


gs 


Method 


GENSOAN 


Start 


4863 






End 


8673 


GI 


none • 








Score 


.77 


Exons 


4863. .5052, 


5139. 


.5284, 


8467. 


.8673 




Seq. No. 


55208 








Seq. ID 


OJ000112_02. 0426.09 



55800 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



115701 Strand 
4863 End 8673 

OJ000112_02 .0426.C9.o2 .np Method AAT/NAP 

4 8 63 End 8 64 6 

6831735 Score 454 

4863. .5052, 5139. .5284,- 8467. .8646 

HYPOTHETICAL PROTEIN C;GI-137 gi 14929743 | gb | AAD34132 . 1 |AF151895_1 
(AF151895) CGI-137 protein [Homo sapiens] 

gil 6523801|gb|AAF14860.1|AF110777_l (AF110777) adrenal gland 
protein AD-004 [Homo ' sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55208 

115701 

4863 

OJ000112_02.042 6.C9.ol.tm 

4872 

none 



Seq. ID OJ000112_02.0426.C9 
Strand 

End 8673 

Method TBLASTX : Mai ze 

End 8658 

Score 219 



4872. .5054, 4877. .5056, 4878. .5054, 5138. .5284, 5145. .523.1, 
5147. .5284, 8464.. 8658, 8531.. 8638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55208 

115701 

4863 

OJ000112_02.0426.C9.ol.ts 

4872 

none 



Seq. ID OJ000112_02.0426.C9 
Strand 

End 8673 

Method TBLASTX': Soybean 

End 8 64 9 

Score 116 

4872. .5075, 4881. .5054, 5131. .5232, 5138. .5284, 5138. .5284, 
5146. .5286, 8464 . .8649 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55208 

115701 

4863 

OJ000112_02.0426.C9.ol.tc 

4875 

none 



Seq. ID OJ000112_02.0426.C9 
Strand 

End 8673 

Method TBLASTX : Cress 

End 8658 

Score 66 



4875.-4895, 4920. .5057, 5177. .5284, 5181. .5231, 8461. .8658 



Seq. No. 55209 

Gene No. 115702 

Start 1116 

Name OJ000112_02 . 0426 . CIO . o2 . tw 

Start 1056 

GI none 

Exons .1056.. 1298, 1298.. 1495 



Seq. ID OJ000112_02. 0426. CIO 

Strand + 

End 4618 

Method TBLASTX : Wheat 

End 1495 

Score 127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55209 

115702 

1116 

OJ000112_02. 042 6.C10.ol.gs 

1116 

none 



Seq. ID OJ000112_02. 0426. CIO 

Strand +' 

End 4 618 

Method GENSCAN 

End 4582 

Score . 9 



1116. .1123, 1271. .1348, 1445. .1592, 3436. ,3516, 3614. .3712, 
3811. .3900, 4333, .4396, 4482. .4582 



Seq. No. 
Gene No. 
Start 



55209 
115702 
1116 - 



Seq. ID OJ000112__02. 0426. CIO 
Strand + 
End 4618 



55801 



Name 


OJ000112 02 


0426. 


CIO .o2 


. tm 


Start 


1762 








GI 


none 








Exons 


1762 . . 1872, 


1951. 


.2142, 


1952 . 


Seq. No. 


55209 








Gene No, 


115702 








Start 


1116 








Name 


OJ000112 02 


0426. 


ClO.ol 


. tw 


Start 


1774 








GI 


none 








Exons 


1774 . .1902, 


1879. 


.2175, 


1895 . 


Seq. No. 


55209 








Gene No. 


115702 








Start 


1116 








Name 


OJ000112_02 


0426. 


ClO.ol 


. tm 


Start 


2769 








GI 


none 








Exons 


2769. .2921, ' 


2779. 


.2931, 


2780. 




3057. .3119, 


3436. 


.3519, 


3440. 




3605. .3712, 


3606. 


.3713, 


3613. 




3810. .3899, 


4332. 


.4403, 


4334. 




4484 . .4582, 


4485. 


.4610, 


4488. 



Method TBLASTX : Mai ze 

End 2142 

Score 83 
.2083, 1957. .2103 

Seq. ID OJ000112_02. 0426. CIO 

Strand + 

End 4618 

Method TBLASTX : Wheat 

End 2175 

Score 110 
.2080 



Seq. ID 
Strand 
End 

Method . 
End 
Score 

.3073, 2888 
.3520, 3441 
.3717, 3613 
.4396, 4342 
.4583 



OJ000112_02. 0426. CIO 
+ 

4618 

TBLASTX: Maize 
4610 
146 

3118, 2946.. 3119, 
3533, 3566.. 3715, 
3714, 3808. .3906, 
4398, 4481. .4585, 





Seq. No. 


55209 








Seq. ID 


OJ000112 


f\l 

z VP 


Gene No. 


115702 








Strand 


+ 




Start 


1116 








End 


4618 




Name 


OJ000112 02 


.0426, 


ClO.ol. 


gp 


Method 


AAT/GAP 




Start 


2771 








End 


2926 




GI 


none 








Score 


280 


\ \^ 


Exons 


2771. .2926 












=. & 


Seq. No. 


55209 








Seq. ID 


OJ000112 




Gene No. 


115702 








Strand 


+ 




Start 


1116 








End 


4618 




Name 


OJ000112 02 


.0426 


C10.O2. 


np 


Method 


AAT/NAP 




Start 


2798 








End 


4618 




GI 


6492245 








Score 


902 




Exons 


2798. .3118, 


3436 


.3516, 


3614. 


.3712, 3811. .3900, 






4482. .4618 














GI Descrip. 


{AF109395) 


granule-bound starch synthase GBSSII 






aestivum] 














Seq. No. 


55209 








Seq. ID 


OJ000112 




Gene No. 


115702 








Strand 


+ 




Start 


1116 . ' 








End 


4618 




Name 


OJ000li2 02 


.0426 


ClO.ol. 


ts 


Method 


TBLASTX: 




Start 


3441 








End 


4585 




GI 


none 








Score 


137 




Exons 


3441, .3521, 


3442 


.3522, 


3470. 


.3532, 3566.. 3715, 






3613. .3717, 


3631 


.3717, 


3633. 


.3728, 3795. .3899, 






3810. .3908, 


4480 


.4584, 


4481 . 


.4585 






Seq. No. 


55209 








Seq. ID 


OJ000112 




Gene No. 


115702 








Strand 


+ 




Start 


1116 








End 


4618 



02. 0426. CIO 



4333. .4396, 
[Triticum 



55802 



Name 


OJ000112 02.0426.C10.o2.gp 


Method 


AAT/GAP 




Start 


3482 


End 


4618 




GI 


4763 1.R1084 


Score 


643 




Exons 


3482, .3517, 3616. .3712, 3811.. 


.3900, 4333. .4396, 4482. .4618 


GI Descrip. 


' 3688123/emb | CAA06958 | 0 . Oe+00 (AJ0062 93) granule-bound 


starch 




synthase [Antirrhinum majus] * 








Seq. No. 


55210 


Seq, ID 


OJ000112_02.0426. 


Cll 


Gene No. 


115703 


Strand 


+ 




Start 


1 


End 


75 




Name 


OJ000112 02.0426.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


75 




GI 


6492245 


Score 


122 




Exons 


1. .75 








GI Descrip. 


(AF109395) granule-bound starch synthase GBSSII [Triticum 




aestivum] 








Seq. No. 


55210 


Seq. ID 


OJ000112_02.0426. 


Cll 


Gene No. 


115704 


Strand 






Start 


1 


End 


700 




Name 


OJ000112 02.0426.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


700 




GI 


4763 1,R1084 


Score 


1383 




Exons 


1. .700 








GI Descrip. 


*36H8123/emb|CAA06958| 0. Oe+00 .(AJ006293) granule-bound 


starch 




synthase [Antirrhinum majus] * 








Seq, No. 


55210 


Seq, ID 


OJ000112_02.0426. 


Cll 


Gene No. 


115705 


Strand 






Start 


2744 


End 


3251 




Name 


OJ000112 02.0426.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


686 


End 


1200 




GI 


none 


Score 


90 




Exons. 


686. .724, 760. .879, 895. .1200, 


1037. .1195 




Seq. No. 


. 55210 


■Seq. ID 


OJ000112_02,0426. 


Cll 


Gene No. ' 


115705 


Strand •,, 






Start 


2744^^ • ' 


End 


3251 




Name 


OJ000112 02.0426.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1072 


End 


1450 




GI 


none 


Score 


101 




Exons 


1072.. .1203, 1217.. 1450 








Seq. No. 


55210 


Seq. ID 


OJ000112_02,0426. 


Cll 


Gene No. 


115705 ■ 


Strand 






Start 


2744 


End 


3251 




Name 


OJ000112 02.0426.Cll.o2.gs - 


Method 


GENSCAN 




Start 


2744 


End 


3251 




GI 


none 


Score 


.66 




Exons 


2744. .2812, 2876. .2951, 3211.. 


3251 






Seq. No. 


55211 


Seq. ID 


OJ000112_02.0426. 


C12 


Gene No. 


115706 


Strand 






Start 


538 


End 


1643 




Name 


OJ000112 02.0426.C12.o2.ts 


Method 


TBLASTX: Soybean 




Start 


3 


End 


395 




GI 


none 


Score 


93 





55803 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3.. 395, 100.. 294, 117. ,362 

55211 Seq.... ID 

115706 Strand 

538 End 
OJ000112_02 . 0426 . C12 . ol . tm Method 

•21 ' End ' 

none Score 
21. .224, 243. .401 



OJ000112_02.0426.C12 
1643 

TBLASTX: Maize 

401 

80 



OJ000112 02.0426.C12 



55211 Seq. ID 

115706 Strand 
538 End 1.643 

OJ000112__02 . 0426 . C12 , ol . np Method AAT/NAP 
538 End 1643 

7248394 Score 619 

538. .939, 1376. .1643 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . --Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



f ^ 



Seq. N'o. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



55211 

115706 

538 

OJ000112_02 . 042 6 . C12 . ol . tw 

1061 

none 



Seq^. ID OJ000112_02;042-6.C12- 

Strand - v- ' 

End 164 3 

Method TBLASTX : Wheat 

End 14 95 

Score 35 



1061. .1351, 1146. .1247, 1278. .1352, 1406. .1495 

55211 Seq. ID OJ000112_02 . 04 26 . C12 

115706- Strand 

538 - End 1643 

OJ000112_02 . 04 26 . C12 . ol . ts Method TBLASTX : Soybean 

1124 End 1541 

none Score 7 6 

1124. .1366, 1128. .1241, 1281. .1367, 1397. .1540, 1403. .1540, 
1407. .1541 



55212 

115707 

1 

OJ000112_02.04 26.C17.ol.np 
1 

3928871 



Seq. ID OJ000112_02,0426.C17 
Strand 

End 3682 

Method AAT/NAP 

End 3612 

Score 927 



1..429, 514. .679, 1687. .1873, 1999. .2048, 3469. .3612 
(AF093627) poly (ADP) -ribose polymerase [Zea mays] 



55212 Seq. ID 

115707 Strand 

1 End 
OJ000112_02.042 6.C17 .ol.tm. Method 

113 End 

none Score 

113. .271, 114 . .269 



OJ000112_02 . 04 26. C17 
3682 

TBLASTX :Ma^ize 

271 

184 



55804 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55212 

115707 

1 

OJ000112_02.0426..C17 .ol.gs 

128 . 

none 



Seq. ID OJ000112_02. 0426. 017 



Strand 
End 

Method 

End 

Score 



3682 
GENSCAN 
3682 
.77 



128.. 435, 514., 679, 1687.-1873, 2021.. 2048, 3469.. 3682 



55212 Seq. ID 

115707 Strand 

1 End 
OJ000112_02 . 04 26 . C17 . ol . gp Method 

583 End 

4107140 Score 
583. .1297 



OJ000112_02.0426.C17 

3682 
AAT/GAP 
1297 
1208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55213 Seq. ID 

115708 Strand 

771 End 

OJ000112_02.0426.C18 .ol.np Method 

771 End 

5042463 Score 



OJ000112_02.0426.C18 

2481 
AAT/NAP 
2481 
86 



771. .867, 913. .1055, 2399. .2481- 
(AC007789) unknown protein [Oryza' sativa] 



55214 
115709 
1 

OJ000112_02.0426.C19.o2.np 
1 

6691716 

1..47, 2139. .2263, 2340. .2515, 2593. .2780, 2855 
3106. .3221, 3284. .3732 

(AP000492) ■ hypothetical protein [Oryza sativa] 

gi I 6691717 Idbj rBAA89397 . 1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000112_02.0426.C19 
Strand + 

3732 
AAT/NAP 
3732 
1095 



End 

Method 

End 

Score 



.2955, 



■Seq. No.' 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55214 
115710 
670 

OJ000112_02.0426.C19.ol.np 
670 

6691716 
670. .829, 1027. .1911 

(AP000492) hypothetical protein [Oryza sativa] 
gi|6691717|dbj IBAA.89397.11 {AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID- OJ000112_02.0426.C19 
Strand 

1911 
AAT/NAP 
1911 
1441 



End 

Method 

End 

Score 



55214 

115711 

4073 

OJ000112_02.0426.C19.o3.gs 

4073 

none 



Seq. ID OJ000112_02 . 0426.C19 
Strand 

End 10181 

Method GENSCAN 

End 10181 

Score .61 



4073. .4650, 4744. .4885, 5330. .5670, 5711. .5894, 6108. .6785, 
6883. .7080, 7618. .8624, 8783. .9332, 9473. .9572, 9574. .10181 



55805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



55214 Seq. ID OJ000112_02 . 0426 . CI 9 

115711 Strand 

4073 End 10181 

OJ000112_02 . 0426 .019 . o3 . np Method AAT/NAP 

4109 End 10181 

5922631 Score 6693 

4109. .6637, 7245. .8171, 8298. .8449, 8492. .9061, 9095. .9304,- 
9563. .9798,' 10057. .10181 

(AP000492) ESTs C26347 (C12145 ) , AU07 8074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 Idbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 {C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 55214 Seq. ID 

Gene No. 115712 - Strand 

Start" ■ 10670 End 

Name OJ000112_02 . 0426 . 019 . o9 . tw Method 

Start 1501 End 

GI none Score 

Exons 1501.. 1818 



OJ000112_02. 0426.019 
10845 

TBLASTX: Wheat ' . 

1818 

212 



Seq. No. . 55214 
Gene No. , 115712 

Start 10670 

Name OJ000112_02 . 0426 . 019 . o3 . tw .. 

Start 4103 

GI none 

Exons 4103.. 4222, 4208.. 4699, 4437. 



Seq. ID OJ000112_02.0426.C19 
Strand 

End 10845 

Method TBLASTX : Wheat 

End 4 699 

Score 88 
.4544, 4611. .4679 



Seq. No. 55214 
Gene No. . 115712 

Start 10670 

Name OJ000112_02 . 0426 . 019 . o4 . tm 

Start 4124 

GI none 

Exons 4124. .4225, 4125. .4226, 4205. 



Seq. ID OJ000112_02. 0426. 019 
Strand 

End 1.0845 

Method TBLASTX: Maize 

End 4378 

Score 105 
.4378, 4206. .4280 



Seq. No. 55214 

Gene No. 115712 

Start 10670 

Name OJ000112_02 . 0426 . 019 . o5 . tm 

Start 4469 

GI none 

Exons 4469.. 4555, 4568. .4648, 4578, 



Seq. ID OJ000112_02. 0426.019 
Strand 

End 10845 

Method TBLASTX: Maize 

End 4742 

Score 45 
.^4652, 4635.. 4742, 4643.. 4741 



Seq. No. 55214 

Gene No. 115712 

Start 10670 

Name OJ000112_02 . 042 6 . 019 . o4 . tw 

Start 4812 

GI none 

Exons 4812. .4859, 4814.. 4999, 4814, 



Seq. ID OJ000112_02. 0426.019 
Strand 

End 10845 

Method TBLASTX : Wheat 

End 5201 

Score 56 
.5200, 4890. .5201 



Seq. No. 



55214 



Seq. ID OJ000112_02. 0426. 019 



55806 



Gene No. 


. 115712 








Strand 


- 


Start 


10670 








End 


10845 


Name 


OJ000112_02 


. 0426 . 


C19 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


4844 








End 


5206 


GI 


none 








Score 


237 


Exons 


4844 . .4891, 


4883 . 


.5206, 


4896. 


.5186 




Seq. No. 


55214 








Seq. ID 


OJ000112_02.0426 


Gene No. 


■ 115712 


- 






Strand 




Start 


10670 








End 


10845 


Name 


OJ000112_02 


. 0426. 


C19.O10. tw 


Method 


TBLASTX: Wheat 


Start 


5204 








End 


5503 


GI 


none 








Score 


83 


Exons 


5204 . . 5302 , 


5356 . 


.5493, 


5360. 


.5500, 5369. .5503 


Seq. No. 


55214 








Seq. ID 


OJ000112_02.0426 


Gene No. 


115712 








Strand 




Start 


10670 








End 


10845 ■ 


Name 


OJ000112 02 


0426. 


C19 . o5 . 


tw 


Meth6.4- ■ 


TBLASTX: Wheat 


Start 


5517 








End 


5942 


GI 


none 








Score 


87 


Exons 


5517 . .5711, 


5519. 


.5719, 


5715. 


.5942, 5725. .5937 


Seq; No. 


55214 








Seq. ID 


OJ000112_02.0426 


Gene.. No. 


115712 








Strand 




Start 


10670 








End 


10845 


Name 


OJ000112_02 


0426. 


C19 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


5564 








End 


5942 


GI 


none 








Score 


78 


Exons 


5564 . . 5686, 


5733 . 


.5807, 


5847. 


.5942 




Seq. No. 


55214 








Seq. ID 


OJ000112_02.0426 


Gene No. 


115712 








Strand 




Start 


10670 








End 


10845 


Name 


OJ000112_02 , 


0426 . 


C19 . o6 . 


tm 


Method 


TBLASTX: Maize 


Start 


5615 








End 


5888 


GI 


none 








Score 


114 


Exons 


5615 . . 5731, 


5718 . 


.5888 








Seq. No. 


55214 








Seq. ID 


OJ000112_02.0426 


Gene No. 


115712 








Strand 




Start 


10670 








End 


10845 


Name 


OJ000112_02 , 


0426 . 


C19.07. 


tw 


Method 


TBLASTX: Wheat 


Start 


59.4 6 








End 


6227 


GI 


none 








Score 


70 


Exons 


5946 . . 6227, 


5947 . 


.6108, 


6126. 


. 6218 




Seq, No, 


55214 








Seq. ID 


OJ000112_02.0426 


Gene No. 


115712 








Strand 




Start 


10670 








End 


10845 


Name 


OJ000112 02. 


0426. 


019. ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6177 








End 


6608 


GI 


none 








Score 


169 


Exons 


6177. .6608, 


6208. 


.6561 








Seq. No. 


55214 








Seq. ID 


OJ000112_02.0426 


Gene No. 


115712 








Strand 





55807 



start 
Name 
Start 
GI 

Exons 



10670 End 

OJ000112_02 . 0426: C19 . ol . tw Method 

6232 End 

none Score 
6232.. 6657, 6237.. 6656 



10845 

TBLASTX: Wheat 

6657 

301 



Seq. No. 55214 

Gene No. 115712 

Start 10670 

Name OJ000112_02 .0426.C19.o2.tm 

Start 6330 

GI none 

Exons 6330.. 6713, 6331.. 6675 



Seq. ID. OJ000112_02. 0426.C19 

Strand - * ' 

End 10845 

Method TBLASTX: Maize 

End 6713 

Score 183 



Seq. No. 55214 

Gene No. 115712 

Start 10670 

Name OJ000112_02 . 04 2 6 . C19 . o3 . tm 

Start 6741 

GI none 
Exons 



Seq. ID OJ000112_02.0426.C19 
Strand 

End 10845 

Method TBLASTX : Maize 

End 7098 

Score 52 

6741. .6842, 6751. .6846, 6842. .7057, 6843. .7025, 6847. .7098 



Seq. ID OJ000112_02.0426.C19 
Strand 

End 10845 

Method -TBLASTX : Wheat 

End 7228 

Score 153 

6771. .6845, 6840. .7037, 6841. .7110, 6844. .7227, 6851. .7228 



Seq. No. 55214 

Gene No. 115712 

Start 10670 

Name OJ000112_02 . 0426 . C19 . o2 . tw 

Start 6771 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55214 

115712 

10670 

OJ000112_02. 0426.C19.o6.tw 

7448 

none 



55214 

115712 

10670 

OJ000112_02.042 6.C19.o8.tw 

8485 

none 

8485. .8661, 8634. .8885, 8824. 



Seq. ID OJ000112_02.0426,C19 
Strand 

End 10845 

Method TBLASTX : Wheat 

End 7 905 

Score 156 



7448. .7684, 74.50. .7680, 7729. .7905 



Seq. ID OJ000112_02.0426.C19 
Strand 

End 10845 

Method TBLASTX : Wheat 

End 8886 

Score 59 
.8886 - 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



55214 
115712 
10670 

OJ000112_02 .04 2 6.C19.o4.np 
10670 
5042463 
10670. .10845 

(AC0077.8 9) unknown protein [Oryza sativa] 



Seq. ID OJ000112_02. 0426.C19 
Strand 

End 10845 

Method" AAT/NAP 

End 10845 

Score 156 



55215 
115713 



Seq. ID OJ000112_02,0426.C20 
Strand 



55808 



start 
Name 
Start 
GI 

Exons 



276 . End 

OJ006ll2_02, 0426.C20.ol.tm Method 

274 End 

none Score 



912 

TBLASTX: Maize 

912 

125 



274.-399, 276. .404, 277. .405, 468. .575, 491. .577, 491. .577, 
817. .912, . 827. .910, 828. .911 4=*:-'- 



Seq. No. 55215 

Gene No. 115713 

Start 276 

Name OJ000112_02 . 0426 .020 . ol . ts 

Start 274 

GI none 
Exons 



Seq. ID OJ000112_02.0426.C20 
Strand 

End 912 

Method TBLASTX : Soybean 

End 912 

Score 57 



274. .363, 276. .362, 276. .404, 277. .405, 462. .578, 491. .577, 
814. .912, 824. .907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

•Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



55215 

115713 

276 

OJ000112_02.0426.C20.ol.gs 

276 

none 

276. .404, 491. .577, 826. .840 



Seq. ID OJ000112_02.0426.C20 

Strand 

End 912 

Method GENSCAN 

End 840 

Score .83 



•55215 
115713 
276 

.OJ000112_02.042 6.C20.ol.np 
276 

6492245 

276. .404, 491. .577, 826. .912 

{AF109395) granule-bound starch synthase GBSSII [Triticum 
aestivum] 



Seq. ID OJ000112_02.0426.C20 
Strand 

912 

AAT/NAP 
912 
369 



End 

Method 
End . 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 



55215 
115713 
276 

OJ000112_02.0426.C20.ol.gp 
550 

LIB3432-024-P1-K1-G1 
550. .868 

'5852170/emb|AL117265.1|OST17804 l.Oe-151 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. ID OJ000112_02.0426.C20 
Strand 
End. ,912 
Method ' AAT/GAP 
End 8 68 

Score 614 



55216 

115714 

499 

OJ000112_09.0426.Cl.ol.gs 

4 99 

none 



Seq. ID OJ000112_09.0426.C1 

Strand + 

End . 10985 

Method GENSCAN 

End 2901 

Score .83 



499. .703, 1632. .1712, 1839. .1907, 2344. .2407, 2591. .2670, 
2770. .2901 



Seq. No. 55216 

Gene No. 115714 

Start 499 

Name OJ000112_09 . 0426 . CI . ol . np 



Seq. ID OJ000112_09.0426.C1 

Strand + 

End 10985 

Method AAT/NAP 



55809 



start 
GI 

Exons 



1836 End 10544 

6014701 Score 838 

1836. .1907, 2344. .2411, 2595. .2670, 2770. .2853, 3025. .3108, 

3528. .3612, 7379. .7500, 8338. .8398, 8474. .8572, 10084 10185, 
10264. .10305, 10410. .10544 



GI Descrip. (AF190450) enoyl-CoA-hydratase [Avicennia marina] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55216 
115714 
499 

OJ000112_09.0426.Cl.ol.gp 
2337 

29362_1.R1084 
2337.. 2407, 2591.. 2694 
'2880043 l.Oe-30 (AC002340) putative 

3-hydroxyisobutyryl-coenzyme A hydrolase [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112_09.0426.C1 
+ 

10985 
AAT/GAP 
2694 
228 



Seq. No. 55216 Seq. ID 

Gene No. 115714 • Strand 

Start 499 End 

Name O JO 0011 2_0 9.0426.Cl.o2.gp Method 

Start 3025 End 

GI 12453_1.R1084 Score 

Exons- 3025.. 3109, 3529. ..3612 

GI Descrip. ' 6014701/gb I AAF014 67 . 1 | AF190450_1 l.Oe-91 
enoyl-CoA-hydratase [Avicennia marina] * 



OJ000112_09.0426.C1 
+ 

10985 
AAT/GAP 
3612 
243 



'(AF190450) 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55216 

115714 

499 

OJ000112_09.0426.Cl.o3.gs 

6328 

none 



Seq. ID OJ000112__09.0426.C1 



Strand 
End 

Method 

End 

Score 



+ 

10985 
GENSCAN 
10547 
.87 



6328. .6771, 7379. .7500, 8338.-8398, 8474. .8659, 8805. .8944, 
10059. .10185, 10410.. 10547 



Seq. No. 55216 Seq. ID. pJ000112_09 . 0426 . CI 

Gene" No. 115714 ■ , Strand + 

Start 499 ' End 10985 

Name OJ000112_09 . 0426 . CI . o4 . gp Method AAT/GAP 

Start 7379 End 8433 

GI . . 12453_1.R1084 . Score 295 

Exons 7379.. 7500, 8338.. 8433 

GI Descrip. ' 6014701/gb | AAF014 67 . 1 1 AF190450_1 l.Oe-91 {AF190450) 
enoyl-CoA-hydratase [Avicennia marina] ' 



Seq. No. 55216 Seq. ID 

Gene No. 115714 Strand 

Start 499 End 

Name OJ000112_09 . 0426 . CI . o6 . gp Method 

Start 8240 End 

GI LIB3434-042-P1-K1-B12 Score 

Exons 8240.. 8398, 8474... 8572 

GI Descrip. ' 6014701/gb IAAF01467 . 1 |AF190450_1 5 . Oe-20 (AF190450) 
enoyl-CoA-hydratase [Avicennia marina] * 



OJ000112_09.'0426.C1 
+ 

10985 
AAT/GAP 
8572 
354 



Seq. No. 



55216 



Seq. ID OJ000112_09.0426.C1 



55810 




Gene No. 


115714 


Strand 


+ 




Start 


499 


End 


10985 




Name 


OJ000112 09.0426.Cl.o5.gp 


Method 


AAT/GAP 




Start 


8336 


End 


8607 




GI 


LIB34 32-035-P2-K1-D8 


Score 


237 




Exons 


8336. .8398, 8474 . .8607 








GI Descrip. 


'6014701/gb|AAF01467.1|AF190450 1 3.0e- 


-26 {AF190450) 




enoyl-CoA-hydratase [Avicennia marina] * 




Seq. No. 


55216 


Seq. ID 


OJ000112 


_09.0426.C1 


Gene No. 


115714 


Strand 


+ 




Start 


499 


End 


10985 




Name 


OJ000112 09.0426.Cl.o7.gp. 


Method 


AAT/GAP 




Start 


10083 


End 


10856 




GI 


12453 1.R1084 


Score 


977 




Exons 


10083. .10185, 10264. .10305, 


10410. .10856 




GI Descrip. 


» 6014701/gb|AAF014 67.1 |AF190450_1 l.Oe- 


-91 (AF190450) 




enoyl-CoA-hydratase [Avicennia marina] * 






Seq. No. 


55216 ■ 


Seq. ID 


OJ000112 


_09.0426.C1 


Gene No. 


115714 


Strand 


+ 




Start 


499 


End 


10985 




Name 


OJ000112 09.0426.Cl.o8 .gp 


Method 


AAT/GAP 




Start 


10084 


End 


10985 




GI . 


12453 1.R1084 


Score 


1128 




Exons 


10084. .10185, 10264 .. 10305, 


10410. . 10985 




GI Descrip. 


' 6014701/gb|AAF014 67. 1 |AF190450_1 1 . Oe- 


•91 {AF190450) 




enoyl-CoA-hydratase [Avicennia marina] * 






Seq. No. 


55216 


Seq. ID 


OJ000112 


_09.0426.C1 


Gene No. 


115715 


Strand 






Start 


4097 


End 


5065 




Name 


OJ000112 09.0426.Cl.o2.gs 


Method 


GENSCAN 




Start 


4097 


End 


5065 




GI 


none 


Score 


.61 




Exons 


4097. .4170, 4629. .4766, 5017 


..5065 






Seq. No. 


55216 


Seq. ID 


OJ000112 


_09.0426.C1 


Gene No; 


115715 


Strand 






Start 


4097 


End 


5065 




Name 


OJ000112 09.0426.Cl.o3.gp 


Method 


AAT/GAP 




Start 


4391 


End 


4930 




GI 


LIB3434-038-P1-K1-F1 


Score 


840 




Exons 


4391. .4930 








GI Descrip. 


'5257255/dbj IAP000364.il AP000364 O.Oe+OG Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


55216 


Seq. ID 


OJ000112 


_09.0426.C1 


Gene No. 


115716 


Strand 






Start 


12236 


.End 


12358 




Name 


OJ000112 09.0426.Cl.ol.tm 


Method 


TBLASTX:! 


Maize 


Start 


1621 


End 


10443 




GI 


none 


Score 


72 




Exferns 


1621.. 1704, 1632.. 1715, 1632 


. .1712, 1838. . 1912, 


1845. .1907, 




2323. .2403, 2335. .2403, 2343 


..2417, 2590. .2676, 


2593. .2673, 




2766. .2873, 2770. .2874, 3018 


..3116, 3024. .3107, 


3025. .3108, 




3038.. 3109, 3522.. 3596, 3523 


..3591, 7393.. 7500, 


7406. .7501, 



55811 




8333.-8398, 8336.. 8398, 8462.. 8575, 8473.. 8571, 10101 10184 , 
10102. .10185, 10161. .10301, 10255 .. 10305, 102 62 10324 , 
10262. .10330, 10407. .10442, 10407 .. 10442 , 10408.. 10443 



Seq. No. 55216 
Gene No. 115716 
Start 12236 

Name OJ000112_09 . 04 26 . CI : ol . ts 

Start 1629 
GI none 
Exons 1629. 

2596. 

3024. 



.1715, 2341.:2409, 2343. 
.2676, 2755.-2853, 2768. 
.3104, 3025.. 3105, 3522. 



Seq- ID 
Strand 
End 

Method 
End 
Score 



OJ000112 09. 0426. CI 



12358 

TBLASTX : Soybean 
8554 
72 

2417, 2343.. 2408, 2588. .2671, 
2854, 2769.-2873, 2770-.2874, 
3596, 3527.. 3592, 7387.-7488, 



7409. .7501, 8336.-8398, 8474. .8554 



Seq. No. 


55216 


Seq. ID 


OJ000112_09.0426 


. CI 


Gene No. 


115716 


Strand 






Start 


12236 


End 


12358 




Name 


OJ000112 09.0426.Cl.ol-tw 


• Method 


TBLASTX: Wheat 




Start 


10062 - 


End 


10566 




GI 


none 


Score 


179 




Exons 


10062 - . 10184 , 10084 . .10185, 


10084.-10185, 10251. .10325, 






10261. .10305, 10262. .10330, 


10263. .10325, 10395 .. 10427 , 






104 07 . - 10559, 104 07. . 10559,, 


10408.M0566 




Seq. No. 


55216 


Seq. ID 


OJ000112_09.0426 


-CI 


Gene No. 


115716 


Strand 






Start 


12236 


End 


12358 




Name 


OJ000112 09-0426-Cl.o4.gs 


Method 


GENSCAN 




Start 


12236 


End 


12358 




GI 


none 


Score 


.72 




Exons 


12236- -12358 








Seg^ No. 


55217 


Seq. ID 


OJ000112_09-0426 


-C2 


Gene No. 


115717 


Strand 


+ 




Start 


1616 


End 


5643 




Name 


OJOOOl-12 -09-.0426.C2.ol.gs 


Method 


GENSCAN • 




Start 


1616 


End 


3199 




GI 


none 


Score 






Exons 


1616.. 1709, 1909.-1990, 2860 


. .3199 






Seq. No. 


55217 


Seq. ID 


OJ000112_09.0426 


.C2 


Gene No. 


115717 


■ Strand 


+ 




Start 


1616 


End 


5643 




Name 


OJ000112 09-0426. C2.ol.np 


Method 


AAT/NAP ■ ' 




Start 


2895 


End 


5643 




GI 


4775496 


Score 


86 




Exons 


2895. .3111, 5514.-5643 








GI Descrip. 


(AJ238747) putative polyprotein (aspartic proteinase, reve: 




transcriptase, ribonuclease 


H) [Nicotiana tabacum] 




Seq. No. 


55217 


Seq. ID 


OJ000112_09-0426 


.C2 


Gene No. 


115717 


Strand 


+ 




Start 


1616 


End 


5643 




Name 


OJO6OII2 09.0426.C2.o2.gs 


Method 


GENSCAN 




Start 


4606 


End 


5614 




GI 


none 


Score 


-65 





55812 




Exohs 


4606. .4933, 5312. .5614 




Seq. No. 


55217 Seq. ID 


OJ000112_09.0426.C2 


Gene No. 


115717 Strand 


+ 


o u a I. L. 


1616 . End 


5643 


Name 


OJ000112 09.0426.C2.o2.np Method 


AAT/NAP 


Start 


4 606 End 


5643 


GI 


6006374 ' Score 


1539 


Exons 


4606. .5643 




GI Descrip. 


{AP000559) Similar to Rice tungro bacilliform virus; reverse 




transcriptase (D10774) [Oryza sativa] 




Seq. No. 


55217 Seq. ID 


OJ000112__09.0426.C2 


Gene No. 


115718 Strand 






3407 End 


3934 


Name 


OJ000112 09.0426.C2.ol.gp Method 


AAT/GAP 


Start 


3407 End 


3934 


GI 


21466 1.R1084 Score 


953 


Exons 


3407. ..-3934 




GI Descrip. 


' 6006355/dbj 1 AP000559. 1 1 AP000559 O.Oe+00 Oryza sativa genomi 




DNA, chromosome 6, clone : P04 93C11 ' 




Seq. No. 


55218 Seq. ID 


OJ000112_09.0426.C3 


Gene No. 


115719 Strand 


+ 


Start 


1" End 


1217 ■' . 


Name 


OJ000112 09.0426.C3.ol.np Method 


AAT/NAP 


Start 


1 End 


1217 


GI 


6006374 Score 


2041 


Exons 


1..1217 




GI Descrip. 


(AP000559) Similar to' Rice tungro bacilliform virus; reverse 




transcriptase (D10774) [Oryza sativa] 





Seq. No. 55219 

Gene No. 115720 

Start 1- 

Name ^ OJ000112_09 . 0426 . 04 . ol . np 

Start ' ' ' 1- : 

GI 6006374 

Exons 1..996, 2220.. 2340 

GI Descrip. (AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



Seq. ID OJ000112_09.0426.C4 

Strand + 

End 2611 

Method AAT/NAP 

End . 2340 

Score 1459 



Seq. No. 55219 

Gene No. 115720 

Start'-'" 1 

Name OJ000112__09 . 0426 . C4 . ol . gs 

Start 618 

GI none 
Exons 



Seq. ID OJ000112_09.0426.C4 

Strand + 

End 2611 

Method GENSCAN 

End 2611 

Score . 67 



618.. 996, 1279.. 2058, 2112.. 2611 



Seq. No. 55219 Seq. ID 

Gene No. 115720 Strand 

Start 1 End 

Name OJ000112_09 . 0426 . 04 . o2 . np Method 

Start 917 End 

GI 7228451 Score 

Exons 917.. 996, 1279.. 1430, 1462.. 1491 



OJ000112_09.0426.C4 
+ 

2611 

AAT/NAP'* ■ 

1491 

245 



55813 





GI Descrip. 


(AP001366) EST AU055734 (S20025) corresponds to a region 


of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






Seq. No. 


55219 


Seq. ID 


OJ000112_09.0426 


C4 




Gene No . 


115720 


Strand 


+ 






Start 


1 


End 


2611 






Name ^ 


OJ000112 09.0426.C4 .o3.np 


Method ' 


AAT/NAP 






Start 


2231 


End 


2608 






GI 


7228452 


Score 


627 






Exons 


2231. .2608 










GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] - 






Seq. No. 


55219 


Seq. ID 


.OJ000112_09.0426 


C4 




Gene No. 


115721 


Strand 


+ 






Start 


4804 


End 


17161 






Naiue 


OJ000112 09.0426.C4.o2.gp 


Method 


AAT/GAP 






Start 


3747 


End 


3839 






GI 


LIB3477-003-P1-K1-E9 


Score 


109 






Exons 


3747. .3839 










GI Descrip. 


* 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 






S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 






sativa] ' 










Seq. No. 


55219 


Seq. ID 


OJ000112_09.0426 


C4 


i. ~5 
=5- 


Gene -No. 


115721 


Strand 


+ 




ff% 


Start 


4804 


End 


17161 






Name 


OJ000112 09.0426.C4.o2.gs 


Method 


GENSCAN 






Start 


4804 


End 


17161 






GI 


none 


Score 


.87 






Exons 


4804. .4861, 6517. .6665, 9488 


..9639, 10137. .10316, 10377 


. 10515, 






10995. .12104, 12830. .12915, 


13352. .14163, 14 256 .. 15318, 




r ij 




15399. .15629, 15707 .. 15831, 


16446. .17161 




= 

f i 


Seq. No. 


55219 


Seq. ID 


OJ000112_09.0426 


C4 




Gene No. 


115721 


Strand 


+ 






Start 


4804 


End. 


17161 






Name 


OJ000il2 09.0426.C4.o4.gp 


Method 


'AAT/GAP 






Start 


4973' • 


End 


5439 






GI 


LIB3432-059-P1-K1-D8 


Score 


698 






Exons 


4973. .5439 










GI Descrip. 


'5734616/dbj IAP000391. 1 1 AP000391 O.Oe+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P053,8C01 ' 








Sea No 


55219 . 


Seq. ID 


OJ000112_09.0426 


C4 




Gene No. 


115721 


Strand 


■+ 






Start 


4804 


End • 


17161 






Name 


OJ000112 09.0426.C4.o5.gp 


Method 


AAT/GAP 






Start 


15595 


-End 


16132 






GI 


none 


Score 


716 






Exons 


15595. .15629, 15707. .15831, 


15915. . 16132 






Seq. No. 


55219 


Seq. ID 


OJ000112_09.0426 


C4 




Gene No. 


115722 


Strand 


+ 






Start 


19184 


End 


- 19243 






Name • 


OJ000112 09.0426.C4 .o6.gp 


Method . 


AAT/GAP 






Start 


19184 


End 


19243 






GI 


LIB34 77-003-P1-K1-E9 


Score 


77 





55814 



Exons 19184.. 19243 

GI Descrip. ' 24 98586/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN CRY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 





Seq. No. 


55219 


Seq. ID 


OJ000112_09.0426. 


C4 




Gene No. 


115723 


Strand 








Start 


3062 


End 


3589 






Name 


OJ000112 09.0426.C4 .ol.gp 


Method 


AAT/GAP 






Start 


3062 


End 


3589 






GI 


21466 1.R1084 


Score 


957 






Exons 


3062.. 3589 










GI Descrip. 


'6006355/dbj IAP000559.il AP000559 O.Oe+00 Oryza sativa genoi 






DNA, chromosome 6, clone : P04 93C11 ' 








Seq. No. 


• 55219 


Seq. ID 


OJ000112_09.0426, 


C4 




Gene No. 


115724 


Strand 








Start 


4477 


End 


4528 






Name 


■ OJ00iBil2 09.0426.C4.o3.gp.. 


Method 


■AAT/GAP 






Start 


4477 


End 


4528 






GI 


2312838 


Score 


65 






Exons 


4477 . .4528 










GI Descrip. 


1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 




d= 




4 -coumarate-CoA ligase gene 


, intron 1, 


partial sequence 




ill 


Seq. No. 


55219 • 


Seq. ID. 


OJ000112_09.0426. 


C4 


m 


Gene No. 


115725 


Strand 






fi 


Start 


19248 


End 


19961 




1% 


Name 


OJ000112 09.0426.C4.o4.tm 


Method 


TBLASTX: Maize 






Start 


11731 


End 


12059 






GI 


none 


Score 


75 




= Li 


Exons 


11731.. 1182 9, 11736.. 11828, 


11841. . 120 


59, 11905.. 12057 






Seq. No. 


55219 r^-' 


Seq. ID 


OJ000112_09.0426. 


C4 




Gene No. 


115725 


Strand 








Start 


19248 


End 


19961 




?~ 


Name 


OJ000112' 09.0426.C4.ol.tw 


. Method" 


TBLASTX: Wheat 




%J 


Start 


14145 


End 


14674 




f 1 


GI 


none 


Score 


69 






Exons 


14145. .14168, 14254. .14376, 


14262. .14375, 14264 .. 14 377 , 








14386. .14559, 14409 .. 14561, 


14560. . 14625, 14 603 .. 14 674 , 








14618. .14674 










Seq. No. 


5521.9 


Seq. ID 


OJ000112_09.0426. 


C4 




Gene No. 


115725 


Strand 








Start 


19248 


End 


19961 






Name 


OJ000112 09.0426.C4.o2.tm 


Method 


TBLASTX: Maize 






Start 


14215 


End 


14805 






GI 


none 


Score 


100 






Exons 


14215. .14376, 14255 .. 14377, 


14256. . 14375, 14260 .. 14 37 6, 








14264. .14377, 14 370 .. 14 669, 


14397. .14669, 14 4 19 .. 14 670 , 








14755. .14805 










Seq. No. 


55219 


Seq. ID 


OJ000112_09.0426. 


C4 




Gene No. 


115725 


Strand 








Start 


19248 


End 


19961 






Name 


OJ000112 09.0426.C4.ol.tm 


Method 


TBLASTX: Maize 





55815 



start 
GI 

Exons 



15013 End 15970 

none Score 223 

15013. .15318, 15014. .15319, 15023 .. 15319, 15069.M5329, 

15388. .15627, 15399 .. 15629, 15528 15632, 15704 .. 15832 , 

15705. .15833, 15706 .. 15843, 15887 15970, 15908. .15970 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55219 
115725 
19248 

OJ000112_09.0426.C4 .o3.tm 
16939 



OJ000112 09. 0426. C4 



none 

16939. 

17155. 

17189. 

17377. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,17145, 16941. . 17150, 16957 .. 17151, 17151 17 195, 
17184, 17156. .17185, 17 17 6 .. 172 62 , 1718 5 17253, 
17278, 17195. .17263, 17251 .. 17283, 1737 6 17396, 
17406 



19961 

TBLASTX: Maize 

17406 

120 



Seq. No. 55219 

Gene No. 115725 ■ x--. 

Start 19248 

Name OJ000112_09 . 04 26 , C4 . o3 . gs 

Start 19248 

GI none 
Exons 



Seq. ID OJ000112_09.0426.C4 
Strand 

End 19961 

Method . GENSCAN 

End 19961 

Score .45 



1924 8. .19327, 194 65. .19664, 19837. .19961 



Seq. No. 55220 Seq. ID 

Gene No. 115726 Strand 

Start 1383 End 

Name O JO 0 0 1 1 2_0 9 . 0 4 2 6 . C5 . ol . gp Method 

Start 1383 End 

GI none Score 

Exons 1383.. 1937 



OJ000112_09.0426.C5 
+ 

1937 
AAT/GAP 
1937 
1028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI . Descrip. 



55220 Seq. ID 

115727 Strand 

1921 End 

O JO 0 01 1 2_0 9 . 0 4 2 6 . C 5 . o 1 . np Method 

1921 End 

7487768 Score 



OJ000112_09. 0426.05 
+ 

12817 
AAT/NAP 
12802 
1202 
11058. .11198, 



1921. .1982, 7609. .7656, 10759 .. 10928, 
11278. .11549, 11651. . 11778, 118 95 .. 12038 , 12188. .12802 
hypothetical protein T6K21.150 - Arabidopsis thaliana 
gi|2894606|emb|CAA17140.1| {AL021889) putative protein 
[Arabidopsis thaliana] gi | 726854 9 | emb I CAB787 99 . 1 | {AL161547) 
putative protein [Arabidopsis thaliana] 



Seq. No. 55220 

Gene No. 115727 

Start 1921 

Name OJ000112_09 . 04 26 . C5 . o2 . gs 

Start 8030 

GI none 
Exons 



Seq. ID OJ000112_09. 0426.C5 



Strand 
End 

Method 

End 

Score 



+ 

12817 
GENSCAN 
12817 
.46 



8030. .8040, 8472. .8510, 8594. .8652, 8899. .9078, 10526 .. 10612, 
11373. .11549, 11675. .11778, 12188,. 12817 



Seq. No. 
Gene No. 



55220 
115728 



Seq. ID OJ000112_09. 0426.C5 
Strand + 



55816 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



15513 End 19732 

OJ000112_09.0426.C5.o3.np Method AAT/NAP 

15513 End 19732 

6815107 Score 681 . 

"15513. . 15548, 16791 17778 , 17828 17 988 , 18106 18331, 
18591. . 18893.,.,.;i9684 . .19732 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAG 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55220 Seq. ID 

115728 Strand 

15513 End 

OJ000112_09. 042 6.C5.o4 .gs Method 

17032 End 

none Score 
17032. .18096 



OJ000112_09.0426.C5 
+ 

19732 
GENSCAN 
18096 
.74 



Seq. No. 

Gene No. 

Start 

Name 
_ Start 
'^3 GI 
%J Exons 

>[j Seq. No. 

Gene No. 
i''? Start 

Name 
\3 Start 
m GI 
^ Exons 

GI Descrip. 

'■^ Seq. No. 
1==^ Gene No. 
Q Start 

Name 
'It Start 

GI 

Exons 



55220 

115728 

15513 

OJ000112_09.0426.C5.o2.gp 

18773 

none . 

18773. .18919, 19004 .. 19162 , 

55220 

115729 

33709 

OJ000112_09.042 6.C5.o5.np 

33709 

6983857 



Seq'. ID OJ000112_09.0426.C5 

Strand + 

End 19732 

Method AAT/GAP 

End. 19628 

Score 1276 
19255. .19628 



Seq. ID OJ000112_09. 0426.05 



Strand 
End 

Method 

End 

Score 



+ 

35503 
AAT/NAP 
35503 
1406 



33709. .33823, 33887 .. 34448 , 34 619 .. 35087 , 35118.. 35503 
(AP001168) hypothetical protein [Oryza sativa] 



55220 Seq. ID 

115730 Strand 

1778 End 

OJ000112_09.0426.C5.ol.gs Method 

1778 End 

none Score 

1778. .1918, 2007. .2920, 3902. .4478 



OJ000112_09.0426.C5 

4478 
GENSCAN 
4478 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55220 

115731 

13120 

OJ000112_09.0426.C5.o2 .np 

13120 

7486897 

13120. . 13383, 13553. .13740, 
14422. . 14569, 14 654 .. 14731, 



Seq. ID 

Strand 
' End 

Method 

End 

Score 
13817. .13913, 
14859. .14969, 



OJ000112 09. 0426. C5 



16695 
AAT/NAP 
15251 
642 

14266, 
15079, 



14336, 
15251 



hypothetical protein T12H20.1 - Arabidopsis thaliana 
gi|3600035|gb|AAC35523.1| (AF080119) contains similarity to 
GTP-binding proteins [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



55220 

115731 

13120 



Seq. ID 

Strand 

End 



OJ000112 09. 0426. C5 



16695 



55817 




Name 


OJ000112-__5,3.0426.C5.o3.gs 


Method 


GENSCAN 




Start 


13120 


End 


16695 




GI 


none 


Score 


.88 




Exons 


13120. .13383, 13553. .13740, 


13817. .13913, 14266. .14336, 






14 4 22. .14 569, 14 654 .. 14 731 , 


14859. .14969, 1507 9 .. 15236, 




■ - 


15627 .. 15852, 16540. .16695 








Seq. No. 


55220 


Seq. ID 


OJ000112 09.0426, 


C5 


Gene No. 


115732 


Strand 






Start 


19551 


End 


20594 




Name 


OJ000112_09. 0426.C5.o6.gs 


Method 


GENSCAN 




Start 


19551 


End 


20594 




GI 


none 


Score 


. 78 




Exons 


19551.. 19991, 20187.. 20277, 


20323. . 205 


94 




Seq. No. 


55220 


Seq. ID 


OJ000112 09.0426. 


C5 


Gene No. 


115733 


Strand 






Start 


23810 


End 


25431 




Name 


OJ000112 09. 04.26. C5.o7.gs 


Method 


GENSCAN . 




Start 


23810 


End 


25422 




GI 


none 


Score 


.89 




Exons 


238 10., 24364, 24453.-24 67 6, 


25275. .254 


22 




Seq. No. 


55220 


Seq. ID 


OJ000112_09.0426. 


C5 


Gene No. 


115-733 


Strand 






Start 


23810 


End 


25431 




Name 


OJ000112 09.0426.C5.o4 .np 


Method 


AAT/NAP 




Start 


24024 


End 


25431 




GI 


74'§'77 69 


Score 


561 




Exons 


24024. .24366, 24449 .. 24728 , 


25273. .254 


31 




GI Descrip. 


hypothetical protein T6K21.160 - Arabidopsis thaliana 






gi 1 28 94 607 |emb|CAA17 141. 1 | 


AL021889) 


NAM (no apical 






meristem) -like protein [Arabidopsis thaliana] 






gi 1 7268550 | emb | CAB78800 . 1 | ( 


AL161547) . 


NAM (no apical 






meristem) -like protein [Arabidopsis thaliana] 




Seq. No. 


55220 


Seq. ID 


OJ000112_09.0426. 


C5 


Gene No. 


115734 


Strand 






Start 


37859 


End 


38079 . 




Name 


OJ000112 09.0426.C5.o6.np 


Method 


AAT/NAP 




Start 


37859 


End 


38079 




GI 


6723754 


Score 


130 




Exons 


37859. .38079 








GI Descrip. 


{AJ271079) hypothetical protein [Oenothera elata subsp. 


hookeri] 


Seq. No. 


55220 


Seq. ID 


OJ000112_09.0426. 


C5 


Gene No. 


115735 


Strand 






Start 


41609 


End 


, 52881 




Name 


OJ000112 09.0426.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


1751 


End 


4286 






none 


Score 


122 




Exons 


1751. .1924, 1789. .1920, 179C 


I..1936, 1986. .2213, 2005. .2805, 




2005.. 2802, 2007.. 2816, 2196 


i..2408, 2265. .2819, 2371. .2814, 




2377. .2817, 24 55 . . 2784 , ' 252S 


»..2744,- 2799. .2924, 2800. .2925, 




2805. .2939, 4134. .4268, 4143 


L .4286 






Seq. No.. 


55220 


Seq. ID 


OJ000112_09.0426. 


C5 



55818 






Gene No. 


115735 




Strand 










Start 


41609 




End 


52881 








Name 


OJ000112 09. 0426. C5. 


ol.tc 


Method 


TBLASTX: 


Cress 






Start 


1841 




End 


2744 








GI 


none 




Score 


126 








Exons 


1841. .1921, 2007. .2303, 2068 


..2250, 2118. .2294, 


2220. .2321, 






2334. .2471, 2376. .2441, 2445 


..2600, 2634. .2744 








Seq. No. 


55220 




Seq. ID 


OJ000112 


_09.0426 


.05 




Gene No. 


115735 




Strand 










Start 


41609 




End 


52881 








Name 


OJ000112 09. 0426. 05. 


ol. ts 


Method 


TBLASTX: 


Soybean 






Start 


2016 ^ 




End 


2925 








GI 


none 




Score 


311 








Exons 


2016.. 2186, 2016. .2177, 2025 


..2186, 2070. .2189, 


2097. .2186, 






2196. .2735, 2196. .2612, 2218 


..2925, 2220.. 2924 








Seq. No. 


55220 




Seq. ID 


OJ000112 


_09. 042 6 , 


.05 




Gene No. 


115735 




Strand 










Start 


41609 ■ , 




End 


52881 








Name 


OJ000112_09.0426.C5. 


o2.ts 


Method 


TBLASTX: 


Soybean 






Start 


10703 




End 


12259 








GI 


none 




Score 


250 








Exons 


107-03. .10930, 10759. 


.10929, 


11041. .111 


99, 11051 


. .11200, 




f 




11264 . . 11365, 11277. 


.11366, 


11345. .115 


48, 11365 


. . 11547 , 




? { " 




11626. .11670, 11637. 


.11669, 


11713. .117 


78, 11730 


. . 11774 , 








11894. .12019, 11895. 


.12080, 


11895. .119 


99, 11903 


. . 12049, 




: . ~ 
: i 3 




12182. .12259 












■S "ST 


Seq. No. 


55220 




Seq. ID 


OJ000112 


09. 0426 . 


. C5 




Gene No. 


115735 




Strand 










Start 


41609 




End 


52881 








Name 


OJ000112 09. 0426. C5. 


o8.tc 


Method 


TBLASTX: 


Cress 






Start 


10766 




End 


11152 








GI 


none 




Score 


174 








Exons 


10766. .10930, 10774. 


.10839, 


10870. .10929, 11051 


. . 11152 






Seq. No. 


55220 




Seq. ID 


OJ000112 


_09.0426, 


.05 




Gene No. 


115735 




Strand 










Start 


41609 




End 


52881 








Name 


OJ000112 09. 0426. 05. 


o7 . tc 


Method 


TBLASTX: 


Cress 






Start 


13156 




End 


13690 








GI 


none 




Score 


114 








Exons 


13156. .13386, 13157. 


.13384, 


13553. .135 


82, 13625 


. .13690 






Seq. No. 


55220 




Seq. ID 


OJ000112 


_09.0426, 


,05 




Gene No. 


115735 




Strand 










Start . 


41609 




End 


52881 








Name 


OJ000112 09.0426.05. 


o7 . tm 


Method 


TBLASTX:: 


Maize 






Start 


13556 




*End 


13919 








GI 


none 




Score 


131 








Exons 


13556. .13576, 13557. 


.13745, 


13561. . 137 


43, 13628 


. .13747, 








13810. .13914, 13815. 


.13919 












Seq. No'. 


55220 




Seq. ID 


OJ000112 


_09.0426. 


.05 




Gene No. 


115735 




Strand 










Start 


41609 




End 


52881 







55819 



Name 


ujuuuiiz uy.UfiZD.bD 


. 06 . tm 


Start 


T C -7 Q C 




GI 


none 






i*^7Re: i^;qss If^lft^^ 


1 fiQ7d 

• .XD-//4, 


Seq. No. 


55220 




Gene No. 


115735 




o car u 


fl X DU ^ 




Name 


UuUUUJ-lZ Uy.U4ZD.bO 


, o5 . tm 


Start 


1 T "3 C R 
1 / 0 DO 




GI 


none 






1T^^^ 177ft1 17'^fi7 


17711 

• • X / f X X 


Seq. No. 


55220 




Gene No. 


115735 




o uar L 


4 X D U ^ 




Name 




• oy . cc 


Start 


1 T Q CL 

1 /odd 






-none 




bxons 


1 7 '^(^R 17 f^7 Q 




Seq. No. 


55220 




Gene No. 


115735 




onart 


/1 1 <^ n Q 

fi X D u y 




Name 


(JJUUUiiZ Uy.U4^:D.bO 


. 06 . t s 


Start 






GI 


none 




Exons 


17/19/1 177nQ 1 7 /I 9 


1 7 7 Q 7 
. .X / f 0 1 f 


Seq.' No. 


55220 




Gene No. 


115735 




o uar t 


f± X D u y 




Name 


(JJUUUllz uy.U^^iD.bo 


, OD . t S 


Start 






bl 


none 




Exons 


9/1'517 ■ 0 A'^.C^n 9/1/1Q9 


9 /I 7 9 
. . Z 4 f d.D f 


Seq. No. 


55220 




Gene No. 


115735 




Start 


/I 1 c n Q 
4 1 buy 




Name 


UJUUUiiZ Uy.U4ZD.bO 


rt T 4- t T 

. oi . tw 


Start 


0 yl /I Q 9 

z4 4 0 J 




bl 


none 




Exons 


9 /I /I Q 9 9/17in 9/l/lQ^ 


9/1711 
. , Z 4 /XX 


Seq. No. 


c c 0 0 n 




Gene No. 


' 115735 




Start 


•41609 




Name 


piTnnnii9 no n/i9(^ (^c^ 
UJUUUllZ uy.U4ZD.bD 


. o4 . tm 


Start 


z 4 4 yo 




GI 


none 




Exons 


24495. .24731, 24496 


. .24744, 




25276. .25431, 25277 


. .25432 


Seq. No. 


55220 




Gene No. 


115735 




Start 


41609 





Method TBLASTX : Mai ze 

End 17151 

Score 168 
16972. .17151, 17007. .17105 

Seq. ID OJ000112_09.0426.C5 
"■/Strand 

End 52881 

Method TBLASTX: Maize 

End 17781 

Score 279 



Seq. ID OJ000112_09. 0426.C5 
Strand 

End 52881 

Method TBLASTX : Cress 

End 17679 

Score 195 - 



Seq. ID OJ000112_09.0426.C5 
Strand 

End. :.52881 

Method TBLASTX : Soybean 

End 18033 

Score 258 
17935. . 18033 

Seq. ID OJ000112_09.0426.C5 
Strand 

End 52881 

Method TBLASTX : Soybean 

End 24735 

Score 217 
24493. .24732, 24 601; . 24 735 

Seq.. ID OJ000112_09.0426.C5 
Strand 

End 52881 

Method TBLASTX : Wheat 

End 24711 

Score 129 



Seq. ID OJ000112__09. 0426.C5 
Strand 

End - 52881 

Method TBLASTX : Mai ze 

End 25432 

Score 336 
24496. .24744, 25263 .. 25328 , 



Seq, ID OJ000112_09.0426.C5 
Strand 

End 52881 



55820 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



OJ000112_09.0426.C5.o5.tc 

24498 

none 



Method TBLASTX : Cress 
End . 25416 

Score 192 



24498.-24734, 24 4 99 24708 , 25264 .. 254 16, 25265. .25414 

OJ000112 09. 0426. C5 



55220 '.Seq, ID 

115735 Strand 

41609 End 

OJ000112_09.0426.C5.o7.ts Method 

25267 End 

none Score 

25267, .25416, 25268.. 25414 



52881 

TBLASTX: Soybean 

25416 

137 



Seq. No. 


55220 








Seq. 


. ID 


OJ000112_ 


09.0426 


Gene No. 


115735 








Strand 






Start 


41609 








End 




52881 




Name 


OJ000112 09. 0426. C5. 


o2. tm 


Method 


TBLASTX: Maize 


Start 


/I 1 O O Q 








End 




44728 




GI 


none 








• Score 


49 




Exons 


41328. 


;41378, 


41433. 


. 41531, 


41451, 


..41495, 41452. 


. 4 loUz , 




41483. 


.41542, 


41494. 


.41562, 


41607. 


-.41852, 41609. 


>1 1 o o n 

. 4 lb3L) , 




41609. 


.41863, 


41616. 


.418 61, 


42143. 


-.42256, 42144. 


.42263, 




42145. 


.42261, 


42147. 


. 422 69, 


4 214 8., 


-.42270, 42599. 


. 42763, 




42657. 


.•42764 ,• 


.42848. 


/I o rv o o 

. 43039, 


42849''. 


-.43040, 43427. 


.43513, 




43428. 


.43514, 


43429. 


. 43515 , 


43429, 


-.43518, 43433. 


.43519, 




43683. 


.43805, 


43684 . 


, 4 37 94, 


43689. 


,.43802, 43957. 


.44115, 




43976. 


.44116, 


43982. 


. 44113, 


44384. 


,,44563, 44409. 


.44570, 




44660. 


.44728, 


44664. 


4 A 7 1 4 










Seq. No. 


55220 








Seq. 


, ID 


OJ000112_ 


09.0426 


Gene No. 


115735 








Strand 






Start 


41609 








End 




52881 




Name 


OJOOOl 


12 09. 0426. C5. 


o3 . gp 


Method 


AAT/GAP 




Start 


41338 








End 




41574 




GI 


279740 


9 






Score ■ 


450 




Exons 


41338. 


.41574 














Seq. No. 


55220 


J" 






Seq. 


ID 


OJ000112_ 


09.0426 


Gene No. 


115735 








Strand 






Start 


41609 








End 




52881 




Name 


OJOOOl 


12 09. 0426. C5. 


o7 .np 


Method 


AAT/NAP 




Start 


41609 








End 




45133 




GI 


7486022 






Score 


1321 




Exons 


41609. 


.41891, 


42139. 


.42260, 


42608. 


,42763, 42851. 


.43039, 




43429. 


.43514, 


43688. 


.43793, 


43982. 


.44115, 44428, 


.44563, 




44660. 


.44929, 


45038. 


.45133 










GI Descrip. 


hypothetical 


protein 


F23E12. 


210 - 


Arabidopsis thaliana 



gi I 3080427 |emb|CAA18746. 1 1 (AL022604) putative protein 
[Arabidopsis thaliana] gi | 7270475 | emb | CAB8024 0 . 1 | (AL161587) 
putative protein [Arabidopsis thaliana] 



Seq. No. 55220 Seq. ID 

Gene. No. 115735 Strand 

Start 41609, End 

Name OJ000112_09 .0426 . C5 . o9 . gs Method 

Start 41609 End 

GI none Score 



OJ000112_09.0426.C5 

52881 
GENSCAN 
52673 
.69. 



55821 



Exons 41609. .41860, 42147 42247 , 

43688. .43793, 43982 4 4 115 , 

45043. .45160, 4 7051 . '. 4707 6, 

50608. .50716, 50880 51055, 

52042. .52104, 52382 .. 52470, 

Seq. No. 55220 
Gene No. 115735 
Start 41609 

Name OJ000112_09 . 0426 . C5 . o4 . ts 

Start 41619 
GI none 

Exons 41619. .41780, 4 1621 41815, 

42599. .42706, 42848 .. 4 3039, 
43433. .43531, 4 3683 .. 43805, 
43982. .44125, 43982 4 4 113, 
44630. .44842, 44664. .44840 

Seq. No. 55220 
Gene No. 115735 
Start 41609 

Name OJ000112_09 . 042 6 . C5 , o4 . tc 

Start 41621 
GI none 

Exons 41621. .41719, 4 1622 4 17 17 , 

42147. .42263, 42 160 42261 , 
42848. .43039, 42852 .. 43043, 
43683. .43805, 4 3684 .. 43806, 

Seq. No. 55220 

Gene No. 115735 

Start 41609 

Name OJ000112_09 . 042 6 . C5 . o2 . tc 

Start 44427 

GI none 

Exons . 44427 . .44576, 44429 .. 44560, 
44745.-44849 

Seq. No. 55220 

Gene No. 115735 

Start 41609 

Name OJ00011.2__.09 . 0.426 . C5 . o2 . tw 

Start 44444 

GI none 

Exons 44444 . ;44560, 4 4 660 .. 4 474 0, 
44745. .44861 

Seq. No. 55220 

Gene No. 115735 

Start 41609 

Name OJ000112_09 . 042 6 . C5 . o4 . gp 

Start 48826 

GI none 

Exons 48826.. 49141 

Seq. No. 55220 
Gene No. 115735 




42619. .42763, 42851 .. 42984 , 

44350. .4 4563, 4 4 660. .44 931, 

48906. .49047, 50398. .50490, 

514 54. .51556, 51705. .51880, 
52563.. 52673 

Seq. ID bj000112_09.0426.C5 
Strand 

End 52881 

Method TBLASTX : Soybean 

End 44842 

Score 115 
41636. .41785, 42135 .. 42263, 
42849. .43040, 43429 .. 43518 , 
43684. .43809, 43699 .. 438 15 , 
44372. .44560, 44427 .. 44570, 



Seq. ID OJ000112_09.0426.C5 
Strand 

End 52881 

Method TBLASTX: Cress 

End ' 44062 

Score 84 
41720. .41836, 41721. .41837, 
42599. .42712, 42722 .. 427 63, 
43429. .43518, 43430 .. 43531, 
43982. .44062 

Seq. ID OJ000112_09.0426.C5 
Strand 

End 52881 

Method TBLASTX : Cress 

End 44851 

Score 113 
4 4 663. .4 4851, 44 664 .. 447 14 , 



Seq. ID OJ000112_09.0426.C5 
Strand 

End 52881 

. Method TBLASTX : Wheat 

End 44861 

Score 37 
44664. .44711, 44735 44851, 



Seq. ID OJP00112_09.0426.C5 
Strand 

End 52881 

Method AAT/GAP 

End 49141 

Score 597 



Seq. ID OJ000112_09.0426.C5 
Strand 



55822 



start 
Name 
Start 
GI 

Exons. 

GI Descrip. 



41609 End 52881 

OJ000112_09 . 0426 . C5 . o5 . gp Method AAT/GAP 

50187 End 50995 

38215_1.R1084 Score 960 

50187. .50490, 50608 50716, 50880.. 50995 

•24.97540/spl P55964 |KP.Y.G_RICCO 5.0e-43 PYRUVATE KINASE ISOZYME G, 
CHLOROPLAST' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55220 

115735 

41609 

OJOOOl 

50229 

none 

50229. 

50370. 

50609. 

50883. 

51678. 

52033. 

52380. 

52564. 

52801. 



12 09.0426.C5.o3.tm 



50270, 
50483, 
50716, 
51065, 
51905, 
52104, 
52472, 
52683, 
52872, 



50240, 
50372. 
50609. 
50884, 
51681. 
52040. 
52382, 
52753, 
52808, 



.50305, 
.50491, 
.50719, 
.51063, 
.51749, 
.52105, 
.52474, 
.52818, 
.52870, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
50240. .50272, 



OJ000112 09. 0426. 05 



50383, 
50879. 
51454 . 
51704 . 
52043. 
52562. 
52753, 
52810. 



.50487, 
.51052, 
.51558, 
.51895, 
.52105, 
.52666, 
.52800, 
.52872 



52881 

TBLASTX: Maize 
52872 
38 

50368 
50608 
50880 
51463 



.50484, 
.50715, 
.51053, 
.51552, 
51789. .51896, 
52377. .52472, 
52563. .52667, 
52757. .52816, 



Seq. No. 55220 
Gene No. 115735 
Start 41609 

Name OJ000112_09 . 042 6 . C5 . o3 . ts 

Start 50377 
GI none 

Exons 50377. .50472, 50381 .. 50473, 

50879. .51031, 50880 .. 51014 , 

51445. .51558, 51473 .. 51556, 

51704 . .51895, 52040 .. 52105, 

52382. .52474, 52382 .. 524 65, 

52746. .52817, 52753 .. 52818 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

50603 

50912 

51678 

52042 

52555 

52801 



OJ000112 09. 0426. C5 



52881 

TBLASTX: Soybean 
52873 
77 

50704, 50608. .50712, 
51019, 51055. .51102, 
51905, 51693. .51863, 
52104, 52377. .52466, 
52683, 52562. .52678, 
52872, 52808.. 52873 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000112 09.0426.C5 



55220 
115735 
41609 

OJ000112_09.0426.C5.o8.np 
50380 
2497542 

50380. .50490, 50608 .. 50716, 
51705. .51880, 52042 .. 52104 , 
52751. .52881 

PYRUVATE KINASE ISOZYME G, CHLOROPLAST PRECURSOR 
gi I 629696 I pir I I S44287 pyruvate kinase, plastid - common tobacco 
gi| 482938|emb|CAA82223| (Z28374) Pyruvate kinase.; plastid 
isozyme [Nicotiana tabacum] 



52881 
AAT/NAP 
52881 
1159 

50880. .51028, 514 54 .. 51556, 
52382. .52470, 52563 .. 52673, 



Seq. No. 
Gene No. 
Start 
• Name 
Start 
GI 



55220 Seq. ID 

115735 Strand 

41609 End 

OJ000112_09 . 0426 . C5 . o6 . tc Method 

50383 End 

none Score 



OJ000112_09.0426.C5 
52881 

TBLASTX: Cress 
51558 
.134 



55823 



Exons 



50383. .50493, 50611 50718 , 50879 51031 , 50883 .. 51014 , 
50906. .51031, 51460. .51558, 51497 51556 ■ 



Seq. No. 55220 
Gene No. 115735 
Start 41609 

Name OJ000112_09 . 0426 . C5 . o3 . tc 

Start 51678 
GI none 
Exons 51678. 

52052. 

52558, 

52753. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112__09.0426.C5 
52881 

TBLASTX: Cress 

52867 

181 



.51905, 51704. .51895, 52042 .. 52101 , ■ 52042 52104 , 

.52105, 52368. .52463, 52380 .. 524 63, 52382 .. 524 68 , 

.52683, 52567. .52668, 52610 .. 52 678 , 52752 .. 52817 , 

.52818, 52801. .52866, 52811.. 52867 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55221 Seq. ID OJOOOl 12_09 . 0426 . C6 

115736 Strand 
1 End 1871 

OJOOOl 12_0 9 . 042 6 . C6 . ol . np Method AAT/NAP 

1 End 1871 

■2497542 , Score 475 

1..276, 353. .595, 1810. .1871 

PYRUVATE KINASE ISOZYME G, CHLOROPLAST PRECURSOR 
gi I 629696 I pir i I S44287 pyruvate , kinase, plastid - common tobacco 
gi|482938 |embiCAA82223| (Z28374) Pyruvate kinase; plastid 
isozyme' [Nicotiana tabacum] 



55221 Seq. ID 

115736 Strand 
1 End 
O JOOO 1 12_0 9.0426.C6.ol.gs Method 
111 End 
none Score 

111. ,312, 353. .616, 1200. .1361 



OJ000112_09.0426.C6 

1871 
GENSCAN 
1361 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Sfart 

GI 

Exons 



55221 

115737 

2624 

OJ000112_ 

109 

none 

109. .279, 
357. . 602 



09.0426;C6.o'l.tm 



109. .279, 209. .307, 



Seq. ID OJ000112_09.0426.C6 
Strand 
End 

Method 
End 
Score 

337. .573, 352. .573, 353. .601, 



4166- 

TBLASTX: Maize 

602 

231 

352.. 573, 353. 



Seq. No. 55221 

Gene No. 115737 

Start 2624 

Name OJ000112_09 . 0426 . C6 . ol . ts 

Start 109 

GI none 
Exons 



Seq. ID OJ000112_09.0426.C6 
Strand 

End 4166 

Method- TBLASTX : Soybean 

End " 587 

Score 198 



109. .258, 353. .379, 386. .574, 400. .582, 402. .575, 402. .587 



Seq. No. 55221 
Gene No. 115737 
Start 2624 

Name • OJ000112_09 . 04 26 . C6 . ol . tc 

Start ' 172 
GI none 



Seq. ID OJ000112_09.0426.C6 
Strand 

End • 4166 

Method TBLASTX : Cress 

End 571 

Score 8 6 



55824 



Exons 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



172. .279, 209. .292, 353. .394, 365. .556, 387. .533, 527. .571 



55221 
115737 
2624 

OJ000112_09.0426.C6.o2.np 
-2624 • 
7486436 



4166 
AAT/NAP 
4166 
266 

2624. .2707, 2845. .2945, 3741. .3775, 3877. .4166 
hypothetical protein F4I1.34 - Arabidopsis • thaliana 



Seq, ID OJ000112_09.0426.C6 
Strand 
End 

Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000112 09. 0426. C6 



55221 
115737 
2624 

OJ000112_09.0426.C6.ol.gp 
2871 

uC-osflcypl69h09bl 
2871, .3236 

'5441872/dbj IAP000366.1IAP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a)' 



4166 
AAT/GAP 
3236 
700 



Seq. No. 55222 Seq. ID 

Gene No. 115738 Strand 

Start „^ 601 , End 

Name ' OJ000112_08 . 0426 . 03 . ol . gs Method 

Start 601 End 

GI none Score 

Exons 601.. 745, 1571.. 1630, 1728.. 1823 



OJ000112_08.0426.C3 
+ 

1823. 
. GENSCAN 
1823 
.85 



Seq. No. 55223 ' Seq. ID OJ000112 

Gene No. 115739 Strand + 

Start 1 End 5077 

Name OJ000112_08 . 0426 . C4 . ol . np Method AAT/NAP 

Start 1 End 5077 

GI 7487641 Score 1031 

Exons 1..400, 480. .620, 1928. .2098, 3860. .4117, 4210., 
GI. Descrip. - 



08. 0426. C4 



4355, 4668.. 5077 



hypothetical protein T4F9,50 - Arabidopsis thaliana 
gi|4539437|emb|CAB40025.i| (AL049523) putative protein 
[Arabidopsis thaliana] gi | 7267756 | emb | CAB78182 .1 | (AL161517) 
putative protein [Arabidopsis thaliana] 



Seq. No. 55223 . Seq. ID 

Gene No. 115739 Strand 

Start 1 • End 

Name OJ000112_08 . 0426 . C4 . ol . gp Method 

Start 61 End 

GI uC-osflcypll0a07bl Score 

Exons 61.. 400, 480.. 620, 1928.. 1961 

GI Descrip. M 5394 37/emb | CAB40025 . 1 | 2.0e-49 (AL049523 
[Arabidopsis thaliana] ' 



OJ000112_08.0426.C4 
+ 

5077 
AAT/GAP 
1961 
950 



putative protein 



Seq. No. 55223 Seq. ID 

Gene No. 115739 Strand 

Start 1 End 

Name OJ000112_08 . 0426 . C4 . ol . tm Method 

Start 62 End 

GI none Score 



OJ000112_08.0426.C4 

+ : 

5077 

TBLASTX:Maize 

384 

83 



55825 



Exons 



62. .118, 63. .227, 64. .234, 221, .382, 223. .384, 224. .382, 
232.. 384 



Seq. No. 55223 
Gene No. ■ 115739 

Start 1 

Name " OJ000112_08 . 0426 . C4 . o2 . ts 

Start 247 

GI none 

Exons 247.. 393, 257.. 400 

Seq. No. 55223 

Gene No. 115739 

Start 1 

Name OJ000112_08 . 0426 . C4 . ol . gs 

Start 304 

GI none 
Exons 



Seq. ID OJ000112_08.0426.C4 

Strand + 

End 5077 

Method TBLASTX : Soybean 

End 400 

Score 208 



Seq. ID OJ000112_08.0426.C4 

Strand + 

End 5077 

Method GENSCAN 

End 5045 

Score .73 



304. .400, 427. .620, , 1928. .2098, 3860. .4027, 4210. .4355, 
4668.. 5045 



Seq. No. 55223 

Gene No. 115739 

Start 1 

.Name ' OJ000112_08 . 042 6 . C4 . ol . ts 

Start 4 88 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ000112_08.0426.C4 

Strand + 

End 5077 

Method TBLASTX : Soybean 

End' 3982 

Score 201 



488. .622, 489. .620, 497. .622, 1925. .2089, 1934. .2092, 
3838. .3981, 3860. .3982 



55223 

115739 

1 

OJ000112_08.0426.C4.o4. tm 

543 

none 



Seq. ID OJ000112_08.0426.C4 

Strand + 

End 5077 

Method TBLASTX: Maize • 

End 2044 

Score 115 



543. .620, '545. .616, 548. .628, 1897. .2037, 1925. .2044, 1925. .20.41 



55223 

115739 

1 

OJ000112_08.0426.C4.o2.tm 

2048 

none 



Seq. ID 6j000112_08.0'426.C4 

Strand + 

End 5077 

Method TBLASTX : Maize 

End 4122 

Score 79 



2048. .2110, 2049. .2099, 3859. .4122, 3860. .4120 



55223 

115739 

1 

OJ000112_08 .04 26.C4 .o3. tm 

4690 

none 



Seq. ID OJ000112_08.0426.C4 

Strand + 

End 5077 

Method TBLASTX : Mai ze 

End 5016 

Score 278 



4690. .4920, 4700. .4852, 4701. .4889, 4708. .4920, 4767. .4922, 
4912. .5016,' 4927. .4989, 4952. .4993 



55223 

115739 

1 



Seq. ID OJ000112_08 .0426.C4 
Strand + 
End 5077 



55826 






Name 


OJ000112_08.0426.C4.o2.gp 


Method 


AAT/GAP 




Start 


4 94 7 


End 


5077 




GI 


uC-osf Icypl59b09bl 


Score 


238 - 




Exons 


4947 . . 5077 








GI;. Descrip. 


* 45394 35/emb 1 CAB40023. 11,-^4 


•. Oe-53 (AL049523) putative protein 






[Arabidopsis thaliana] * 








Seq. No. 


55224 


Seq. ID 


OJ000112_08.0426.C5 




Gene No. 


115740 


Strand 


+ 




Start 


1 


End 


508 




Name 


OJ000112_08.0426.C5.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


147 




GI 


uC-osf Icypl59b09bl 


Score 


278 




Exons 


1 . . 147 








GI Descrip. 


* 4539435/emb | CAB40023 . 1 1 4 


.Oe-53 (AL049523) putative protein 






[Arabidopsis thaliana] * 








Seq. No. 


55224 


Seq. ID 


OJ000112_08.0426.C5 




Gene No. 


115740 


Strand 






. Start 


1 


End 


508 




Name 


OJ000112 08 . 0426 . C5 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


508 




GI 


7487639 


Score 


379 




.Exons 


. 1. .212, 318. .508 








GI Descrip. 


hypothetical protein T4F9. 


30 - Arabidopsis thaliana 






gi 1 4539435 | emb | CAB40023 . 1 | 


(AL049523) 


putative protein 


\ iJ 




[Arabidopsis thaliana] gi | 


72 67754 | emb | CAB78180. 1 | (AL161517) 


f ^ 




putative protein [Arabidopsis thaliana] 




Seq. No. 


55224 


Seq. ID 


OJ000112_08.0426.C5 




Gene No. 


115740 


Strand 


+ 




Start 


1 


End 


508 


K 


Name 


OJ000112 08.0426.C5.ol.gs 


Method 


GENSCAN 




Start 


48 


End 


497 




GI 


none 


Score 


.78 




Exons 


48. .212, 318. .497 






%J 


Seq". No. • 


55224 


Seq. ID 


OJ000112_08.0426.C5 




Gene No. 


115741 


Strand 


+ ■ ■* ~ 




Start 


7637 


End 


8089 




Name 


OJ000112 08.0426.C5.o3.gp 


Method 


AAT/GAP 




Start 


7637 


End, 


8089 




GI 


69953 1.R1084 


Score 


142 




Exons 


7637. .7670, 8004. .8089 








GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB02 6295 7 . Oe- 


34 Oryza sativa genomic 






DNA, chromosome 6, clone : P0681F10, complete sequence* 




Seq. No. 


55224 


Seq. ID 


OJ000112_08.0426.C5 




Gene No. 


115742 


Strand 






Start 


559 


End 


1030 




Name 


OJ000112 08.0426.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


422 




GI 


none 


Score 


277 




Exons 


■2.. 166, 3.. 218', 327.. 422 








Seq. No. 


55224 


Seq. ID 


OJ000112_08.0426.C5 




Gene No. 


115742 


Strand 





55827 




C -4- tf4- 

btart 


c; c; Q 


hna 


1 n o n 

XU oU 


Name 


UJUUUil^ Uo . Z D . . 01 . t s 


Metnoo 


TBLASTX ; boyoean 


Start 


0 
Z 


End 


4zo 


GI 


none 


Score 


Z4 Z 


ExonS; 


z..iuy/ o-.ziz, ID. .ly/, oou. 


4 ZD 




Seq, No. 


55224 


Seq. ID 


OJ000112_08.0426.C5 


Gene No, 


115742 


Strand 




Start 


559 ■ 


End 


1030 


Name 


OJ000112 08.0426.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


21 


End 


486 


GI 


none 


Score 


146 


Exons 


21. ,110, 23. .118, 23. .115, 120. .218, 120. .212, 121. .231, 




oUo,.4z/, oz/,,44y, 4o4,.4oD 






Seq. No. 


c c 0 0 /I 
DOZZ 4 


Seq. ID 


OJUUUlXz_Uo . U4ZD , Co 


Gene No. 


1 iO / 4 Z 


otrana 




Start 


t c; n 

boy 


End 


1 n 0 n 
XU JU 


Name 


OJ000112 08,0426.C5.o2,gp 


Method 


AAT/GAP 


Start 


559 


End 


1030 


GI 


none 


Score 


y xz 


Exons 


c c n T n '3 n 






Seq. No. 


P c; 0 0 c; 
OOZZO 


beq. ID 


UJUUUXXZ Uo,U4Zd.C/ 


Gene No. 


X 1 0 / 4 0 


strand 


+ 


Start • 


c 0 
DOZ 


End 


n 0 <r 


Name 


OJUUUllz Uo , U4 Z D . C / . Oi . gs 


Method 


GENSCAN 


Start 


652 


End 


936 


GI 


none 


Score 


.99 


Exons 


boz . . y jd 






Seq. No. 


c c 0 0 
OOZZO 


Seq. ID 


OJ000112_08.0426.C8 


Gene No. 


1 ±0 / 4 4 


Strand 


+ 


Start 


/ Ul 


End 


985 


Name 


OJUUUllz Uo . U4 z 0 . Co . ol , gs 


Method 


GENSCAN 


Start 


/ U X 


End 


985 




, none 


Score 


.52 


Exons 


701. .793, 812. .985 






Seq. No. 


55226 


Seq. ID 


OJ000112_08.0426.C8 


Gene No. 


115745 


Strand 




Start 


1928 


End 


20196 . 


Name 


OJ000112 08.0426.C8.o2.gs 


Method 


GENSCAN 


Start 


1928 


End 


12428 


GI 


' none 


Score 


'.4 9 


Exons 


1928.. 2035, 2298.. 2684, 2733., 


3361, 3900.. 4032, 6512.. 6651 




6694. .7074, 7196. .7289, 11179. 


.11372, 


12254.. 12428 


Seq. No. 


55226 " 


Seq. ID 


OJ000112_08.0426,C8 




115745 


Strand 




Start 


1928 


End 


20196 


Name 


OJ000112 08.0426.C8.ol.np 


Method 


AAT/NAP 


Start 


6154 


End 


20196 


G-I 


6069646 


Score 


927 


Exons 


6154. .7130, 7441. .7652, 13053. 


.13631, 


20165. .20196 


GI Descrip. 


{AP000616) similar to putative 


reverse 


transcriptase (ACOO 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | {AP001129) Similar to 



55828 



Arabidopsis thaliana chromosome II BAG F9013 "genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


c c o o ^ 




Seq. ID 


OJ000112_08.0426, 


C8 


Gene No . 


1 1 R T /I c; 




Strand 






Start 


1 Q 0 Q 




End 


20196 




Name 


OJUOUll^ Uo. 


U4z D . Co . oo . tm 


Method 


TBLASTX: Maize 




Start 


6188 




End 


6724 




GI 


none 




Score 


42 




Exons 


Dioo.. boo/,. 


^100 C^'iQCi 
Di0O..DOo0, DOyz. 


.6724, 6435. .6653 




Seq. No. 


C C O O 




Seq. ID 


OJ000112_08.0426. 


Co 


Gene No. 


115745 




Strand 






btart 


1 QOQ 

lyZo 




End 


20196 




Name 


OJUUUl Iz (Jo . 


U4 z D . Co . 04 . tw 


Method 


TBLASTX: Wheat 




Start 


6284 




End 


6638 




GI 


none 




Score 


83 




Exons 


oZoH . . boo / , 


p4 o4.. . DDo / , bozo. 


. 6638 






Seq. No. 


c c o o <r 




Seq. ID 


OJ000112_08.0426. 


C8 


Gene No. 


115 /4 5 




Strand 






Start 


T O O O 




End 


20196 




Name 


OJUUU 1 Iz Uo . 


U4-Z D . Co . ol . tw 


Method 


TBLASTX: Wheat 




Start 


r\ /~ Q 

/Odo 




End 


10470 




GI 


none 




Score 


67 




Exons 


7068. ..7166, 


121^..1Ab2, 9919. 


.10017, 


10093. .10296, 10096. .10470 


Seq. No. 


C C O O 




Seq. ID 


OJ000112_08.0426. 


C8 


Gene No. 


115 /4 5 




Strand 






b tart 


T Q O O 




End 


20196 




Name 


UJUUU i IZ (Jo . 


A^O^ /^O 4-»« 

U4 z b . Co . oZ . tm 


Method 


TBLASTX: Maize 




Start 


T A C O 

/Udo 




End 


10258 




GI 


none 




Score 


64 




Exons 


7068. .7166, 


7069. .7167, 9907. 


.10020, 


9907. .10053, 9991. . 


10251, 




10063. .10257 


, 10064 . . 10258 ■ 








Seq. No. 


55226 




Seq. ID 


OJ000112_08.0426. 


C8 


Gene No . 


115745 




Strand 






Start 


1928 




End 


20196 




Name 


OJ000112 08. 


0426.C8.o2. ts 


Method 


TBLASTX: Soybean 




Start 


7279 




End 


10620 




GI 


none 




Score 


70 




Exons 


7279. .7602, 


10093. .10278, 10106. .1018 


9, 10267. . 10473, 






10295. .10474, 10563 .. 10619, 105-67 .. 10620 




Seq, No. 


55226 




Seq. ID 


OJ000112_08.0426. 


C8 


Gene No. 


115745. 




Strand 






Start 


1928 




End 


20196 




Name 


OJ000112 08. 


0426.C8.ol. tm 


Method 


TBLASTX: Maize 




Start 


7288 




End 


13548 




GI 


none 




Score 


139 




Exons 


7288. .7401,' 


7441.. 7659, 10258 


. .10473, 


10384. .10686, 






10470. .10703, 10719. . 11027, 10737 .. 1091 6, 10768 .. 10929, 






10957. .11184 


, 10958. . 11101, 13081. .13548 




Seq. No. 


55226 




Seq. ID 


OJ000112_08.0426. 


C8 



55829 




Gene No. 


115745 




Strand 






Start 


1928 




End 


20196 




Name 


OJOOOl 12_08 . 042 6 . 08 


, o2 . tw 


Method 


TBLASTX: Wheat 




Start 


10543 




End 


13206 




GI 


none 




Score 


55 




Exons 


10543 .. 10602, 10545 


. . 10697 


10719. .10883, 10768. .10884, 






'l'^"10'7 "I'^lf^O TOIOO 

13127-. . 13192 , 13138 


. . 13206 








Seq. No. 


55226 




Seq. ID 


OJ000112_08.0426 


.08 


Gene No. 


115745' 




Strand 






Start 


1928 




End 


20196 




Name 


OJ000112_08 . 0426 . C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11185 




End 


13755 




GI 


none 




Score 


71 




Exons 


ll^lyl 

11185 11265, 11314 


. .11376, 


13549. .13755, 13552.. 13755 




Seq. No. 


55226 




Seq. ID 


OJ000112_08.0426 


. 08 


Gene No. 


115745 




Strand 






Start 


1928 




End 


20196 




Name 


OJ000112_08.0426.C8 


. o3 . gs 


Method 


GENSOAN 




Start 


13036 




End 


18653 




GI 


none 




Score 


.65 




Exons 


I'^jt'^rt lOTi/^ 
13036.. 13428, 13719 


. . 13964 , 


14518. .14816, 15093. .15205, 






15252 15861, 15908 


. . 16047, 


.164 55. .17017, 1704 3. .17135, 






17156 .. 17588 , 17881 


. . 18653 








Seq. No. 


55226 




Seq. ID 


OJ000112_08.0426 


08 


Gene No. 


115745 




Strand 






Start 


1928 




End 


20196 




Name 


OJ000112 08. 0426. C8 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13408 




End 


13743 




GI 


none 




Score 


74 




Exons 


13408 .. 13614 , 13594 


. . 13743 








Seq. No. 


55226 




Seq. ID 


OJ00pll2_08.0426 


08 


Gene No. 


115745 




Strand 






Start . 


1928 




End 


20196 




Name 


OJ000112 08. 0426. 08 


. o6.np 


Method 


AAT/NAP 




Start 


16162 




End 


20196 




GI 


4416302 




Score 


316 




Exons 


16162. .16219, 18834 


. .19723, 


20165. .20196 




GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


55226 




Seq. ID 


OJ000112_08.0426 


08 


Gene No. 


115745 




-.Strand 






Start 


1928 




End 


20196 




Name 


OJ000112 08.0426.08 


. o4 . np 


■Method 


AAT/NAP 




Start 


16539 




End 


19717 




GI 


3777527 




Score 


323 




Exons 


16539, .16558, 18834 


. .19307, 


19465. .19717 




GI Descrip. 


(AF053008) gag-pol polyprotein [Glycine max] 




Seq. No. 


55226 




Seq. ID 


OJ000112_08.0426, 


08 


Gene No. 


115745 




Strand 






Start 


1928 




End 


20196 




Name 


' OJ000112 08.0426.08 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


18838 




End 


19113 





55830 



GI 5509260 Score 135 

Exons 18838: . 19104, 18860 19069, 18874., 19113 

GI Descrip. 



beq. No. 


c c o o 


Seq. ID 


OJUUUll^ Uo.U4i^D 


. Co 


Gene No . 


1 1 R "7 /I R 
1 i O / 4 O 


o rrana 






o tart: 


1 Q O Q 


bna 


1. y o 




Name 


UJUUUilz Uo . . Lo . 04 . gs 


Method 






Start 


io y 1 y 


bnd 


I y 4 J / 






none 


Score 


.69 . 














Seq. No. 


55227 


Seq. ID 


OJ000112_08.0426 


.C9 


Gene No. 


115746 


Strand 


+ 




Start 


6720 


End 


8038 




Name 


OJ000112 08.0426.C9.o2.np 


Method 


AAT/NAP 




Start 


6720 


End 


8038 




GI 


6721519 


Score 


15.8 




Exons 


6720. .6825, 7008. .7158, 7968.. 


8038 






GI Descrip. 


(AP001072) EST AU082116 (E4026) 


corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





Seq. No." 55227 

Gene No. 115747 

Start 825' 

Name OJ000112_08 . 0426 . C9 . ol . gs 

Start 825 

GI none 
Exons 



Seq. ID OJ000112_08 .0426.09 
Strand 

End 7559 

Method GENSCAN 

End 7559 

Score . 62 



825. .976, 1039. .1114, 1295. .1377, 2545. .2888, 4153. .4202, 
4558. .4741, 4781. .4918, 6744. .6834, 7430. .7559 



fil Seq. No. 55227 

Gene No. 115747 

L start 825 

H Name OJ000112_08 . 0426. C9 . ol . ts 

'J Start 1028 

GI none 
,=1 Exons 



Seq. ID OJ000112_08 .0426.C9 
Strand 

End 7559 

Method TBLASTX : Soybean 

End 4611 

Score 106 



1028.. 1108, 1295.. 1378, 2543.. 2695, 2544. .2675, 2705.. 2887, 
2709.. 2855, 2831.. 2905, 4504.. 4611 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55227 

115747 

825 

OJ000112_08.0426.C9.ol.np 

1035 

5042408 



Seq. ID OJ000112_08.0426.C9 
Strand 

End 7559 

Method AAT/NAP 

End 4814 

Score 699 



1035. .1114, 1295. .1380, 2527 .. 2888 , .4 153 .. 4202 , 4495. .4631, 
4781. .4814 

(AC006193). very similar to alcohol dehydrogenase [Arabidopsis 
thaliana] 



Seq. No. 55227 Seq. ID OJ000112_08 . 0426 . C9 

Gene No. 115747 ^ Strand 

Start 825 End 7559 

- Name OJ000112_08 . 0426 . C9 . ol . tc Method TBLASTX : Cress 

Start 1286 End 4611 

GI none Score 90 



55831 




Exons 


1286. .1378/ 2489. .2689, 


2543. 


.2674, 2544. .2741, 2702. .2887, 




2793. .2855, 4495. .4611 








Seq. No. 


55227 




Seq. ID 


OJ000112_08.0426.O9 


Gene No. 


115747 




Strand 




Start 


825 




End 


7559 


Name 


■OJ000112 08. 0426. 09. ol. 


gp 


Method 


AAT/GAP 


Start 


1296 




End 


4913 


GI 


12457 1.R1084 




Score 


1375 


Exons 


1296. .1377/ 2545. .2888, 


4153. 


.4202, 4495. .4631, 4781. .4913 


GI Descrip. 


' 50424 08/gb IAAD38247.il 


AO006193 3 5.0e-72 {AO006193) very 




similar to alcohol dehydrogenase [Arabidopsis thaliana] ' 


Seq. No. 


55227 




Seq. ID 


OJ000112_08.0426.O9 


Gene No. 


115747 




Strand 




Start 


825 




End 


7559 


Name 


OJ000112 08.0426..C9.O1. 


tm 


Method 


TBLASTX: Maize 


Start 


1301 




End 


2890 


GI 


none 




Score 


108 


Exons 


1301. .1378, 1302. .1379, 


1302. 


.1385, 2543. .2890, 2544. .2855 


Seq. No. 


55227 




Seq. ID 


OJ000112_08.0426.O9 


Gene No. 


115747 




Strand 




Start 


825 




End 


7559 


Name 


"OJ000112 08 .0426.09. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


^164 




End 


4817 


GI 


. none 




Score 


76 


Exons 


4164 . .4202, 4495. .4617, 


4496. 


.4564, 4782. .4817 


Seq. No. 


55227 




Seq. ID 


OJ000112_08.0426.O9 ' 


Gene No. 


115747 




Strand 




Start 


825 




End 


7559 


Name 


OJ000112 08. 0426. 09. o2. 


gp 


Method 


AAT/GAP 


Start 


4975 




End 


5087 


GI 


LIB34 77-003-P1-K1-E9 




Score 


167 


Exons 


4975 . . 5087 








GI Descrip. 


' 24 9858 6/sp|Q4 0638 | MPOl 


'ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PREOURSOR (CRY S - I) 


>gi 1173557 ■ (U31771) Cry s 1 [Oryza 




sativa] ' 








Seq. No. 


55228 




Seq. ID 


OJ000112_08. 0426. Oil 


Gene No. 


115748 . 




Strand 


+ 


Start 


1213 




End 


1452 


Name 


OJ000112 08. 0426. Oil. ol 


.gs 


Method 


GENSOAN 


Start . 


1213 




End 


1452 


GI 


none 




Score 


.72 


Exons 


1213. . 1452 








Seq. No. 


. 55228 




Seq. ID 


OJ000112_08. 0426. Oil 


Gene No. 


115749 




Strand 


+ 


Start 


2258 




End 


10800 


Name 


OJ000112 08. 0426. Oil. o2 


.gs 


Method 


GENSOAN 


Start 


2258 


End 


10424 


GI 


none' 




Score 


.76 


Exons 


2258. .2338, 3005. .3184, 


5118. 


.5146, 5697. .5902, 6072. .6196, 




6349.. 6469, 7058.. 7206, 


7312. 


.8672, 8721. .9738, 9908. .9998, 



10342. .10424 

55832 




Seq. No. 


55228 


Seq. ID 


OJ000112_ 


_08. 


.0426. 


Cll 


Gene No. 


115749 


Strand 


+ 








Start 


2258 


End 


1 A Q n rk 
lUoUU 








Name 


OJ000112_08 


. 0426 . Cll . ol . np Method 


TV 7\ m / XI TV n 

AAT/NAP 








Start 


2963 


End 


4599 








GI 


6539588 


Score 


118 








Exons 


2963 . . 3221 f 


4571 , . 4599 










GI Descrip. 


(AP000837 ) 


hypothetical protein [Oryza 


sativa] 








oeq. wo. 


R R 9 9 Q 
O O Z Z O 


Seq. ID 


OJ000112_ 


08. 


.0426. 




Gene No. 


115749 


Strand 


+ 








Start 


2258 


End 


10800 








Name 


OJ000112 08 


.0426. Cll. o2.np Method 


AAT/NAP 








Start 


8251 


End 


10800 








GI 


6815062 


Score 


2087 








Exons 


8251. .9756, 


9928.. 9998, 10090.. 10800 










GI Descrip. 


(AP001080) 


Similar to Arabidopsis thaliana chromosome II 


BAG 



F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq,. No. 


55228 




Seq. ID 


OJ000112_08.0426 


. Cll 


Gene No. 


115749 




Strand 


+. 




Start 


2258 . 




End 


10800 




Name 


OJ000112 08.0426. 


Cll.ol.tm 


, Method 


TBLASTX: Maize 




Start 


8293 




End 


8859 




GI 


none 




Score 


139 ' 




Exons 


8293. .8442, 8469. 


.8816, 8470 


..8859, 8475. .8837 




Seq. No. 


55228 




Seq. ID 


OJ000112_08:0426 


.Cll 


Gene No. 


115749 




Strand 


+ 




Start 


2258 




End 


10800 




Name 


OJ000112 08.0426. 


C11.03. tm 


Method 


TBLASTX: Maize 




Start 


8986 




End 


9264 




GI 


none 




Score 


189 




Exons 


8986. .9264 










Seq. No. 


55228 




Seq. ID 


■ OJ000112_08.0426 


,C11 


Gene No. 


115749 




Strand 


+ 




Start 


2258 




End 


10800 




Name 


OJ000112 08.0426. 


Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


10290 




End 


10794 




GI 


none 




Score 


91 




Exons 


10290. .10415, 10291. . 10425, 


104 56. .107 94, 104 56. .10710, 






10485. .10790 










Seq. No. 


55229 




Seq. ID 


OJ000112_08.0426 


.C12 


Gene No. 


115750 




Strand 


+ 




-Start 


1 




End 


1206 




Name 


OJ000112 08.0426. 


C12.ol.np 


Method 


AAT/NAP 




Start 


1. 




End 


1165 




GI 


6815062 




Score 


431 




Exons 


1. .220, 279. .588, 


665. .763, 


833. .883, 


990. .1165 





GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



55833 



Seq. No. 


55229 


Seq. ID 


OJ000112_08.0426 


.C12 


Gene No. 


115750 


Strand 


+ 




Start 


1 


End 


1206 




Name 


ujuuuiiz Uo . D . ui^ . oi . rm 


Method 


TBLASTX: Maize 




Start 


ly 


End 


588 




GI 


none 


Score 


203 




Exons 


iy..ioy/ /j..±oy. 


286. .363, 403. .588 




Seq. No. 


55229 


Seq. ID 


OJ000112_08.0426 


.C12 


Gene No. 


115750 


Strand 


+ 




Start 


I 


End 


1206 




Name 


ujuuuii^ Uo . D . ui^ . 01 . gs 


• Method 


GENSCAN 




Start 




End 


1206 




GI 


none 


Score 


.64 




Exons 


Q R 1QQ OQ/1 T Q / /I 7 c: Q Q 
yO..ICfO/ Zy4..JoD, 


, 665. .763, 


833. .1206 




beq. NO. 


c c o "3 n 


Seq. ID 


OJ000112_08.0426 


p 1 /i 


Gene No . 


115751 


Strand 


+ 




Start 


643 


End 


1409 




Name 


OJ000112 08.0426.C14.ol.np 


Method 


AAT/NAP 




Start 


643 


End 


1409 




GI 


6714279 


Score 


309 




Exons 


643. .710, 1029. .1194, 1286. 


. 1409 






GI Descrip. 


(AC017118) F6N18.16 [Arabidopsis thaliana] 




Seq. No. 


55230 


Seq. ID 


OJ000112_08.0426 


.C14 


Gene No. 


115751 


Strand 


+ 




Start 


643 


End 


1409 




Name 


OJ000112 08.0426.C14.ol.gs 


Method 


GENSCAN 




Start 


657 


End 


1392 




GI 


none 


Score 


.93 




Exons 


657. .710, 813. .908, 1029. .1190, 1276.. 


1392 




Seq. No. 


55230 


Seq. ID 


OJ000112_08.0426 




Gene No. 


115752 


Strand 


+ 




Start 


6383 


End 


15830 




Name 


OJ0d0112 08.0426.C14.o2.np 


Method 


AAT/NAP . 




Start 


6383 


- End 


8-709 




GI 


6539588 


Score 


202 




Exons 


6383. .6409, 7113. .7387, 8610. .8709 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


55230 


Seq. ID 


OJ000112_08.0426 


.C14 


Gene No. 


115752 


Strand 


+ 




b Lart 


6383 


End 


15830 




Name 


OJ000112 08.0426.C14.o3.gs 


Method 


GENSCAN 




Start 


8367 


End 


9698 




GI 


none 


Score 


.58 




Exons 


8367. .8571, 9412. .9698 








oeq . NO . 


55230 


Seq. ID 


OJ000112_08.0426 


n d 


Gene No. 


115752 


Strand 


+ 




Start 


6383 


End 


15830 




Name 


OJ000112 08.0426.C14 .o3.np 


Method 


AAT/NAP 




Start 


8370 


End 


15317 




GI 


2738887 


Score 


111 




Exons 


8370. .8582, 11824 .. 11924 , 1 


4286. .14363 


, 15009. .15317 





55834 



GI Descrip. (AF019144) low molecular weight heat shock protein [Agrostis 
stolonifera var. palustris] 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



55230 

115752 

6383 

OJ000112_08.0426.C14 .o4.gs 

11218 

none 



Seq. ID OJ000112_08.0426.C14 

Strand + 

End 15830 

Method GENSCAN 

End 15830 

Score .73 



11218. .11259, 11520. .11549, 117 11 11 917 , 12193 12259, 
12322. . 12359, 13718 .. 13885 , 14202 .. 142 98 , 14980. .15830 



Seq. No. 55230 

Gene No. 115753 

Start 16941 

Name - OJ000112_08 . 0426 . C14 . ol . tm 

Start 635 

GI none 
Exons 



Seq. ID OJ000112__08.0426.C14 

Strand + 

End 20236 

Method TBLASTX : Maize 

End 1394 

Score 94 



635. .718, 648. ..713, 810. .908, 812. .916, 813. .908, 1026. .1181, 
1028. .1192, 1029. .1190, 1276. .1392, 1276. .1392, 1284. .1394 



Seq. No. 

Gene No. 

Start 
M Name 
M Start 

ry GI ' 

f=3 Exons 



55230 
115753 
16941 ■ 

6J0d0112_08.0426.C14 .ol.tc 

648 

none 



Seq. ID OJ000112_08.0426.C14 

Strand + 

End 20236 

Method TBLASTX: Cress 

End 1392 

Score 68 



648. .710, 816. .926, 818. .919, 1028. .1189, 1029. .1193, 1285. .1392 



Seq. No. 55230 

Gene No. 115753 

Start 16941 

Name OJ000112_08 . 0426 . C14 . ol . ts 

Start ;;;*-651 

GI none 
Exons 



Seq. ID OJ000112_08.0426.C14 

Strand + 

End 20236 

Method TBLASTX : Soybean 

End 1398 

Score 63 



651. .710, 653. .703, 815 .. 868, 816 869, 1020. .1193, 1026. .1193, 
1028. .1216, 1233. .1379, 1285. .1398. ' ' 



Seq. No. 55230 

Gene No. 115753 

Start 16941 

Name OJ000112_08 . 0426 . C14 . o2 . tm 

Start 9321 

GI none 
Exons 



Seq. ID OJ000112_08.0426.C14 

Strand + 

End 20236 

Method TBLASTX : Mai ze 

End 15297 

Score 112 



9321. .9449, 14976 .. 15134 , 14 978 .. 15280 , 14 98 1 .. 15280, 
15165. .15281, 15166. .15297 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55230 

115753 

16941 

OJ000112_08.0426.C14 .o5.gs 

16941 

none 



Seq. ID OJ000ll2_08 .0426.C14 

Strand + 

End 20236 

Method GENSCAN 

End 20111 

Score .54 



16941. . 17034, 17388. .17528, 17681 ., 17770, 178 96 .. 18099, 
18578. .18822, 19178 .. 19883, 20044. .20111 



Seq. No. 



55230 



Seq. ID OJ000112_08.0426..C14 



55835 




Gene No. 


115753 


Strand 


+ 


Start 


16941 


End 


20236 


Name 


OJ000112 08.0426.C14.o4.np 


Method 


AAT/NAP 


Start 


17245 


End 


20236 


GI 


6539588 


Score 


14 3 


Exons 


17245. .17564, 20201. .20236 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


55231 


Seq. ID 


OJ000322 06. 0424. C3 


Gene No. 


115754 


Strand 




Start 


697 


End 


1026 


Name 


OJ000322 06.0424 .03. ol.tm 


Method 


TBLASTX: Maize ' 


Start 


697 


End 


1026 


GI 


none 


Score 


63 


Exons 


697. .1026, 757. .807 









Seq. No. 


55232 




Seq. ID 


OJ000322_06 . 0424 


. C4 




Gene No. 


115755 




Strand 








Start^ 


187 




End 


4041 






Name 


OJ000322_ 


06.0424.C4.ol.ts 


Method 


TBLASTX : Soybean 






Start 


26 




End 


544 






GI 


none 




Score 


46 






Exons 


26. . 118, 


45. .122, 194. .292, 


210. .293, 


314 . .544 






Seq. No. 


55232 




Seq. ID 


OJ000322_06 . 0424 


.C4 




Gene No. 


115755 




Strand 








Start 


lo / 




End 


4 U 4 1 






Name 


OJ000322 


06.0424.C4.ol.gs 


Method 


GENSCAN 






Start 


187 




End 


4041 






GI 


none 




Score 


.5 




ri 3 


Exons 


187. .223, 


506. .699, 2436. .2678, 3126., 


4041 






Seq. No. 


55232 




Seq. ID 


OJ000322_06.0424 


.04 




Gene No. 


115755 




Strand 








Start 


187 




End 


4041 






Name 


OJ000322 


06. 0424. C4. ol.tm 


Method 


TBLASTX: Maize 




- 


Start 


194 




End 


1035 






GI ' 


none 




Score 


57 




? ~ 


Exons 


194. .301, 


320. .790, 321. .443 


, 497. .625 


, 672. .755, 808.. 


1035, 


rs =T 




809. .922 












Seq. No. 


55232 




Seq. ID 


OJ000322_06.0424 


.04 




Gene No. 


115755 




Strand 








Start 


.187 




End 


4041 






Name 


OJ000322 


06.0424.C4.ol.np 


Method 


AAT/NAP 






Start 


725 




End 


1119 






GI 


7489553 




Score 


508 






Exons 


725. .1119 












GI Descrip. 


probable 


reverse transcriptase - rice 


( fragment ) 





gi|2462640|emb|OAA73800.1| {Y13370) reverse transcriptase [Oryza 
sativa] 



Seq. No. 55232 Seq. ID OJ000322_06 . 0424 . 04 

Gene No. 115755 Strand 

Start 187 End 4041 

Name OJ000322_06 . 0424 . 04 . ol . tw Method TBLASTX : Wheat 

Start 1868 End 2179 



55836 



GI 

Exons 



none Score 75 

1868. .2068, 1869, .2069, 2075. .2179, 2077. .2133 



Seq. No. 55233 Seq. ID 

Gene No. 115756 Strand 

Start 1213 End 

Name OJ000322_06 . 0424 .Cll . ol . np Method 

Start 1213 End 

GI 7486949 Score 

Exons 1213.. 1425, 1465.. 1623, 165r-. .1851 

GI Descrip. hypothetical protein T13J8.10 - Arabidopsis thaliana 

gi|4455349|erTib|CAB36759.1| (AL035524) putative protein 
[Arabidopsis thaliana] gi | 72 6964 4 | emb | CAB7 9592 . 1 | (AL161572) 
putative protein [Arabidopsis thaliana] 



OJ000322_06. 0424 .011 
+ 

1851 
AAT/NAP 
1851 
183 



Seq. No. 


55233 








Seq. ID 


OJ000322 06. 0424. Cll 


Gene No. 










Strand 


+ ■ 




Start 


1213 








End 


1851 




Name 


OJ000322 06 


0424 , 


Cll , ol , 


tm 


Method 


TBLASTX: Maize 




Start 


1308 








End 


1749 ■ 




C T 


none 








Sco're 


86 




Exons 


1308. .1397, 


1314. 


.1457, 


1314. 


.1475, 1315, .1458, 1315 


. .1419, 




1319. .1459, 


1321. 


.1419, 


1322. 


.1420, 1429,. 1632, 1467 


. ,1637, 




1468. .1635, 


1469, 


.1645, 


1541, 


.1636, 1653,. 1700, 1654 


. ,1698, 




1698. .1742, 


1699, 


.1749, 


1701. 


,1748 






Seq. No. 


55233 








Seq. ID 


OJ000322 06. 0424. Cll 


Gene No. 


115756 








Strand 


+ 




Start 


1213 








End 


1851 




Name 


OJ000322 06. 


0424. 


Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1309 








End 


1602 




GI 


none 








Score 


165 




Exons 


1309. ,1524, 


1345, 


,1464, 


1519. 


.1602 






Seq. No. 


55233 








Seq. ID 


OJ000322 06. 0424. Cll 


Gene No. 


115756 








Strand 


+ 




Start 


1213 








End 


1851 




Name ^ - 


OJ000322 06. 


0424. 


Cll,ol. 


gp . 


Method ■ 


AAT/GAP 




Start 


1315 








End 


1661 




GI 


22975 1.R1084 






Score 


643 




Exons 


1315. .1661 














GI Descrip. 


M4 5534 9/emb|CAB36759.1 1 


5.0e 


-16 (AL035524) putative 


protein 



[Arabidopsis thaliana] * 



Seq, No, 


55233 - 








Seq. ID 


OJ000322_06.0424 


.Cll 


Gene No. 


115756 








Strand 


+ 




Start 


1213 








End 


1851 




Name 


OJ000322 06 


0424 


.Cll.ol, 


ts 


Method 


TBLASTX: Soybean 




Start 


1318 








End 


1842 




GI 


none 








Score 


302 




Exons 


1318. . 1632, 


1342 


. .1632, 


1705. 


.1764, 1710. ,1766, 1765. .If 


342 


Seq. No. 


55233 








Seq. ID 


OJ000322_06.0424 


.Cll 


Gene No. 


115756 








Strand 


+ 




Start 


1213 








End 


1851 




Name 


OJ000322 06 


0424 


.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


1321 








End 


1843 





55837 



GI 

Exons 



none 

1321. .1843 



Score 



.67 



Seq. No. 55234 

Gene No. 115757 

Start 252 

Name OJ0'00322_06 . 0424 . C13 . ol . gp 

Start 252 

GI none' 

Exons 252.. 815 



Seq. ID OJ000322_06.0424.C13 

Strand + 

End . 1057 

Method AAT/GAP 

End 815 

Score 1074 



Seq. No. 55234 

Gene No. 115757 

Start 252 

Name OJ000322__06 . 0424 . C13 . ol . gs 

Start 318 

GI none 

Exons 318.. 476, 917.. 1057 



Seq. ID OJ000322_06.0424.C13 

Strand + 

End 1057 

Method GENSCAN 

End 1057 

Score .68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ; 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



55235 
115758 
1 

OJ000322_06.0424.C14.ol.np 
.1 

5042463 
1..259, 1735. .1765 

(AC007789) unknown protein [Oryza sativa] 



Seq. ID OJ000322_06.0424.C14 

Strand + 

End 1825 

Method AAT/NAP 

End 17 65.. 

Score 143 



55235 
115758 
1 

OJ000322_06. 0424 .C14 .o2.np 
484 

7489553 
484. .891 

probable reverse transcriptase - rice (fragment) 

gi I 2462640 I emb I CAA73800 .il {Y13370) reverse transcriptase [Oryza 
sativa] 



Seq. ID OJ000322_06. 0424 .C14 

Strand + 

End 1825 

Method AAT/NAP 

End 891 

Score 347 



55235 

115758 

1 

OJ000322_06.0424.C14.o2. tm 

569 

none 



Seq. ID OJ000322_06.0424.C14 

Strand + 

End 1825 

Method TBLASTX : Maize 

End ■ 1287 

Score 143 



569. .841, 861. .884, 862. .1032, 907. .1287, 1007. .1021, 1098. .1286 



55235 

115758 

1 

OJ000322_06 . 0424 . C14 . ol . tm 

1392 

none 



Seq. ID OJ000322_06. 0424 .C14 

Strand + 

End 1825 

Method TBLASTX : Mai ze 

End 1825 

Score 75 



1392:. 1451, 1480. .1626, 1481. .1657, 1637. .1714, 1721. .1825 



55235 
115758 



Seq. ID OJ000322_06. 0424 .C14 
Strand + 



55838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Start 




End 


1825 


Name 


OJOUUozz Oo . 04z4 . C14 . ol , tw 


Method 


TBLASTX i.Wheat 


Start 


14 Jl 


End 


1768 


GI 


none 


Score 


39 


Exons 


lylOl TylTO l/ITT TCOC T/tQT 

X4ol..i4/0/ 14//..io^b, i4oi. 


.1648, 1645. .1728, 1646, .1768 


Seq. No, 


c c o o c 


Seq. ID 


dJ000322_06.0424 .C15 


Gene No, 


115759 


Strand 


+ 


O Lar U 


1985 


End 


2255 


Name 


OJ000322 06.0424 .015. ol.np 


Method 


AAT/NAP 


Start 


1985 


End 


2255 


GI 


7248394 


Score 


273 


Exons 


1985. .2255 






GI Descrip. 


(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 {R0165) 




correspond to a region of the 


predicted gene . --Similar to 



Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
{AC0064 4 6) 



55236 

115760 

1249 

OJ000322_06.0424,C15,ol,gs 

1249 

none 

1249, .1285, 2297. .2387, 2515, 



OJ000322_06. 0424. 015 

7374 
GENSCAN 
7374 
.46 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2631, 2854. .3001, 3315. .3418, 



4809. .6540, 6792. .6914, 7234. .7374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000322_06. 0424. 016 

4- 

925 

AAT/NAP 

925 

404 



55237 Seq. ID 

115761 Strand 
254 End 
OJ000322_06. 0424 .C16.ol.np Method 
254 End 
7248394 Score 
254. .467, 593. .925 

(AP001389) ESTs 097394 (C60113) , AU075824 {R0165 ), D38 985 (R0165 ) 
correspond to a region of the predicted gene . --Similar t'o 
Arabidopsis thal'iana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AO006446) 



55238 

115762 

1140 

OJ000322_06. 0424 .017. ol.np 

1140 

7248394 

1140. .1192, 2941. .3024,- 3068, 



OJ000322_06. 0424 .017 
+ 

3219 
AAT/NAP 
3219 
38 



Seq. ID 
Strand 
End ■ 
Method 
End 
Score 
.3219 

(AP001389) ESTs 097394 (060113) , AU075824 {R0i65 ), D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AO006446) 



Seq. No. 
Gene No. 
Start 



55238' 

115763 

245 



Seq. ID 

Strand 

End 



OJ000322 06.0424.017 



1794 



55839 



Name 


OJ000322 06 


.0424.C17.ol.gs 


Method 




Start 


245 




End 


1 / y 4 




none 




Score 


. 4 y 


Exons 


245. .391, 1727. .1794 






Seq. No. 


55238 




Seq. ID 


OJ000322_06. 0424. 017 


Gene No. 


115764 




Strand 




otart: 


2620 




bna 


A A n 


Name 


OJ000322 06 


.0424.C17.o2.gs 


Me LnOu 


bENbbAN 


C 4- -s 1-4- 


2620 




hjnu 




bi 


none 




Score 


. 0 y 


Exons 


2620. .2779, 


4226. .4475 






beq . NO . 


55239 




beq. ID 


UJUUUJ^^: UD.U4z4.bio 


Gene No . 


115765 




strand 


+ 


Start 


3784 




End 


4315 


Name 


OJ000322 06, 


. 0424 .018 .ol.gp 


Method 


AAT/GAP 


bt art 


3784 




End 


4315 




316 1.R1084 




Score 


772 


Exons 


3784. .3912, 


4042. .4315 






GI Descrip. 


' 1362172/pir 1 IS57459 O.Oe+00 


hook-containing protein ATI - rice 




>gi_8714 96_emb_CAA6127 6_ {X8 


8798) putative [Oryza sativa] ' 


beq. NO. 


55239 




Seq. ID 


•.OJ000322_06. 0424. 018 


bene no . 


115765 




Strand 


+ 


Start 


3784 




End 


4 3i5 


Name 


OJ000322 06. 


.0424. 018. o2.np 


Method 


AAT/NAP 


btarT: 


3835 




End. 


4315 


bl 


1362172 




Score- 


526 


Exons 


3835. .3912, 


4042. .4315 






GI Descrip. 


hook-containing protein ATI 


- rice gi 1 871496|emb|CAA61276. 1 1 




{X88798) putative [Oryza sativa] 




beq. NO. 


55239 




Seq. ID 


OJ000322_06. 0424, 018 


Gene No. 


115766 




Strand 




Start 


116 




,^ -End 


2313 


Name ' 


OJ000322 06. 


.0424. 018. ol-:np 


"^Method 


AAT/NAP 


Start 


116 




End 


2313 


GI 


7452464 




Score 


596 


Exons 


116. .189, 302. .1538, 2218. .2313 





GI Descrip. 



Seq. No, 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



hypothetical protein 
gil 2702270 |gb|AAB91973.1 I 
[Arabidopsis thaliana] 



T21L14.9 - Arabidopsis thaliana 
(AC003033) unknown protein 



55239 - Seq. ID 

115766 Strand 

116 ' End 
OJ000322_06. 042 4 .018.01. gs Method 

302 End 

none Score 

302. .1017, 1196. .1667, 1745. .1939 



OJ000322_06.04 24 .018 

2313 
GENSCAN 
1939 
. 62 



Seq. No. 55239-; Seq. ID 

Gene No. 115767" Strand 

Start 3718 End 

Name OJ000322__06 . 0424 . 018 . ol . tm Method 

Start 704 End 



OJ000322_06. 0424. 018 
4100 

TBLASTX: Maize 
1006. 



55840 




GI 


none 




Score 


190 






Exons 


/U4..1U(Jd, /II. .yb^ 












Seq. No. 


55239 




Seq. ID 


OJ000322 


_06.0424 


.018 


Gene No. 


115767 




Strand 








Start 


Olio 
J / lo 




hna 


4 lUU 






Name • 


OJ000322 06 . 0424,i Clo . ol 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


704 




End 


877 






GI 


none 




Score 


13b 






Exons 


/U4..0/// /ll,,o/D 












Seq. No. 


55239 




Seq. ID 


OJ000322 


_06.0424 


.018 


Gene No. 


115767 




Strand 








Start 


OTTO 

3 / lo 




End 


y1 1 A A 

4 lUU 






Name 


OJUUU322 Ub . U424 . Clo . Oz 


. tm 


Method 


TBLASTX : 


Maize 




Start 


12yb 




End 


1 c o o 

1532 






GI 


none 




Score 


O A 

o4 






Exons 


lOfi^r Tcoo TC10 
lzyb..lD3z, 1354. .1012 












Seq. No. 


55239 




Seq. ID 


OJ000322 


_06.0424 


018 


Gene No. 


115767 




Strand 








Start 


OTTO 

3 / lo 




End 


>1 1 A A 

4100 






Name 


OJ000322 Ub . 0424 . Clo . o2 


• gs 


Method 


GEN SCAN 






Start 


3718 




End 


4100 






GI 


none 




Score 


. b4 






Exons 


OTTO OTTC Oot.T OAAO 

3718. .3775, 3857. .3902, 


4 013. 


.4100 








Seq. No. 


55240 




Seq. ID 


OJ000322 


06.0424 


019 


Gene No. 


115768 




Strand 


+ 






Start 


1 




End 


1294 






Name 


OJ000322 06.0424.C19.ol 


.gp 


Method 


AAT/GAP 






Start 


1 




End 


1294 






GI 


316 1.R1084 




Score 


2533 






Exons 


1..1294 













GI Descrip. ' 1362172/pir | | S57459 O.Oe+00 hook-containing protein ATI - rice 
^4 >gi_8714 96_emb_OAA6127 6_' (X88-798) putative [Oryza sativa] ' 



;=l Seq, No. 


5524 0 


Seq. ID" 


OJ000322_06. 0424. 01=9 


IZ Gene No. 


115768 ■ 


Strand 


+ 


11 Start 


1 


End 


1294 


^=1 Name 


OJ000322 O6.0424.019.ol.np 


Method 


AAT/NAP 


Start 


1 , 


End 


1075 


GI 


1362172 


Score 


1831 


Exons 


1. .1075 






GI Descrip. 


hook-containing protein ATI 


- rice gi 1 


8714 96 |emb|OAA6127 6. 1 1 




(X88798) putative [Oryza sativa] 




Seq. No. 


5.5240 


Seq. ' ID 


OJ000322_06.0424 ;C19 


Gene No. 


115769 


Strand 


+ 


Start 


4385 


End 


5271 


Name 


OJ000322 06.0424 .019.02. gp 


Method 


AAT/GAP 


Start 


4385 


End 


5271 


GI ' 


4521 1.R1084 


Score 


200 


Exons 


4385. .4478, 5227.. 5271 






GI Descrip. 


•2257756 l.Oe-37 (U82815) nucleolar histone deacetylase HD2- 



[Zea mays] >gi_3650466 (AF026917) histone deacetylase HD2-p39 
[Zea mays] ' 



55841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55240 Seq. ID 

115770 Strand 

2547 End 
OJ000322_06 . 0424 . C19 . o2 . gs Method 

2547 ■ End ^ 

none Score 

2547. .2653, 3823. .3966, 4884. .4899 



OJ000322_06.0424.C19 

4899 
GENSCAN 
4899 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55241 ' Seq. ID OJ000322_06 . 0424 . C20 

115771 Strand + 

1 End 2177 

OJ000322_06 . 0424 . C20 . ol . gp Method AAT/GAP 

1 End 1611 

4521_1.R1084 Score 1693 

1..135, 266. .293, 364. .408, 513. .669, 749. .817, 937. .1033, 

1120. .1252, 1334. .1611 

•2257756 1 . Oe-37 (U82815) nucleolar histone deacetylase HD2-p39 
[Zea mays] >gi_3650466 {AF026917) histone deacetylase HD2-p39 • 
[Zea mays] ' 

55241 Seq. ID OJ000322_06 . 0424 . C20 

115771 Strand + 

1 End 2177 

OJ000322_06 . 0424 . C20 . ol . np Method AAT/NAP 

1 End 1406 

7489751 Score 419 

1..148, 361. .411, .522. .669, 734. .817, 937. .1033, 1120. .1252, 
1334.. 1406 

histone deacetylase (EC 3.5.1.-) HD2-p39, nucleolar - maize 
gi I 2257756 I gb I AAB63262.il (□82815) nucleolar histone deacetylase 
HD2-p39 [Zea mays] gi | 36504 66 | gb | AAC61 674 . 1 | (AF026917) histone 
deacetylase HD2-p39 [Zea mays] 



Seq. No. 


55241 




Seq. ID 


OJ000322_06.0424 


.C20 


Gene No. 


115771 




Strand 


+ 




Start ' 


1 ... 




End 


2177 




Name 


OJ000322 06.0424.C20 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


144 




GI 


none 




Score 


194 




Exons 


1..144, 3. .143 










Seq. No. 


55241 




Seq. ID 


OJ000322_06.0424 


.C20 


Gene No. 


115771 




Strand 


+ 




Start 


1 




End 


2177 




Name 


OJ000322 06.0424.C20 


. ol . gs 


Method 


GENSCAN 




Start 


749 




End 


2177 




GI 


none 




Score 


. 62 




Exons 


749. .817, 937. .1033, 


1120. .1221, 2113. 


.2177 




Seq. No. 


55241 




Seq. ID 


OJ000322_06.0424 


.C20 


Gene No. 


115771 




Strand 


-f 




Start 


1 




End 


2177 ■ 




Name 


OJ000322 06.0424.C20 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


750 




End 


1394 




GI 


none 




Score 


37 




Exons 


750. .830, 753. .860, 


934 . . 966, 


948. .1034, 949. .1035, 970 


. .10 



55842 



1119, .1163, 1122. .1160, 1136. .1162, 1186. .1248, 1220. .1252, 
1222. .1257, 1331. .1393, 1332. .1394 





o e q . ln o . 


0 O Z fi ii. 


oeq. lu 


UJUUUOZZ U D . U ft Z fl . UZ 1 






1 1 ^110 


o trana 


+ 




O L a J. t. / . » 




tnu 


1 DDu 




N3IU6 


vjuuuujzz u o . u fl z . k^z ± . oz . np 


MB moa 


A 7\ / M a o 
AAi / JNAJr 








bna 


1 ODD 






C777 (Ti -7 
0 / / / D 1 / 


Score 


Q 9 
OZ 




Exons 


1000. .IDDD 










(AJ245900) CAA30375-. 1 protein 


[Oryza 


s a 1 1 va J 




Seq. No. 


55242 


Seq. ID 


OJ000322_06.0424 .C21 




NT 


115773 


Strand 






C 4- 3 v-h 

o Lai L 


1 


End 


CI C\ 
o /\J 




Name 


OJ000322 06.0424.C21.ol.np 


Method 


7\ 7\ T" /MAO 




o car L 


1 


End 


D / U 






6862916 


Score 


o / y 




Exons 


1..309, 38.3.. 479, 575.. 670 








GI Descrip. 


(AC018907) putative helix-loop-helix 


DNA-binding protein 






[Arabidopsis thaliana] 








o e q . IN o . 


55242 


Seq. ID 


UJUUUoZZ Ud.U4Z4.Cz1 




M 


115773 


Strand 




'- ~S 


ona j_ I, 


1 


End 


D / U 


cn 


NamB 


OJ000322 06.0424.C21.ol.gs 


Method 


NT O A NT 


r : 1! 


o cairu 


57 


End 


b / U 




GI 


none 


Score 


.88 




Exons 


57. .479, 575. .670 








oSq . INO , 


55242 


Seq. ID 


OJ000322_06.0424.C21 




oene wo. 


115774 


Strand 






C 4- a v>"f- 


817 


End 


2221 




Nains 


OJ000322 06.0424.C21.ol.ts 


Method 


TBLASTX : Soybean 




Q4- -J 


396 


End 


671 




GI 


none 


Score 


59 




Exons 


396.. 482, 3,97.. 480,, 575.. 670,. 


585. . 671 




oeq . INO . 


55242 


Seq. ID 


OJ000322_06.0424 .C21 




oene lno . 


115774 


Strand 




f =^ 


o L a J, L 


817 


End 


2221 




Name 


OJ000322 06.0424 .C21.o2.gs 


Method 


GENSCAN 




o uair L 


817 


End 


2221 






none 


Score 


.62 




Exons 


817. .881, 925. .999, 1370. .1529, 1661. 


.2221 




O c q . IN O . 


55243 


Seq. ID 


OJ000322_06. 0424. 022 




osne NO . 


115775 


'Strand 


^- 




Start 


6336 


End 


8431 




Name 


OJ000322 06.0424.C22.o2.gs 


Method 


GENSCAN 




Start 


6336 


End 


8034 




GI 


none 


Score 


. 74 




Exons 


6336. .6602, 6689. .6842, 6968., 


7041, 7204.. 7353, 7492.. 7596, 






7708. .7853, 7911. .8034 








Seq. No. 


55243 


Seq. ID 


OJ000322_06. 0424 .022 




Gene No. 


115775 


Strand 


+ 



55843 



start 
Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
[1 Name 
l3 Start 

hz Exons 

Seq. No. 

Gene No, 
,3 Start 
=ij Name 
' Start 

— Exons 



6336 End 8431 

OJ000322_06 . 0424 . C22 . o2 . np Method AAT/NAP 
6417 End 8431 

7492989 Score 251 

6417. .6602, 6689. .6842, 6968. .7041, 7204. .7350, 7492. .7607, 
8320. .8431 ^ 

probable SMC family protein - fission yeast (Schizosaccharomyces 
pombe) gi|3861449|emb|CAB11195.1| (Z98596) putative SMC family 
protein [Schizosaccharomyces pombe] 



55243 

115776 

1464 

OJ000322_06 . 0424 . C22 . ol . np 

1415 

6752919 

1415. .1526, 2315. .2391, 2456, 
4658. .4725, 4843. .4927, 5015. 
{AF225708) ,CRS2 JZea mays] 

55243 

115776 

1464 

OJ000322_06.0424.C22.ol:'gs ■ 

1464 

none 

1464.. 1526, 2315.. 2391, 2861. 

55243 

115776 

1464 

OJ000322_06.0424.C22.ol.gp 

1552 

none 

1552. .1993 



Seq. ID OJ000322_06.0424.C22r 
Strand 

End 6147 
Method AAT/NAP 
End 6147 
Score 280 

.2516, 2914. .2987, 3062. .3112, 
.5175, .6069. .6147 



Seq. ID OJ000322_06.0424.C22 
Strand 

End 6147 

Method GENSCAN 

End 4230 

Score . 65 

.2987, 3062. .3112, 4207. .4230 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000322_06. 0424 .C22 

6147 
AAT/GAP 
1993 
846 



Seq. No". 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



55243 

115776 

1464 

OJ000322_06.0424 .C22.ol.ts 

3062 

none 

3062.. 3109, 4652,. 4711, 4658. 
5004.. 5075, 5006.. 5083 

55243 

115776 

1464 

OJ000322_06. 0424 .C22.ol.tc 

4658 

none 

4658. .4735, 4659. .4727, 4841. 

55243 

115776 

1464 

OJ000322 06.0424 .C22.ol.tm 



Seq. ID OJ000322_06.0424.C22 
Strand 

End 6147 

Method TBLASTX : Soybean 

End 5083 

Score 67 

.4726, 4659. .4727, 4841. .4924, 



Seq. ID OJ000322_06.0424.C22 
Strand 

End 6147 

Method TBLASTX : Cress 

End 5075 

Score 68 
.4945, 5004. .5075, 5006. .5074 

Seq. ID OJ000322_06.0424.C22 

Strand- - 

End 6147 

Method TBLASTX : Maize 



55844 




start 


4 /oo 




End 


5170 




none 




Score 


112 


Exons 


4/00. .^yzo, 4oU/..4y4i, 


4 oU / . . 


.4920, 4 


811. .4945, 4811. .4924, 




oUU4..jUoi, oUUd..C)Uod, 


C A A ^ 


.5080, 5016. .5114, 5138.. 5170 


Seq. No. 


55243 




Seq., ID 


OJ000322__06. 0424. 022 


Gene No. 


115777 




Strand 




btart 


£t /I 0 n 




End 


6850 


Name 


OJUUQJ^z Ud . U4z4 ,,C2^ . OZ 


. tm 


Method 


TBLASTX: Maize 


Start 


d4 zu 




End 


6850 


GI 


none 




Score 


216 


Exons 


Cylon ^rcic/i ^T/ioo ^cno 


/- /TO Q 

bbo o . . 


.6843, 6689. .6844, 6689. .6850 


beq. No. 


c c 0 yl ^ 
OOZ4 4 




Seq. ID 


OJ000322_06. 0424 .023 


Gene No. 


115778 




Strand 


+ 


Start 


46 




End 


4600 


Naiue 


UJUUUJ^iz Ub . U4z 4 . J . 01 


.gs 


Method 


GENSCAN 


Start 


4 b 




End 


4600. 


GI 


none ^- 




Score 


.81 


Exons 


4b..lzo, 4do..doU, 1z4z 


. . 1 J4 0 , 


2259. .; 


2375, 4326. .4403, 




4 bUl . . 4 bUU 








Seq. No. 


ooz 4 4 




Seq. ID 


OJ000322_06. 0424 .023 




J. i. 0 / / 0 




•Strand . 


• + 


Start 


46 




End 


4600 


Name 


OJ000322_06. 042-4 .C23.01 


.gp 


Method 


AAT/GAP ' 


Start 


4 4 y / 




End 


4600 


GI 


lz4 Jb 1 . R10o4 




Score 


155 


Exons 


4 4 y / . . 4 bUU 








GI Descrip. 


J (J 4 J / Iz /aD j 1 BAAzoozU | 


6.0e-42 (AB011166) KIAA0594 protein 




sapiens] * 








beq. No. 


c r 0 /t C 
0DZ4 O 




Seq. ID 


OJ000322_06. 0424 .024 


Gene No. 


115779 




Strand 


+ 


Start 


427 




End 


1787 


Name 


OJ000322 06. 0424. 024. ol 


.np 


Method 


•AAT/NAP 


b tart 


427 




End 


1064 




3043712 




Score 


186 


Exons 


427. .479, 554. .641, 750 


. .826, 


909. .1064 


GI Descrip. 


(AB011166) KIAA0594 protein [Homo sapiens] 


Seq. No. 


55245 




Seq. ID 


OJ000322_06, 0424 .024 




115779 




Strand 


+ 


Start 


427 




End 


1787 


Name 


OJ000322 06.0424.C24.ol 


.gp 


Method 


AAT/GAP 


b tar L 


429 




End 


1787 


GI 


12435 l.R108,4 




Score 


1200 


Exons 


429. .479, 554. .641, 750 


. .822, 


905. .1008, 1429. .1787 


GI Descrip. 


'3043712/dbj |BAA25520| ^ 


6.0e-42 


!^(AB011166) KIAA0594 protein 




sapiens] ' 








Seq. No. 


55245 




Seq. ID 


OJ000322_06. 0424 .024 


Gene No. 


115779 




Strand 


+ 


Start 


427 




End 


1787 


Name 


OJ000322 06.0424 .024 .ol 


.tm 


Method 


TBLASTX: Maize 


Start 


460 




End 


1481 


GI 


none 




Score 


41 



55845 





Exons 


460. .480, 461. .481, 546. .641, 


553. .645 


, 557. .643, 747. .824, 






748. .825, 749. .823, 903. .1007 


, 904.. 1002, 905.. 1003, 906.. 1010, 






907. .1032, 1427. .1480, 1428.. 


1481 






Seq. No. 


55245 


Seq. ID 


OJ000322_06. 04 24 .024 




Gene No. 


115779 


Strand 


+ 




Start 


427 


End 


1787 




Name 


OJ000322 06.0424.C24.ol.gs 


Method 


GENSOAN 




Start 


554 


End 


1716 




GI 


. none 


Score 


. 73 ■ 




Exons 


554. .822, 905. .1008, 1378. .1466, 1672. 


. 1716 




Seq. No. 


55246 


Seq. ID 


OJ000322_06 . 0424 . 025 




Gene No. 


115780 


Strand 


+ 




Start 


514 


End 


1281 




Name 


OJ000322 06.0424 .025. ol.gs 


Method 


GENSOAN 




Start 


514 


End 


1281 




GI 


none 


Score 


•49 , 




Exons 


514. .663, 1237. .1281 








Seq. No. 


55247 


Seq. ID 


OJ000322_06. 0424 .02 6 




Gene No. 


115781 


Strand 


+ 




Start 


1514 


End 


2469 




Name 


OJ000322 06.0424.C26.ol.^gs 


Method 


GENSOAN 




Start 


1514 


End 


2469 


[fl 


GI 


none 


Score 


. 97 




Exons 


1514. .1559, 2297. .2469 






f ^ 

i . : 


Seq. No. 


55247 


Seq. ID 


OJ000322_06. 0424 .02 6 


i : S 


Gene No. 


115782 


Strand 


~" 


: 


Start 


3837 


End 


5623 


? y 


Name 


OJ000322 06.0424,C26.ol.gp 


Method 


AAT/GAP 


2 


Start 


3675 


End 


4106 




GI 


none 


Score 


806 


S. .J 

^ . i 


Exons 


3675. .4106 






I. -E. 


Seq. No. 


55247 


Seq. ID 


OJ000322_06. 0424 .02 6 




Gene No. 


115782 


Strand 






Start 


3837 


End 


5623 


C3 


Name 


OJ000322 06.0424 .C26.o2.gs 


Method 


GENSOAN 




Start 


3837 


End 


4814 




GI 


none 


Score 


. 96 




Exons 


3837. .4814 








Seq. No. 


55247 


Seq. ID 


OJ000322_06. 0424. 026 




Gene No. 


115782 


Strand 






Start 


3837 


End 


5623 




Name 


OJ000322 06.0424,C26.*ol.np 


Method 


AAT/NAP 




Start 


3864 


End 


5623 




GI 


4580469 


Score 


380 




Exons 


3864.. 4902, 5565. .5623 








GI Descrip. 


(AC006081) putative RING zinc 


finger protein [Arabidopsis 






thaliana] 








Seq. No. 


55247 


'Seq. ID 


OJ000322_06. 0424. 026 




Gene No. 


115782 


Strand 






Start 


3837 


End 


5623 



55846 



Name 


OJ000322_06 


. 0424 


C26 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


4434 








End 


4 685 




GI 


none 








Score 


240 




Exons 


4434 . .4 685 














Seq. No. 


55247 








Seq. ID 


OJ000322 06.0424 


.C26 


Gene No.. 


115782 ' 








Strand 


- 




Start 


3837 








End 


5623 




Name 


OJ000322_06 


. 0424 . 


C26. ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


4 4 67 - 








End 


4688 




GI 


none 








Score 


66 




Exons 


A A ^ —i A /" f\ r" 

4467 . . 4685, 


4 611 . 


. 4 688 










Seq. No. 


55248 








Seq. ID 


OJ000322_06.0424 


.C27 


Gene No. 


115783 ' 








Strand 


+ 




Start 


1022 








End 


1233 




Name 


OJ000322_06 


0424 . 


C27 . ol 


.gs 


Method 


GENSCAN 




Start 


1022 








End 


1233 




GI 


none 








Score 


.84^' 




Exons 


1022 . . 1233 














Seq. No. 


55249 








Seq. ID 


OJ000322_06 . 0424 


. C28 


Gene No. 


115784 








Strand 


+ 




Start ' 


5872 








End 


10432, 




Name 


OJ000322 06 


0424 . 


028. ol 


.np 


Method 


AAT/NAP 




Start 


5872 








End 


10432 




GI 


4680179 








Score 


6422 




Exons 


5872. .10432 














GI Descrip. 


(AF111709) polyp.rotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


55249 








Seq. ID 


OJ000322_06.0424 


.028 


Gene No. 


115784 








Strand 


+ 




Start 


5872 








End 


10432 




Name 


OJ000322 06, 


0424. 


C28.07 


. tw 


Method 


TBLASTX: Wheat 




Start 


6141 








End 


6504 




GI 


none 








Score 


272 




Exons 


6141. .6503, 


6145, 


.6504 










Seq. No. 


55249 








Seq. ID 


OJ000322 06.0424 


.028 


Gene No. 


115784 








Strand 


+ 




Start 


5872 








End 


10432 




Name . 


OJ000322 06, 


0424 . 


C28.07 


. tm 


Method 


TBLASTX: Maize 




Start 


7072 








End 


7347 




GI 


none 








Score 


190 




Exons 


7072. .7347 














Seq. No. 


55249 








Seq. ID 


OJ000322_06.0424 


.028 


Gene No. 


115784 








Strand 


+ 




Start 


5872 








End 


10432 




Name 


OJ000322 06. 


0424 . 


C28.08 


. tw 


Method 


TBLASTX: Wheat 




Start 


7080 








End 


7434 




GI 


none 








Score 


262 




Exons 


7080. .7226, 


7081. 


.7434, 


7264. 


7407 






Seq. No. 


55249' 








Seq. ID 


OJ000322_06.0424 


.028 


Gene No. 


115784 








Strand 


+ 




Start 


5872 








End 


10432 





55847 



Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No; 
Start 



OJ000322_06, 

7609 

none 

7609. .8091, 

55249 

115784 

5872 

OJ000322_06. 

7678 

none 

7678. .8145, 

55249 

115784 

5872 

OJ000322_06, 

8032 

none 

8032. .8064, 
8173. .8307, 

55249 

U5784 

5872 

OJ000322_06. 

8140 

none 

8140. .8310, 

55249 

115784 

5872 

OJ000322_06. 

8161 

none 

8161. .8307, 

55249 

115784 

5872 

OJ000322_06. 

8429 

none 

8429. .8938, 

55249 
115784 " 
5872 

OJ000322_06. 

8438 

none 

8438. .8680, 

55249 

115784 

5872 



,0424.C28.o4.tw 
7719. .8048 

0424 .028. o4.tm 
7749. .7919, 7951, 

0424.C28.ol. ts 



Method TBLASTX : Wheat 
End 8091 
Score 522 



Seq. ID OJ000322_06.0424 .C28 

Strand + 

End 10432 

Method TBLASTX: Maize 

End 8145 

Score 361 
.8112 



8032. .8064, 
8291. .8413, 



8068. 
8308. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8310, 8071 
.8412 



OJ000322_06.0424.C28 
+ 

10432 

TBLASTX: Soybean 
8413 . , 

57 

8145, 8075.. 8209, 



0424.C28.o6.tw 



Seq. ID OJ000322_06.0424 .C28 
Strand ' + 
End 10432 
Method TBLASTX : Wheat 
End 8428 
Score 210 
8140. .8298, 8169. .8309, 8291. .8428, 8311. .8427 



Seq. ID OJ000322_06.0424 .C2E 

Strand + 

End 10432 

Method TBLASTX: Maize 

End 8500 

Score 113 



0424.C28.o5.tm 



8172. .827 6, , 8291. .8500, 8311. .84 93 



0424.C28.o2.tw 



8437. .8847 



0424.C28.o3.ts 



8440... 8565 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000322_06.0424.C2^ 
+ 

10432 

TBLASTX: Wheat 

8938 

627 



OJ000322_06.0424.C28 
+ 

10432 

TBLASTX : Soybean 

8680 

201 



OJ000322_06.0424.C28 
+ 

10432 



55848 



Name 


OJ000322 06. 


. 0424 . 


C28 . o2 . 


tm 


Method 


TBLASTX : Maize 




Start 


8501 








End 


O O C A 

8854 




GI 


none 








Score 






Exons 


boOl . . ooo4 , 


O C A 


O "7 /" A 

. o769, 


oo4 3 . 


O O "5 A 

. oo39 






Seq. No. 


55249 








Seq. ID 


OJ.000322_06.0424 


.C28 


Gene No. 


115784 








Strand 


+ 




Start 


5872 








End 


T A y1 O A 

10432 




Name 


OJ000322 06. 


, 0424 . 


C28 . o3 . 


tw 


Method 


TBLASTX : Wheat 




Start 


8942 








End 


9421 




GI 


none 








Score 


coo 

588 




Exons 


oy4 z . . y4zi , 


o n <c A 


A /I T C 

. 94 15, 


A A O "7 

903 / . 


A ^ O A 

. 9420 






Seq. No. 


55249 








Seq. ID 


OJ000322_06.0424 


.C28 


Gene No. 


115784 








Strand 






Start 


5872 








End 


104 32 




Name 


OJ000322_06 , 


, 0424 . 


C28 . ol . 


tc 


Method 


TBLASTX : Cress 




Start 


9119 








End 


94 4 5 




GI 


none 








Score 


84 




Exons 


y 119 . . 9301, 


A A A 

9302 . 


,94 45, 


9367 . 


.9444 






Seq. No. 


55249 








Seq. ID 


OJ000322_06.0424, 


.C28 


Gene No. 


115784 








Strand 


+ 




Start 


58t72 








End 


104 32 




Name 


OJ000322_06. 


0424 . 


C28 . o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


9209 








End 


9469 




GI 


none 








Score 


293 




Exons 


9209 . .94 69, 


9214 . 


. 9312 , 


9338 . 


.9370, 9401. .9469 




Seq. No. 


55249 ■" " ' 








Seq. ID 


OJ000322_06.0424, 


.028 


Gene No. 


115784 








Strand 


+ 




Start 


5872 








End 


10432 




Name 


OJ000322 06. 


0424 . 


C28 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


9267 








End 


9559 




GI 


none 








Score 


112 




Exons 


9267 . . 9554 , 


9269 . 


. 9559, 


9339 . 


.9458, 9370.. 9555 




Seq. No. 


55249 








Seq. ID 


OJ000322_06.0424, 


.028 


Gene No. 


' 115784 








Strand 


+ 




Start 


5872 








End 


10432 




Name 


OJ000322_06 . 


0424 . 


028. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9428 








End 


10054 




GI 


none 








Score 


648 




Exons 


9428 . . 10054 , 


9484 


. .10053 








Seq. No. 


55249 








Seq. ID 


OJ000322_06.0424 . 


.028 


Gene No. 


115784 








Strand • 


+ 




Start 


5872 








End 


10432 




Name 


OJ000322 06. 


0424 . 


C28.01. 


tm 


Method 


TBLASTX: Maize 




Start 


9611 








End 


10195 




GI 


none 








Score 


224 




Exons 


9611. .9769, 


9616. 


. 9750, 


9627. 


.9758, 9767.. 9865, 9767.. 9835, 




9769. .9,86.4> 


9926. 


. 10195, 


9934 


. . 10194 






Seq. No. 


55249 








Seq. ID 


OJ000322_06.0424. 


X28 


Gene No. 


115784 








Strand 






Start 


5872 








End 


10432 





55849 



Name 

Start 

GI 

Exons 



OJ000322_06 . 0424 . C28 . o5 . tw Method TBLASTX : Wheat 

10054 End 10387 

none Score 34 8 

10054. .10191, 10055. .10387, 10306.. 10365 



Seq. No. 55249 Seq. ID 

Gene No. : 115784 Strand 

Start 5872 End 

Name OJ000322_06 . 0424 . C28 . o6 . tm Method 

Start 10196 End 

GI none Score 

Exons 10196. . 10408 



OJ000322_06.0424.C28 
+ 

10432 

TBLASTX: Maize 

10408 

193 



Seq. No. 55250 Seq. ID 

Gene No. 115785 Strand 

Start 1555 End 

Name OJ000322_06 . 0424 . C29 . ol . gs Method 

Start 1555 End 

GI none. Score"' 

Exons 1555:". 1737 



OJ000322_06.0424 .C29 
+ 

1737 

GENSCAN 

1737 

.51 ' - 



Seq. No. 55250 Seq. ID OJ000322_06 . 0424 . C29 

Gene No. 115786 Strand ■- 

Start 1 _ ' End 1887 

Name OJ000322_06 . 0424 . C29 , ol . np ■ Method AAT/NAP 

Start 1 End 1887 

GI - 5918469 Score 75 

Exons 1..82, 1466.. 1887 

GI Descrip. (AL118514) DNA polymerase III subunit gamma [Streptomyces 
coelicolor A3 (2)] 



Seq. No. 55251 Seq. ID 

Gene No. 115787 Strand 

Start 191 End 

Name OJ000322_06 . 0424 . C30 . ol . gs , Method 

Start 191 End 

GI none Score 
Exons 



OJ000322_06,0424.C30 
+ 

2417 
GENSCAN 
2417 
.77 



Seq. No. ■ 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



191. .583, 1107. .1851, 1942. .2417 

55251 Seq. ID 

115787 Strand 

191 End 
OJ000322_06 . 0424 . C30 . ol . np Method 

335 , End 

4585884 Score 



OJ000322_06,0424, 
+ 

2417 
AAT/NAP 
•2396 
532 



C30 



335. .532, 1293. .1851, 1942. .2396 

{AC005850) Hypothetical' protein [Arabidopsis thaiiana] 



55251 

115788 

3669 

OJ000322_06.04 24 .C30.O2 .gs 

3669 

none , 

3669.-3778, 3780.. 3828, 3948. 
4563. .4633, 5045. .5312 



.Seq. ID OJ000322_06.0424 .C30 

Strand + 

End 5312 

Method GENSCAN 

End . 5312 

Score .73 

.3977, 4129.-. 4245, 4370. .4486, 



55850 




Seq. No. 


55251 








Seq. ID 


OJ000322_06.0424 


.C30 


Gene No. 


115789 








Strand 






Start 


6670 








End 


6865 




Name 


OJ000322_06. 


0424 . 


C30.O2 


. tw 


Method 


TBLASTX: Wheat 




Start 


36 








End 


361 




GI 


none 








Score 


114 




Exons 


36. . 107, 37 . 


. 105, 


187 . . 


321, 


191 . . 361 






Seq. No. 


55251 








Seq. ID 


OJ000322_06.0424 


.C30 


Gene No. 


115789 








Strand 






Start 


6670 








End 


6865 




Name 


OJ000322_06. 


0424 . 


C30 , o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1386 








End 


1814 




GI 


none 








Score 


102 




Exons 


1386. . 1547, 


1551 . 


. 1814 










Seq. No. 


55251 








Seq. ID 


OJ000322_06.0424 


.C30 


Gene No. 


115789 








Strand 






Start 


6670 








End 


6865 




Name 


OJ000322 06. 


0424 . 


C30.O1 


. tw 


Method 


TBLASTX: Wheat 




Start 


1485 








End 


1854 




GI 


none 








Score 


92 




Exons 


1485 . . 1598, 


1497 . 


. 1568, 


1569 


..1853, 1588. .1854, 1592. .1852, 




1731 . . 1853 














Seq, No. 


55251 








Seq. ID- 


OJ000322_06.0424 


.030 


Gene No. 


115789 








Strand 






Start 


6670 








End 


6865 




Name 


OJ000322 06. 


0424 . 


C30.O1 


. ts 


Method 


TBLASTX : Soybean 




Start 


1590 








End 


2017 




GI 


none 








Score 


180 




Exons 


1590 . . 1853, 


1607 . 


. 1645, 


1700 


..1852, 1940. .2017, 1941. .2015 


Seq. No. 


55251 








Seq. ID 


OJ000322_06.0424 


.030 


Gene No. 


115789 








Strand 






Start 


6670 








End 


6865 




Name 


OJ000322_06. 


0424 . 


C30.O1 


. tm 


Method 


TBLASTX: Maize 




Start"' 


1971 








End ' 


2239 




GI 


none 








Score 


422 




Exons 


1971 . . 2228, 


1971 . 


.2228, 


1973 


..2239, 1996. .2229 




Seq. No. 


55251 








Seq. ID 


OJ000322_06.0424 


.030 


Gene No. 


115789 








Strand 






Start 


6670 








End 


6865 




Name 


OJ000322 06. 


0424 . 


C30.O3 


. tm 


Method 


TBLASTX: Maize 




Start 


4403 








End 


4639 




GI 


none 








Score 


101 




Exons 


4403. .4486, 


4423. 


.4485, 


4560 


..4637, 4562. .4639 




Seq. No. 


55251 








Seq. ID 


OJ000322_06.0424 


.030 


Gene No. 


115789 








Strand 






Start 


6670 








End 


6865 




Name 


OJ000322 06. 


0424 . 


C30.O2 


.np 


'Method 


AAT/NAP 




Start 


6670 








End 


6864 • 




GI 


3953478 








Score 


234 




Exons 


6670. . 6864 















GI Descrip. (AO002328.) F2202.23 [Arabidopsis thaiiana] 



55851 





Seq. No. 


55251' 


Seq. ID 


OJ000322_06.0424 


.C30 




Gene No . 


1 T C "7*0 Cl 


Strand 








Start 


6670 


End 


68 65 






Name 


OJ000o^2 Uo . U4z4 . C jU . o2 . ts 


Metnoa 


TBLASTX : Soybean 






Start 


6670 


End 


68 65 






GI 


none 


Score 


-90 






Exons 


6670.. 6858/ 6722.. 6865, 6776. 


. 6850 








Seq. No. 


55252 


Seq. ID 


OJ000322_06.0424 


.C31 




Gene No. 


115790 


Strand 








Start 


1 


End 


1407 






Name 


OJ000322 06.0424.C31.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1407 






GI 


3953478 


Score 


107 






Exons 


1..171, 1357. .1407 










GI Descrip. 


{AC002328) F2202.23 [Arabidopsis thaliana] 






Seq. No. 


55252 


Seq. ID 


OJ000322_06.0424 


.C31 




Gene No. 


115790 


Strand 








Start 


1 


End 


1407 






Name 


OJ000322 06.0424.C31.ol.gs 


Method 


GENSCAN 






Start 


67 ■ 


End 


1290 




- — 


GI 


none 


Score. 


.51 






Exons 


67. .322, 1118. .1290 








Li = 

ry 


Seq. No. 


55252 


Seq. ID 


OJ000322_06.0424 


.031 


f 1 


Gene No . 


115790 


Strand 








Start 


1 


End 


1407 




M 
" z 


Name 


OJ000322 06.0424.C31.ol.tm 


Method 


TBLASTX: Maize 






Start 


1061 


End 


1386 




ry 


GI 


none 


Score 


126 






Exons 


1061. .1174, 1076. .1192, 1078. 


.1191, 1177. .1380, 1189. .1386 




Seq. No. 


55253 


Seq. ID 


OJ000'322_06.0424 


.C32 




Gene No. 


115791 


Strand 


+ 






Start 


367 


End 


1275 




□ 


Name 


OJ000322 06.0424.C32.ol.tm 


Method 


TBLASTX: Maize 




r J 


Start 


64 


End 


1275 






GI 


none 


Score 


72 




i _H 


Exons 


64. .186, 67. .183, 71. .193, 71 


..184, 37C 


)..489, 379. .489, 








383. .493, 556. .708, 558. .707, 


560. .709, 


561. .710, 789.. 


857, 






790. .855, 791. .862, 1231. .1275 








Seq. No. 


55253 ,• 


Seq. ID 


OJ000322_06.0424 


.032 




Gene No. 


115791 


Strand 


+ 






Start . 


367 


End 


127.5 






Name 


■ OJ000322 06.0424 .C32.ol.gs 


Method 


GENSCAN 






Start 


367 


End 


1073 






GI 


none 


Score 


.81 






Exons 


367. .488, 563. .791, 932. .1073 










Seq. No. 


55254 


Seq. ID 


OJ000322_06.0424 


.033 




Gene No. 


115792 


Strand 


+ 






Start 


6849 


End 


13544 






Name 


OJ000322 06.0424.C33.o2.np 


Method 


AAT/NAP 






Start 


6849 


End 


12132 





55852. 



GI 7434429 Score 2293 

Exons 6849.-6923, 7420.. 9681, 9733.. 9964, 10879 .. 10979, 11021 .. 11228 , 

12025. .12132 

GI Descrip. hypothetical protein F6H11.170 - Arabidopsis thaliana 

gi|2827715|emb|CAA16688.1| (AL021684) receptor protein kinase - 
like protein [Arabidopsis thaliana] 



Seq. No. 55254 Seq. ID 

Gene No. 115792 Strand 

Start 6849 End 

Name OJ000322_0..&v-Q424 . C33 . o4 . gs Method 

Start 7294 ' End 

GI none Score 
Exons 



OJ000322_06.0424.C33 
+ 

13544 
GENSCAN 
13544 
.67 



7294. .9964, 10879 11278 , 11342 .. 11459, 11721 .. 12683, 
12762. .13544 



Seq. No. 55254 Seq. ID 

Gene No. 115793 Strand 

Start 13 End 

Name OJ000322_06 . 0424 . 033 .ol . gp Method 

Start 13 End 

GI none Score 
Exons ' 13 . . 503 



OJ000322_06.0424.C33 
503 

AAT/GAP 

503 

958 



Seq. No. 55254 Seq. ID 

Gene No."- 115794 Strand 

Start 2827 End 

Name OJ000322_06 . 0424 . C33 . o3 . tm Method 

Start 57 End 

GI none Score 
Exons 



OJ000322_06.0424.C33 
6429 

TBLASTX: Maize 

342 

156 



57. .260, 72. .230, 94. .258, 270. .341, 271. .342 





Seq. No. 


55254 








Seq. ID 


OJ000322 


E 


Gene No. 


115794 








Strand 






Start 


2827 








End 


6429 




Name 


OJ000322 06 


.0424, 


.C33.01 


. np 


Method 


AAT/NAP 




Start 


1858 








End 


3562 




GI 


6907086. 








Score 


1197 • 




Exons 


1858. .2351, 


2575, 


. .2739, 


2798. 


.3562 






GI Descrip. 


{AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


55254 








Seq. ID 


OJ000322 




Gene No. 


115794' 








Strand 






Start 


2827 








End 


6429 




Name 


OJ000322 06 


.0424. 


.C33.03 


. gs 


Method 


GENSCAN 




Start . 


2827 








End 


6429 




GI 


none 








Score^ 


.74 




Exons 


2827.. 3273, 


4098. 


. .4180, 


4295. 


.4430, 4511. .4685, 






5480. .5621, 


•5778. 


, .5921, 


6399. 


.6429 






Seq. No. 


55254 








Seq. ID 


OJ000322 




Gene No. 


115795 








Strand 






Start 


7546 








End 


11234 




Name 


OJ000322 06 


.0424. 


,C33.ol 


. tc 


Method 


TBLASTX:! 




Start 


7546 








End 


11219 




GI 


none 








Score 


107 




Exons 


7546. .7728, 


7555. 


, .7740, 


7564 . 


.7821, 7567. .7821, 



55853 




T ^ O A 


' T O O 1 

, . /ozl, 


1 T o 

/ / Uz . 


T O O 1 

. /8zl, 


/ 756 . 


*1 O O 1 

. /ozl. 


f fob . 


T O O O 

. /oJ3, 


TOOT 

fool. 


. 8004 , 


TOOT 


OATH 




. / 9dz, 


/o4 J . 


O /T O O 

. 0 6oz , 


•7 n "3 r* 


o n A yi 

. o004 , 


O f\ f\ A 


. 8z5z , 


o n o 


O O 1 1 

. ozl 1 , 


0 014 . 


. 84 69, 


8014 . 


O O C "D 

. ozoo. 


oU14 . 


. 0 1Z4 , 


o0z6 . 


. 861 J> 


8077 , 


. 84 69/ 


8116 . 


. 8379, 


8128 . 


. 8304 , 


0 lo4 . 


.8547, 


8188. 


.8 4 33, 


Q O 1 c; 
0 Z 10 . 


.00 I 0 f 


Q O O 1 

0 ZZ 1 . 


. 0 D Jl , 


Q O O O 

ooZZ . 


Q /I 1 1 

, o 4 1 1 , 


0 JZ D . 


.8469, 


.8350. 


.8682, 


8529. 


.8675, 


8530. 


.8691, 


8530. 


.8682, 


8727. 


.8831, 


8761. 


.9057, 


8764 . 


.9183, 


8764. 


.9120, 


8764. 


.9120, 


8767. 


.8883, 


8767. 


.8931, 


8770. 


.9126, 


8773. 


.9120, 


8782. 


.9120, 


8785. 


.9024, 


8785. 


.9120, 


8809. 


.9120, 


8821. 


.8955, 


8854. 


.9027, 


8940. 


.9164, 


9010. 


.9120, 


9343. 


.9525, 


9372. 


.9428, 


9508. 


.9633, 


9510. 


.9665, 


9517. 


.9693, 


9733. 


.9918, 


9738. 


. 9914, 


9913. 


.9963, 


10848 


. .10973, 10849. .10 



10878. .10973, 11121. .11219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55254 

115795 

7546 

OJ000322_06, 

754 9 

none 

7549. .7998, 
7843. .7989, 
8014. .8469, 
8071. .8544, 
8209. .8682, 
8431. .-8682, 
8722. .8841, 
8788. .9126, 



0424.C33.ol.tm 



7564 . 
7902. 
8014. 
8071. 
8215. 
8529. 
8736. 
9025. 



7821, 
7997, 
8124, 
8343, 
8487, 
8675, 
8834, 
9120 



7567. 
7915. 
8014 . 
8140. 
8254, 
8530. 
8761. 



Seq. ID OJ000322 
Strand 

End 11234 
Method TBLASTX 
End 9126 
Score • 192 . 
.7821, 7567. .7821, 
.8004, 8008. .8406, 
.8271, 8016. .8273, 
.8613, 8143. .8397, 
.8544, 8320. .8469, 
.8691, 8704. .8832, 
.8994, 8761. .9120, 



06.0424.C33 



Maize 



7633. 
8014 . 
8035. 
8158. 
8323. 
8719. 
8764. 



,7821, 
,8337, 
.8244, 
,8253, 
,8481, 
,8832, 
, 9048, 



Seq. No. -55254 
Gene No. 115795 
Start 7546 

Name OJ000322_0 6.0424. C33 . o3 . tw 

Start 7552 
GI none 

Exons 7552.. 7728, 7567.. 7806, 7828. 

8112. .8150, 8143. .8454, 8314. 
8779. .9102, 8782. .9033, 8854. 



Seq. ID OJ000322_06. 0424 .033 
Strand 

End 11234 
Method TBLASTX : Wheat 
End 9120 
Score 122 

.8004, 8026. .8304, 8062. .8379, 
.8598, 8359. .8670, 8764. .8889, 
.9120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55254 

115795 

7546 

OJ000322_06. 

7558 

none 

7558. .7824, 
7840. .8004, 



0424.C33.ol.ts 



7915. 
8013. 
8322. 
8761. 
8785. 
9346. 
9733. 



.8184, 
.8252, 
.8408, 
,9177, 
,9123, 
,9516, 
,9906, 



7567. 
7843. 
7923. 
8014. 
8350. 
8767. 
8827. 
9363, 
9910, 



,7746, 7573. 

,7890, 7852. 

,8267, 7993, 

,8397, 8062, 



Seq. ID 
Strand 
End 

Method 
End 

Score 1.; 



OJ000322 06. 0424. 033 



.8691, 8463. .8675, 8530 

.9120, 8767.. 9126, 8770 

.8946, 8881.. 9123, 8928 

,9434, 9516.. 9668, 9517 



11234 

TBLASTX: Soybean 
11234 
149 

7821, 7813. .7998, 7837. .8010, 

8010, 7867. .8004, 7885.-8676, 

. .8379, 8011. .8472, 

. .8547, 815'8. .8691, 

..8691, 8727. .8834, 

..9126, 8779. .9120, 

. .9170, 8971. .9096, 

. . 9693, 9726. . 9896, 



.8328, 8008 
;8469, 8134 



9963, 10848. .10955, 108 4 9 . . 1097 1 , 



10878. .10973, 11031. .11108, 111.18 .. 11234 , 11120. .11233 



Seq. No. 
Gene No. 



55254 
115795 



Seq. ID 
Strand 



OJ000322 06.0424.033 



55854 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7546 End 

OJ000322__06. 04 24 .C33.02 .tm Method 

9330 End 

none Score 



11234 

TBLASTX: Maize 

10952 

95 



9330.. 9428, 9364.. 9513, 9454.. 9513, 9517.. 9693, 9517.. 9636, 
9522.. 9665, 9733.. 9906, 9741.. 9893, 9907.. 9963, 10878.. 10952 



55254 

115795 

7546 

OJ000322_06.0424 .C33.ol.tw 

9517 

none 



Seq, ID OJ000322_06.0424 .C33 
Strand 

End 11234 

Method TBLASTX : Wheat 

End • 9870 

Score 158 



9517. .9663, 9517, .9636, 9531. .9662, 9730. ,9870, 9732. .9845, 
9772. .9855 



Seq. No. 55254 

Gene No. 115796 

Start 12129 

Name OJ000322__06 , 0424 . C33 . o5 . tm 

Start 12129 

GI none 

Exons 12129. .12,440, 12224.. 12352 

Seq. No. 55254 

Gene No. 115797 

Start 13014 

Name OJ000322_06 , 0424 . C33 . o2 . tw 

Start 13014 • 

GI none 
Exons 



Seq. ID OJ000322_06. 0424 ,033 
Strand 

End 124 4 0 

Method TBLASTX: Maize 

End 12440 

Score 201 



Seq, ID OJ000322_06.0424.C33 
Strand 

End 13556 

Method TBLASTX : Wheat 

End 13463 

Score 114 



13014. .13199, 13059. .13199, 13209,-13301, 13350 .. 134 63, 
13370. .13453 



Seq, No. 55254 

Gene No. 115797 

Start 13014 

Name OJ000322_06 . 0424 . C33 . o4 , tm 

Start 13038 

GI none 
Exons 



Seq, ID OJ000322_06.0424 .C33 
Strand 

End 13556 

Method TBLASTX : Mai ze' 

End 13367 

Score 195 



13038. M3220, 1304 1 .. 13220, 13054 .. 13221 , 13257 ,. 13367 , 
13277. .-13321 



Seq, No. 55254 

Gene No. 11-5797 

Start 13014 

Name OJ000322_06 . 0424 . C33 . o2 . tc 

Start 13260 

GI ' none 

Exons 13260. .13469, 13473.. 13556 

Seq. No. 55254 

Gene No. 115797 

Start 13014 

Name'^' ' OJ000322_06 . 0424 . C33 . o6 . tm 

Start 13368 

GI none 

Exons 13368. .13535, 13373.. 13492 



Seq. ID OJ000322_06.0424.C33 
Strand 

End 13556 

Method TBLASTX: Cress 

End 13556' 

Score 203 



Seq. ID OJ000322_06.0424 .C33 
Strand 

End 13556 

Method TBLASTX : Mai ze 

End' 13535 

Score 185 



55855 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



55255 Seq. ID OJ000322_06 . 0424 . C34 

115798 Strand + 

1 End , 4867 

OJ000322_06.0424 .C34 .ol.np Method ^^'AAT/NAP 

1 , End 4867 

4512618 Score 1464 

1..37, 1362. .1873, 2023. .3725, 4795. .4867 

(AC004793) Strong similarity to gi | 360004 4 T12H20 . 12 protease 
homolog from Arabidopsis thaliana BAG gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 





Seq. No. 


55255 




Seq. ID 


OJ000322_06, 


, 0424 .C34 




Gene No. 


115798 




Strand 


+ 






Start 


1 




End 


4867 






Name 


OJ000322 06.0424.C34.ol, 


.gs 


Method 


GENSCAN 






Start 


791 




End 


3732 






GI 


* none 




Score 


.63 






Exons . 


791. .845, 1100. .1377, 1449.. 


1824, 1869 


..2014, 2091, 


, .3065, 






3077. .3121, 3151. .3732 












Seq. No. 


55255 




Seq. ID- 


OJ000322_06, 


,0424 .C34 




Gene No . 


115799 




Strand * 


+ 






Start 


6254 




-End 


9946 




s2 


Name 


OJ000322 06.0424 .C34 .o3, 


.gs 


Method 


GENSCAN 




T 


Start 


6254 




End 


9946 






GI 


none 




Score 


.53 




£3 


Exons 


6254. .6583, 6673. .6834, 


9368 


. .9485, 9939. .9946 






Seq. No. 


55255 




Seq. ID 


OJ000322_06. 


,0424 .C34 




Gene No. 


115799 




Strand 


+ 






Start 


6254 




End 


9946 






Name 


OJ000322 06.0424.C34 .o2. 


,gp 


Method 


AAT/GAP 






Start 


7534 




End 


9245 






GI 


none 




Score 


871 






Exons 


7534. .7698, 8577. .8732, 


8825 


..8936, 9027. .9110, 9220. .9245 




Seq.-: No. 


55255 




Seq. ID 


OJ000322_06n 


,0424.034 




Gene No. 


115800 




Strand 








Start 


3912 




End 


3997 




i =? 


Name 


OJ000322 06.0424.C34.ol. 


gp 


Method 


AAT/GAP 






Start 


3912 




End 


3997 






GI 


LIB3477-003-P1-K1-E9 




Score 


110 






Exons 


3912. .3997 












GI Descrip. 


'24 98586/spiQ40638 IMPOl 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 






S 1 PRECURSOR (ORY S I)" 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 






sativa] ' 












Seq. No. 


55255 




Seq. ID 


OJ000322_06. 


0424 .C34 




Gene No. 


115801 




Strand 








Start 


4296 




End 


5226 






Name 


OJ000322 06.0424.C34.o3. 


tm 


Method . 


TBLASTX: Maize 




Start 


1362 




End . 


1658 






GI 


none 




Score 


335 






Exons 


1362. .1658, 1364. .1654 











Seq. No. 



55255 



Seq. ID 

55856 



OJ000322 06.0424.C34 




Gene No. 


115801 








Strand 






Start 


4296 








End 


5226 




Name 


OJ000322 06 


. 0424 


. 034 . o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


1362 








End 


1661 




GI 


none 








Score 


211 




Exons 


1362 . .1661 














Seq. No. 


55255 








Seq. ID 


OJ000322_06.0424 


.C34 


Gene No. 


115801 








Strand 






Start 










End 


coo/" 

522 6 




Name 


OJ000322 06 


. 0424 


. C34 . ol 


. tc 


Method 


TBLASTX ; Cress 




Start 


1365 








End 


1 /" T /" 

167 6 




GI 


none 








Score 


262 




Exons 


1365 . . 1676, 


14 60 


. . 1507 , 


1535 . 


. 1672 






Seq. No. 


55255 








Seq. ID 


OJ000322_06.0424 


.C34 


Gene No. 


115801 








Strand 






Start 


4296 








End 


coo/" 

522 6 




Name 


OJP00322 06 


. 0424 


. C34 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


1365 








End 


1676 




GI 


none 








Score 


303 




Exons 


1365 . . 1676, 


1367 


. . 1675 










Seq. No. 


55255 








Seq. ID 


OJ000322 06.0424 


. 034 


Gene No. 


115801 








St-rand 






Start 


4296 








End 


5226 




Name 


OJ000322 06 


.0424 


C34 . ol 


. ts 


Method 


m T TV r> m \t 

TBLASTX : Soybean 




Start 


2187 








End 


2687 




GI 


5509260 








Score 


414 




Exons 


2187 . .2687, 


2510 


. 2665 










GI Descrip. 
















Seq. No. 


55255 








Seq. ID 


OJ000322 06.0424 


.034 


Gene No. 


115801 








Strand 


- 




Start 


4 296. 








End 


5226 




Name 


OJ000322 06 


0424 


C34 . o5 


..tm 


Method 


TBLASTX : Maize 




Start 


2232 








End 


24-77 




GI 


none 








Score 


258 




Exons 


2232 . ,2^11 , 


2232 


. 24 68 










Seq. No. 


55255 








Seq. ID 


OJ000322 06.0424 


034 


Gene No. 


115801 








Strand 


- 




Start 


4296 








End 


5226 




Name 


OJ000322_06 


0424 , 


C34 . o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2295 








End 


2570 




GI 


none 








Score 


244 




Exons 


2295 . . 2570, 


2318 , 


. 2437 , 


2504 . 


. 2548 






Seq. No. 


55255 








Seq. ID 


OJ000322_06.042-4' 


■034 


Gene No. 


115801 








Strand 








*i ^ -7 D 








PnH 


o ^ u 




Name 


OJ000322 06 


0424. 


034. ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2349 








End 


2897 




GI 


none 








Score' 


310 




Exons 


2349. .2696, 


2351. 


.2692, 


2688. 


.2897 






Seq. No. 


55255 








Seq. ID 


OJ000322_06.0424. 


034 



55857. 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



115801 Strand 

4296 End 

OJ000322_06 . 0424 . C34 . ol . tm Method 

2483 End 

none Score 



5226 

TBLASTX: Maize 

2930 

510 



2483. .2719, 2484. .2930, 2786. .2926, 2802. .2930 



Seq. No. 55255 

Gene No. 115801 

Start 4296 

Name OJ000322_06 . 0424 . C34 . o3 . 

Start 2910 

GI none 

Exons 2910., 2978, 2922.. 2981, 
3142. .3294, 3234. .3293 



Seq. ID OJ000322_06.0424.C34 
Strand 

End 5226 

tw Method 'TBLASTX : Wheat 

End 3294 

Score 78 
2977. .314 4, 3035. .314 5, 3141. .3188, 



Seq. No. 


55255 








Seq. ID 


OJ000322 


_06.0424.C34 


Gene No. 


115801 








Strand 






Start 


4296 








End 


5226. 




Name 


OJ000322 06. 


.0424-, 


.034. o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2981 








End 


3363 




GI 


none 








Score 


217 




Exons 


2981. .3145, 


2983, 


. .3144, 


3141. 


.3194, 3142. .3363, 


3231. .3347 


Seq. No. 


55255 








Seq. ■ ID 


OJ000322 


_06.0424.C34 


Gene No. 


115801 








Strand 






Start 


4296 








End 


5226 




Name 


OJ000322 06. 


.0424. 


.C34 .o2 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


3059 








End 


3654 




GI 


none 








Score 


81 




Exons 


3059. .3145, 


3064 . 


. .3144, 


3241. 


.3402, 3252. .3401, 


3478. .3654, 



3483. .3653 



Seq. No. 


55255 








Seq. ID 


OJ000322_06.0424 .C34 


Gene No. 


115801 








Strand 




Start 


4296 








End 


5226 


Name 


OJ000322 06. 


.0424, 


.C34 .o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3460 . 








End 


3791 


GI ■ 


none 








Score 


296 


Exons 


3460. .3726, 


3471. 


. .3689, 


3711. 


.3791 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55255 
115801 
4296 

OJ000322_06.0424.C34 .o4.tw 
3520 
none 

3520. .3723, 3537. .3749, 3846. .3902 



Seq. ID OJ000322_06.0424.C34 
Strand 

End 5226 

Method TBLASTX : Wheat 

End 3902 

Score 189 



Seq. No. 55255 Seq. ID 

Gene No. 115801 Strand 

Start 4296 End 

Name OJ000322_06 . 0424 . C34 . o2 . gs Method 

Start 4296 End 

GI none . Score 

Exons 4296.. 4305, 5105.. 5226 



OJ000322_06.0424.C34 

5226 
GENSCAN 
5226 
.91 



55858 



Seq. No. 55255 

Gene No. 115802 

Start 9027 

Name OJ000322_06 . 0424 . C34 . o6 . tm 

Start 9027 

GI' none 

Exons 9027.. 9110, 9029.. 9109, 9047. 

9220.. 9294, 9368.. 9394 



OJ000322_06. 0424 .C34 
9394 

TBLASTX: Maize 

9394 

108 ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9112, 9209.. 9283, 9218.. 9283, 



Seq. No. 55256 Seq. ID 

Gene No. 115803 Strand 

Start 1 End 

Name OJ000322_0 6.0424. C35 . ol . gp Method 

Start 1 End' 

GI none Score 

Exons 1 . .316 



OJ000322_06. 0424 .035 
+ 

316 

AAT/GAP 

316 

596 



Seq. No. 55256 Seq. ID 

Gene No. 115804 Strand 

Start 255 End 

Name OJ000322_06 . 0424 . C35 . ol . tw Method 

Start 250 End 

GI none Score 
Exons 



OJ000322_06. 0424 .035 
702 

TBLASTX: Wheat 

606 

156 



250. '.351, 254.. 355, 255.. 350, 260.. 352, 538.. 606 





Seq. No. 


55256 


Seq. ID 


OJ000322_06.0424 


,035 




Gene No. 


115804 


Strand 








Start 


255 


End 


702 






Name 


OJ000322 06.0424.C35.ol.gs 


Method 


GENSCAN 






Start 


255 


End 


702 




\ -J! 


GI 


none 


Score 


.79 






Exons 


255. . 349, 538. .702 










Seq. No. 


55256 


Seq. ID 


OJ000322_06.0424 


.035 




Gene No. 


115804 


Strand 








Start 


255 


End 


702 






Name 


OJ000322 06.0424.C35.ol.np 


Method 


AAT/NAP 






Start 


272 


End 


692 






GI 


7486949 


Score 


153 






Exons 


272. .349, 538. .692 










GI Descrip. 


hypothetical protein T13J8. 


10 - Arabidopsis thaliana 








gi 1 445534 9 |emb|CAB36759.1 1 


(AL035524) 


putative protein 





[Arabidopsis thaliana] gi | 726964 4 | emb | CAB79592 . 1 | 
putative protein [Arabidopsis thaliana] 



(AL161572) 



Seq. No. 55257 Seq. ID 

Gene No. 115805 Strand 

Start 74 End 

Name OJ000302_06 . 04 20 . 01 . ol . gs Method 

Start 74 End 

GI none Score 

Exons 74.. 138 



OJ000302_06. 0420.01 
+ 

138 

GENSOAN . 

138 

.68 



Seq. No. 55257 Seq. ID- 
Gene No. 115806 Strand 
Start 740 End 
Name OJ000302_06 . 0420 . 01 . ol . np Method 



OJ000302_06.0420.C1 
+ 

1171 
AAT/NAP 



55859 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



740 End 1171 

7523517 Score 273 

740. .1171 

(AP001633) hypothetical protein [Oryza sativa] 



55258 Seq. ID 

115807 Strand 

598 End 

OJ000302_06 . 0420 . C2 . ol . gs Method 

598 End_ 

none Score 
598. .951 



OJ000302_06-.0420.C2 
+ 

951 

GENSCAN 
951 

.63 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55259 

115808 

461 

OJ000302 

461 

none 



06.0420.C3.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_06.0420.C3 
+ 

1624 
GENSCAN 
1624 
.64 ^ 



461. .638, 1285. .1433, 1492. .1624 



Seq. No. 55260 
Gene No. 115809. 
[3 Start 2668 

U' Name OJ000302_06 . 0420 . C4 . o2 . gs 

[PI Start 2668 
pjs GI none 
;'i Exons 2668.. 2922, 3074 

4855.. 4991, 5320 
.y 6761.. 6887, 6973 

.3 8486.. 8663, 8754 

=if 10794 

11871 



OJ000302_06.0420.C4 
+ 

12757 
GENSCAN 
12630 
.82 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3202, 3432.-3575, 3662. .3807, 4576. .4762, 
5421, 5451.. 5568, 5652. .5753, 6571. .6605, 
7143, 7839. .7970, 8039. .8148, 8249. .8309, 
8959, 9359.. 9457, 9538.. 9759, 10294 .. 10389, 
10847, 10919. .10999, 11122 .. 11292, 11605 .. 11784 , 
12077, 12383. .12453, 12531.. 12630 



Seq. No. 55260 
Gene Noi 115809 
Start 2668 

Name OJ000302_06 . 04 20 . C4 . ol . np 

Start 3071 
GI 4733891 

Exons 3071.. 3202, 3432.. 3575, 3662. 

4344. .4507, 4617. .4762, 4855. 
5511.. 5568, 5652.-5753, 6571. 
7839. .7970, 8039. .8148, 8249. 
9155. .9274, 9359.-9457, 9538. 
10794. .10847, 10919 .. 10999, 1 
11871. . 12077, 12167. .12306, 1 
12701. . 12757 

GI Descrip. (AF104 924) unconventional myosin heavy chain [Zea mays] 



Seq. ID OJ000302_06. 0420. C4 
Strand + 
End 12757 
Method AAT/NAP 
End 12757 
Score 5794 
-3807, 3917. .4073, 4170. .4228, 
.4991, 5076. .5222, 5320. .5421, 
.6605, 6761. .6887, 6973. .7143, 
.8309, 8486.-8663, 8754. .8959, 
.9759, 10294. .10427, 10575 .. 10694 , 
1122. . 11292, 11632. .11784, 
2383. . 124 53, 12531. . 12630, 



Seq. No. 55260 Seq. ID 

Gene No. 115809 Strand 

Start 2668 End 

Name OJ000302_06 . 0420 . C4 . ol . gp Method 

Start 8473 End 

GI 2310300 Score 

Exons 8473.. 8663, 8754.. 8959, 9155.-9188 



OJ000302_06.0420.C4 
+ 

12757 
AAT/GAP 
9188 ... 
778 



55860 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4733891/gb| AAD17931 .2 1 5.0e-68 (AF104924) unconventional myosin 
heavy chain [Zea mays] 



55260 

115809 

2668 

OJ000302_06.0420.C4 .o2.gp 
9665 

uC-osflcypl24gl2bl 
9665. .9759, 10294 .. 104 32/ 
M733891/gb|AAD17931.2| 6. 
heavy chain [Zea mays] ' 



Seq. ID OJ000302_06.0420.C4 

Strand + 

End 12757 

Method AAT/GAP ' 

End 10847 

Score 710 
10580. .10694, 107 94. .10847 
Oe-63 (AF104 924) unconventional myosin 



55260 
115809 
2668 

OJ000302_06.0420.C4 .o3.gp 
12159 
428045 

12159. .12306, 12383. .12453, 
4 7338 91/gb|AAD17931 .2 



Seq. ID OJ000302_06.0420.C4 
Strand + 
End 12757 
Method AAT/GAP 
End 12746 
Score .643 
12531. .12630, 12701. .12746 
6. Oe-63- (AF104924) unconventional myosin' 







heavy chain 


[Zea mays] 












Seq. No. 


55260 






Seq. 


$D^ OJ000302 


_06.0420.C4 




Gene No. 


115810 






Strand 








Start 


75 






End 


1351 




f'n 


Name 


OJ000302 06. 


0420. 


C4 .ol.gs 


Method GENSCAN 






Start 


75 






End 


1351 






GI 


none 






Score 


.89 






Exons 


75. .243, 771 


,.964, 1100. .1351 










Seq. No. 


55260 






Seq. 


ID OJ000302 


_06.0420.C4 




■ Gene No. 


115811 






Strand 








Start 


3056 






End 


12768 






Name 


OJ000302 06. 


0420. 


C4.oi:tc 


Method TBLASTX: 


Cress 




Start 


3056 






End 


12760 




T T 


GI 


none 






■ Score 


147 






Exons * 


3056.,. 3205, 


3092. 


.3199, 3455 


. .3574, 


3456. . 


3575, 


3658. .3813, 


=s J 




3662. .3808, 


3683. 


.3817, 3906 


. .4013, 


3908. . 


4072, 


3909. .4076, 






4167. .4208, 


4169. 


.4228, 4341 


. .4505, 


4342. . 


4503, 


4625. .4762, 






4628. .4771, 


4651. 


.4770, 4842 


. .4994, 


4852. . 


4989, 


5073. .5222, 






5077. .5223, 


5300. 


.5419, 5300 


. .5419, 


5302. . 


5427, 


5506. .5568, 






5508. .5564, 


5649. 


.5753, 5649 


. .5756, 


6755. . 


6880, 


6759. . 6887, 






6761. . 6892, 


6762. 


.6893, 6961 


. .7164, 


6970. . 


7035, 


6993. .7157, 






7811. .7969, 


7857. 


.7970, 8038 


. .8145, 


8039. . 


8146, 


8039. .8146, 






8235. .8312, 


8235. 


.8321, 8480 


. .8665, 


8485. . 


8664, 


8749. .8946, 






8753. .8959, 


9153. 


.9275,, 9155 


. .9280, 


9359. . 


9457, 


9380. .9457, 






9509. .9601, 


9532. 


. 9705, ''9537 


. .9710, 


9685. . 


9759, 


9696. .9758, 






10377. .104 33, 10577. .10678, 


10578. . 


10685, 


10969 


. .11001, 






11118. .11288, 11119. .11304, 


11121. . 


11315, 


11635 


. .11766, 






11868. .11933 


, 118 


82. . 11932, 


11927, . 


12079, 


11928 


. . 12080, 






12211. .12309 


, 12238. .12309, 


12368. . 


12451, 


12382 


. .12471, 






12528. . 12629 


, 12559. .12630, 


12698. . 


12760, 


12706 


. .12759 




Seq. No. 


55260 






Seq.- 


ID OJ000302 


_06.0420.C4 




Gene No. 


115811 






Strand 








Start 


3056 






End 


12768 





'558'61 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000302_06, 

4176 

none 

4176. .4220, 

55260. 

115811 

3056 

OJ000302_06. 

4876 

none 

4876. .4989, 

55260 

115811 

3056 

OJ000302_06. 

5077 

none 

5077. .5223, 
5649. .5744 



0420.C4 .08 .tm 



4347. .4493, 4357, 



0420.C4 .o4 . tm 



Method 
End 
Score 
.4491 



TBLASTX: Maize 

4 4 93 

192 



Seq. ID OJ000302_06.0420.C4 
Strand 

End 12768 

Method TBLASTX : Mai ze 

End 5223 

Score 142 



4878.-4997, 5077.. 5223, 5163. .5222 

Seq. ID OJ000302_06.0420.C4 
Strand 

End 12768 

0420 . C4 . o5 . ts Method TBLASTX : Soybean 

End 5744 

Score 103 
5225. .5260, 5375. .5425, 5505. .5564, 5506. .5568, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55260 

115811 

3056 

OJ000302_06, 

5375 

none 

5375. .5419, 



0420.C4 .o6.tm 



5505. .5564, 5506, 



Seq. ID OJ000302_06.0420..C4 
Strand 

End 12768 

Method TBLASTX : Maize 

End 5753 

Score 57 
.5568, 5649.. 5753 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55260 

115811 

3056 

OJ000302_06, 
6760 ■ 
none 

6760. . 6882, 
6972. .7154, 

55260 

115811 

3056 

OJ000302_06, 

6798 

none 

6798. .6893, 
.7017. .7118 



0420.C4 .o3.tm 



6761. .6889, 6762, 
7837. .7938, 7841. 



0420.C4.o4 .ts 



6803.. 6892, 6961, 



Seq. ID OJ000302_06.0420.C4 
Strand 

End 12768 
Method TBLASTX : Mai ze 
End 7940 
Score 188 

.6890,- 6952. .7164, 6970. .7110, 
.7939, 7857. .7940 

Seq. ID OJ000302_06.0420.C4 
Strand 

End 12768 

Method TBLASTX : Soybean 

End 7118 

Score 124 

.7014, 6972. .7013, 7015. .7116, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55260 

115811 

3056 

OJ000302_06, 

7841 

none 

7841. .7969, 



0420.C4 .o3.ts 



7857. .7970, 8038, 



Seq. ID OJ000302_06.0420.C4 
Strand 

End 12768 

Method TBLASTX : Soybean 

End 8140 

Score 163 

.8133, 8039. .8140, 8042. .8134 



Seq. No. 



55260 



Seq. ID OJ000302_06.0420.C4 



55862 



Gene No, 


115811 


Strand 






Start 


3056 


End 


12768 




Name 


OJ000302 06.0420.C4 .ol. tm 


Method 


TBLASTX: 


Maize 


Start 


8040 


End 


9401 




GI 


none 


Score 


181 




Exons 


8040. .8114, 8041. .8154, 8042 


..8146, 8 


042. .8182, 


8234 . . 8308, 




8235.. 8312, 8480.. "8668, 8484 


..8537, 8 


485. .8676, 


8577 . .8687, 




8752. .8958, 8753. .8959, 8756 


..8959, 8 


762. .8923, 


8810. .8959, 




9148.. 9216, 9152.. 9226, 9153 


..9275, 9155. .9280, 


9156. . 9233, 




9157.. 9282, 9354. .9401, 9359 


..9400, 9366. .9401 




Seq. No. 


55260 


Seq. ID 


OJ000302 


_06.0420.C4 


Gene No. 


115811 


Strand 






Start 


3056 


End 


12768 




Name 


OJ000302_06. 0420 .C4 .ol . ts 


Method 


TBLASTX: 


Soybean 


Start 


8762 


End 


9719 




GI 


none 


Score 


93 • 




Exons 


8762.. 8923, 8858.. 8959, 9158 


..9280, 9359.. 9457, 


9529. . 9711, 




9537.. 9599, 9616.. 9693, 9675 


-. .9719 






Seq. No. 


55260 


Seq. ID 


OJ000302 


_06.0420.C4 


Gene No. 


115811 


Strand 






Start 


305.6 


End 


12768 




Name 


OJ000302 ,06. 0420.04. o5.tm ■ 


Method 


TBLASTX: 


Maize 


Start 


9601 


End 


10955 




GI 


none 


Score 


168 




Exons 


9601. .9759, 9610. .9753, 10293 .. 10373, 


10361. .10456, 




10374. .10433, 10378 .. 104 34 , 


10567. .10629, 10567 


. . 10692, 




10568. . 10696, 10575 .. 10697 , 


10786. .10845, 10793 


. .10852, 




10799. .10846, 10908. .10955 








Seq. No. 


55260 


Seq. ID 


OJ000302 


_06.0420.C4 


Gene No. 


115811 


Strand 






Start 


3056 


End 


12768 




Name 


OJ000302 06.0420.C4 .o7.tm 


Method 


TBLASTX : 


Maize 


Start 


11097 


End 


11288 




GI 


none 


Score 


194 




Exons 


11097. .11288, 11122. .11286, 


11145. .11288 












Seq. No. 


55260 


Seq. ID 


OJ000302 


_06.0420.C4 


Gene No. 


115811 


Strand 






Start 


3056 


End 


12768 




Name 


OJ000302 06.0420.C4.o2.tm 


Method 


TBLASTX : 


Maize 


Start 


11745 


End 


12768 




GI 


none 


Score 


61 




Exons 


1174 5. .11783, 1174 6. .11784, 


11756. .11785, 11869 


. .12009, 




11870. .12010, 11871. .12008, 


12026. .12076, 12039 


. .12077, 




12161. .12199, 12166. .12198, 


12194. . 12307, 12201 


. . 12308, 




12235. .12309, 12325. .12471, 


12347. .12451," 12519 


. . 12626, 




12521. . 12628, 12527. .12625, 


12528. .12629, 12559 


. .12630, 




12 698. .12760, 12700. .127 68, 


12700. .12759 




Seq. No. 


55260 


Seq. ID 


OJ000302 


_06.0420.C4 


Gene No. 


115811 


Strand 






Start 


3056 


End 


12768 




Name 


OJ000302 06.0420.C4.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


11892 


End 


12427 





55863 



GI 

Exons 



none Score 185 

11892. .12077, 11950. .12078, 11951 .. 12079, 11987. 
12241. .12309, 12365. .12427 



,12079, 



Seq. No. 55260 
Gene No. 115811 
Start 3056 

Name OJ000302_06 . 0420 . C4 . o2 . ts 

Start 11970 
GI none 

Exons 11970. .12077, 11974 .. 12063, 

12213. .12305, 12238. .12306, 
12519. . 12614, 12528. .12629, 
12698. .12760, 12698. .12760 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11975. . 12064, 
12365. .12451, 



OJ000302 06. 0420. C4 



12768 

TBLASTX: Soybean 
12760 
179 

11984. .12079, 
12370. . 12453, 



12559. .12630, 12 682 .. 12759, 



Seq. No. 


55261 


Seq. ID 


OJ000302_06.0420.C5 


Gene No. 


115812 


Strand 


+ 


Start 


1 . 


End 


228 


Name 


'OJ000302 06.0420.C5.ol.np 


..Method 


AAT/NAP 


Start 


1 


End 


228 


w J. 


4733891 


Score 


171 


Exons 


1. .228 






GI Descr'ip. 


(AF104924 ) unconventional 


myosin heavy 


chain [Zea mays] 


Seq. No. 


55-2-61 


Seq. ID 


OJ000302_06. 0420.C5 


Gene No. 


115813 


Strand 


+ 


Start 


211 


End 


491 


Name 


OJ000302 06.0420.C5.ol.gp 


Method 


AAT/GAP 


O L. a. J. L. 


211 


End 


491 


GI 


LIB34 33-050-P1-K1-A9 


Score 


504 


Exons 


211. .491 






GI Descrip. 


'4733891/gb|AAD17931.2| 5. 


Oe-68 (AF104924) unconventional myosin 




heavy chain [Zea mays] * 






Seq. No. 


55261 


Seq. ID 


OJ000302_06.0420.C5 


Gene No. 


115814- 


Strand 


+ 


Start 


1012 


End 


2049 


Name 


OJ000302 06.0420.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


99 


End 


662 


GI 


none 


Score 


156 


Exons 


99. .233, 99, .230, 100. .234 


, 294. .320, 


295. .321, 299. .319, 




488. .538, 551, .580, 554. .580, 597. .662 


, 610,. 657 


Seq. No. 


55261 


Seq. ID 


OJ000302_06.0420.C5 


Gene No. 


115814 


Strand 


+ • ■ 


Start 


1012 . 


End 


2049 


Name 


OJ000302 06.0420.C5.ol.gs 


Method 


GENSCAN 


Start 


1012 


End 


2049 


GI . • 


none 


Score 


.59 


Exons 


1012. .1130, 1256. .1380, 18 


46. .1983, 2021. .2049 


Seq. No. 


55262 


Seq, ID 


OJ000302 06. 0420. C6 


Gene No. 


115815 


Strand 


+ 


Start 


722- 


End 


3865 


Name " 


OJ000302 06.0420,C6.ol,np 


Method 


AAT/NAP 


Start 


722 


End 


3865 


GI 


6862923 


Score 


301 



55864 




Exons 722.. 741, 2260.. 2843, 3769.. 3865 

GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 



Seq. No. 


55262 








Seq. ID 


OJ000302 


_06. 0420 


.06 


Gene No. 


115815 








Strand 


+ 






Start 


, 722 








End 


3865 






Name 


OJ000302_06. 


0420. 


C6.01. 


gs 


Method 


GENSCAN 






Start 


2136 








End 


2847 






GI 


none 








Score 


.51 






Exons 


2136. .2440, 


2529. 


.2847 












Seq. No. 


55262 








Seq. ID 


OJ000302 


_06. 0420 


.06 


Gene No. 


115816 








Strand 


+ 






Start 


4742 








End 


6578 






Name 


OJ000302_06, 


0420 . 


C6. o2 . 


gs 


Method 


GENSCAN 






Start 


4742 








End 


6578 






GI 


none 








Score 


.74 






Exons 


4742. .4756, 


5944 , 


, 6040, 


6083. 


.6,343, 6355. . 6578 






Seq. No . 


55262 








Seq. ID 


OJ000302 


_06.0420 


.06 


Gene No. 


115817 








Strand 








Start 


3907 








End 


11984 






Name 


OJ000302_06. 


04,20. 


06. ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start . 


2256 








End 


2808 






GI 


none 








Score 


194 






Exons 


2256. .2528, 


2327. 


.2530, 


2567. 


.2683, 2572.. 26-73, 


, 2679. .2780, 




2683. .2808 
















Seq. No. 


55262 








Seq. ID 


bJ000302 


_06.0420 


.06 


Gene No. 


115817 








Strand 








Start 


3907 








End 


11984 






Name 


OJ000302_06. 


0420. 


06. o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2256 








End 


2810 






GI 


none 








Score 


209 






Exons 


2256. .2528, 


2333. 


.2530, 


2567. 


.2683, 25721.2673, 


2679: ,21 


no. 




2683. .2808 
















Seq. No. 


55262 








Seq'. ID 


OJOOO'302 


_06.0420 


.06 


Gene No. 


115817 








Strand 








Start 


3907 








End 


11984 






Name 


OJ000302 06. 


0420. 


06. o3. 


tc 


Method 


TBLASTX: 


Oress 




Start 


2259 








End 


2534 






GI 


none 








Score 


194 






Exons 


2259. .2534 
















Seq. No. 


55262 








Seq. ID 


OJ000302 


_06.0420 


06 


Gene No. 


115817 








Strand 








Start 


3907 








End 


11984 






Name 


OJ000302 06. 


0420. 


06'. ol. 


gp 


Method 


AAT/GAP 






Start 


' 3907 








End 


8098 






GI 


3862 1.R1084 








Score 


1238 






Exons 


3907. .4173, 


7701. 


.8098 












GI Descrip. 


'3258571 4.0e-22 


(,y89959) Hypothetical 


protein 


[Arabidopsis 




thaliana] ' 
















Seq. No. 


" 55-262 








Seq. ID 


OJ000302 


_06.0420, 


06 


Gene No. 


115817 








Strand 









55865 




390.7 End 11984 

OJ000302_06 . 0420 . C6 . o3 . gs Method GENSCAN 

7129 End 11912 

none Score .76 

7129. .7172, 7701. .7822, 7902. .8109, 8201. .8311, 8723. .8935, 
9027. .9096, 9176. .9821, 9898. .10127, 10212 .. 10392, 10523 .. 10914 , 
11205. .11397, 11482. .11639, 11757. .11912 



Seq. No. 


55262 








Seq. ID 


OJ0003q2_06.0420 


.C6 


Gene No. 


115817 








Strand 






Start 


3907 








End 


11984 




Name 


OJ000302 06 


.0420. 


C6.o2. 


np 


Method 


AAT/NAP 




Start 


7715 








End 


8008 




GI 


2760334 








Score 


347 




Exons 


7715. . 8008 














GI Descrip. 


(AC002130) 


F1N21. 


5 [Arabidopsis thaliana] 




Seq. No . 


55262 








Seq. ID 


OJ000302_06.0420 


.C6 


Gene No. ' 


115817 








Strand 






Start 


3907 








End 


11984 




Name 


OJ000302 06 


.0420. 


C6.01 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7748 








End 


8008 




GI 


none 








Score 


318 




Exons 


7748. .7987, 


7767 . 


.7991, 


7970 . 


.8008 






Seq. No. 


55262 








Seq. ID 


OJ000302_06.0420 


.C6 


Gene No. 


115817 








Strand 






Start 


3907 








End 


11984 




Name 


OJ000302_06 


.0420. 


C6.o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


7748 








End 


8008 




GI 


none 








Score 


294 




Exons 


7748. .7987, 


7767 . 


,7988, 


7970. 


. 8008 






Seq. No. 


55262 








Seq. ID 


OJ000302_06.0420 


.06 


Gene No. 


115817 








Strand 






Start 


3907 








End 


11984 




Name 


OJ000302 06 


.0420. 


C6.02. 


tc 


Method 


-TBLASTX: Cress 




Start 


7763 ' 








End 


8008 




GI 


none 








Score 


152 




Exons 


7763. .7987, 


7767 . 


.7991, 


7976. 


.8008 






Seq. No. 


55262 








Seq. ID 


OJ000302_06.0420 


C6 


Gene No. 


115817 








Strand 






Start 


3907 








End 


11984 




Name 


OJ000302 06 


.0420. 


C6.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


7763 








End 


8008 




GI 


none 








Score 


156 




Exons 


7763. .7987, 


7767. 


.7 991, 


7976. 


.8008 






Seq. No. 


55262 








Seq. ID 


OJ000302_06.0420 


C6 


Gene No. 


115817 








Strand 






Start 


3907 








End 


11984 




Name 


OJ000302 06 


.0420. 


C6,o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


9169 








End " 


9289 




GI 


none 








Score 


87 




Exons 


9169. .9270, 


9173. 


.9289, 


9177. 


.9287 







55866 



Seq. No. 55262 

Gene No. 115817 

Start 3907 

Name OJ000302_06 . 0420 . C6 . o3 . np 

Start 9176 

GI 7487078 

Exons 9176.. 9821, 9898.. 10127, 

11205. . 11409, 11494. .11639, 

GI Descrip. hypothetical protein T16I18 



OJ000302 06. 0420. C6 



gi I 727022 9|emb|CAB79999.1 I 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10212. .10392, 
11757. .11984 

30 - Arabidopsis thaliana 



11984 
AAT/NAP 
11984 
1455 

10523. .10914, 



(AL161582) putative protein 



Seq. No. 55262 Seq. ID 

Gene No. 115817 Strand 

Start 3907 End 

Name OJ000302_06 . 0420 .C6 . ol . tm Method 

Start 9303 End 

GI none ■ Score 
Exons 



OJ000302_06.0420.C6 
11984 

TBLASTX: Maize 

10058 

172 



9303. .9455, 9308;. 9511, 9312. .9461, 9458.-9823, 9459. .9587, 
9459. .9824, 9461. .9820, 9508. .9831, 9645. .9824, 9894. .10052, 
9895. .1002 9, 9900. .10058, 9940. .10053 



Seq. No. • 55262 

Gene No. 115817 

Start 3907 

Name OJ000302_06 . 0420 . 06 . o3 . ts 

Start 9350 

GI none 
Exons 



Seq.. ID OJ000302 06. 0420. 06 



Strand 
End 

Method 

End 

Score 



11984 

TBLASTX : Soybean 

9757 

91 



9350. .9592, 9351. .9569, 9581. .9757, 9645. .9749 



Seq. No. 55262 

Gene No. 115817 

Start 3907 

Name OJ000302_06 . 0420 . 06 . o4 . ts 

Start 9981 

GI none 

Exons 9981.. 10109, • 10057:-. . 10128 , 
10517. . 10600, 10522.. 10623 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_06. 0420.06 
11984 

TBLASTX: Soybean 

10623 

48 



10212. .10394, 10225. .10395, 



Seq. No.- 55262 
Gene No. 115817 
Start 3907 

Name OJ000302_06 . 0420 . 06 . ol . tc 

Start 10044 
GI none 
Exons 10044. 

10300! 

10522. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 06.0420.06 



,10109, 10187. .10393, 10212. 
,10395, 10517. .10726, 10518. 
10746, 10523. . 10747, 11200. 



11984 

TBLASTX :Oress 
11271 
67 

.10394, 10269. .10394, 
,10727, 10522. . 10737, 
,11271, 11202. .11270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55263 

115818 

1 

OJ000302_06.0420.O7.ol.np 
1 

7487078 



Seq. ID OJ000302_06.0420.O7 
Strand 

End 1504 

Method AAT/NAP 

End 1504 

Score 655 



1..161, 353. .545, 651. .882, 1070. ,1504 

hypothetical protein T16I18.30 - Arabidopsis thaliana 



558 67 




gi|7270229|emb|CAB79999,l| (AL161582) putative protein 
[Arabidopsis thaliana] 



Seq. No. 


55263 






Seq. ID 


OJ000302_06.0420.C7 


Gene No. 


115818 






Strand 




Start — 


1 






End 


1504 


Name 


OJ000302 06 


.0420 


.C7.ol.gs 


Method 


GENSCAN 


Start 


353 






End 


1421 


GI 


none 






Score 


.69 


Exons 


353. .545, 651. .779, 788. .849, 


1070. . 1183, 1274 . . 1421 


Seq. No. 


55264 






Seq. ID 


OJ000302_06.0420.C8 


Gene No. 


115819 






Strand 




Start 


682 






End 


8648 


Name 


OJ000302 06 


.0420 


.C8.ol.gs 


Method 


GENSCAN 


Start 


682 






End 


8304 - 


GI 


none 






Score 


.85 


Exons 


682. .756, 1764.. 


1865, 3398.. 3556, 4435 


. .4516, 4641. .4711, 




4792. . 4891, 


4977 


..5183, 5340. 


.5362, 5730. .5804, 6650. .6742, 




7234. .7338, 


7801 


..7871, 8142. 


.8304 




Seq. No. 


55264 






Seq. ID 


OJ000302_06.0420.C8 


(^pnp No 


115819 






Strand 




Start 


682 






End 


8648 


Name 


OJ000302 06 


.0420 


. C8.ol.np 


Method 


AAT/NAP 


Start 


682 






End 


8648 


GI 


6094553 






Score 


1812 


Exons 


682. .756, 845. .907, 1764. .1846, 2659.. 


2701, 3398.. 3556, 




4435. .4511, 


4648 


..4711, 4792. 


.4891, 4977. .5183, 5277. .5362, 




5730. .5804, 


6650 


..6742, 7234. 


.7338, 7801. .7871, 8142. .8299, 




8628. .8648 










GI Descrip. 


(AC010676) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


55264 






Seq. ID 


OJ000302_06.0420.C8 


Gene No. 


115819 






Strand 




Start 


682 






End 


8648 . 


Name'" 


OJ000302 06 


.0420 


.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5310 






End 


8202 


GI 


none 






Score 


74 


Exons 


5310. .5399, 


5312 


..5362, 5709. 


.5807, 5728. .5805, 6645. .6743, 




6647. .6745, 


7231 


..7341, 7231. 


.7338, 7232. .7345, 7233. .7340, 




7798. .7872, 


7799 


..7873, 8137. 


.8202, 8137. .8199 


Seq. No. 


55265 






Seq. ID 


OJ000302_06.0420.C12 


Gene No. 


115820 ■• ' 






Strand 




Start 


972 






End 


1275 


Name 


OJ000302 06 


.0420 


.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


972 






End 


1275 


GI 


none 






Score 


282 


Exons 


972. .1274, 


1020. 


.1274, 1054.. 


1275 




Seq. No. 


55266 






Seq. ID 


OJ000302_06.0420.C13 


Gene No. 


115821- 






Strand 


+ 


Start 


140 






End 


863 


Name 


OJ000302 06 


.0420 


.C13.ol.gs 


Method 


GENSCAN 


Start 


140 




End 


863 


GI 


none 






Score 


.79 



55868 



Exons 


140. .284, 372. .498, 558, 


. . 609, 


855 . . 863 










Seq. No. 


55267 




Seq. ID 


OJ000302_ 


06. 


.0420 


.014 


Gene No. 


115822 




Strand 










Start 


469 




End 


739 








Name 


OJ000302_06. 04 20 .014 .ol, 


.gs 


Method 


GENSOAN 








Start 


469 




• End 


739 








GI 


none 




Score 


. 65 








Exons 


469. .574, 720. .739 














Seq. No. 


55268 




Seq. ID 


OJ000302_ 


06. 


.0420 


.015 


Gene No. 


115823 




Strand 


+ 








Start 


1168 




End 


1888 








Name 


OJ000302_06. 0420.C15 . ol . 


■ gs 


Method 


GENSOAN 








Start 


1168 




End 


1888 








GI 


none 




Score 


. 57 








Exons 


1168. .1226, 1630. .1888 














Seq. No. 


55268 




Seq. ID 


OJ000302_ 


06. 


.0420 


.015 


Gene No . 


115824 




Strand 


+ 








Start 


9124 




End 


9817 








Name 


OJr000302 06 . 0420 . C15 . o3 . 


.gs 


Method 


GENSOAN 








Start 


9124 




End 


9817 








GI 


none 




Score 


. 62 








Exons 


9124. .9246, 9680. .9817 














Seq, No. 


55268 




Seq. ID 


OJ000302_ 


06. 


,0420 


.015 


Gene No. 


115825 




Strand 


+ 








Start 


15245 




End 


20999 








Name 


OJ000302 06. 0420. 015. ol. 


,np 


Method 


AAT/NAP 








Start 


15245 




End 


20999 








GI 


7488141 




Score 


1406 









Exons 15245. .15436, 15647 .. 15680, 1577 9 .. 15995 , 19006 .. 20423, 

20948.. 20999 

GI Descrip. probable peptide transport protein T17F15.170 - Arabidopsis 

thaliana gi | 4 678332 | emb I.0AB4 114 3 . 1 1' {AL049658) putative peptide 
transporter [Arabidopsis ' thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55268 

115825 

15245 

OJ000302_06. 0420. 015. o3.gp 
15456 

25730 1.R1084 



Seq. ID OJ000302_06. 0420.015 

Strand + 

End 20999 

Method. AAT/GAP 

End 19062 

Score 943 



15456. .15680, 15779 .. 15995, 19006.. 19062 

M678332/emb|OAB41143. 1 1 3.0e-21 (AL049658) putative peptide 
transporter [Arabidopsis thaliana] ' 



Seq. No. 55268 

Gene No. 115825 

Start 15245 

Name OJ000302_06 . 0420 . 015 . o6 . gs 

Start 19009 

GI none 

Exons 19009. .20406 



Seq. ID OJ000302_06. 0420.015 

Strand + 

End 20999 

Method GENSOAN 

End 20406 

Score \'61' ' 



Seq. No. 



55268 



Seq. ID OJ000302_06. 0420.015 



'"55869 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

"GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



115825 Strand + 

15245 End 20999 

OJ000302_06.0420.C15.o4 .gp Method AAT/GAP 

19671 End 20723 

16142_1.R1084 Score 2069 

19671. .20723 , . 

» 4678332/emb|CAB4il43. 1 1 5.0e-63 (AL049658) putative peptide 

transporter [Arabidopsis thaliana] * 



55268 Seq. ID 

115826 Strand 

1657 End 
OJ000302_06 . 0420 . C15 . ol . gp Method 

1657 End 

none Score 
1657. .2329 



OJ000302_06.0420.C15 

2329 
AAT/GAP 
2329 
1334 



Seq. No. 55268 

Gene No. 115827 

Start 4549- 

Name OJ000302_06 . 0420 . C15 . o2 . gs 

Start 4549 

GI . . none 

Exons 4549.. 4630, 5210.. 5420, 5897. 
- 6692.. 6708 



Seq. ID OJ000302_06.0420.C15 

Strand ' - 

End 6708 

Method GENSCAN 

End 6708 

Score . .53 

.6046, 6136.. 6245, 6283.v6603, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55268 

115828 

21399 

OJ000302_06. 

1646 

none 

1646. .1879, 
1913. .1948, 



0420.C15.o3. tm 



1709. 
1983. 



.1882, 
.2000, 



1726. 
2014. 



OJ000302_06.0420.C15 
25721 

TBLASTX: Maize 
2047 
213 

1735. .1893, 1905. .1949, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1884, 
.2046, 2015. .2047 



Seq. No. 55268 
Gene No. 115828 
Start . 21399, 

Name OJ000302_06 . 0420 . C15 . ol . tm 

Start 15584 
GI none 

Exons 15584 . .15628, 15632 ., 15682 , 

15789. . 15959, 157 91. . 15925, 
19263. . 19787, 19791. . 19850, 
19846. .19914, 19944. .20390 



Seq. ID 

Strand 
End 

Method 

End 

Score 
15634 . .15693, 
19005. .19223, 
19791. .19862, 



OJ000302 06.0420.C15 



25721 

TBLASTX: Maize 
20397 
72 

15643. .15702, 
19006. .19791, 
19792. .20397, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55268 Seq. ID 

115^28 Strand 

•21399 End 

OJ000302_06.0420.C15.ol.tc Method 

15620 End 

none Score 



OJ000302_06.0420.C15 
25721 

TBLASTX: Cress 

20400 

45 



15620. .15682, 157 92. .15959, 19066. .194 85, 19323. .194 90, 
19518. .19595, 19534 .. 19587, 19624 .. 19809, ' 19632 .. 197 12 , 
19789. .20007, 20035 .. 20244 , 20251.. 20400 



Seq. No. 



55268 



Seq. ID OJ000302 06.0420.C15 



55870 




Gene No. 


115828 








Strand 








Start 


21399 








' End 


25721 






Name 


OJ000302 06.0420.C15 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


15792 








End 


20388 . 






GI 


none 








Score 


92 






Exons 


. 15792. 


.15959, 


19006. 


.19194, 


19050. . 191 


93, 19228 


. .19491, 






19281. 


.19490, 


19534 . 


. 19587, 


19633; .200 


07, 20059 


. .20277, 






20281. 


.20388 














Seq. No. 


55268 








Seq. ID 


OJ000302 


_06.0420 


.C15 


Gene No. 


115828 








Strand 








Start 


21399 








End 


25721 






Name 


OJ000302 06.0420.C15, 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


20071 








End 


20397 






GI 


none 








Score 


159 






Exons 


20071. 


.20265, 


20076. . 


.20264, 


20251. .203 


97 






Seq. No. 


55268 








Seq. ID 


OJ000302 


__06.0420 


.C15 


Gene No. 


115828 








Strand 








Start 


21399 








End 


25721 






Name 


OJ0003 


02 06.0420.C15, 


. o2 . tm 


Method 


TBLASTX:! 


Maize 




Start 


21110 








End 


21643 






GI 


none ' 








Score 


40 






Exons 


■21110; 


.21193, 


21132. , 


.21194, 


21192. .212 


90, 21261 


. .21290, 






21329. 


.21376, 


.21357. . 


.21380, 


21357. .21380, 21390 


. .21497, 






21393. 


.21497, 


21394. . 


.21534, 


21534. .21641, 21566 


. .21640, 






21568. 


.21642, 


21571. . 


.21642, 


21572. .21643 






Seq. No. 


55268 








Seq. ID 


OJ000302 


_06.0420 


.C15 


Gene No. 


115828 








Strand 








Start 


21399 








End 


25721 






Name 


OJ000302 06.04 


20.C15. 


. o7 . gs 


Method 


GENSCAN 






Start 


21399 








End 


25721 






GI 


none 








Score 


.88 






Exons 


21399. 


.21494, 


22336. . 


.22483, 


22563. .22708, 23244 


. .23493, 






23705. 


.23753, 


25009. , 


,25130, 


25369. .25721 







Seq. No. 55268 ■ 

Gene No. ' 115828 

Start 21399 

Name . OJ000302__06 . 0420 . C15 . o2 . np 

Start 21402 

GI 2213589 

Exons . 21402. .21494, 22336 
23534 . .23753, 24997 



Seq. ID OJ000302_06.0420.C15 
Strand 

End 25721 
Method AAT/NAP 
End 25694 
Score 443 
22483, 22563. .22708, 2324 4 .. 234 36, 
25154, 25369.. 25694 



GI Descrip. (AC000348) T7N9.9 [Arabidopsis thaliana] 



Seq. No. 55269 

Gene No. 115829 

Start 1781 

Name OJ000302__06 . 0420 . C16 . ol . gs 

Start 1781 

GI non.e 
Exons , 



Seq. ID OJ000302_06.0420.C16 



Strand 
End 

Method 

End 

Score 



4963 
GENSCAN 
4963 
..4 



1781. .1858, 1917. .1999, 2096. .2192, 2688 .. 2811, ■ 3053 .. 3090, 
3955. .3987, 4342. .4427, 4541. .4714, 4745. .4927, 4933. .4963 



Seq. No. 55269 Seq. ID OJ000302_06 . 0420 . C16 

55871 



r-3 



Gene No. 


115829 


Strand 




Start 


1781 


■"End 


4963 


Name 


OJ000302 06.0420.C16.ol 


. tm ' Method 


TBLASTX: Maize 


Start 


2670 


End 


3093 


GI 


none 


Score 


48 


Exons 


2670. .2705, 2703. .2753,. 


2704. .2757, 2754. .2810, 2754. .2819, 




2789. .2944, 2792. .2941, 


2827.. 2955, 2941.. 2970, 2;942 . . 2.97 1 , . 




2974 .. 2988, 2987 . . 3058, 


2988.. 3062, 3058.. 3093*, 3059.. 3091 


Seq. No. 


55270 


Seq. ID 


OJ000302_06.0420.C17 


Gene No. 


115830 


Strand 


+ 


Start 


80 


End 


184 


Name 


OJ000302 06. 0420. 017. ol 


. np Method 


AAT/NAP 


Start 


80 


End 


184 


GI 


6630699 


Score 


77 


Exons 


80. . 184 






GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gi 1 6721536 Idbj IBAA89566 


.11 (AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


55270 


Seq. ID 


OJ000302_06.0420.C17 


Gene No . 


115831 


Strand 


+ 


Start 


312-^ 


End 


726 


Name 


OJ000302 06.0420.C17.o2 


. np Method • 


AAT/NAP 


Start 


312 


End 


726 


GI 


6539570 


Score 


100 


Exons 


312. .515, 662. .726 






GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Sea. No. 


55271 


Seq. ID 


OJ000302_06.0420.C19 


Gene No. 


115832 


Strand 




Start 


239 


End 


2923 


Name 


OJ000302 06.0420.C19.ol 


. gs Method 


GENSCAN 


Start 


239 


End 


2923 


GI. 


none 


Score 


. 61 


Exons 


239. .360, 789. .813, 1016, .1081, 2084.. 


2143, 2551.. 2923 


Seq. No. 


55271 


Seq. ID 


OJ000302_06 . 0420 .C19 


Gene No. 


115832 


Strand 




Start 


239 


End 


2923 


Name 


OJ000302 06.0420.C19.ol 


. np Method 


AAT/NAP 


Start 


777 


End 


2580 


GI 


6323442 


Score 


77 


Exons 


777. .872, 1035. .1081, 2084. .2143, 2551 


..2580 


GI Descrip. 


Homologous to S. pombe < 


aspl+; Viplp gil 1363755|pir| IS59376 




hypothetical protein YLR410w - yeast {Saccharomyces cerevis: 




gil 632 67 6|gb|AAB674 97.1 


1 (U20162) Ylr410wp [Saccharomyces 




cerevisiae] 






Seq. No. 


55272 


Seq. ID 


OJ000302_06.0420.C20 


Gene No . 


115833 


Strand 


4- 


Start 


517 


End 


599 


Name 


OJ000302 06.0420.C20.ol 


. gp Method 


AAT/GAP 


Start 


517 


End 


599 


GI 


LIB34 77-003-P1-K1-E9 


Score 


86 


Exons 


517. .599 






GI Descrip. 


' 24 9858 6/sp|Q4 0638 IMPOl 


_ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 



55872 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000302_06.0420.C20 
+ 

13735 
AAT/GAP 
13735 
570 



55272 Seq. ID 

115834 Strand 
13451 End 
0 J.O 00302_06.0420.C20.o2.gp Me t hod 
13451 End 
uC-osroM202017c04al " Score 
13451. . 13735' 

•5852170/emb|AL117265.1 IOST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 * 

55272 Seq. ID OJ000302_06 . 0420 . C20 

115835 Strand 

100 • End 1346 

OJ000302_06.0420.C20.ol.np Method AAT/NAP 
100 End 1346 . 

7340909 Score 124 

100. .335, 385. .517, 564. .694, 1255. .1346 
(AP001550) hypothetical protein [Oryza sativa] 



55272 



Seq. ID OJ000302 06.0420.C20 



115836 Strand 

4292 End 4662 

OJ00'0302_06 . 0420 . C20 . o2 . np Method AAT/NAP 

4292 End 4662 

6069646 Score -350 

4292.-4662 

(AP000616) similar to putative reverse^ transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639'. 1 1 {AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55272 Seq. ID 

115837 Strand 

11773 < ■ End 
OJ000302_06.0420.C20.o2.gs Method 

11773 End 

none Score 

11773. .12220, 12252.. 12463 



OJ000302_06.0420.C20 

12463 
GENSCAN 
12463 
1 



Seq. No. 55272 Seq. ID 

Gene No. 115838 Strand 

Start 13749 End 

Name OJ000302_06 . 0420 . C20 . o2 . tw Method 

Start 11904 End 

GI none . Score 

Exons 11904.'. 12005, 1211 6 .. 1218 4 , 17 937 17 999, 17 939 .. 181 93, 
18071. .18214 



OJ000302_06.0420.C20 
18836 

TBLASTX: Wheat 
18214 
58 



Seq. No. 55272 Seq. ID 

Gene No. • 115838 Strand 

Start ' 13749 End 

Name OJ000302_06 . 0420 . C20 . o3 . np Method 

Start 13729 End 



OJ000302_06.0420.C20 

18836 

AAT/NAP 

18547 



%873 



GI 6730697 Score 1778 

Exons 13729, .13895, 14 172 14402, 14472 14 639, 14 727 15139, 

17881. . 18547 

GI Descrip. (AC011809) calcium-dependent protein kinase 1 [Arabidopsis 
thaliana] 



Seq. No. 55272 Seq. ID 

Gene No. 115838 Strand 

Start 13749 . End 

Name 0 J000302_06 . 0420 . C20 . o3 . gs Method 

Start 13749 End 

GI none Score 

Exons 13749. . 13895, 14172.. 15101 



OJ000302_06.0420.C20 

18836 
GENSCAN 
15101 
.91 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55272 

115838 

13749 

OJ000302_06.0420.C20.ol.ts 

13758 

none 

13758, .13898, 
14293. .14400, 
14724. .15134, 



13768. . 13896, 
14511. .14654, 
17876. .17935 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ00Q302 06.0420.C20 



18836 

TBLASTX: Soybean 
.17935 , 
132 

14172. .14210, 14268. . 14432, 
14512. .14640, 14713. . 15141, 



Seq. No. 55272 Seq. ID 

Gene No. 115838 Strand 

Start 13749 End 
Name ' OJ000302_06 ! 0420 . C20 . o3 . tm Method 

Start 13758 End 

GI none Score 

Exons 13758. .13898, 13768.. 13896 



OJ000302_06.0420.C20 
18836 

TBLASTX: Maize 

13898 

144 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55272 
115838 
13749 
OJ000302 
13764 
none 
13764. 
14508. 
14677. 
14847. 



06.0420.C20.ol.tc 



13898, 
14654, 
14730, 
15125, 



13768. 
14512. 
14724 . 
15097. 



,13896, 
,14640, 
,14771, 
,15141, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14172 

14541 

14724 

17879 



OJ000302 06.0420.C20 



18836 

TBLASTX: Cress 
18394 
154 

14435, 14293. .14436, 
14642, 14562. .14645, 
15134, 14725. .15048, 
18394, 17895. . 18080, 



18071. .18247 



Seq. No. 55272 Seq. ID 

Gene No. 115838 Strand 

Start 13749 End 

Name OJ000302_06 . 0420 . C20 . ol . tm Method 

Start 14172 End 

GI none Score 
Exons 



OJ000302_06.0420.C20 
18836 

TBLASTX: Maize 
15110 



14172, .14 4 02, 14359. .14418, 14 514 .. 14 642 , 14 515 .. 14 64 0, 
14724. .15110, 14725. .15054, 14847. .15110 



Seq. No. 55272 Seq. ID 

Gene No; 115838 Strand 

Start 13749 End 

Name OJ000302 06 . 0420 . C20 . ol . tw Method 



OJ000302_06.0420,C20 
18836 

TBLASTX: Wheat 



55874 



start 


14811 




End 


17935 






GI 


none 




Score 


196 






Exons 


14811. .15122, 14821.. 


15057, 


14928. .15122, 17870 


. .17923, 






17870. .17935 












Seq. No. 


55272 




Seq. ID 


OJ00,0302 


_06.0420. 


C20. 


(^pnp No 


115838 




Strand 








Start 


13749 




End 


18836 






Name 


OJ000302 06:0420. C20. 


o2 . tm ^ 


Method 


TBLASTX: 


Maize 




Start 


17873 




End 


18349 






GI 


none 




Score 


81 






Exons 


17873. .18193, 17876. . 


17971, 


17898. .17999, 18071 


. .18304, 






18245. .18349 












Seer Mo 


55272 




Seq. ID 


OJ000302 


06.0420. 


C20 


Gene No. 


115838 




Strand 








Start 


13749 




End 


18836 






Name 


OJ000302 06.0420.C20. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


17939 




End 


18349 






GI 


none 




Score 


82 






Exons 


17939. .18349, 17952.. 


18002, 


18071. .18301 






Sea No 


55272 




Seq. ID 


OJ000302 


06. 0420. 


C20 


Gene No. 


115838 




Strand 








Start 


13749 




End 


18836 






Name 


OJ000302 06.0420.C20. 


o3 . gp 


Method 


AAT/GAP 






Start 


18324 




End 


18836 






GI 


none 




Score 


928 






Exons 


18324. .18836 












Sea No 


55273 




Seq. ID 


OJ000302 


06 0420 


C21 


Gene No. 


115839 




Strand 


+ 






Start 


872 




End 


1328 






Name 


OJ000302 06.0420.C21. 


ol . gp 


Method 


AAT/GAP 






Start 


872 




End 


1328 






GI 


none 




Score 


862 






Exons 


872. .1328 












Sea No 


55273 




- Seq. ID 


OJ000302 


_06.0420. 


C21 


Gene No. 


115840 




Strand 








Start 


395 




End 


6349 






Name 


OJ000302 06.0420.C21. 


ol . gs 


Method 


GENSCAN 






Start 


395 




End 


6066 






GI 


none 




Score 


.85 






Exons 


395.. 441, 1269.. 1554, 


1628. . 


1702, 4951 


..5123, 5379. .6066 


Seq. No. 


55273 




Seq. ID 


OJ000302 


_06.0420. 


C21 


Gene No. 


115840 




Strand 








Start ' 


395 




End 


6349 






Name 


OJ000302 06.0420.C21. 


ol . np 


Method 


AAT/NAP 






Start 


1132 




End 


6024 






GI 


2213591 




Score 


660 






Exons 


1132. .1358, 1413. .1554, .1649 


..1702, 4960.. 5147, 


5367. .6024 


GI Descrip. 


{AC000348) T7N9.11 [Arabidopsis thaliana] 






Seq. No. 


55273 




Seq. ID 


OJ000302 


_06.0420. 


C21 


Gene No. 


115840 




Strand 









55875 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



395 



End 

Method 
End 
Score 



OJ000302_06.0420.C21.o2.gp 
5030 

LIB34 32-006-P1-K1-A7 
5030. .5123, 5379. .5545 

'2213591 l.Oe-08 (AC000348) T7N9..11 [Arabidopsis thaliana] * 



6349 
AAT/GAP 
5545 
433 



55273 Seq. ID OJ000302_06 . 0420 . C21 

115840 Strand 

395 End 6349 

OJ000302_06 . 0420 . C21 . o2 . np Method AAT/NAP 

5381 End 6349 

6523547 Score 266 

5381. .6349 

{AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



55273 Seq. ID 

115840 Strand 

395 End 

OJ000302_06.0420.C21.o3.gp Method 

5672 End 

uC-osflM202083f08bl Score 
5672. .6121 

'2213591 7.0e-15 (AC000348) ■T7N9.11 [Arabidopsis thaliana] ' 



OJ000302_06.0420.C21 

6349 
AAT/GAP 
6121 
873 



55273 

115841 

7225 

OJ000302_06.0420.C21.ol. 

1011 

none 

1011. .1070, 1012. .1056, 
1176. .1211, 1209. .1238, 
1450. .1554, 1475. .1561,- 
1628.. 1705, 1628.. 1705, 
5233.. 5253, 5380.. 5697, 



-tm 



1074, 
1352. 
1476. 
4973. 
5381. 



Seq. ID OJ000302_06.0420.C21 
Strand 

End 7314 

Method TBLASTX: Maize 

End 5697 

Score 41 

.1184, 1087. .1131, 1089. .1154, 
.1381, 1358. .1372, 1415.. 1456, 
.1562, 1626. .1703, 1627. .1704, 
.5020, 5056. .5130, 5057. .5128, 
.5539, .5.630. .5689 



Seq. No. 55273 Seq. ID 

Gene No. 115841 Strand 

Start 7225 End 

Name OJ000302_06 . 0420 . C21 . ol . tc Method 

Start 5560 End 

GI none Score 

Exons 5560. .5697, .5833. .5997, 5858. .5965 

Seq. No. 55273 Seq. ID 

Gene No. 115841 Strand 

Start : 7225 ' End 

Name OJ000302_06 . 0420 . C21 . ol . ts Method 

Start 5833 End 

GI none Score 

Exons 5833.-5994 



OJ000302_06.0420.C21 
7314 

TBLASTX: Cress 

5997 

82 



OJ000302_06.0420.C21 
7314 

TBLASTX : Soybean 

5994 

190 



Seq. No, 
Gene No, 
Start 



55273 

115841 

7225 



Seq. ID 

Strand 

End 



OJ000302 06.0420.C21 



7314 



55876 



Name 


OJ000302 06. 


0420. 


C21.02. 


tm 


Method 


TBLASTX: Maize 




Start 


5833 








End 


5997 






GI 


none 








Score 


134 






Exons 


5833. .5997, 


5858. 


.5980, 


5911. 


.5982 








Seq . No . 


55273 








Seq, ID 


OJ000302_06 


0420 


.021 


Gene No. 


115841 








Strand 


— 






Start 


7225 








End 


7314 






Name 


OJ000302 06. 


0420. 


021. o2. 


gs 


Method 


GENSOAN 






Start 


7225 








End 


7314 






GI 


none 








Score 


.85 






Exons 


7225. .7314 
















Seq, No - 


55274 








Seq. ID 


OJ000302_06 


0420 


.022 


Gene No. 


115842 








Strand 


+ 






Start 


781 








End , 


1732 






Name 


OJ000302 06. 


0420.C22.ol. 


gs 


Method 


GENSOAN 






Start 


781 








End 


1732 






GI 


none 








Score 


. 9 






Exons 


781. .1616, 1669.. 


1732 












fcj C . m 


55274 








Seq. ID 


OJ000302_06 


0420 


.022 


Gene No. * 


115843 








Strand 


+ . 






Start 


'5185 ■ ■ 








End 


5 921 






Name 


OJ000302 06. 


0420. 


C22.03. 


gs 


Method 


GENSOAN 






Start 


5185 








End 


5921 






GI 


none 








Score 


. 99 






Exons 


5185 5685 
^ J- \j ^ t * ^ \j \j ^ f 


5724 . 


.5921 












Sea No 


- 55274 








Seq. ID 


OJ000302_06 


0420 


.022 


Gene No. 


115844 








Strand 


+ 






Start 


6812 








End 


8509 






Name 


OJ000302 06. 


0420. 


C22.04. 


gs 


Method 


GENSOAN 






Start 


6812 








End 


8509 






GI 


none 








Score 


. 91 






Exons 


6812. . 6866, 


7193. 


.7368, 


7991. 


.8509 








Sea No 


55274 








Seq. ID 


Oj000302_06. 


0420 


. 022 


Gene No. 


115845- 








Strand 


+ 






Start 


9907 








End 


10481 






Name 


OJ000302 06. 


0420. 


C22.05. 


gs 


Method 


GENSOAN 






Start 


9907 








End 


10481 






GI 


none 








Score 


. 66 






Exons 


9907. .9913, 


10094 


. . 10149 


, 10371.. 10481 








Sea No 


55274 








Seq. ID 


OJ000302_06. 


0420 


. 022 


Gene No. 


115846. 








Strand 


+ 






Start 


■'10740 








End 


11474 






Name 


OJ000302 06. 


0420. 


022. o6. 


gs 


Method 


GENSOAN 






Start 


10740 








End 


11474 






GI 


none 








Score 


1 






Exons 


10740. .11474 
















Seq. No. 


55274 








Seq. ID 


OJ000302_06. 


0420 


.022 


Gene No. 


115847 








Strand 


+ 






Start 


12676 








End 


13822 






Name 


OJ000302 06. 


0420. 


022. o7. 


gs 


Method 


GENSOAN 







55877 



start 
GI 

Exons 



12676 End 13822 

none ' . Score .88 

12676. . 12730, 12827 12930, 12936 1324 4 , 13637 .13822 



Seq. No. ,55274 

Gene No. 115848 

Start 14 508 • • 

Name OJ000302_06 . 0420 .022 . o8 . gs 

Start 14508 

GI none 

Exons 14508 . . 14960 



Seq. ID OJ000302_06.0420.C22 

Strand + 

End 14960 

Method GENSCAN 

End 14 960 

Score 1 



Seq. No. 55274 

Gene No. 115849 

Start 1 

Name OJ000302_06 . 0420 . C22 . ol . np 

Start 1 

GI 7484961 

Exoni§ ■ 1 . . 55, 
12612. 

GI Descrip. 



15087 
AAT/NAP 
15087 
254 

1032.. 1107, 1390. .1513,. 5592.. 5718, 11136, 
12725, 13215. .13433, 13751 13808 , 14879.. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 06.0420.C22 



. 11273, 
15087 



extensin homolog T9E8.80 - Arabidopsis thaliana 
gi|4584539|emb|CAB40769.1| (AL049608) extensin-like protein 
[Arabidopsis thaliana] gi 17268037 | emb | CAB7837 6 . 1 | (AL161536) 
extensin-like protein [Arabidopsis thaliana] 



Seq. No. 55274 

Gene No. 115849 

Start 1 

Name OJ000302_06 . 0420 . C22 . o2 . gs 

Start 2913 

GI none 
Exons 



15087 
GENSCAN 
4119 
.55 

2913. .3059, 3614. .3664, 3669. .3813, 4118. .4119 



Seq. ID OJ000302_06.0420.C22 
Strand 
End 

Method 
End 
Score 



Seq. No. 55275 Seq. ID 

Gene No. 115850 Strand 

Start 1713 End 

Name. OJ000302_06 . 0420 . C23 . ol . gs Method 

Start 1713 " End 

GI none Score 

Exons 1713.. 1769, 3074.. 3193 



OJ000302_06.0420.C23. 
+ 

5182 
GENSCAN 
31^3 
.76 



Seq. No. 55275 Seq. ID OJ000302__06 . 0420 . C23 

Gene No. 115850 Strand + 

Start 1713 End 5182 

Name OJ000302_06 . 0420 . C23 . o2 . np Method AAT/NAP 

Start 2818 End 2912 

GI 6630699 . Score 77 

.Exons 2818.. 2912 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No..- 55275 

Gene No. 115850 

Start 1713 

Name OJ000302_06 . 0420 . C23 . o3 . np 

Start 3039 



Seq. ID OJ000302_06.0420.C23 

Strand + 

End 5182 

Method AAT/NAP 

End 5182 



55878 





GI 


6539570 






Score 


171 




Exons 


3039. . 3240, 


3413 . . 3501, 


4754 . 


.4858, 5006. .5182 




GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


55275 






Seq. ID 


OJ000302 




Gene No. 


115850 






Strand 


+ 




Start 


1713 






End 


5182 




Name 


OJ000302_06 


.0420.C23.ol 


. gp 


Method 


AAT/GAP 




Start 


4623 






End 


4 910 




GI 


none 






Score 


523 




Exons 


4623. . 4910 












Seq. No. 


55275 






Seq. ID 


OJ000302 




Gene No. 


115851 






Strand 






Start 


2154 






End 


5350 




Name 


OJ000302_06 


. 0420 . C23 . ol 


.np 


Method 


AAT/NAP 




Start 


2154 






End 


5151 




GI 


. 6498436 






Score 


201 




Exons 


2154 . . 2267, 


2507 . . 2828, 


5116. 


.5151 






GI Descrip. 


(AP000815) 


hypothetical 


protein [Oryza 


' sativa] . 




Seq. No. 


55275 






Seq. ID 


OJ000302 


f 3 


Gene No. 


115851 






Strand 






Start 


2154 






End 


5350 


Li = 


Name 


OJ000302_06 


. 0420 .023 . o4 


.np 


Method 


AAT/NAP 




Start 


3299 






End 


5011 




GI 


6539570 






Score 


71 


n 

* " 


Exons 


3299. . 3318, 


4740 . . 5011 










GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 


?! 3 


Seq, No. 


55275 






Seq. ID 


OJ000302 




Gene No. 


115851 






Strand 






Start 


2154 






End 


5350 




Name 


OJ000302_06 


. 0420 . 023 . o2 


.gs 


• Method 


GENSOAN 




Start 


4664 






End 


5350 


? ^ 


GI 


none 






Score 


. 64 




Exons 


4664 , . 4789, 


4952 . . 5350 








f 1 


Seq. No. 


55276 






Seq. ID 


OJ000313 




Gene No. 


115852 






Strand 


+ 




Start 


2636 






End 


4370 




Name 


OJ000313_40 


.0419. 02. o2.: 


np 


Method 


AAT/NAP 




Start 


2636 






End 


4370 




GI 


5803252 






Score 


451 




Exons 


2636, .2669, 


4122 . . 4370 










GI Descrip. 


(AP000399) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


55276 






Seq. ID 


OJ00.0313 




Gene No . 


1 1 coco 






Strand 


+ - ' 




Start 


5595 






End 


6096 




Name 


OJ000313 40 


.0419. 02.03.] 


np 


Method 


AAT/NAP 




Start 


5595 






End 


6096 




GI 


5803253 






Score 


322 




Exons 


5595. .5679, 


5972. . 6096 










GI Descrip. 


(AP000399) 


ESTs AU068856 (050756) , AU077 97 9 {06137i 



a region of the predicted gene; similar to serine protease 
{AF097709) [Oryza sativa] 



55879 





Seq. No. 


55276 


Seq, ID 


OJ000313 40. 0419. C2 




Gene No. 


115854 


Strand 






Start 


613 


End 


4020 




Name 


OJ000313 40.0419.C2.ol.np 


Method 


AAT/NAP 




Start 


498 


End 


1567 




GI 


5803251 


Score 


.772 




Exons 


498. .665, 728. .778, 1032.. 


1284, 1539.. 


1567 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




^ \J ■ v./ ■ 


55276 


Seq. ID 


OJ000313 40 0419 C2 




Gene No. 


115854 


Strand 






Start 


613 


End 


4020 




Name 


OJ000313 40.0419.C2.ol.gs 


Method 


GENSCAN 




Start 


613 


End 


4020 




GI 


none 


Score 


,74 




Exons 


613. .665, 728. .1284, 1745. 


.2068, 2960, 


.3043, 3345.. 3504, 






3858. .4020^ 








Seq. No. 


55276 


Seq. ID 


OJ000313_40.0419.C2 




Gene No. 


115854 


Strand 






Start 


613 


End 


4020 




Name 


OJ000313 40.0419.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


3314 


End 


3505 


h 




none 


Score 


93 


• I 
y 


Exons 


3314.. 3463, 3343.. 3396, 3396.. 3503," 3398,, 3505, 3398. ".3505 


1 


Seq. No. 


55277 


Seq. ID 


OJ000313_40.0419,C3 


* i 


Gene No. 


115855 


Strand 


+ 




Start 


1 


End 


1427 




Name 


OJ00d313 40.0419.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


470 




GI 


LIB34 75-007-P1-K1-G8 


Score 


733 


J 


Exons 


1,.143, 220. .470 








GI Descrip. 


'5441880/dbj IBAA82378.il 5 


.Oe-75 (AP000367) EST C28952{C62' 



corresponds to a region of the 
transposon MuDR mudrA protein. 



predicted gene.; Similar to maize 
(AC003981) [Oryza sativa] ' 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55277 

115855 

1 

OJ000313_40.0419.C3.ol.np 



Seq. ID 
Strand 
End 

Method 

1 End 
5441880 Score 
l.,143, 220. .478," "723. ,796, 833. .856, 
(AP000367) EST 028 952(062945) corresponds to a region of the 
predicted gene .; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000313_40, 0419.03 
+ 

1427 
AAT/NAP 
1427 
•1309 

947. ,1078, 1193. .1427 



55277 

115855 

1 

OJ000313_4 0. 0419.03, ol-.gs 
28 

none 



Seq. ID OJ000313_40, 0419,03 



Strand 
End 

Method 

End 

Score 



+ 

1427 
GENSOAN 
1395 
.66 



28, .143, 220. .478, 571. .748, 947. ,1031, 1141. .1188, 1193. ,1395 



55880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000313_40.0419.C4 

Strand + 

End 239 

Method AAT/GAP 

End 239 

Score 474 



55278 
115856 . 
1 

OJ000313_4 0.0419.C4.ol.gp 
1 

LIB34 31-04 5-Pl-Nl-AlO 
1..239 

'5441876/dbj IAP000367.1IAP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) ' 



55278 

115857 

510 

OJ000313_4 0.0419.C4.ol.gs 

510 

none 

510. . 650 



Seq. ID OJ000313_40.0419.C4 

Strand + 

End 650 

Method GENSCAN 

End 650 

Score .44 



Seq. ID OJ000313_40.0419.C4 
Strand 

602 

AAT/GAP , 
588 
681 



55278 
115858 
182 

OJ000313_40.0419.C4.o2.gp 
182 

7406^1. R1084 
182. .588 

'1122315/emb|CAA63901 I 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



End 

Method 
End 
Score ' 



55278 
115858 
182 

OJ000313_4 0.0419.C4.ol.np 
474 

6721543 
474. .602 

(AP001073) hypothetical protein [Oryza sativa 



Seq. ID OJ000313__40,0419.C4 
Strand 

End 602 

Method AAT/NAP 

End 602 

Score 91 



^ Seq. No. 


55278 






Seq. ID 


OJ000313_ 


4 0 


.0419 


C4 


Z Gene No. 


115859 






Strand 










Start 


1209 






End 


2580 








Name 


OJ000313 40 


.0419.C4.o2. 


np 


Method 


AAT/NAP 








Start 


970 






End 


2580 








GI 


7339707 






Score 


148 








Exons 


970. .1113, 


1192. . 1336,. 


1425. 


.1653, 2372 


. ,2580 








GI Descrip. 


{AP001539) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


55278 






Seq. ID 


OJ000313_ 


4 0 


.0419 


C4 


Gene No. 


115859 






Strand 










Start 


1209 






End 


2580 








Name 


OJ000313 40 


.0419.C4 .o2. 


gs 


Method 


GENSCAN 








Start 


1209 






End 


1775 








GI 


none 






Score 


.7 








Exons 


1209. .1494, 


1499. .1775 














Seq. No. 


55279 






Seq. ID 


OJ000313_ 


4 0 


.0419 


C5 


Gene No. 


115860 






Strand 


+ 








Start 


1 






End 


3008 









55881 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



OJ000313_40. 0419.C5.ol .np Method AAT/NAP 

1 End 3008 

7339707 Score 107 

1..196, 276. .571, 1469. .1597, 1839. .1881, 2028. .2219, 2724. .3008 
(AP001539) hypothetical protein [Oryza sativa] 



55279 Seq. ID 

115861 Strand 

12 End 
OJ0b0313_4 0.0419.C5.ol.gs . Method 

12 End 

none Score 

12. .318, 380. .674, 749. .869 



OJ000313_40.0419.C5 
869 

GENSCAN 

869 

.53 



Seq. No. 55279 Seq. ID 

Gene No. 115862 Strand 

Start 1903 End 

Name OJ000313_4 0 . 04 19 . C5 . o2 . gs Method 

Start • 1903 - • - End 

GI " none • Score 

Exons 1903.. 2379 



OJ000313_40.0419.C5 

2379 
GENSCAN 
2379 
. 92 



Seq. No, 55280 Seq. ID OJ000313_40 . 0419 . C6 

Gene No. 115863 - Strand 

Start 1 End 1511 

Name OJ000313_40 . 04 19 . C6 . ol . np Method AAT/NAP 

Start 1 End 1511 

GI 7228442 Score 2591 

Exons 1 . . 1511 

GI Descrip. {AP001366) EST C28 952 (C62 945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55280 Seq. ID OJ000313_40 . 0419 . C6 

115863 Strand 

1 End 1511 

OJ000313_4 0 . 04 19 . C6 . ol . gp Method AAT/GAP 

24 End 454 

5701669 Score 832 

24. .454 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



55280 - Seq. ID 

115863 Strand 

1 , End 

OJ000313_40.0419.C6.ol.tw Method 

24 End 

none Score 
24. .194, 57. .203 



OJ000313_40.0419.C6 
1511 

TBLASTX: Wheat 

203 

90 



Seq. No. 55280 Seq. ID 

Gene No. 115863 . Strand 

Start 1 End 

Name OJ000313_40 . 04 19 . C6 . ol . tm Method 

Start 54 End 



OJ000313_40.0419.C6 
1511 

TBLASTX: Maize 
497 



55882 




GI 


none 


Score 


151 




Exons 


54.-335, 97. .318, 369. .497, 


391 . . 489 






Seq. No. 


55281 


Seq. ID 


OJ000313 40. 


0419 


Gene No. 


115864 


Strand 


+ ~ 




Start 


81 


End 


1903 




Name 


OJ000313 40.0419.C7.ol.gs ' 


Method 


GENSCAN 




Start 


81 


End 


■1873 




GI 


none 


Score 


. 96 




Exons 


81. .221, 1646. .1873 








Seq. No. 


55281 ' 


Seq. ID 


OJ000313 40. 


0419 


Gene No. 


115864 


Strand 


+ 




Start 


81 


End 


1903 




Name 


OJ000313 40.0419.C7.ol.gp 


Method 


AAT/GAP 




Start 


140 


End 


1903 




GI 


LIB34 32-04 2-P2-K1-D10 


Score 


614 




Exons 


140. .221, 1646. .1903 








GI Descrip. 


M455258/einb|CAB36757. 1| 2. 


Oe-12 (AL035523) acid 






phosphatase-like protein [Arabidopsis 


thaliana] ' 





Seq. No. 


55281 








Seq. ID 


OJ000313 


Gene No. 


115865 








Strand 


+ 


Start V 


3597 








End 


5846 


Name 


OJ000313' 40. 


0419, 


.t7.o2.- 


gs 


Method 


GENSCAN 


Start 


3597 








End 


5631 . 


GI 


none 








• Score 


. 91 


Exons 


3597. .4090, 


4405, 


. .4614, 


5454. 


.5631 




Seq. No. 


55281 








Seq. ID 


OJ000313 


Gene No. 


115865 








Strand 


+ 


Start 


3597 








End 


5846 


Name 


OJ000313 40. 


0419, 


.C7.01. 


np 


Method 


AAT/NAP 


Start 


3648 








End 


5628 


GI 


130718 








Score 


739 


Exons 


3648. .3768, 


3814 , 


. .4090, 


4405. 


.4614, 5454, .5628 



GI Descrip. ACID PHOSPHATASE PRECURSOR 1 gi 1170370 (M83211) acid phosphatase 
type 1 [Lycopersic6n esculentum] gi 1170372 (M67474) acid 
phosphatase type 5 [Lycopersicon esculentum] 
gi I 445121 Iprf I 1 1908427A acid phosphatase 1 [Lycopersicon 
esculentum] 



Seq. No. 55281 Seq. ID 

Gene No. 1158 65 Strand 

Start 3597 End 

Name OJ000313_4 0 . 04 19 . C7 . o2 . gp Method 

Start 5512 End • 

GI • - 5038615 Score 

Exons 5512.. 5846 
GI Descrip. 



OJ000313_40.0419.C7 
+ 

5846 
AAT/GAP 
5846 
630 



4455258/emb|CAB36757.1 I 2. Oe-12 (AL035523) acid phosphatase-like 



protein [Arabidopsis thaliana] 



Seq. No. 55281 

Gene No. 11-58 66 

Start 6923' 

Name OJ000313_4 0 . 0419 . C7 . o3 . gp 

Start 6923 



Seq. ID OJ000313_40.0419.C7 

Strand ' + 

End 7008 

Method AAT/GAP 

End 7008 



55883 



GI 3678_1.R1084 Score .103 

Exons 6923.. 7008 

GI Descrip. * 2511594 /emb | CAA74028 . 1 1 3.0e-35 (Y13694) multicatalytic 
endopeptidase complex, proteasome precursor, beta subunit 
[Arabidopsis thaliana] >gi_2827525_emb_CAA16533 . 1_ (AL021633) 
multicatalytic endopeptidase complex, proteasome precursor, beta 
subunit [Arabidopsis thaliana] >gi_3421099 (AF043529) 20S 
proteasome subunit PBAl [Arabidopsis thaliana] * 



Seq. No. - 55281 Seq. ID 

Gene No. 115867 Strand 

Start 6314 End 

Name OJ000313_4 0 . 04 19 . 07 . o3 . gs Method 

Start 6314 End- 

GI none Score 
Exons 



OJ000313_40.0419.C7 

9544 
GENSCAN 
9412 
.95 



6314. .6445, 6932. .7006, 7221. .7294, 7679. .7790, 7923. .7995, 
8178. .8233, 8566. .8642, 9271. .9412 



Seq. No. 55281 • • - Seq. ID 

Gene No." 115867 Strand 

Start 6314 End 

Name OJ0003 1 3_4 0 . 04 1 9 . C7 . o2 . np Method 

Start 6317 End 

GI 7435895 Score 

Exons 6317. . 6445, 6932. .7006, 7221. .7294, 
8178. .8233, 8566, .8642, 9271. .9373 

GI Descrip. multicatalytic endopeptidase complex 



OJ000313 40. 0419. C7 



9544 
AAT/NAP 
9373 
754 
7679. .7790, 



7923. .7995, 



(EC 3.4, 



,99.46) beta chain - 
Arabidopsis thaliana gi | 2511594 | emb | CAA74 028 . 1 | (Y13694) 
multicatalytic endopeptidase complex, proteasome precursor, beta 
subunit [Arabidopsis thaliana] gi | 2827525 | emb | CAA16533 . 1 | 
(AL021633) multicatalytic endopeptidase complex, proteasome 
precursor, beta subunit [Arabidopsis thaliana] 
gil 3421099|gb| AAC32065.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55281 ^' . . 

115867 
6314 

.OJ000313_4 0 . 04 19 . C7 . o4 . gp 
7'916 

7094 2.R1084 



OJ000313 40. 0419. C7 



Seq. ID 
Strand 

End 9544 
Method AAT/GAP 
End 9544 
_ Score 615 

7916. .7995, 8178. .8233, 8566. .8642, 9271. .9544 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] * 



Seq. No. 55281 
Gene No. 115868 
Start 10806 

Name . OJ000313_4 0 . 04 19 . C7 . o2 . tc 
Start 1688 
GI none 

Exons 1688.. 1873, 1688.. 1822 

Seq. No. 55281 

Gene No. ' 115868 
Start 10806 

Name OJ000313 4 0 . 04 19 . 07 . ol . tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000313_40. 0419.07 
13218 

TBLASTX:Oress 

1873 

228 



OJ000313_40.0419.C7 
13218 

TBLASTX: Maize 



55884- 




start 


3728 








End 


4040 


GI 


none 








Score 


63 


Exons 


3728. .3763, 


3729. 


.3764, 


3776. 


.3997, 3834. .3998, 3960. .4040' 


Seq. No. 


55281 








Seq. ID 


.OJ000313_40.0419.C7' 


Gene No. 


115868. 








Strand 




Start 


10806 








End 


13218 


Name 


OJ000313 40 


.0419. 


C7.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


3834 








End 


4626 


GI 


none 








Score 


336 


Exons 


3834 . .4103, 


3836. 


.4102, 


4403. 


.4618, 4406. .4618, 4435. .4626 


Seq. No. 


55281 








Seq. ID 


OJ000313_40.0419.C7 


Gene No . 


115868 








Strand 




Start 


10806 








End 


13218 


Name 


OJ000313 40 


.0419. 


C7.01. 


to 


Method 


TBLASTX: Cress 


Start 


3837 








End 


5631 


GI 


none 








Score 


246 


Exons 


3837 . .4094, 


3839. 


.4096, 


4403. 


.4444, 4409. .4615, 4438. .4542, 




5446. . 5631, 


5451. 


.5627, 


5533. 


.5631 




Seq. No. 


55281 








Seq. ID 


OJ000313_40.0419.C7 


Gene No. 


115868 








Strand 




Start . 


10806 








End 


13218 


Name 


OJ00031'3 40 


0419. 


C7.02. 


ts 


Method 


TBLASTX: Soybean 


Start 


5464 








End 


5631 


GI 


none 








Score 


233 


Exons 


5464 . .5631, 


5472 . 


.5627 








Seq. No. 


55281 








Seq. ID 


OJ000313_40.0419.C7 


Gene No. 


115868 








Strand 




Start 


10806 








End 


13218 


Name . 


OJ000313 40 


0419. 


C7.03. 


tm 


Method 


TBLASTX: Maize 


Start 


6255 








End 


9385 


GI 


none 








Score 


43 


Exons 


6255. .6293, 


6260. 


.6295, 


6301. 


.6444, 6314. .6445, 6315. .6446, 




6924 . . 7007, 


6924 . 


.7007, 


7218. 


,7301, 7221. .7304, 7222. .7302, 




7229. . 7318, 


7675. 


.7791, 


7677. 


.7793, 7678. ".7791, 7923. .7994, 




7923. .7994, 


7924. 


.7998, 


7924. 


.7995, 8133. .8231, ■8177. .8233, 




8178. . 8234, 


8560. 


.8643, 


8565. 


.8642, 8566. .8643, 8567, .8644, 




9269. . 9385, 


9276. 


. 9377 








Seq. No. 


55281 








Seq. ID 


OJ000313_40.0419,C7 


Gene No. 


115868 








Strand 




Start 


10806 








End 


13218 


Name 


OJ000313 40. 


0419. 


C7.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


* 7240 








End 


8628 


GI 


none 








Score 


77 


Exons ■• 


7240. .7302, 


7242. 


.7304, 


7635. 


.7793, 7678. .7788, 7923. .8021, 




7923. .7994, 


8130. 


.8225, 


8177. 


.8233, 8178. .8234, 8179. .8241, 




8560. .8628, 


8566. 


.8619, 


8567. 


.8626 




Seq. No. 


55281 








Seq. ID 


OJ000313_40.0419.C7 


Gene No. 


115868 








Strand 




Start 


10806 








End 


13218 


Name 


OJ000313 40. 


0419. 


C7.03. 


tw 


Method 


TBLASTX: Wheat 


Start 


9269 








End 


9383 



55885 



GI 

Exons 



none 

9269.. 9382, 9276.-9383 



Score 



141 



Seq. No. 55281 Seq. ID 

Gene No. 115868 Strand 

Start 10806 End 

Name OJ000313_40 . 04 19 . C7 . o4 . gs Method 

Start 10806 End 

GI none Score 

Exons 10806. . 13085 



OJ000313_40,0419.C7 

13218 

GENSCAN 

13085 

.87 " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55281 
115868 
10806 
OJ000313 
11109 
none 
11109 
11571 
12798 



40.0419.C7.ol. tw 



11480, 
11708, 
12995 



11146. 
11868. 



.11301, 
.12056, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11356. ,11400, 
12525. .12647, 



OJ000313 40. 0419. C7 



13218 

TBLASTX: Wheat 
13028 
80 

11547. .11708, 
12798. .13028, 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



55281 
115868 
10806 
OJ000313 
11112 
none 
11112 
11868 
12795 



40.0419.C7.o2.tm 



11465, 11113, 
12044, 11868, 
13034, 12798, 



,11409, 
,12008, 
,12986 ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11253 

12141 



OJ000313 40. 0419. C7 



13218 

TBLASTX: Maize 
13034 
134 

11465, 11550. .11708, 
12227, 12525. .12647, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



55281 

115868 

10806 

OJ000313_4 0.0419.C7.o3.ts 
11118 
none 
11118, 
11370, 
11715, 
12144, 
12798, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_40.0419.C7 
13218 

TBLASTX: Soybean 

13016 

66 



,11516, 11151. .11399, 1115i:-. 11306, 111 60 .. 11273 , 

,11405, 11577. .11708, 11652 117 11 , 11703 .. 117 62 , 

,11762, 11868. .12056, 11868 .. 12044 , 11871 .. 11987 , 

,12272, 12144. .12227, 12507 .. 12 629, 12756 .. 13001 , 

,13001, 12873. .13007, 12879.. 13016 



55281 Seq. ID 

115868 Strand 

1Q806 End 

aa000313_40. 0419.C7 .o3.np Method 

11126 End 

7489084 Score 
11126. .13218 

disease resistance protein Cf-2.2 

gi 1 1184 077 | gb | AAC15780 . 1 1 (U424 4 5) 
pimpinelli folium] 



OJ000313__40.0419.C7 

13218 
AAT/NAP 
13218 
718 



- currant tomato 
Cf-2.2 [Lycopersicon 



55281 

115868 

10806 



Seq. ID 

Strand 

End 



OJ000313 40. 0419. C7 



13218 



55886 






Name 


OJ000313__4 0 . 0419 .C7 . o3 . tc 


Method 


TBLASTX:' 


Cress 




Start 


11139 


End 


13004 






GI 


none 


Score 


64 






Exons 


11139.. 11423, 11148.. 11408/ 


i^^r"^ T^ji^/^ 

11151 .. 11426, 11151 


. , 11414, 






^^ji/^/" ^■iir*n ^^'^y^^ 

11151.. 11426, 11151.. 11306, 


11151 11405, 11151 


. . 11306, 






11151.. 112 64, 11154. .11414, 


11,154. .11306, 11199 


. . 11405, 






11223.. 11417, 11349.. 11405, 


11544 .11708, -11550 


. . 11705, 






11550.. 117 08, 11550.. 117 08, 


11550. . 11696, 11550 


. . 117 05," 






11554. .11688, 11556. ,11687, 


11565. .11681, 11574 


. .11705, 






11577. .11687, 11709, .11762, 


11721. .11762, 11868 


..12044, 






11868.. 12044, 11868.. 12053, 


11868>,.. 12056, 11868 


. . 12044 , 






11871 .. 12044, 11940 .. 12050, 


12141:. ^'.12227, 12141 


. . 12227, 






12 144.. 12227, 12525.. 12647, 


12525. . 12647, 12525 


. . 12629, 






10(~/*ll~ I^^TjI"! 

12525 ,. 12647 , 1274 1 .. 12803, 


12741. .12803, 12804 


. . 13004 , 






I'^rt/^jt loy^rt/* ■I'^/^rtii 'I ^ r\ f\ 

12804. .12986, 12804, .12998, 


12804. .12995 






Seq. No. 


55282 


Seq. ID 


OJ000313_ 


_40.0419.C8 




Gene No. 


115869 


Strand 








Start 


. 25 


End 


2 98" 






Name 


OJ000313 40 . 0419.C8 .ol .gs 


Method 


GENSCAN 






Start 


25 


End 


298 






GI 


none 


Score 


.55 






Exons 


25. . 174, 260. .298 








3 


Seq. No. 


, 55282 


Seq. ID 


OJ000313_ 


_40. 0419. C8 




Gene No. 


115870 


Strand 


+ 






Start 


6956 


End 


7187 






Name 


OJ000313 40.0419.C8.o3.np 


Method 


AAT/NAP 




J 


Start 


6956 


End 


7187 




y 


GI 


5295951 


Score 


134 




~t 


Exons 


6956. .7187 










GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene. 


11 




partial cds . (U23857 ) [Oryza 


sativa] 






si 


Seq. No. 


55282 


Seq, ID 


OJ000313_ 


_40.0419.C8 




Gene No, 


115871 


Strand 






s. 


Start 


109 


End 


6728 






Name 


OJ000313 40.0'419.C8.ol.np 


Method 


AAT/NAP 






Start 


109 


End 


3456 






GI 


2924262 


Score 


72 




J 


Exons 


109. .141, 1617. .1796, 3358.. 


3456 








GI Descrip. 


(Z00044) PSII 44kd protein [Nicotiana 


tabaciam] 






Seq. No. 


55282 


Seq. ID 


OJ000313_ 


_40.0419,C8 




Gene No. 


115871 


Strand 








Start 


109 


End 


6728 






Name 


OJ000313 40.0419.C8.o2,gs 


Method 


GENSCAN 






Start 


1574 


End 


.6680 






GI 


none 


Score 


.73 






Exons 


1574. .1771, 2129. .2167, 2269 


..2320, 2453, .2517, 


2591. .2674, 






3497. ,3544, 3625, ,3745, 4162 


. .4264, 4809. .4890, 


5023. .5070, 






5346.. 5482, 5578,, 5666, 6559 


, ,6680 








Seq. ' No. 


55282 


Seq, ID 


OJ000313_ 


_40.0419.C8 




Gene No. 


' 115871 


Strand 








Start 


109 


End 


6728 






Name 


OJ000313 40.0419,C8.o2.tm 


Method 


TBLASTX: Maize 



55887 



start 
GI 

Exons 



1990 
none 



End 
Score 



4641 
49 



1990. .2016, 2118. .2168, 2129. .2170, 2129.. 2170, 2262. .2324, 



2266. .2328, 2269. .2322, 2448. .2519, 2452, 

2453. .-2521, 2590. .2676, 2591. .2680, 2592, 

3497. .3547, 3498.-3548, 3622. .3738, 3622, 

4162. .4230, -4164. .4229, 4169. .4234, 4221. 

4227. .4265, 4600. .4641 



.2520, 2452.. 2520, 

.2675-, 3496.. 3546, 

.3735, 3624. .3737, 

.4265, 4225. .4266, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55282 

115871 

109 

OJ000313_40.0419.C8.o2.np 

4155 

3258571 



Seq. ID OJ000313_40.0419.C8 
Strand 

End 6728 

Method AAT/NAP 

End 6626 

Score 402 



4155. .4264, 4809. .4922, 5016. .5070, 5346. .5482, 5578. .5666, 
6559. .6626 

{U89959) Hypothetical protein [Arabidopsis thaliana] 



55282 Seq. ID 

115871 Strand 

109 End 

OJ000313_4 0 . 04 19 . C8 . ol . tm Method 

4836 End 

none Score 



OJ000313_40.0419.C8 
6728 

TBLASTX: Maize 

5667 

41 



4836. .4862, 4863. .4904, 5026. .5118, 5029. 
5346. .5486, 5585. .5665, 5588. .5662, 5614. 



5076, .5344.. .5496, 
5667 



Seq. No. 55282 

Gene No. 115871 

Start 109 

Name OJ000313_40 . 04 19 . C8 . ol . ts 

Start 5356 

GI none 

Exons 5356.. 5400, 
5577. .5666 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_40.0419.C8 
6728 

TBLASTX : Soybean 

5666 

68 



5358.. 5402, 5422.. 5475, 5433.. 5486, 5573.. 5665, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55282 

115871 

109 

OJ000313_40.0419.C8.ol.gp 



OJ000313 40. 0419. C8 



Seq. ID _ 
Strand 

End 6728 
_ Method AAT/GAP 

5406 End 6728 

428880 Score 632 

5406. .5482, 5578. .5666, 6559. .6728 

3258571 4.0e-22 {U89959) Hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 55283 Seq. ID 

Gene No. 115872 Strand 

Start 152 End 

Name OJ000313_40 . 04 19 . C9 . ol . gs Method 

Start 152 End 

GI none Score 

Exons 152 . . 944 



.OJ0Q0313_40.0419.C9 

1189 
GENSCAN 
944 
,62 



Seq. No. 
Gene No. 



55283 
115872 



Seq. ID 
Strand 



OJ000313 40. 0419. C9 



55888 



start 


152 • • 


End 


1189 


Name 


OJ000313_4 0. 0419.C9.ol .np 


Method 


AAT/NAP 


Start - 


447 


End 


1189 


GI 


3894383 


Score 


296 


Exons 


447. .804, 943. .1189 






GI , Descrip. 


.(AF053993) disease resistance 


protein 


[Lycopersicon esculentum] 


Seq. No. 


55283 


Seq. ID 


OJ000313_4 0 . 0419.C9 


Gene No. 


115872 


Strand 




Start 


152 


End 


1189 


Name 


OJ000313 40.0419.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


453 


End 


1089 


GI 


none 


Score 


146 


Exons 


453. .656, 480. .797, 481. .798, 


552. .698 


, 612. .740, 687, .806, 




936. .1052, 942. .1085, 949. .1089, 951.. 


1079 


Seq. No. 


55283 


Seq. ID 


OJ000313_40.0419.C9 


Gene No.- 


115872 


Strand 




Start 


152 


End . 


1189 


Name 


OJ000313 40. 0419.C9.ol .tm 


Method 


TBLASTX: Maize 


Start 


480 


End 


1076 


GI 


none 


Score 


113 


Exons 


480. .653, 588,.. 722, 660. .794, 


942. . 1076 


Seq. No. 


55283 


Seq. ID 


OJ000313_40.0419.C9 


Gene No. 


115872 


Strand 




Start 


152 


End 


1189 


Name 


OJ000313 40.0419.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


480 


End 


1079 


GI 


none 


Score 


59 


Exons 


480. .743, 495. .806, 526. .720, 


936. .1079, 969. .1079 


Seq. No. 


55283 


Seq. ID 


OJ000313_40.0419.C9 


Gene No.: 


115872 


Strand 




Start 


152 


End 


1189 


Name 


OJ000313 40.0419.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


483 


End 


1085 


GI 


none 


Score 


88 


Exons 


483. .806, 537.. 782, 543.. ^806, 


543. .806, 543. .806, 543. .797, 




564. .734, 567. .806, 616. .774, 


661. .795, 708. .797, 942. .1085, 




942. .1082, 942. .1079, 951. .10^ 


32, 966.. 


1073, 969.. 1082, 990.. 1085 


Seq. No. 


55284 


Seq. ID 


OJ000313_40.0419.C12 


Gene No. 


115873 


Strand 


+ 


Start 


5595 


End 


6029 


Name 


OJ000313 40.0419.C12.o2.np 


Method 


AAT/NAP 


Start 


5595 


End 


6029 


GI 


5803248 


Score 


172 


Exons 


5595. .5711, 5940. .6029 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


55284 


Seq. ID 


OJ000313_40.0419.C12 


Gene No. 


115874 


Strand 




Start 


1717 


End 


3092 


Name 


OJ000313 40.0419.C12.ol.gp 


Method 


AAT/GAP 


Start 


1717 


End 


3092 


GI 


955 1.R1084 


Score 


568 



55889 



• 



Exons 1717.. 1786, 2795.. 3092 

GI Descrip. ' 580324 6/cibj | BAA83556 . 1 1 2.0e-89 (AP000399) ESTs 

AU077984 {C62969) ,041648 (S4289) , AU063584 (C62969) correspond to a 
region of the predicted gene; similar to putative Ser/Thr 
protein kinase (AC003105) pOryza sativa] ' 



Seq. No. 


55284 


Seq. ID 


OJ0003Ir3 


Gene No. 


115875 


Strand 




Start 


4587 


End 


5363 


Name 


OJ000313 40.0419.C12.ol.np 


Method 


AAT/NAP 


Start 


4587 


End 


5363 


GI 


5803247 


Score 


450 


Exons 


4587. .4705, 4825. .4903, 5077. 


.5138, 5291.. 5363 


GI Descrip. 


(AP000399) similar to OsENOD93a gene for early 




(AB018375) [Oryza sativa] 






Seq. No. 


55284 


Seq.. ID 


OJ000313 


Gene No. 


115876 


Strand 




Start 


5558 


End ' 


5791 - 


Name 


OJ000313 40.0419.C12.o2.gs 


Method 


GENSCAN 


Start 


5558 


End 


5791 


GI 


none 


Score 


. 77 


Exons 


5558. .5791 






Seq. No. 


55285 


Seq. ID 


OJ000313 


Gene No. 


115877 


Strand 


+ 


Start 


806 


End 


898 


Name 


OJ000313 40.0419.C13.ol.np 


Method 


AAT/NAP 


Start 


806 


End 


898 


GI 


5803248 


Score 


152 


Exons 


806. .898 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


55285 


Seq. ID 


OJ000313_ 


Gene No. 


L15878 


Strand 


— 


Start 


816 


End 


947 


Name 


OJ000313 40.0419.C13.'ol.gs 


Method 




Start 


816 


End 


947 


GI 


none 


Score 


.51 


Exons 


816. .947 






Seq. No. 


55286 


Seq. ID 


OJ000313^ 


Gene No. 


115879 


Strand 


+ 


Start 


116 


End 


623 


Name 


OJ000313 40.0419.C14.ol.gs 


.Method 


GENSCAN 


Start 


116. 


End 


623 


GI 


none' 


Score 


.95 


Exons 


116. .127, 373. .443, 512. .623 






Seq. No. 


55287 


Seq. ID 


OJ000313_ 


Gene No. 


115880 


Strand 


+ 


Start 


1 


End 


183 


Name 


OJ000313 40.0419.C15.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


183 


GI 


268 1.R1084 


Score 


302 


Exons 


1..183 






GI Descrip. 


• 500684 9/gb|AAD37 695. 1 IAF14 572 6_1 6.0e- 


-97 (AF14. 



55890 



leucine zipper protein [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55287 

115881 

309 

OJ000313_ 

309 

none 

309. .426 



40.0419.C15.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_ 
+ 

426 

GENSCAN 

426 

.43 



40.0419.C15 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55288 

115882 

1719 

OJ000313_4 0.0419.C16.ol.gs 

1719 

none 

1719. .1758, 1820. .1933 

55289 , - 

11588.3 

43 

OJ000313_4 0.0419.C17.ol.np 
43 

7489084 

43. .102, 896. .1278, 1513 



Seq. ID OJ000313_40.0419.C16 

Strand + 

End 1933 

Method GENSCAN 

End 1933 

Score .77 



Seq. ID OJ000313_40.0419.C17 

Strand + 

End 7900 

Method AAT/NAP 

End 7900 

Score 987 
1973, 2268.. 2402, 2607. '.2961, 



3055. .3377, 6870. .7684, 7740. .7900 y 
disease resistance protein Cf-2.2 - currant tomato 
gi|1184077igb|AAC15780.1| (U42445) Cf-2.2 [Lycopersicon 
pimpinelli folium] 



55289 Seq. ID 

115883 Strand 

4 3 End 
OJ000313_4 0 . 0419 . C17 . ol . gs Method 

112 End 

none Score 
112. .318 



OJ000313_40.0419.C17 
+ 

7900 
GENSCAN 
318 
.82 



Seq. No. 55289 Seq. ID 

Gene No. 115883 Strand 

Start 4 3 End • 

Name OJ000313_40 . 0419. C17 . o2 . gs Method 

Start 833 End 

GI none Score 

Exons 833 . . 3484 



OJ000313_40.0419.C17 
-f 

7900 
GENSCAN 
3484 
.45 



Seq. No. 55289 
Gene No. 115883 
Start 43 

Name OJ000313_4 0 . 0419. 

Start 959 

GI none 

Exons 959.. 1030, 1172., 

1508.. 1768, 1517. 

1799.. 2002, 1880. 

2456.-2572, 2494. 

2696.. 2800, 2849. 



C17.ol.ts 



Seq. ID OJ000313_40.0419.C17 
Strand + 
End 7900 
Method" TBLASTX : Soybean 
End 7885 
Score 72 
1297, 1175.. 1294, 1199.. 1318, 1496.. 1816, 
.1699, 1535. .1768, 1580. .1750, 1652. .1768, 
.1996, 2099. .2365, 224 6 . . 2380, * 244 1 . . 2620, 
.2718, 2534. .2638, 2690. .2785, 2690. .2794, 
.2959, 2849. .2965, 3212. .3382, 3215. .3313, 



55891 





3220. 


.3312, 


6563 


. 6661, 


6563. 


.6697, 


6995. 


.7153, 


6995. 


.7141, 




6995. 


.7153, 


7166 


.7414, 


7181 . 


.7441, 


7250. 


.7294, 


7388. 


.7621, 




7391. 


.7600, 


7622 


. 7747, 


7772 . 


.7819, 


7838. 


.7885 






Seq. No. 


55289 










Seq. 


ID OJ000313 


40.0419. C17 


Gene No. 


115883. 








Strand + 








Start 


43 










End 


7900 






Name 


OJ000313 40 


0419. 


C17.01 


. tc 


Method TBLASTX: 


Cress 




Start 


1001 










End 


7888 






GI 


none 










Score 


60 








Exons 


1001. 


. 1081, 


1091. 


. 1183, 


1169. 


.1294, 


1169. 


. 1297, 


1172 . 


. 1297, 




1172 . 


. 1318, 


1172. 


. 1297, 


1172 . 


. 1297, 


1496. 


. 1774, 


1499. 


. 1768, 




1502 . 


. 1699, 


1505. 


. 1768, 


1508 . 


. 1699, 


1517 . 


. 1768, 


1517. 


, 1768, , 




1517 . 


. 1768, 


1517 . 


. 1789, 


1517 . 


. 1777, 


1517 . 


. 1696, 


1790. 


. 1996, 




1799. 


.2005, 


1799. 


. 1996, 


1799. 


. 1999, 


1805 . 


. 1996, 


1808. 


.2002, 




1808 . 


. 1996, 


1817 . 


. 1996, 


1817 . 


. 2002, 


1820. 


.1957, 


2240. 


.2410, 




2375. 


.2569, 


2426. 


.2800, 


2444 . 


.2782, 


2447. 


.2800, 


2456. 


.2782, 




2459. 


.2794, 


2459. 


.2638, 


2690. 


.2800, 


2696. 


.2800, 


2849. 


.2965, 




2849.. 


.2950, 


2849. 


.2929, 


2849. 


.2935, 


2849. 


.2950, 


284 9. 


. 2962, 




2867. 


.2938, 


3103. 


. 3366,- 


3115. 


.3303; 


3119. 


.3376, 


3122. 


.3304, 




3122. 


.3376, 


3122. 


.3307, 


3122. 


.3304, 


3122. 


3307, 


3122. 


.3169, 




3128. 


.3376, 


3136. 


.3375, 


3193. 


.3378, 


3212. 


3379, 


3215. 


.3376, 




3215. 


.3304, 


3221 . 


.3424, 


6392. 


.6472, 


6479. 


6571, 


6560. 


. 6664, 




6560. 


.6691, 


6560 . 


. 6676, 


6563 . 


.6697, 


6563. 


6697, 


6563. 


. 6700, 




6812. 


.694 0, 


6893. 


.6952, 


6893. 


.6940, 


6992. 


7255, 


6992. 


.7264, 




6995. 


.7084, 


6995. 


.7153, 


6995. 


.7198, 


6995. 


7177, 


6995. 


.7255, 




7046. 


.7198, 


7060. 


.7152, 


7109. 


.7162, 


7172. 


7372, 


7175. 


.7381, 




7181. 


.7378, 


7181. 


.7387, 


7190. 


.7378, 


7214. 


7327, 


7214. 


.7384, 




7216. 


.7371, 


7217. 


.7372, 


7273. 


.7371, 


7391. 


7609, 


7622. 


.7747, 




7625. 


.7750, 


7748. 


.7822, 


7766. 


.7888 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name / 
Start 
GI 

Exons 

GI Descrip. 



55289 

115883 

43 

OJ000313_40. 

1172 

none 

1172. .1291, 
1832. .1990, 
2849. .2953, 
6563. .6697, 
7490. .7600, 



0419.C17.ol.tm 



1172. 
1832. 
3128. 
6890, 
7637, 



.1294, 1502 

.1990, 2369 

.3304, 3208 

.6940, 6992 

.7747, 7637 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313_40. 0419. 017 
+ 



7900 

TBLASTX: Maize 
7882 
79 

.1726, 1532. .1768, 1799. 
.2440, 2687.. 2800, 2690. 
.3303, 3221.. 3376, 6563. 
.7198, 7214.. 7378, 7283. 
.7747, 7856.. 7882 



.1999, 
.2797, 
.6697, 
.7387, 



55289 
115883 
43 

OJ000313_40.0419.C17.o2.np 
6511 
1076763 

6511.. 6657, 6826.. 7474, 7547 
AWJL218 protein - wheat gi | 551212 | emb | CAA57134 
[Triticum aestivum] 



Seq. ID OJ000313_40. 0419. 017 
Strand + 

7900 
AAT/NAP 
7900 
274 



End 

Method 
End 
Score 
.7900 



(X81369) AWJL218 



Seq. No. 55290 ^ .Seq. ID 

Gene No. 115884 ' "Strand 

Start 69 End 

Name OJ000313_40 . 04 19 . 019 . ol . gs Method 



OJ000313__40. 0419.019 
+ 

408 

GENSOAN 



55892 



start 
GI 

Exons ' 

Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



69 End 

none Score 

69. .119, 358. .408 

55291 Seq. ID 

115885 Strand 

286 ''' End 
OJ000313__4 0.0419. C20 . ol . gs Method 

286 End 

none Score 
286. . 606 



408 
.95 



pJ000313_40.0419.C20 
+ 

606 

GENSCAN 

606 

.71 



55292 Seq. ID 

115886 Strand 
1 End 
OJ000313_40 .0419.C22 .ol.gp Method 
1 End 
955_1.R1084 Score 
1. .360 

/5803246/dbj IBAA83556.il 2.0e-89 (AP000399) ESTs 

AU077984(C62969),D41648{S4289), AU063584 (C62969) correspond to a 
region of the predicted gene; similar to putative Ser/Thr 
protein kinase (AC003105) [Oryza sativa] ' 



OJ000313_40. 0419. 022 
+ 

360 

AAT/GAP 

360 

634 



55292 
115887 
1562 

OJ000313_4 0.0419.C22.ol.gs 
1562 
none 

1562.. 1593, 1909.. 2044 

55292 
115888 
2532 

OJ000313_40.0419.C22.ol.np 
2532 . ' 
5803245 

2532. .3044, 4069. .4120, 4940. .5202 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID' 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_40.04I9.C22 
+ 

2044 
GENSCAN 
2044 
.41 



OJ000313_40.0419.C22 
+ 

5205 
AAT/NAP 
5202 
1390 



Seq. No. 


55292 




Seq. ID 


OJ000313_40 


.0419.C22 


Gene No. 


115888 




Strand 


+ 




Start 


2532 




End 


5205 




Name 


OJ000313 40 


.0419.C22.o2.gs 


Method : 


GENSCAN 




Start 


2532 




End 


5205 




GI 


none 




Score 


.77 




Exons 


2532. .3044, 


3362.. 3466, 4069. 


.4:168, 4 940\ .5205 




Seq. No. 


55292 




Seq. ID 


OJ000313_40 


.0419.C22 


Gene No. 


115889 




Strand 


+ 




Start 


6392 




End 


7226 




Name 


OJ000313 40 


.0419.C22.o2.np 


Method 


AAT/NAP 




Start 


6392 




End 


7226 




GI 


5803244 




Score 


1226 




Exons 


6392. . 6539, 


6617. .7226 








GI Descrip. 


(AP000399) 


similar to hexose 


carrier 


protein HEX6 


&RCCHCP_1 



55893 



(Q07423) [Oryza sativa] 



Seq. No. 55292 Seq. ID 

Gene No. 115889 Strand 

Start. 6392 End 

Name O.aQ00313_40 . 04 19 . C22 . o3 . gs • Method 

^'Start 6392 * " . End 

GI none Score . 

Exons 6392.. 6539, 6617.. 7185 



OJ000313_40.0419.C22 
+ 

7226 
GENSCAN 
7185 
.97 



OJ000313 40,0419.C22 



Seq. No. 55292 Seq. ID 

Gene No. 115890 Strand 

Start 5146 End 

Name OJ000313_40 . 0419. C22 . o3 . tm Method 

Start 3121 End 

GI none Score 

Exons 3121.. 3267, 3124.. 3270, 3128.. 3283, 3360.. 3398, 3361.. 3399, 
3362.. 3400 



5526 

TBLASTX: Maize 

3400 

121 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



55292 
115890 
5146 

OJ0.00313_4 0.0419.C22.o2.ts 
3206 



OJ000313 40. 0419.022 



none 

3206. 

3368, 

4572. 

5100, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3283, 3208. .3270, 3361. .3465, 3361. .3465, 3362. .3466, 
3484, 4060. .4167, 4067. .4195, 4068. .4166, 4572. .4664, 
4664, 4573.. 4668, 4935.. 5159, 4938.. 5045, 4939.. 5163, 
5171 



5526 

TBLASTX: Soybean 

5171' 

116 



Seq. No. 55292 . Seq. ID 

Gene No. 115890 Strand 

Start 5146 End 

Name OJ000313_40 . 0419. C22 . ol . tin Method 

Start 3400 End 

GI none 'Score 
Exons 



OJ000313_40.0419.C22 
5526 

TBLASTX: Maize 

5460 

109 



3400. .34 65, 3401. .34 66,. .4066. .4167, 4 068. .4166, 4 069. ,4167, 

4118. .4168, 4571. .4663,' 4572. .4664, 4573. .4668, 4573. .4668, 

4935. .5210, 4937. .5221, 4939. .5208, 5323. .5346, 5324. .5347, 

5378. .5413, 5425. .5460 



Seq. No. 55292 Seq. ID OJ000313_40 . 04 19 . C22 

Gene No. 115890 Strand 

Start 5146 End 5526 

Name OJ000313_40 . 04 19 . C22 . o2 . gp Method AAT/GAP 

Start 5146 End 5526 

GI LIB3433-006-Q6-K6-H4 Score 701 

Exons 5146. .5526 

GI Descrip. ' 5803242/dbj | AP000399 . 1 | AP000399 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55292 

115891 

6479 

OJ000313_ 

6479 

none 



40.0419.C22.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_40.0419.C22 
7224 

TBLASTX : Soybean 

7206 

88 



55894 



Exons 



6479. .6547, 6621.;6827, 6622. .6822, 6880. .7206, 6930. .7190 



Seq. No. 55292 
Gene No. 115891 
Start 6479 

Name . OJ000313_4 0^ 04 19 . C22 . ol . tc 
Start 6482 
GI none 

Exons 6482.. 6547, 6622.. 6693, 6697. 

7081. .7176 



Seq. ID OJ000313_40.0419.C22 
Strand 

End 7224 
Method TBLASTX: Cress 
End -'V-7.I7 6. 
Score" 92 

.7080, 6930. .7076, 7080. .7175, 



Seq. No. 55292 

Gene No. 115891 

Start 6479 

Name OJ000313_4 0 . 04 19 . C22 . o4 . tm 

Start 6482 

GI none 

Exons 6482.. 6547, 6622.. 6822, 6625. 



Seq. ID OJ000313_40.0419.C22 
Strand 

End 7224 

Method TBLASTX: Maize 

End 6827 

Score 79 
.6726, 6705. .6827 



Seq. No. 55292 

Gene No. 115891 

Start 6479 

Name . OJ000313_40 . 04 19 . C22 . o2 . tm 

Start" 6928 

GI ' none 

Exons 6928.. 7224, 6945.. 7175 



Seq. ID OJ000313_40.0419.C22 
Strand 

End 7224 

Method. TBLASTX: Maize 

End * 7224 

Score 295 



Seq. No. 55293 

Gene No. 115892 

Start 1 

Name OJ000313_40 . 0419.C23 . ol .np 

Start 1 

GI 5803244 

Exons 1 . . 501 

GI Descrip. (AP000399) similar to hexose 
(Q07423) [Oryza sativa] 



Seq. ID OJ000313_40.0419.C23 

Strand + 

End 504 

Method AAT/NAP 

End 501 

Score 872 

carrier protein HEX6 &RCCHCP_1 



Seq. No. 


55293 








Seq. ID 


OJ000313_ 


_4 0 


.0419 


.C23 


Gene No. 


115892 








Strand 


+ 








Start 


1 








End 


504 








Name 


OJ000313 40 


.0419 


.C23.01 


. gs 


Method 


GENSCAN 








Start 


73 








End 


504 








GI 


none 








Score 


. 62 








Exons 


73. .504 


















Seq. No. 


55293 








Seq. ID 


OJ000313_ 


_4 0 


.0419 


.C23 


Gene No. 


115893 








Strand 


+ 








Start 


1851 








End 


3380 








Name 


OJ000313 40 


.0419 


.C23.02 


. gs 


Method 


GENSCAN 








Start 


1851 








End 


3380 








GI 


none 








Score 


.54 








Exons 


1851. . 1943, 


2816 


.3032, 


3094. 


.3380 










Seq. No. 


?5293 ' 








Seq.* ID 


OJ000313_ 


_40 


.0419 


.C23 


Gene No. 


115893 








Strand 


+ 








Start 


1851 








End 


3380 








Name 


OJ000313 40 


.0419 


C23.02 


.np 


Method 


AAT/NAP 









55895 




start 


3174 


End 


3377 


GI 


5803243 


Score 


335 


Exons 


3174. .3377 






GI Descrip. 


(AP000399) ESTs AU078033 (R0160 ) , D23790 (R0160 ) correspond to 




region of the predicted gene; 


hypothetical protein [Oryza 




sativa] 






Seq. No. 


55293 


Seq. ID 


OJ000313_40.0419.C23 


Gene No. 


115894 


Strand 


- 


Start 


3003 


End 


3807 


Name 


■ OJ000313 40.0419.C23.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


455 


GI 


none 


Score 


87 


Exons 


1..99, 3. .44, 148. .447, 159.. 


455 




Seq. No. 


55293 


Seq. ID 


OJ000313_40.0419.C23 


Gene No. 


115894 


Strand 


— 


Start. 


3003 


End 


3807 


Name 


OJ000313 40.0419.C23.ol. tc 


Method 


TBLASTX: Cress 


Start 


3 


End 


444 


GI 


none 


Score 


403 


■Exons 


3. .56, 4. .444, 156. .443 






Seq. No. 


55293 


Seq. ID 


OJ000313_40.0419.C23 


Gene No. 


115894 


'^Strand 


- 


Start 


3003 


End 


3807 


Name 


OJ000313 40.0419.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


3 


End 


452 


GI 


none 


Score 


380 


Exons 


3. . 56, 4 . .444, 159. .452 






Seq. No. 


55293 


Seq. ID 


OJ000313_40.0419.C23 


Gene No. 


115894 


Strand 


- 


Start 


3003 


End 


3807 


Name 


OJ000313_4 0.0419.C23.ol.tw 


Method 


TBLASTX: Wheat 


Start 


148 


End 


452 


GI 


none 


Score 


298 . : 


Exons 


148 . .444, 159. .452 






Seq. No. 


55293 


Seq. ID 


OJ000313_40.0419.C23 


Gene No. 


115894 


Strand 




Start 


3003 


End 


3807 


Name 


OJ000313 40.0419.C23.ol.gp 


Method 


AAT/GAP 


Start 


3003 


End 


3807 


GI 


60022 1.R1084 


Score 


1582 


Exons 


3003. .3807 






GI Descrip. 


'58 0324 3/dbj | BAAS 3553. 1 | 6.0e 


-29 {AP000399) ESTs 




AU078033(R0160) , D237 90 {R0160) 


correspond to a region of the 




predicted gene; hypothetical 


protein 


;Oryza sativa] * 


Seq. No. 


55294 


Seq. ID 


OJ000313_40.0419.C24 


Gene No. 


115895 


Strand 


+ 


Start 


242 


End 


423 


Name * 


OJ000313 40.0419.C24 .ol.gs 


Method 


GENSCAN 


Start 


242 


End 


423 


GI 


none 


Score 


.63 


Exons 


242. .423 







55896 





Seq. No. 


55295 




Seq. ID 


OJ000313_40.0419 


.025 




Gene No. 


115896 




Strand 


+ 






Start 


3772 




End 


4742 






Name 


OJ000313_40 


,0419.C25.ol.gp 


Method 


AAT/GAP 






Start 


3705 




End 


3991 






GI 


none 




Score 


524 






Exons 


3705. .3991 












Seq. No. 


55295 




Seq. ID 


OJ000313_40.0419 


.C25 




Gene No. 


115896 




Strand 


+ 






Start 


3772 




End 


4742 






Name 


OJ000313_40 


. 0419.025. o2.gs 


Method 


GENSCAN 






Start 


3772 




End 


4680 






GI 


none 




Score 


.88 






Exons 


3772 . .4125, 


4131 . . 4155, 4238 . 


.4680 








Seq. No. 


55295 




Seq. ID 


OJ000313_40.0419 


.025 




.Gene No. 


115896 




Strand 


+ 






Start 


3772 




End 


4742 






Name 


OJ000313_40 


.0419. 025. ol.np 


Method 


AAT/NAP 






Start 


3793 




End 


4742 




J 


GI. 


5006849 




Score 


428 




3 


Exons ■ 


3793 . .4125, 


4238. .4742 








il 


GI Descrip . 


(AF1457;26) 


hi omeodomain - leucine zipper- 


protein [Oryza. sativa 




Seq. No. 


55295 




Seq. ID 


OJ000313_40.0419 


.025 




Gene No. 


115897 




Strand 


+ 




y 


Start 


4749 




End 


5043 






Name 


OJ000313 40 


.0419. 025. o2.gp 


Method 


AAT/GAP 






Start 


4749 




End 


5043 






GI 


LIB3434-057 


-P1-K1-C6 


Score 


223 






Exons 


4749. .4885, 


4984. .5043 










GI Descrip. 


'1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 








4-coumarate 


-CoA ligase gene. 


intron 1, 


partial sequence 




=. 


Seq. . No. 


55295 




Seq. ID 


OJ000313_40.0419 


.025 




Gene No. 


115898 




Strand 






==: 
=? 


Start 


2368 




End 


2622 




3 


Name 


OJ000313 40 


.0419. 025. ol.gs 


Method 


GENSCAN 






Start 


2368 




End 


2622 






GI 


none 




Score 


.99 






Exons 


2368. .2622 












Seq. No. 


55295 . 




Seq. ID 


OJ000313_40.0419 


.025 




Gene No. 


115899 




Strand 








Start 


4048 




End 


4534 






Name 


OJ000313 40 


.0419. 025. ol.tc 


Method 


TBLASTX: Cress 






Start 


4048 




End 


4534 








none 




Score 


101 






Exons 


4048. .4125, 


4053. .4124, 4237. 


.4350, 4238. .4423, 4468. .4503, 






4481. .4534 












Seq. No. 


55295 




. Seq. ID 


OJ000313_40.0419 


025 




Gene No. 


115899 




Strand 








Start 


4048 




End 


4534 






Name 


OJ000313 40 


.0419. 025. ol.ts 


Method 


TBLASTX: Soybean 





55897 



start 
GI 

Exons 



^:.4 048 End 4533 

none , Score 108 

4048. .4131, 4053. .4130, 4237. .4350, 4238. .4423, 4468. .4533, 
4481. .4507 



Seq. No. 55295 Seq. ID 

Gene Ko. 115899 * Strand 

Start 4048 End 

Name OJ000313_4 0.0419. C25 . ol . tm Method 

Start 4225 End 

GI none Score 

Exons 4225.. 4350, 4235. .4423 



OJ000313_40.0419.C25 
4534 

TBLASTX: Maize 

4423 

249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55296 Seq. ID OJ000313_40 . 0419 .C26 

115900 Strand 

74 End 517 

OJ000313_40 . 04 19 . C26 . ol . np Method AAT/NAP 

7 4 End 503 

5803246 Score ' 670 

74 . .503 

(AP000399) ESTs AU077984 {C62969) ,D41648 (S4289) , AU063584 (062969) 
correspond to a region of the predicted gene; similar to 
putative Ser/Thr protein kinase {AC003105) [Oryza sativa] 



55296 Seq. ID 

115900 Strand 

74 • End 
OJ000313_4 0 . 0419 . C26 . ol . tm Method 
114 End 
none Score 



OJ000313_40.0419.C26 
517 

TBLASTX: Maize 

498 

58 



114. .188, 148. 
406. .498 



.267, 207. .389, 270. .320, 272. .343, 381. .497, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5.5296 
115900 
7 4 

OJ000313_40 . 0419 . C26'. ol . ts 
147 

5677740 
147. .182, 
405. .482, 
2760836 8 



231. .323, 



Seq. ID OJ000313_40.0419.C26 

Strand 

End 517 

Method TBLASTX : Soybean 

End 4 83 

Score 54 

275. .322, 276. .320, 324. .356, 



151. .183, 
409. .483 

Oe-54 (AC003105) putative Ser/Thr protein kinase 



[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313 40.0419.C26 



55296 
115900 
74 

OJ000313j4 0.0419.C26.ol.gp 
149 

955_1.R1084 
149. .517 

'5803246/dbj IBAA83556.1 I 2.0e-89 (AP000399) ESTs 

AU077984 {C62969) ,D41648 (S4289) , AU063584 (C62969) correspond to a 
region of the predicted gene; similar to putative Ser/Thr 
protein kinase (AC003105) [Oryza sativa] ' 



,517 

'aat/gap 

517 
680 



Seq. No. 



55296 



Seq. ID OJ000313_40.0419.C26 



55898 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



115900 
74 

OJ000313 
151 
none 
151. .503 



40.0419.C26,ol.gs 



Strand 
End 

Method 

End 

Score 



517 

GENSCAN 

503 

.97 



Seq. No. 55296 

Gene No. 115900 

Start 74 

Name - • OJ000313_4 0 . 04 19 . C26 . ol . tc 

Start 222 

GI none 

Exons 222. .323, 315. .368, .405. .488, 421. .492 



Seq. ID OJ000313 40. 0-419. C26 



Strand 
End 

Method 

End 

Score 



517 

TBLASTX: Cress 

492 

94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55297 

115901 

1 

OJ000313_40 
1 

5441880 
1..97, 593. 
(AP000367) 



0419.C27.ol.np 



.743, 849. .1186 
EST 028952(062945) 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



OJ000313_ 
+ 

1186 
AAT/NAP 
1186 
973 



40.0419.027 



corresponds to a region of the 
predicted .gene . ; Similar to 'maize transposon MuDR mudrA protein, 
(AO003981) [Oryza sativa] 



55297 

115901 

1 

OJ000313_40. O419.027.ol.gs 
79 

none 

79. .217, 593. .743, 849. .1095 



Seq. ID OJ000313_40. 0419. 027 

Strand + 

End 1186 

Method GENSOAN 

End 1095 

Score .83 



55298 Seq. ID 

115902 Strand 
2334 End 
OJ000323_40. 0424 .O3.ol.np Method 
2334 End 
7486760 Score 
2334. .2367, 3130. .3277, 3727. .4521 

hypothetical protein F9N11.100 - Arabidopsis thaliana 
gi I 5730135 I emb IOAB52469.il {AL109796) putative protein 
[Arabidopsis thaliana] gi | 7269925 | emb | CAB8 1018 . 1 | (AL161576) 
putative protein [Arabidopsis thaliana]- 



OJ000323_40.0424.C3 

+ . 

4521 

AAT/NAP 

4 521 

628 



55298 

115902 

2334 

OJ000323_40. 0424 .03.02. gs 

3262 

none 

3262. .4458 



Seq. ID OJ000323_40 .0424 .03 

Strand + 

End 4 521 

Method GENSOAN 

End 4458 

Score 1 



Seq. No. 
Gene No. 
Start 



55298 

115902 

2334 



Seq. ID OJ000323_40.0424.O3 
Strand + 
End 4521 



55899 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000323_40.0424.C3.ol.gp Method AAT/GAP 

3735 " ' ' End 4116 

3762098 Score 752 

3735. .4116 

4874284/gb|AAD31347.1|AC007212_3 4.0e-25 (AC007212) putative 
mitochondrial protein [Arabidopsis thaliana] 



55298 

115902 

2334 

OJ000323_4 0.04 24 .C3.o2.gp 
4297 

15951_1.R1084 
4297. .4521 

M835245/emb|CAB42 923,l I 5, 



Seq. ID OJ000323__40.0424.C3 

Strand + 

End 4521 

Method AAT/GAP 

End 4521 

Score 415 

Oe-32 {AL049862) putative 



mitochondrial protein [Arabidopsis thaliana] ' 



Seq. No. 55298 Seq. ID 

Gene No.. 115903- Strand 

Start 591 End 

Name OJ000323_40 . 0424 . C3 . ol . gs Method 

Start 591 End 

GI none Score 

Exons 591.. 1247, 1907.. 1948 . 



OJ000323_40.0424.C3 

1948 - 
GENSCAN 
1948 
.67 



Seq. No. 55298 Seq. ID 

Gene No. 115904 Strand 

Start 3294 End 

Name OJ000323_40 . 0424 . C3 . o2 . tm Method 

Start 3294 End 

GI none Score 

Exons 3294.. 3332, 3297.. 3551, 3328.. 3552 



OJ000323_40.0424.C3 
-4512 

TBLASTX: Maize 

3552 

60 



Seq. No. 55298 

Gene No. 115904 

Start 3294 

Name OJ000323_40 . 0424 . C3 . ol .ts 

Start 3400 

GI -rtone 

Exons 3400.. 3579, 3736.. 3894, 3907, 
4362. .4511, 4363. .4512 



OJ000323_40.0424.C3 
4512 

TBLASTX: Soybean 

4512 

110 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4266, 3918. .4064, 4095. .4268, 



Seq. No. 55298 Seq. ID 

Gene No. 115904 Strand 

Start 3294 End 

Name OJ000323_40 . 0424 . C3 . o3 . tm Method 

Start 3736 End 

GI . none . Score 

Exons 3736.. 3912, 3819.. 3908 



OJ000323_40.0424.C3 
4512 

TBLASTXiMaize • 
3912 ' 
192 



Seq. No. 55298 

Gene No. 115904 

Start 3294 

Name OJ000323_40 . 0424 . C3 . ol . tm 

Start 3921 

GI none 

Exons -3921.. 4274, 3922.. 4266, 4354. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4488, 4356. .4487 



OJ000323_40.0424.C3 
4512 

TBLASTX: Maize. 
4488 
501 



55900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55298 

115904 

3294 

OJ000323_4 0.0424.C3.o2.tc 

3945 

none 



55298 . 
115904 
3294 

OJ000323_4 0.0424.C3.ol. tc 

4357 

none 

4357. .4512, 4374. .4511 



Seq. ID OJ000323_40-.0424 .03 
Strand 

End 4512 

Method TBLASTX: Cress "• 

End 4143 

Score 138 



3945. .4055, 3946. .4080, 4081. .4143 



Seq. ID OJ000323_40.0424.C3 
Strand 

End 4 512 

Method TBLASTX : Cress 

End 4512 

Score 203 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



55298 

115904 

3294 

OJ000323_4 0. 04 24 .C3.ol.tw 

4368 

none- 

4368.. 4508, 4369. .4512 



Seq. ID OJ000323_40. 0424 .C3 
Strand 

End 4512 

Method TBLASTX : Wheat 

End 4512 

Score 187 



55299 
115905 
1 

OJ000323_40 . 0424 . C4 . ol . gp 
1 

15951_1.R1084 
1. .194 

M835245/emb|CAB42923.1 I 5.0e-32 (AL049862) putative 
mitochondrial protein [Arabidopsis thaliana] ' 



Seq. ID OJ000323_40.0424.C4 

Strand + 

End 194 

Method AAT/GAP 

End 194 

Score 362 



55299 

115906 

325 

OJ000323_40.0424.C4.ol.gs 

325 

none 

325. .520 



Seq. ID OJ000323_40.0424.C4 

Strand + 

End 520 

Method GENSCAN 

End 520 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



55300 Seq. ID 

115-907 Strand 
192 ' End 

OJ000323_4 0 . 0424 .C5.ol.np Method 
192 End 
7485479 Score 
192. .256, 2082. .2381, 2651. ,3259 

hypothetical protein F14M19.110 - Arabidopsis thaliana 
gi I 4539301 1 embi CAB39604.il (AL049480) putative mitochondrial 
protein [Arabidopsis thaliana] gi | 72 69434 | emb | CAB7 94 38 . 1 | 
{AL161564) putative mitochondrial protein [Arabidopsis thaliana] 



OJ000323_40.0424.C5 
+ 

3259 
AAT/NAP 
3259 
588 



55300 
115907 



Seq. ID OJ000323_40.0424 .C5 
Strand + 



55901 



start 
Name 
Start 
GI 

Exons 



192 End 3259 

OJ000323_4 0 . 0424 , C5 . ol . gp Method AAT/GAP 

1640 ~ End 2139 

none Score 978 * 
1640. .2139 



Seq. No, 55300 --.Seq, ID- 
Gene No. 115907 Strand 
Start 192 End 
Name OJ000323_40 . 0424 . C5 . o2 . gs Method' 
Start 1729 End 
GI none Score 
Exons 1729. .2381, 2639. .3200 



OJ000323_40.0424 .C5 
+ 

3259 
GENSCAN 
3200 
.98 



Seq. No. 55300 

Gene No. 115907 

Start 192 

Name PJ000323_40 . 04 24 . C5 . ol . ts 

Start 1885 

GI none 

Exons 1885.. 1989, 2095.. 2163, 2658, 
3134. .3256 



Seq. ID OJ000323_40.0424.C5 

Strand + 

End 3259 

Method TBLASTX : Soybean 

End 32.57 

Score 72 

.3008, 2666. .2986, 3108.. 3257, 



Seq. No. • 55300 Seq. ID 

Gene No. 115907 Strand 

Start 192 End 

Name OJ000323_4 0 . 0424 . C5 . ol . tm Method 

Start 2658 End 

GI none Score 
Exons 



OJ000323_40.0424.C5 
+ 

3259 

TBLASTX: Maize 

3230 

478 



2658. .3008, 2660. .2986, 3108. .3230, 3111. .3173, 3137. .3226 



Seq. No. 55301 Seq. ID 

Gene No. 115908 Strand 

Start 1 End 

Name OJ000323_40 . 0424 . 06 . ol . gp Method 

Start 1 End 

GI none Score" 

Exons 1..129 



OJ000323_40.0424 .C6 
-f 

129 

AAT/GAP 

129 

238 



Seq. No. 55301 

Gene No. 115909 

Start 1 

Name OJ000323_4 0 . 0424 . C6 . ol . np 

Start 1 

GI 5803100 

Exons 1..48, 544. 

1593.. 1652, 

GI Descrip. 



Seq. ID OJ000323_40.0424 .C6 
Strand 

End 1818 

Method AAT/NAP 

End 1812 

Score 631 

1005, 1095.. 1133, 



1217. .1516, 



669, 754.. 822, 901 
1759. .1812 

DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 18 (Myc-regulated) 
gi|7446077|pir| IS71758 DEAD box protein MrDb, Myc-regulated - 
human gi | 14 98229 | emb | CAA67295 . 1 | {X98743) RNA helicase [Homo 
sapiens ] 



Seq. No. 55301 Seq. ID 

Gene No. - 115909 Strand 

Start 1 End 

Name OJ000323_40 . 0424 . 06 . ol . tm Method 

Start 1 End 



OJ000323_40.0424 .06 
1818 

TBLASTX: Maize 
1510 



55902 



GI 

Exons 



none Score 70 

1..51, 5, .55, 541. .669, 544. .669, 736. .828, 758. .829, 899. .1006, 
902. .1006, 1094. .1138, 1095. .1133, 1200. .1496, 1215. .1508, , 
1216. .1509,. 1217. .1510 



Seq. No. 55301 

Gene No. 115909 

Start 1 

Name OJ000323_4 0 . 0424 . C6 . ol . to 

Start 1 

GI none 
Exons 



Seq. . ID OJ000323__40.0424 .C6 
Strand 

End 1818 

Method TBLASTX: Cress 

End 14 68 

Score 91 



1..45, 547. .669, 560. .670, 560. .670, 754. .828, 857. .994, 
949. .1005, 1098. .1133, 1098. .1133, 1099 .. 1134 1201 .. 134 1, 
1215. .1466, 1217. .1468 



.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55301 

115909 

1 

OJ000323_40.0424 .C6.o2. ts 
1 

4298843 



Seq. ID OJ000323_40.0424 .06 
Strand - • 
End 1818 

Method TBLASTX: Soybean . • 
End 841 
Score 57 

1..51, 8. .55, 544. .669, 544. .666, 754. .828, 755. .841 
2827700/emb_CAA16673_ 4.0e-30 (AL021684) DEAD box ATP dependent 
helicase protein [Arabidopsis thaliana] 



Seq. ID OJ000323_40.0424.C6 
Strand 

End 1818 

Method AAT/GAP 

End 805 

Score 1004 



55301 
115909 
1 

OJ000323_4 0.0424. 06. o2 .gp 
191 

uO-osflcypl57c03bl 
191. .669, 754. .805 

'5803100/ref |NP_006764.1|pDDX18| 9.0e-13 DEAD/H 
(Asp-Glu-Ala-Asp/His ) box polypeptide 18 (Myc-regulated) 
>gi_1498229_emb_OAA67295_ (X98743) RNA helicase [Homo sapiens] ' 



Seq. No. 55301 

Gene No. 115909 

Start 1 

Name OJ000323_40 . 0424 . 06 . ol . gs 

Start 544 

GI none 
Exons 



Seq. ID OJ000323_40.0424 .06 
Strand 

End 1818 

Method GENSOAN 

End 1818 

Score .86 



544.-735, 901. .1005, 1095. .1133, 1217. .1516, 1593. .1682, 
1771. .1818 



Seq. No. 55301 

Gene No. 115909 

'start 1 

Name OJ000323_4p . 0424 . 06 . ol . ts 

Start 926 

GI none 
Exons 



Seq. ID OJ000323_40;0424 .06 
Strand 

End 1818 

Method TBLASTX : Soybean 

End 1349 

Score 60 



926. .994, 949. .1008, 1093. .1134, 1095. .1133, 1201. .1344, 
1215. .1349, 1215. .1346, 1217. .1348 



Seq. No, 
Gene No, 
Start 



55302 

115910 

617 



Seq. ID OJ000323_40.0424 .07 
Strand + 
End 1013 



55903 



Name 

Start 

GI 

Exons 



OJ000323_40 . 0424 .C7 . ol . gp Method AAT/GAP 

617 - End 1013 

none Score 762 
617. ,1013 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55303 
115911 
1 

OJ000323_40.0424.C8.ol.np 
1 

4234846 
1. .886 

{AF082130) gag-pol polyprotein [Zea mays] 



Seq. ID OJ000323_40.0424.C8 

Strand * + 

End 886 

Method AAT/NAP 

End 886 

Score 540 



55303 
115911 
1 

OJ000323_40.0424.C8.ol.gp 
89 

uC-osf Icyp006al0bl 
89. .303, 411. .662 

M234846 7.0e-13 (AF082130) gag-pol polyprotein [Zea mays]' 



Seq. ID OJ000323_40.0424.C8 

Strand + 

End 886 

Method AAT/GAP 

End . 662 

Score 858 



55303 

115911 ^ , 

1 

OJ000323_4 0.0424.C8.ol.gs 

105 

none 

105. .578 



Seq. ID OJ000323_40.0424.C8 

Strand + 

End 886 

Method GENSCAN 

End 578 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55304 
115912 
1 

OJ000323_4 0.0424. CIO. ol.gp 
1 

57441_1.R1084 

1. .117, 222. .345 " ' ' 

*2129752/pir| IS58123 5.0e-28 thioredoxin - Arabidopsis thaliana 
>gi_992964_emb_CAA84 612_ (Z35475) thioredoxin [Arabidopsis 
thaliana] * 



Seq. ID OJ000323_40. 0424. CIO 
Strand + 

933 

AAT/GAP 
345 
425 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55304 

115912 

1 

OJ000323_40. 0424. CIO. ol.tm 

!■■ 

none 



Seq. ID OJ000323_40. 0424. CIO 

Strand + 

End 933 

Method TBLASTX : Mai ze 

End 344 

Score 116 



1..120, 6. .140, 213. .344, 221. .340, 225. .344 



55304 

115912 

1 

OJ000323_4 0. 0424 .CIO. ol.tw 
1 

none 



Seq. ID OJ000323_40. 0424. CIO 

Strand + 

End 933 

Method TBLASTX : Wheat 

End 344 

Score 96 



1..120, 213. .344, 221. .340, 267. .344 



55904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55304 - Seq. ID 

115912 Strand 
1 End 
OJ000323_40. 0424. CIO. ol.gs Method 
1 End 
none - Score 

1..117, 222. .344 



OJ000323_40. 0424. CIO 
+ 

933 

GENSCAN 
344 . 
1 



55304 Seq. ID 

115912 Strand 
1 End 
OJ000323_40. 0424 .CIO. ol.np Method 
28 End 
2117424 Score 
28. .117, 222. .349, 913. .933 

thioredoxin (clone GIFl) - Arabidopsis thaliana 
gi|992962|emb|CAA84611.1| (Z35474) thioredoxin [Arabidopsis 
thaliana] gi | 1388076 | gb | AAC4 9351 . 1 | (U35640) thioredoxin h 
[Arabidopsis thaliana] 



OJ000323_4 0.0424 .CIO 
+ 

933 

AAT/NAP^ 

933 

129 



Seq. No. 55305 Seq. ID 

Gene No. 115913 Strand 

Start 105 ' End 

Name OJ000323_40 . 0424 . Cll . ol . gp Method 

Start 105^ End 

GI 62018_1.R1084 Score 
Exons 105.. 256, 457.. 627 

GI Descrip. '2435519 5.0e-34 (AF024504) similar to mouse MEM3 (GB:U47024 and 
S. cerevisiae vacuolar sorting protein 35 (SW;P34110) 
[Arabidopsis thaliana] ' 



OJ000323_40. 0424. Cll 
+ 

3911 
AAT/GAP 
627 
573 



Seq. No. 


55305 






Seq. ID 


OJ000323_40. 0424. Cll 


Gene No. 


115913 






Strand 


+ 


Start 


'•105 






End 


3911 


Name 


OJ000323 40, 


.0424 


.Cll. ol.gs 


Method 


GENSCAN ■ 


Start 


105 






End 


3517 - 


GI 


none 






Score 


.9 


Exons 


105. .256, 2( 


593. . 


3113, 3119.. 


3190, 3199 


. .3295, 3391. .3517 


Seq. No. 


55305 






Seq. ID 


OJ000323_40. 0424. Cll 


Gene No. 


115913 






Strand 


+ 


Start 


105 






End 


3911 


Name 


OJ000323 40. 


.0424 


.Cll.ol.tm 


Method 


TBLASTXrMaize 


Start 


2868 






End 


3518 


GI 


none 






Score 


39 


Exons 


2868. .2897, 


2868 


..2891, 2885 


..2977, 3012.. 3113, 3015... 3113, 




3077. .3115, 


3190 


..3294, 3191 


..3286, 31' 


98.. 3290, 3390.. 3503, 




3392. .3517, 


3393 


. .3518 






Seq. No. 


55305 






Seq. ID 


OJ000323_40. 0424. Cll 


Gene No. 


115913 






Strand 


+ 


Start 


105 






End 


3911 


Name * 


OJ000323 40, 


,0424 


.Cll .o2.gp• 


Method 


AAT/GAP 


Start 


2966 






End 


3479 


GI 


426219 






Score 


592 


Exons 


2966. .3113, 


3199 


. .3295, 3391 


. .3479 





55905 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2435519 5.0e-34 (AF024504) similar to mouse MEMS (GB:U47024 and 
S. cerevisiae vacuolar sorting protein 35 (SW;P34110) 
[Arabidopsis thaliana] 



55305 

115913 

105 

OJ000323_40.0424.Cll.ol.np 
3021 
6598811 
3021. .3113, 



Seq. ID OJ000323_40.0424 .Cll 

Strand + 

End . 3911 

Method AAT/NAP 

End 3911 

Score 354 



3199. .3295, 3391. .3519, 3814. .3911 
(AF024504) putative vacuolar sorting-associated protein 
[Arabidopsis thaliana] 



Seq. No. 55305 Seq. ID 

Gene No. 115913 Strand 

Start 105 End 

Name OJ00Q323_40 . 0424 . Cll . ol . ts Method 

Start 3033 End 

GI none Score 
Exons 



OJ000323_40. 0424. Cll 
+ 

3911 

TBLASTX : Soybean 

3533 

111 



3033. .3113, 3033. .3104, 3083. .3115, 3190. .3294, 3191. .3307, 
3198. .3308, 3393. .3455, 3416. .3490, 3432. .3533, 3447. .3521 



Seq.- No. 55305 

Gene No. 115913 

Start 105 

Name OJ000323_40 . 0424 . Cll . ol . tc 

Start 3036 

GI none 

Exons 3036.. 3113, 
3432. .3533 



Seq. ID OJ000323_40. 0424. Cll 

Strand + 

End 3911 

Method TBLASTX : Cress 

End 3533 

Score ' 100 
3036. .3113, 3190. .3294, 3198. .3290, 3393. .3455, 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55306 

115914 

1 

OJ000323_40.0424 .C12.ol.np 
1 

6562283 



Seq. ID OJ000323_40.0424 .C12 

Strand + 

End 1647 

Method AAT/NAP 

End^.. 1647 

Score 446 



1..303, 542. .598, 685. .774, 853. .975, 1538. .1647 

{AL132980) vacuolar sorting protein 35 homolog [Arabidopsis 

thaliana] 



Seq. No, 
Gene No. 
• Start 
Name 
Start 
GI 

Exons 



55306 

115914 

1 

OJ000323_4 0. 04 24 .C12.ol.gs 

216 

hone 



Seq. ID OJ000323_40.0424.C12 

Strand - ' + 

End 1647 

Method GENSCAN 

End 1612 

Score .91 



216. .303, 542. .598, 685. .774, 1538. .1612 



Seq. No. 55306 

Gene No. 115914 

Start 1 

Name OJ000323_40 . 0424 . C12 . ol . ts 

Start 217 

GI none 
Exons 



Seq. ID 'OJ000323_40.0424.C12 

Strand + 

End 1647 

Method- TBLASTJt: Soybean 

End ' 1582 

Score 103 



217. .303, 225. .296, 538. .582, 651. .782, 685. .783, 848. .976, 

5*5906 



849.-986, 850. .981, 1526. .1582 



Seq. No. 55306 

Gene No. 115914 

Start 1 

Name OJ000323_40 . 0424 . C12 . ol . tm 
Start • 837 ' 

GI none 
Exons 



Seq. ID OJ000323_40. 0424 .012 

Strand + 

End 1647 

Method TBLASTX: Maize 

End 1615 

Score 168 

837. .965, 840. .971, 842. .973, 850. .975, 1535. .1615, 1535. .1612, 
1537. .1614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Desc'rip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000323_ 
+ 

1647 
AAT/GAP 
1647 
141 



40.0424.C12 



55306 Seq. ID 

115914 Strand 
1 End 
OJ000323_40. 0424 .012. ol.gp Method 
1537 End 
25300__1.R1084 Score 
1537. .1647 

'2435519 l.Oe-123 (AF024504) --similar to mouse MEM3 {GB:U47024 
and S. cerevisiae vacuolar sorting protein 35 (SW;P34110) 
[Arabidopsis thaliana] * 

55307 Seq. ID OJ000323_4 0 . 0424 . 014 

115915 Strand 

1 — - ^ . End 58 6 

OJ000323_40. 0424. 014. ol.np Method AAT/NAP 

1 End 476 

7489738 Score 204 
1..266, 300. .476 

gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gil 4234852 |gb|AAD12997. 11 {AF082133) gag-pol polyprotein [Zea 
mays] 



5s =r 


Seq. No. 


55307 


Seq. ID 


OJ000323_40. 0424. 014 




Gene No. 


115915 


Strand 






Start 


•1 


End 


586 




Name 


OJ000323 40.0424.O14.ol..tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


383 




GI 


none 


Score 


125 




Exons 


1..261, 3. .383 








Seq. No. 


55307 


Seq. ID 


OJ000323_40. 0424. 014 




Gene No. 


115915 


Strand 






Start 


1 


End 


586 




Name 


OJ000323 40. 0424 .014 .ol.gs 


Method 


GENSOAN 




Start 


61 


End 


497 




GI 


none 


Score 


.59. 




Exons 


61. .497 








Seq. No. 


55307 


Seq. ID 


OJ000323_40. 0424. 014 




Gene No. 


115915 


Strand 






Start 


1 


End 


586 




Name 


■OJ000323 40. 0424. 014. ol.gp 


Method ■ 


AAT/GAP 




Start 


75 


End 


586 




GI 


uC-osflM202052c07bl 


Score 


1011 




Exons 


75. .586 








GI Descrip. 


'4234848 l.Oe-12 (AF082131) 


gag-pol polyprotein [Zea mays] ] 



55907 




Seq. No. 


55308 








Seq. ID 


OJ000323_40.0424 


.015 


Gene No. 


115916 








Strand 


+ 




Start 


2114 








End 


2936 




Name 


OJ000323_40 


. 0424 


.015. ol 


. ts 


- Method 


TBLASTX : Soybean 




Start 


2075 








End 


2569 




GI 


none 








Score 


•304 




Exons 


2075. .2368, 


2113 


. .2256, 


2308. 


.2367, 23 


77.. 2529, 2378.. 2569 


Seq. No. 


55308 








Seq. ID 


OJ000323_40. 0424 


.015 


Gene No. 


115916 








Strand 






Start 


2114 








End 


2936 




Name 


OJ000323_40 


. 0424 


.015. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2104 








End 


2578 




GI 


none 








Score 


666 




Exons 


2104 . . 2274, 


2105 


. .2578, 


2308. 


.2577 






Seq. No. 


55308 








Seq. ID 


OJ000323_40.0424 


.015 


Gene No. 


115916 








Strand 


-f 




Start 


2114 








End 


2936 




Name 


OJ000323_40 


. 0424 , 


.015.01 


. gs 


Method 


GENSCAN 




Start 


2114 








End 


2863 




GI 


none 








Score 


.99 




Exons 


2114 . .2863 














Seq. No. 


55308 








Seq. ID' 


OJ000323_40.0424 


.015 


Gene No. 


115916 








Strand 


+ 




Start 


2114 








End 


2936 




Name 


OJ000323_40 


.0424, 


.015.01 


. np 


Method 


AAT/NAP 




Start 


2114 








End 


2936 




GI 


5080804 








Score 


510 




Exons 


2114 . . 2575, 


2603. 


. .2778, 


2913. 


.2936 






GI Descrip. 


(AC007258) ] 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


55308 








Seq. ID 


OJ000323_40.0424 


.015 


Gene No. 


115916 








Strand 


+ 




Start 


2114 








End 


2936 




Name 


OJ000323_40 


.0424. 


.015.01 


.to 


Method 


TBLASTX :Oress 




Start 


2114 








End 


2548 




GI 


none 








Score 


277 




Exons 


2114 . .2368, 


2386, 


. .2514, 


2387. 


.2548 






Seq. No. 


55309 








Seq. ID 


OJ000323_40.0424 


.016 


Gene No. 


115917 








Strand 


+ 




Start 


1 








End 


237 




Name 


OJ000323 40 


.0424. 


,016. ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


237 




GI 


5080804 








Score 


192 




Exons 


1. .237 














GI Descrip. 


(AC007258) Hypothetical 


prote 


in [Arabidopsis thaliana] 




Seq. No. 


55309 








Seq. ID 


OJ000323_40.0424 


.016 


Gene No. 


115917 








Strand 


+ 




Start 


1' ^ 








End 


237 




Name 


OJ000323 40, 


.0424. 


.016.01 


. tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


222 




GI 


none 








Score 


97 





55908 



Exons 



1..96, 3. .221, 3. .218, 38. .220, 169. .222 



Seq. No. 55309 

Gene No. 115917 

Start 1. 

Name OJ000323_40 . 04 24 . C16 . ol . ts 

Start 18 

GI none 

Exons 18.. 221, 38.. 217 



Seq. ID OJ000323_40. 0424 .016 

Strand .+ 

End 237 

Method T.BLASTX : Soybean 

End 221 

Score 200 



Seq. No. 55309 

Gene No. 115917 

Start 1 

Name OJ000323_40 . 0424 . 016 . ol . tc 

Start 39 

GI none 

Exons 39. .218, 41. .205 



Seq. ID OJ000323_40. 0424. 016 

Strand + 

End 237 

Method TBLASTX : Cress 

End 218 

Score 189 



Seq. 'No. 55309 

Gene No. 115917 '■ ' ' 

Start 1 

Name OJ000323_40 . 0424 . 016 . ol . gs 

Start 131 

GI none 

Exons 131'. .222 



Seq. ID OJ000323_40. 0424. 016 

Strand + 

End 237 

Method GENSOAN 

End 222 

Score .57 



Seq. No. 55310 

Gene No. 115918 

Start 1 

Name OJ000323__40 . 04 24 . 018 . ol . gp 

Start 1 

GI 3760772 

Exons 1..460, 551.. 762 



Seq. ID OJ000323_40. 0424 .018 
Strand 

End 2282 

Method AAT/GAP 

End 7 62 

Score 1249 



Seq. No. 55310 

Gene No. 115918 

Start . . 1 

Name'" ' OJ000323_40 . 0424 . 018 . b2 . tm 

Start 212 

GI none 
Exons 



Seq. ID OJ000323_40. 0424 .018 
Strand 

End -2282 

Method TBLASTX : Mai ze 

End 451 

Score 43 



212. .235, 257. .328, 263. .451, 264. .359, 265. .447 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



55310 

115918 

1 

OJ000323_4 0.0424. 018 . ol . np 

229 . 
4567275 



Seq. ID OJ000323_40. 0424 .018 
Strand 

End 2282 

Method AAT/NAP 

End 2282 . 

Score 312 



229. .431, 543. .963, 1399. .1540, 1630. .1790, 2250. .2282 
(AC006841) hypothetical protein [Arabidopsis thaliana] 



55310 

115918 

1 

OJ000323_4 0.0424. 018 .ol.gs 

280 

none 



Seq. ID OJ000323_40. 0424 .018 
Strand 

End 2282 

Method GENSOAN 

End 2262 

Score .85 



55909 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



280. .460, 551. .963, 1399. .1528, 1618. .1786, 2246. .2262 



55310 

115918 

1 

OJ000323_40.0424 .C18.ol.tm 

1392 

none 



Seq. ID OJ000323_40.0424.C18 
Strand 

End 2282 

Method TBLASTX: Maize . 

End 2282 

Score 170 



1392. .1517, 1394. .1507, 1419. .1529, 1502. .1537, 1615. .1785, 
1616. .1786, 1616. .1786, 2241. .2282, 2245. .2280 



55311 

115919 

944 

OJ000323_40,0424 .C19.o2.tm 

915 

none 



Seq. ID OJ000323_40.0424 .C19 
Strand 

End 6242 

Method TBLASTX : Mai ze 

End 1087 

Score 188 



915. .1085, 938. .1084, 943. .1086, 943. .1086, 944. .1087 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55311 

115919 

944 

QJ000323_4.0 . 0424 . C19 . ol . gs 

944 

none 



Seq. ID OJ000323_40.0424.C19 
Strand 

End 6242 
Method GENSCAN 
End 6120 
• Score .61 

944. .1083, 1211. . 1344, 154 1 1631 , ' 17'27 .. 1870, 1950. .2080, 
2541. .2577, 2654. .2714, 2838. .3062, 3813. .3946, 4000. .4105, 
4198. .4471, -6107. .6120 



55311 

115919 

944 

OJ000323_40.0424.C19.ol.np 
944 

4567275 



Seq. ID OJ000323_40.0424.C19 
Strand 

End 6242 

Method AAT/NAP 

End 2947 

Score 291 



944. .1083, 1211. .1346, 1588. .2080, 2541. .2577, 2654. .2714, 
2838. .2947 

(AC006841-) hypothetical protein [Arabidopsis thaliana] 



55311 

115919 

944 

OJ000323_4 0 . 0424 . C19 . o3 . tm 

1960 

none 



Seq. ID OJ000323_40.0424.C19 

Strand. 

End 6242 

Method TBLASTX : Mai ze 

End 3003 

Score 152 



'I960. .2079, 1961. .2080, 1980. .2081, 2517. .2579, 2540. .2590, 
2552. .2590, 2652. .2714, 2653. .2712, 2655. .2717, 2829. .2894, 
2830. .2892, 2964. .2999, 2965. .3003 



55311 

115919 

944 

OJ000323_40.0424 .C19.ol.tm 

5899 

none 



Seq. ID OJ000323_40.0424 .C19 
Strand 

End 6242 

Method TBLASTX: Maize 

^End 6242 

Score 102 



5899. .5961, 5901. .5960, 6059. .6184, 6063. .6185, 6085. .6186, 
6185. .6241, 6186. .6242 



55910 



Seq. No. 55312 

Gene No. 115920 

Start 175 

Name OJ000323_4 0 . 0424 . C22 . ol . gs 

Start 175- 

GI none 

Exons 175.. 308 



Seq. ID OJ000323^40.0424, 

Strand + 

End 308 

Method GENSCAN 

End 308 . . 

Score ".84 



C22 



Seq. No. 55313 

Gene No. 115921 

Start 1 

Name OJ000323_40 . 0424 . C23 . ol . gp 

Start 1 

GI 5002875 

Exons 1..299, 1420.. 1498 



Seq. ID OJ000323_40.0424. 
Strand 

End 1511 

Method AAT/GAP 

End 14 98 

Score 736 



C23 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55313 
115921 
1 

OJ000323_40.0424 .C23.ol.np 
1 

7288013 

1..299, 1420.. 1511 ■ 

(AL132971) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000323_40.0424, 
Strand 

1511 
AAT/NAP 
1511 
226 



C23 



End 

Method 

End 

Score 



55313 

115921 

1 

OJ000323_40.0424.C23.ol.gs 
11 

none 

11. .299, 1420. .1497 



Seq. ID OJ000323_40.0424, 
Strand 

End 1511 

Method GENSCAN 

End 14 97 

Score .61 



C23 



Seq. No. 55313 

Gene No. 115921 

Start 1 

Name OJ000323_40 . 0424 . C23 . ol . tm 

Start 15 

GI none 
Exons 



Seq. ID OJ000323_40.0424, 
Strand- 
End 1511 
Method TBLASTX : Mai ze 
End 1501 
Score 103 



C23 



15. .119, 15. .119, 16. .120, 16. .120, 120. .296, 121. .348, 
121. .297, 131. .301, 1420. .1500, 1420. .1500, 1421. .1501 



Seq. No. 55314 

Gene No. 115922 

Start 740 

Name OJ000323_40 . 04 24 . C24 . ol . gs 

Start " 740 

GI none 
Exons 



Seq. ID OJ000323__40.0424 

Strand + 

End 2255 

Method GENSCAN 

End 2255 

Score .56 



C24 



740. .802, 891. .989, 1090. .1132, 1277. .1503, 1832. .1930, 
2252. .2255 



Seq. No. 55314. 

Gene No. 115922 ■ 

Start 740 

Name OJ000323_40 . 0424 . C24 . ol . gp 

Start 771 



Seq. ID OJ000323_40.0424, 

Strand + 

End 2255 

Method AAT/GAP 

End 2082 



C24 



55911 



# • 



GI 


none 




Score 


1391 


Exons 


771 . . 802 , 


891 989, 1065 . . 


1132, 1213 . . 


1525, 1832 . . 2082 


Seq. No. 


55315 




Seq. ID 


OJ000323 40.0424 


Gene No. 


115923 




Strand 


+ 


Start 


174 




End 


94 7 


Name 


OJ000323 ^ 


10.0424.C25.ol.gs 


Method 


GENSCAN 


Start 


174 




End 


947 


GI 


none 




Score 


. 91 


Exons 


174 . .284, 


819. .947 







Seq. No. 55316 Seq. ID 

Gene No. 115924 Strand 

Start 696 End 

Name OJ000323_40 . 0424 . 026 . ol . gs Method 

Start 696 End 

GI none Score 

Exons 696.. 908 



OJ000323_40. 0424. 026 
908 

GENSCAN 

908 

.54 



■ Seq. No. 55317 

Gene No. 115925 

Start 539 

Name OJ000323_4 0 . 0424 . 027 , ol . gp 
>f .. Start • ^ . 539" 

%J GI none 

tf\ Exons 539.. 1188 

Seq. No. 55317 

:i Gene No. 115925 

Start 539 

%J Name OJ000323_40 . 0424 .027 . ol . gs 

ry Start 615 

„ GI none 

Exons 615 . . 1025 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_40. 0424 .027 
+ 

1188 
AAT/GAP 
1188 
1210 



OJ000323_40. 0424 .027 
+ 

1188 
GENSOAN 
1025 
. 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 
Gene No. 
Start 
Name 



55317 
115926 
2942 ' 

OJ000323_40. 0424. 027. o2.gs 

2942 

none 



Seq, ID OJ000323_40, 0424. 027 
Strand 

End 7089 

Method GENSOAN 

End 6936 

Score ,75 



2942.-3437, 5196. .5257, 5367. .5487, 5568. .5709, 6747. .6936 



55317 
115926 
2 942 

OJ000323_4 0. 0424 : 027. o2.gp 
3902 

16497_1.R1084 
3902. .4324, 5196. .5257, 



OJ000323 40. 0424 .027 



Seq, ID _ 
Strand 

End 7089 
Method AAT/GAP 
End 7089 
Score 2024 
5367. .5487, 5568. .5709, 6747. .7089 
M090884 3.0e-95 (AF025333) vesicle-associated membrane protein 
7B; synaptobrevin 7B [Arabidopsis thaliana] • 



55317 Seq. ID 

115926 Strand 

2942 End 

OJ000323 40.0424.O27.o2.tm Method 



.OJ000323_40. 0424 .027 
7089 

TBLASTX: Maize 



55912 




start 


3965 








End 


4328 




GI 


none 








Score 


37 




Exons 


3965. .3991, 


3965 


. .3988, 


4014 . 


.4043, 4015. .4044, 


4122. .4163, 




4124 . .4168, 


4126 


. . 4209, 


4175. 


.4207, 4185. .4328, 


4185. ,4325, 




4262 . .4327 














Seq. No. 


55317 








Seq. ID 


OJ000323 


_40 . 0424 .027 


Gene No. 


115926 








Strand 






Start 


2942 - 








End 


7089 




Name 


OJ000323_40 


. 0424 


C27-.01 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4182 








End 


6936 




GI 


none 








Score 


129 




Exons 


4182 . .4325, 


4188 


.4328, 


4262 . 


.4327, 5196.. 5240, 


5234 . . 5260, 




5238 . . 5258, 


5361 


. 5486, 


5367 . 


.5486, 5368. .5487, 


5567 . . 5707, 




5634 . .5705, 


6745 


. 6936, 


6746. 


.6931 






Seq. No. 


55317 








Seq. ID 


OJ000323 


_40 . 0424 .C27 


Gene No . 










Strand 






Start 


2942 








End 


7089 




Name 


' OJ000323 40 


.0424 


C27.01 


.np 


Method 


AAT/NAP 




Start 


4184 








End 


6936 




GI 


4090884 








Score 


873 




Exons 


4184. .4324, 


5196. 


.5257, 


5367. 


.5487, 5568. .5709, 


6747. . 6936 


GI Descrip. 


(AF025333) 


vesicle-associated 


membrane 


protein 


7B; synaptob 



7B [Arabidopsis thaliana] 



Seq. No. 55317 
Gene No. 115926 
Start 2942 

Name OJ000323_4 0 . 0424 .027 . ol 

Start 4185 
GI none 

Exons 4185.. 4328, 4188.. 4319, 

5238. .5258, 5367. .5483, 
6745. .6936, 6746. .6931 

Seq. No. 55317 

Gene' No. 115.926 

Start 2942 

Name OJ000323_4 0 . 0424 . 027 . ol 

Start 5193 

GI none 

Exons 5193.. 5240, 5234.. 5260, 
5567. .5707, 5634. .5708, 



Seq. ID OJ000323_40. 0424. 027 
Strand 

End 7089 
.ts Method' TBLASTX : Soybean 

End 6936 

Score 138 
4190. .4327, 5196. .5240, 5234. .5260, 
5368.. 5481, 5567.. 5707, 5634.. 5705, 

■Seq. ID OJ000323_40. 0424 .027 
Strand 

End 7089 
.tm Method TBLASTX : Maize 

End 6936 

Score 36 
5238.. 5258, 5367.. 5483, 5368.. 5484, 
6745.. 6936, 6746.. 6931 



Seq. No. 


55318 








Seq. ID 


OJ000323 


_4 0 


0424 


.028 


Gene No. 


115927 








Strand 


+ 








Start 


379 








End 


858 








Name 


OJ000323 


40.0424 .028 


.ol 


. gs 


Method 


GENSCAN 








Start 


379 








End 


858 








GI 


none 








Score 


.79 








Exons 


379. .453, 


547. .858 
















Seq. No. 


55318 








Seq. ID 


OJ000323 


_4 0 


0424 


028 


Gene No. 


115928 








Strand 


+ 








Start 


3526 








End 


5959 








Name 


OJ000323 


40.0424.028 


.o3 


. gs 


Method 


GENSOAN 









55913 



start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3526 End 5014 

none Score .-86 

3526. .3699, 4130. .4198, 4286. .4357, 4880.. 5014 



55318 

115928 

3526 

OJ000323_40.0424.C28.ol.np 
3583 

652D231 - 



Seq. ID OJ000323_40.0424 .C28 

Strand + 

End 5959 - 

Method AAT/NAP 

End 5959 

Score 274 



3583. .3750, 3928. .3993, 4130. .4198, 4286. .4428, 5940. .5959 
(AB028232) helix-loop-helix protein homolog [Arabidopsis 
thaliana] 



Seq. No. 55318 

Gene No. 115929 

Start 1267 

Name OJ000323_4 0 . 0424 . C28 . o2 . gs 

Start 1267 . ' 

GI none 

Exons 1267.. 1675, 2109.. 2254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55318 

115930 

5369 

OJ000323_4 0.0424.C28.ol.tm 

3682 

none 

3682. .3750, 3684. .3749, 3688, 
3925. .3996, 3928. .3996, 4127. 
4274. .4363, 4291. .4368, 4880. 

55318 

115930 

5369 

OJ000323_40.0424 .C28.ol.tw 

3713- 

none 

3713.. 3751, 3715.. 3750, 3925. 
4127, .4225, 4127. .4198, 4280, 
4878 . .5009, 4880. .5014, 4885. 

55318 

115930 

5369 

OJ000323_4 0.0424 .028 .o4 .gs 

5369 

none 

5369.. 5489.. 



Seq. ID OJ000323_40..0424 .C28 
Strand 

End 2254 

Method GENSCAN 

End 2254 

Score .96 



Seq. ID OJ000323_40. 0424. 028 
Strand 

End 5489 

Method TBLASTX : Maize 

End 5031 

Score' 118 

.3750, 3690. .3752, 3902. .3994, 
.4225, 4127. .4198, 4274. .4357, 
.5017, 4882. .5016, 4888. .5031 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 40.0424.028 



5489 

TBLASTX: Wheat 
5016 
60 

3996, 3926.. 3994, 3928. 
.4327, 4298.. 4357, 4313. 
5016, 4894. .5013, 4919. 



.3996, 
.4357, 
.5014 



Seq. ID OJ000323_40. 0424. 028 

Strand - ^ 

End 548.9 

Method GENSCAN 

End 5489 

Score • .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55319 

115931 

155 

OJ000323_4 0.0424 .029.01. gs. 

155 

none 



Seq. ID OJ000323_40. 0424. 029 



Strand 
End 

Method 

End 

Score 



2333 
GENSCAN 
2333 
.76 



155. .211, 383.-493, 980. .1066,. 1233. .1355, 1960. .2066, 



55914 




2162. .2333 



Seq. No. 


55320 








Seq. ID 


OJ000323_ 


40.0424 .030 


Gens No . 


X X D y j^i 








Strand 








X D / D 








End 


4499 




Name 


rxTnnnTOQ a(\ 


n /I o /I 
. U4z4 


. C JU . OX 


.gs 


Method 


GENSCAN 






1 tf; T c 

XO / D 








End 


4499 






none 








Score 


.45 




Exons 


xb / D . . xy^o, 


O T 1 T 

Z / X / 


, . zoz4 , 


"3 1 T Q 

oXoo . 


.3246, 3260.. 3388, 


3840 . . 3910,- 




4405. .4499 














oeq . NO . 










Seq. ID 


OJ000323_ 


/in n/io/i /~''3n 
4U . U4z4 . CoU 


Gene No . 


1 1 Q "3 O 

X xo y 








Strand 








X D / O 








End 


4499 




Name 


n Tfinn "^o /in 




. b JU . ox 


. gp 


Method 


AAT/GAP • 




brar u 










End 


2951 






none 








Score 


823 




Exons 


2373. .2557, 


2669 


. .2951 










beq . iNo . 


C C O O 1 








Seq. ID 


OJ000323_ 


4 U . U4z 4 . Co X 


Gene No . 


1 1 C n "3 "3 

xxoyj J 








Strand 






b tart 


o4 / D 








End 


6579 




Name 




n /I o /I 


. CoX . oz 


.gs 


Method ■ 


GENSOAN 




btart 


o4 / b 








End 


6579 






none 








Score 


■\77 - 




Exons 


3476. .3572, 


4469 


. .4517, 


5520. 


.5565, 5913. .6065, 


6487. . 6579 


beq. MO . 


C C Q O 1 








Seq. ID 


OJ000323_ 


40.0424 .031 


Gene No . 


X xo y O 4 








Strand 






OH s >--l- 

b tart 


T Q Q yl 

/ y o 4 








End 


10852 




Name 






. Col . OZ , 


. tm 


Method 


TBLASTX: Maize 


bt art 


XXU4 








End 


1439 






none 








Score 


63 




Exons 


1104. . 1190, 


1138 


. . 1191, 


1224 . 


.1418, 1224. .1439 




beq . INO . 


c; "5 0 1 
DO X 








Seq. ID 


OJ000323_ 


40. 0424. 031 


Gene No . 


1 1 C Q T /I 

xxoyo4 








Strand 






btart 










End 


10852 




Name 




n /I o /I 


. Co X . OX , 


. tw 


Method 


TBLASTX: Wheat 


b t art 


X / 4 J 








End 


2030 




C T 


none 








Score 


144 




Exons 


T'7/1'3 omn 


1 T c: o 
X / OZ 


, . xy /o. 


X / DO . 


.2025 






Seq. No. 


55321 








Seq. ID 


OJ000323_ 


40.0424 .031 


ijene jno . 


115934 








Strand 






btart 


7884 








End 


10852 




Name 


- 6j00.0323' 40 


.0424 


.031. ol, 


-np 


Method 


AAT/NAP 




btart 


7877 






End 


10852 ^ 






6358814 








Score 


819 




Exons 


7877. .8506, 


8534 


. .8694, 


8736. 


. 9074, 10799. . 10852 




GI Descrip. 


(AC010675) putative protein kinase [Arabidopsis 


thaliana] 


Seq. No. 


55321 








Seq. ID 


OJ000323_ 


40.0424 .031 


Gene No. 


115934 . 








Strand 






Start 


7884 








End 


• 10852 




Name 


OJ000323 40. 


.0424. 


.031. o3. 


gs 


Method 


GENSOAN 




Start 


7884 






End 


9191 





55915 




GI 


none 








Score 


1 


Exons 


7884 . .9191 












Seq. No. 


55321 








Seq. ID 


OJ000323_40.0424.C31 


Gene No. 


115934 








Strand 




Start 


7884 








End 


10852 


Name 


OJ000323 40 


. 0424 


.C31 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7920 








End 


8870 


GI 


none 








Score 


133 


Exons 


7920 . . 8012, 


8061 


. . 8276, 


8062 . 


.8280, 8324. .8413, 8325. .8426, 




8331 . . 8429, 


8541 


. . 8600, 


8545 . 


.8601, 8616. .8684, 8766. .8870 


Seq. No. 


55321 








Seq. ID 


OJ000323_40.0424.C31 


Gene No. 


115934 








Strand 




Start 


7884 








End 


10852 


Name 


OJ000323_40 


. 0424 


.C31.ol, 


. to 


Method 


TBLASTX: Cress 


Start 


7923 








End 


8870 


GI 


none 








Score 


63 


Exons 


7923 . . 8021, 


8043 


. . 827 6, 


8328 . 


.8492, 8541. .8684, 8554. .8679, 




8772 . . 8870 












Seq. No. 


55321 








Seq. ID 


OJ000323_40.0424.C31 


Gene No. 


115934 








Strand 




Start 


7884 








End 


10852 . 


Name 


OJ000323_40 


.0424 


.C31.o2. 


;ts 


■ Method 


TBLASTX: Soybean 


Start 


7923 








End 


'^280 


GI 


none 








Score 


102 


Exons 


7923 . . 8039, 


8061 


. . 8276, 


8062 . 


.8280 




Seq. No. 


55321 








Seq. ID 


OJ000323_40. 0424.C31 


Gene No. 


115934 








Strand 




Start 


7884 








End 


10852 


Name 


OJ000323_40 


.0424 


.031. o2. 


. tw 


Method 


TBLASTX: Wheat 


Start 


8136 








End 


8591 


GI 


none 








Score 


68 . 


Exons 


8136 . . 8276, 


8191 


. . 8277, 


8295 . 


.8483, 8313. .8411, 8544. .8591 


Seq. No. 


55321 








Seq. ID 


OJ000323_40.0424.C31 


Gene No. * 


115934 








Strand 




Start 


7884 








End 


10852 


Name 


OJ000323 40 


. 0424 


.C31.01. 


, ts 


Method 


TBLASTX: Soybean 


Start 


8343 








End 


8870 


GI 


none 








Score 


111 


Exons 


8343. . 8492, 


8344 


. . 8478, 


8529. 


.8687, 85.30.. 8688, 8766.. 8870, 




8791 . .8868 












Seq. No. 


55322 








Seq. ID 


OJ000323_40.0424.C32 


Gene No. 


115935 








Strand 




Start 


1 








End 


233 


Name 


OJ000323 40 


.0424 


.C32.01. 


,gp 


Method 


AAT/GAP 


Start 


1- 








End 


192 


GI 


62018 1.R1084 






Score 


341 


Exons 


1. .192 












GI Descrip. 


•2435519 -5.06-34 


(AF024504) similar to 


mouse MEM3 (GB:U4702- 



S. cerevisiae vacuolar sorting protein 35 (SW;P34110) 
[Arabidopsis thaliana] * 



55916 




Seq. No. 


55322 




Seq. ID 


OJ000323_40. 


0424 ,C32 


Gene No. 


.115935 




Strand 






Start 


1 




End 


233 




Name 


OJ000323_4 0. 04 24 .C32 


•ol .gs 


Method 


GENSCAN 




Start 


18 




End 


233 




GI 


none 




Score 


. 97 




Exons 


18 . .233 










Seq. No. 


55322 




Seq. ID 


OJ000323_40. 


0424, C32 


Gene No. 


115936 




Strand 






Start 


659 




End 


1082 




Name 


OJ000323 4 0.0424 .C32 


. o2 , gs 


Method 


GENSCAN 




Start 


659 




End 


1082 




GI 


none 




Score 


. 42 




Exons 


659. . 673, 717 . . 806, 


932 . . 1082 








Seq. No. 


55323 




Seq, ID 


OJ000323_40 . 


0424 . C33 


Gene No. 


* 115937 




Strand 


+ 




Start 


1 




End 


120 




Name' 


OJ000323 40.0424.C33 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


120 




GI 


uC-osroM202040f09bl 




Score 


181 




Exons 


1. ,120 










GI Descrip. 


'4680488/gb|AF119222 


.1IAF119222 5.0e-41 Oryza sativa BAG clone 




1.H19, complete sequence' 








Seq. No. 


55323 




Seq, ID 


OJ000323_40. 


0424 .C33 


Gene No. 


115938 




Strand 


-f 




Start 


553 




End 


1654 




Name 


OJ000323 40.0424.C33 


. ol . gs 


Method 


GENSCAN 




Start 


553 




End 


1654 




GI 


none 




Score 


.94 




Exons 


553, .558, 1268. .1654 










Seq. No. 


55323 




Seq. ID 


OJ000323_4.0. 


0424 .C33 


Gene No. 


115939 




Strand 


+ 




Start 


1841 




End 


2954 




Name 


OJ000323 40,0424.C33 


. ol.np 


Method 


AAT/NAP" 




Start 


1841 


End 


2954 




GI 


1084461 




Score 


162 




Exons 


1841.. 1946, 2291.. 24: 


87, 2898. 


.2954 






GI Descrip. 


RCc3 protein - rice i 


gi|786132 


(L27208) 


RCc3 [Oryza 


sativa] 


Seq. No. 


55323 




Seq. ID 


OJ000323_40. 


0424 .C33 


Gene No. 


115939 




Strand 


+ 




Start 


1841 




End 


2954 




Name 


OJ000323 40.0424.C33 


. o2 . gs 


Method 


GENSCAN 




Start 


■ '2260 


End 


2718 




GI 


none f^; ■ 




Score 


, 96 




Exons 


2260.. 2718 










Seq. No. 


55324 




Seq. ID 


OJ000323_40, 


0424. C34 


Gene No. 


115940 




Strand 


+ 




Start 


1 




•End 


2019 




Name 


OJ000323 40.0424.C34 


. o2 . np 


Method 


AAT/NAP 




Start 


1 




End 


2019 




GI 


5042454 




Score 


237 





55917 




Exons 


1..25, 1266. .1301, 1526. .1698 


, 1966.. 2019 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


55324 


Seq. ID 


OJ000323_40.0424.C34 


Gene No. 


115940 


Strand 


+ 


Start 


1 


End 


2019 


Name 


OJ000323 40.0424.C34.ol.gs 


Method 


GENSCAN 


Start 


514 ' 


End 


^ 1698 


GI 


none 


Score 


, 53 


Exons 


514. .641, 1548. .1698 






Seq. No. 


55324 ' 


Seq. ID 


OJ000323_40.0424.C34 


Gene No. 


115941 


Strand 




Start 


408 


End 


2113 


Name 


OJ000323 40.0424.C34.ol.np 


Method 


AAT/NAP 


Start 


408 


End 


2113 


GI 


6815062 


Score 


301 


Exons 


408. .519, 712. .832, 1078. .1220, 2071.. 


2113 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 




F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


55325 


Seq. ID 


OJ000323_40.0424.C35 


Gene No. 


115942 


Strand 




Start 


1 


End 


2378 


Name 


OJ000323 40.0424.C35.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2378 


GI 


6815062 


Score 


2594 



Exons 1..156, 238. .588, 632. .837, 930... 1121, 1198. .1585, 1679. .1958, 

2231. .2378 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein {AC004561) [Oryza 
sativa] 



Seq. No. 55325 

Gene No. 115942 

Start 1 . 

Name OJ000323_40 . 0424 . C35 . ol . gs 

Start 59 

GI none 
Exons 



Seq. ID OJ000323_40.0424 .C35 
Strand 

End . 2378 

Method GENSCAN 

End 2303 

Score .58 



59. .156, 276. .341, 434. .588, 632. .837, 930. .1121, 1198. .1458, 
1521. .1594, 1689. .1958, 2231. .2303 



Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 



55325 Seq. ID 

115942 Strand 

1 End 

OJ00032 3_4 0 . 04 24 . C35 . ol . tm Method 

238 . End 

none Score 



OJ000323_40.0424 .C35 
2378 

TBLASTX: Maize 

1366 

67 



238. .363, 393. .539, 631. .657, 664. .831, 664. .831, 912. .989, 
1062. .1133,' 1195. .1365, 1202. .1366 



Seq. No. 55325 Seq. ID OJ000323_4 0 . 04 24 . C35 

Gene No. 115942 Strand 

Start 1 End 2378 

Name OJ000323_40 . 0424 . C35 . o2 . tm Method TBLASTX :Maize 

Start 1369 End 1851 



55918 



GI 

Exons 



none Score 57 

1369. .1464, 1373. .1468, 1474. .1503, 1498. .1581, 1666. .1851, 
1673. .1849 



Seq. No. 55326 
Gene No. 115943 
Start .1 . 
Name OJ000323_4 0 . 0424 . C36 . ol . np 

Start 1 
.GI 6815062 
Exons 1..1178 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. ID OJ000323_40.0424.C36 
Strand 

End 1178' 

Method AAT/NAP 

End 1178 

Score 2042 



Seq. No. 55326 

Gene No. 115943 

Start 1 

Name OJ000323_40 1 0424 . C36 . ol . tm 

Start 594 

GI none 
Exons 



Seq. ID OJ000323_40. 0424 .036 
Strand 

End 1178 

Method TBLASTX: Maize 

End 1137 

Score 39 

594. .959, 614. .637, 670. .960, 978. .1133, 1012. .1137 



Seq. No. 55327 

Gene No. 115944 

Start 314 ' 

Name OJ000323_4 0 . 0424 . C39 . ol . gs 

Start 314 

GI none 

Exons 314.. 492 



Seq. ID OJ000323J40. 0.424 .C39 

Strand +' 

End 4 92 

Method GENSCAN • 

End 4 92 

Score .67 



Seq. No. 55328 

Gene No. 115945 

Start 16 

Name OJ000323_4 0 . 0424 . C4 3 . ol . gs 

Start 16 

GI none 

Exons 16 . . 615 



Seq. ID OJ000323_40.0424.C43 

Strand 

End 657 

Method GENSCAN 

End 615 

Score .77 - ■ 



Seq.. No. 55328 

Gene No. 115945 

Start 16 

Name OJ000323_4 0 . 0424 . C43 . ol . gp 

Start 499 

GI 2312424 

Exons 499.. 657 



Seq. ID OJ000323_40.0424 .C43 

Strand 

End 657 

Method AAT/GAP 

End 657 

Score 287 



Seq.' No. 55329 

Gene No. 115946 

Start 623. 

Name OJ000323_4 0 . 0424 . C4 4 . ol . gs 

Start 623 

GI none 

Exons 623.. 1162 



Seq. ID ■OJ000323_40.0424.C44 

Strand + 

End 1162 

Method GENSCAN 

End 1162 

Score .55 



Seq. No. 
Gene No. 



55329 
115947 



Seq. ID OJ000323_40.0424.C44 
Strand 



55919 



start 
Name 
Start 
GI 

Exons 

GI Descrip, 



End 

Method 
End 
Score 



2371 
AAT/NAP 
2122 
211 



OJ000323_40.0424 .C44 .ol.np 
1 

7487960 
1..69, 563. .772, 2100. .2122 

multidrug export protein homolog T8K22.11 - Arabidopsis thaliana 
gi|3184280|gb|AAC18927.1| (AC004136) putative transport protein 
[Arabidopsis thaliana] 





Seq. No. 


55329 




Seq. ID 


OJ000323_40.0424.C44 




Gene No. 


115947 




Strand 






Start 


1 




End 


2371 




Name 


OJ000323 40.0424.C44.ol 


.gp 


Method 


AAT/GAP 




Start 


852 




End 


1265 




GI 


2428002 ■ 




Score 


731 




Exons 


852. .1265 










Seq. No. 


55329 




Seq. ID 


OJ000323_40.0424.C44 




. Gene No. 


115947 




Strand 






Start 


1 




End 


2371 




Name 


OJ000323 40.0424.C44.o2 


.gp 


Method 


AAT/GAP 




Start 


1618 




End 


1967 


£ J 


GI 


57441 1.R1084 




Score 


632 




Exons 


1618.. 1967 










GI Descrip. 


»2129752/pir| IS58123 5. 


Oe-28 


thioredoxin - Arabidopsis thaliana 


r i ^ 




> g i_9 92964 _emb__C AA 8 4 612 


(Z35475) thioredoxin [Arabidopsis 






thaliana] ' 










Seq. No. 


55329 




Seq. ID 


OJ000323_40.0424 .C4 4 


■J KT 


Gene No. 


115947 




Strand 




ril 


Start 


1 




End 


2371 




Name 


OJ000323 40.0424 .C44 .o2 


.np 


Method 


AAT/NAP 




Start 


1789 




End 


2371 




GI 


2982247 




Score 


111 




Exons 


1789. .1962, 2311. .2371 










GI Descrip. 


(AF051206) probable thioredoxin H [Picea mariana] 




Seq. No. 


55329*-^ ■ 




Seq..- ID 


OJ000323_40.0424.C44 • 




Gene No. 


115947 




Strand 






Start 


1 




End 


2371 




Name 


OJ000323 40.0424 .C44.01 


. tm 


Method 


TBLASTX: Maize 




Start 


1796 




End 


1963 . 




GI 


none 




Score 


196 




Exons 


1796. .1963, 1807. .1959, 


1811. 


, . 1963 






Seq. No. 


55330 




Seq. ID 


OJ000323_40.0424.C45 




Gene No. 


115948 




Strand 






Start 


166 




End 


2107 




Name 


OJ000323 40.0424 .C45.01 


.gs 


Method 


GENSCAN 




Start 


166 




End 


901 




GI 


none 




Score 


.71 




Exons 


166. .321, 759. .901 










Seq. No. 


55330 




Seq. ID 


OJ000323_40..0424 .C4 5 




Gene No. 


115948 




Strand 






Start 


166 




End 


2107 




Name 


OJ000323 40.0424.C45.ol 


.gp 


Method 


AAT/GAP 



55920 



start 


376 


End 


2107 


GI 


31068 1.R1084 


Score 


1238 


Exons 


376.. 901, 1977.. 2107 






GI Descrip. 


'5453694/ref |NP 006328 . 1 | pICP22BP | 4.0e-14 cell cycle-regulated 




factor (78 kDa) >gi_3201964 


(AF068007) 


cell cycle-regulated 




factor p78 [Homo sapiens]* 






Seq. No. 


55330 


Seq. ID 


OJ000323_4 0.0424 .C45 


Gene No. 


11594 8" 


Strand 


— 


Start 


166 


End 


2107 


Name 


OJ000323_4 0 . 0424.C4 5.ol.np 


Method 


AAT/NAP 


Start 


1899 


End 


2105 


GI 


7288013 


Score 


74 


Exons 


1899. .2105 






GI Descrip. 


(AL132971) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


55331 


Seq. ID 


OJ000313_34 . 0419.C3 


Gene No. 


115949 


Strand 


+ 


Start 


850 


End 


2431 


Name 


OJ000313 34 .0419.C3.ol.gs 


Method 


GEN SCAN 


Start 


850 


End 


2431 


GI 


none 


Score 


.76 


Exons 


850. .982, 1701. .1871, 2367.. 


2431 




Seq. No. 


55331 


Seq. ID 


OJ000313_34 .0419.C3 


Gene No. 


115950 


Strand 




Start 


809 


End 


2866 


Name 


.OJ000313 34 .0419.C3.ol.np 


Method 


AAT/NAP 


Start 


809 


End 


2866 


GI 


4056454 ^ 


Score 


107 


Exons 


809. .989, 1609. .2088, 2742.. 


2866 




GI Descrip. 


{AC005990) Contains repeated 


, region with similarity to gb|U43627 




extensin (atExtl) gene from Arabidopsis thaliana. ESTs 




gb|Z34165 and gb|Z18788 come 


from this 


gene. [Arabidopsis, 




thaliana] 






Seq. No. 


:.. 55332 


.Seq. ID 


OJ000313__34 . 0419 . C13 


Gene No. 


115951 


Strand 


+ 


Start 


1 


End 


284 


Name 


OJ000313 34 .0419.013. ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


284 


GI 


426253 


Score 


528 


Exons 


1. .284 






Seq. No. 


55332 


Seq. ID 


OJ000313_34 .0419.C13 


Gene No. 


115952 


Strand 


+ 


Start 


426 ' 


End 


3876 


Name 


OJ000313 34.0419.C13.ol.gs 


Method 


GENSCAN 


Start 


426 


End 


2855 


GI 


none 


Score 


.76 


Exons 


426, .517, 2441. .2535, 2677.. 


2855 




Seq. No. 


55332 


Seq. ID 


OJ000313_34 .0419.C13 


Gene No. 


115952 


Strand 


+ ■ * 


Start 


426 


End 


3876 


Name 


OJ000313 34 .0419.C13.o2.gp 


Method 


AAT/GAP 


Start 


2381 


End 


3876 



55-921 




GI 


16018 1.R1084*" 




Score 


815 




Exons 


2381. .2535, 


2677. .2851, 


3773. 


. 3876 






GI Descrip. 


•1808687/embl Y10784 ISSY10784 


l.Oe-40 S 


. stapfianus pSD.13 mRl 


Seq. No. 


55332 






Seq. ID 


OJ000313_34.0419 


.C13 


Gene No. 


115953 






Strand 






Start 


3035 






End 


3814 




Name 


OJ000313 34 


.0419.C13.o2 


. gs 


Method 


GENSCAN 




Start 


3035 






End 


3814 




GI 


none 






Score 


. 63 




Exons 


3035. .3270, 


3715. .3814 










Seq. No. 


55333 






Seq. ID 


OJ000313_34 .0419 


.C19 


Gene No. 


115954 






Strand 






Start 


100 






End 


953 




Name 


OJ000313 34 


.0419.C19.ol 


. gs 


Method 


GENSCAN 




Start 


100 






End 


953 




GI 


none 






Score 


.84 




Exons 


100. .234, 885. .953 










Seq. No. 


55334 






Seq. ID 


OJ000313 34.0419 


.C20 


Gene No. 


115955 






Strand 






Start 


349 






End 


2567 




Name 


OJ00031'3 34 


.0419,C20.ol 




Method 


GENSCAN 




Start 


349 






End 


2419 




GI 


none 






Score 


. 92 




Exons 


349. .1146, 


1247 . .2419 










Seq. No. 


55334 






Seq. ID 


OJ000313 34.0419 


C20 


Gene No. 


115955 






Strand 






Start 


349 






End 


2567 




Name 


OJ000313 34 


.0419.C20.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


970 






End 


1396 




GI . 


none 






Score 


107 




Exons 


970. . 1143, 


1253. .1396 










Seq. No. 


55334 






Seq. ID 


OJ000313 34.0419 


C20 


Gene No. 


115955 






Strand 






Start 


349 






End 


2567 




Name 


OJ000313 34 


.0419.C20.o2 


tm 


Method 


TBLASTX: Maize 




Start 


1000 






End 


1399 




GI 


none 






Score 


134 




Exons 


1000. .1152, 


1001. .1147, 


1250. 


. 1399 






Seq. No. 


55334 






Seq. ID 


OJ000313_34.0419 


C20 


Gene No. 


115955 






Strand 






Start 


349 






End 


2567 




Name 


OJ000313 34 


.0419.C20.ol, 


tm 


Method 


TBLASTX: Maize 




Start 


2180 






End 


2567 




GI 


none 






Score 


47 




Exons 


2180. .2221, 


2180. .2221, 


2217. 


.2339, 2225. .2356, 2366. .2422, 




2382. .2420, 


2514. .2567, 


2514 . 


.2564 






Seq. No. 


55335 






Seq. ID 


OJ000313_34.0419, 


C22 


Gene No. 


115956 






Strand 


+ 




Start 


244 






End 


806 




Name 


OJ000313 34 


.0419.C22.ol. 


gs 


Method 


GENSCAN 





55922 




.start 


244 








End 


806 




GI 


none 








Score 


.87 




Exons 


244. .321, 576. .8 


06 










Seq. No. 


55335 








Seq. ID 


OJ000313 


_34 . 0419. C22 


Gene No. 


115957 ■ 








Strand 


+ 




Start 


1150 








End 


5713 




Name 


OJ000313 34 


.0419 


.C22 .ol. 


np 


Method 


AAT/NAP 




Start 


1150 








End 


5680 




GI 


3935184 








Score 


287 




Exons 


1150 . . 1193, 


4673 


. .5680 










GI Descrip. 


{AC004557) 


F17L21.27 [Arabidopsis thaliana] 




Seq. No. 


55335 








Seq. ID 


OJ000313 


_34 .0419.C22 


Gene No. 


115957 








Strand 


+ 




Start 


1150 








End 


5713 




Name 


OJ000313 34 


.0419 


.C22.03. 


QS 


Method 


GENSGAN 




Start 


4682 








End 


5713 




GI 


none 








Score 


.78 




Exons 


4682. .5713 














Seq. No. 


55335 








Seq. ID 


OJ000313 


_34.0419.C22 


Gene No. 


115958/ . 








Strand 






Start 


2456 








End 


3192- 




Name 


OJ000313 34 


. 0419 


.C22.02. 


QS 


Method 


GENSGAN 




Start 


2456 








End 


3192 




GI 


none 








Score 


. 69 




Exons 


2456. . 2502, 


2757 


• .2865/ 


3118. . 


3192 






Seq. No. 


55335 








Seq. ID 


OJ0003.13 


_34 . 0419. C22 


Gene No. 


115959 








Strand 






Start 


5207 








End 


5676 




Name 


OJ000313 34 


. 0419 


.C22.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5207 








End 


5676 




GI 


none 








Score 


55 




Exons 


5207. .5254, 


5327 


. .5461, 


5342. . 


5461, 534.4.. 5466, 


5529. .5573, 




■ 5530. .5.622, 


5539 


. .5676, ■ 


5540... 


^5668 






Seq. No. 


55336 








Seq. ID 


OJ000313 


34 . 0419. C26 


Gene No. 


115960 








Strand 


+ 




Start 


633 








End 


737 




Name 


OJ000313 34 


.0419 


.C26.01. 


gs 


Method 


GENSGAN 




Start 


633 








End 


737 




GI 


none 








Score 


.61 




Exons 


633. .737 














Seq. - No. 


55337 








Seq, ID 


OJ000313 


_34 .0419.C27 


Gene No. 


115961 








Strand 


+ 




Start 


110 








End 


2755 




Name 


OJ000313 34 


.0419 


.C27.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


103 








End 


2755 




GI 


none 








Score 


286 




Exons 


103. .243, 731. .991, 731. 


. 1123, 


750. .1169, 767.. 


1009, 846. .9f 




851. .976, 8 


90. .1174, 891 


. .1280:>: 927. .1139, 927. 


.1241, 980.. 




1007. . 1174, 


1011 


. .1175, 


1014. . 


1454, 105 


9. .1427-, 


1154. .1204, 




1203. . 1286, 


1215 


. .1292, 


1217. . 


1291, 1284.". 1490, 


1296. . 1466, 




1364. . 1462, 


1364 


. .1459, 


1380. . 


1460, 1381. .1440, 


1383. , 1460, 



55923 




1384, ,1476, 2495. .2539, 2528. .2590, 2548. .2598, 2726. .2755 



Seq. No. 


55337 


Seq. ID 


OJ000313_34 . 0419 


.C27 


Gene No. 


115961 


Strand 


+ 




Start 


110 • 


End 


2755 




Name 


OJ000313_34 .0419.C27.ol.gp 


Method 


AAT/GAP 




Start 


110 


End 


610 




GI 


none 


Score 


912 ' 




Exons 


110. .610 








Seq. No. 


55337 


Seq. ID 


OJ000313 34.0419 


. C27 


Gene No. 


115961 


Strand 


+ 




Start 


110 


End 


2755 




Name 


OJ000313 34 . 04 19 . C27 . ol . gs 


Method 


GENSCAN 




Start 


156 


End 


2586 




GI 


none 


Score 


. 8 




Exons 


156.. 1466, 2498.. 25 86 








Seq. No. 


55337 


Seq. ID 


OJ000313_34 .0419 


.C27 


Gene No. 


115961 


Strand 


+ 




Start 


110 


End 


2755 




Name 


OJ000313_34 .0419,C27,ol.np 


Method 


AAT/NAP 




Start 


398 


End 


2541 




GI 


66922 60 


Score 


609 




Exons 


398. .563, 636. .1466, 2498.. 


2541 






GI Descrip. 


{AC010870) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


55337 


Seq. ID 


OJ000313_34.0419 


.027 


Gene No. 


115961 


Strand 


+ 




Start 


. 110 * 


End 


2755 




Name 


OJ000313_34 .0419.C27.ol.ts 


Method 


TBLASTX : Soybean 




Start 


761 


End 


1490 




GI 


none 


Score 


197 




Exons 


761. .1105, 774. .1241, 111,, 


1121, 885.. 


1022, 894. .1490, 






896. .1318, 1011. .1133, 1086 


. .1487 






Seq. No. 


55337 


Seq. ID 


OJ000313^34.0419 


. C27 


Gene No. 


115961 


Strand 


+ 




Start 


110 


End 


2755 




Name 


OJ000313__34 .0419.C27.ol.tc 


Method 


TBLASTX: Cress 




Start 


777 


End 


1466 




GI 


none 


Score 


164 




Exons 


777. .1124, 786. .1241, 795.. 


884, 881. .1423, 897. .1466 




Seq. No. 


55337 


Seq. ID 


OJ000313_34 .0419, 


.C27 


Gene No. 


115961 


Strand 


+ 




Start 


110 


End 


2755 




Name 


OJ000313_34 . 0419. C27 . o2 . gp 


Method 


AAT/GAP 




Start 


848 


End 


2754 




GI 


12078 1.R1084 


Score 


1685 




Exons 


848. .1466, 2498. .2754 








GI Descrip. 


»224 5005/emb|CAB10425. 1 | 2. 


Oe-49 (Z97341) hypothetical protein 




[Arabidopsis thaliana] ' 








Seq. No. 


55338 


Seq. ID 


OJ000313_34.04I9, 


.030 


Gene No. 


115962 


Strand 






Start 


182 


End 


308 





55924 





Name 


ujuuuou . U4ny . Uou . oi . gs 


Metnoa 


GEN SCAN 










hna 


T n Q 








none 


Score 


. Ob 






Exons 


1 ft 9 "^nfi 










Seq. No._ 


55339 


Seq. ID 


OJ000313_34 .0419 


.C32 




Gene No. 


115963 ■ 


Strand 










9ft Q 
Z o r 


End 


1259 - 






Name 


ujuuujio o4 . U41 1 y , . o X . gs 


Method 


GENSCAN 






b tar L 


O Q Q 


End 


1259 








none 


Score 


.45 






Exons 


zoy..4fi4, Di/,.DOfi/ /yu,.oDy, 


1072. .1259 






beq. iNo. 


c; c; "5 /! n 


Seq. ID 


OJ000313_34.0419 


. Coo 






115964 


Strand 


+ 






Start 


210 


End 


463 






Name 


OJ000313 34.0419.C33.ol.np 


Method 


AAT/NAP 






Ota J- U 


210 


End ■ 


463 








6907106 


Score 


183 






Exons 


210. .463 










GI Descrip, 


(AP001129) EST AU068291 (C12960) corresponds to a region 


or 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. . No. ' 


55340 


Seq. ID 


OJ000313_34 . 0419 


.C33 


i. ^ 


Genet No. 


115965 


Strand 


- 




U = 


o L.ar u 


118 


End 


1731 






Name 


OJ000313 34.0419.C33.ol.gs 


Method 


GENSCAN 




ry 


bt ar t 


118 


End 


1731 






C T 


none 


Score. 


.66 




*" z 


Exons 


118. .480, 593. .760, 1669. .1731 








Seq. No. 


55341 


Seq. ID 


OJ000313_34 .0419 


C34 




Gene No. 


115966 


Strand 


+ 








512 


End 


3436 




fl 


Name 


OJ000313 34 .0419.C34 .ol.gs 


Method 


GENSCAN 






b cart: 


512 


End 


3436 






CT 


none 


Score 


.83 






Exons 


512.. 625, 1188.. 1247, 174 1 .. 30:5:0, ' 3319 


..3436 






Seq. No. 


55341 


Seq. ID 


OJ000313_34 .0419 


C34 




Gene No. 


115966 


Strand 


+ 






btzam 


512 


End 


3436 






Name 


OJ000313 34.0419.C34.ol.gp 


Method 


AAT/GAP 






b L.ar L. 


10.92 


End 


2141 








none 


Score 


1065 






Exons 


1092. .1247, 1741. .2141 










beq . INO . 


55341 


Seq. ID 


OJ000313_34.0419 


C34 




Gene No. 


115967 


Strand 








Start 


2492 


End 


3302 






Name 


OJ000313 34 .0419.C34 .ol.ts 


Method 


TBLASTX: Soybean 






Start 


1835 


End 


2443 






GI 


none 


Score 


214 






Exons 


1835.. -2035, 1843.. 1914, 1957.. 


1998, 2015.. 2131, 2036. .2152, 






2138. .2296, 2158.. 2277, 2333.. 


2443, 2335.. 2424 






Seq. No. 


55341 


Seq. ID 


OJ000313__34 .0419. 


C34 



55925 





Gene No. 


115967 








Strand 






Start 


2492 








End 


3302 




Name 


OJ000313_34 . 


0419, 


C34 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


184 0 








End 


2278 




GI 


none 








Score 


117 




Exons 


1840 . . 1926/ 


1841 . 


.1942, 


1958 


..2026, 2033.. 2152, 2038.. 2091, 






2138 . .2278 














*Seq. No. 


55341 • 








beq. ID 


OJUUU313 34.U4iy.C34 




Gene No. 


115967 








Strand 






Start 


24 92 








End 


3302 




Name 


OJ000313 34 . 


0419 . 


C34 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1897 








End 


2320 




GI 


none 








Score 


602 




Exons 


1897 . . 2283, 


1898 , 


o o o ri 

, 2320 










Seq. No. 


55341 








Seq. ID 


OJ000313_34.0419.C34 




Gene No. 


115967 








Strand 






Start 


2492 








End 


3302 




Name 


OJ000313_34 . 


0419 . 


C34 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


232 6 








End 


2613 




GI 


none 








Score 


196 




Exons 


2326 . . 2517 , 


2327 . 


.2470, 


2453 


..2575,. 2497 .'.2613, 2536;. 2589 


IS; 


Seq. No. 


55341 








Seq. id' 


OJ006313_34 .0419.C34 


in 


Gene No. 


115967 








Strand 




f i 5 


Start 


2492 








End 


3302 




Name 


OJ000313_34 . 


0419 . 


C34 . o2 


.gp 


Method 


AAT/GAP 




Start 


2492 








End 


3302 




GI 


none 








Score 


1585 




Exons 


24 92 . . 3302 












i : 3 
: Es- 


Seq. No. 


55341 








Seq. ID 


OJ000313_34 .0419.C34 




Gene No. 


115967 








Strand 






Start 


24 92 








End 


3302 




Name 


OJ000313_34 . 


0419 . 


C34 . o3 


. tm 


Method 


TBLASTX: Maize 


I , 

= a 


Start 


2803 








End 


3103 


^ J 


GI 


none 








Score 


166 


fl 


Exons 


2803 . . 2913, 


2804 . 


, 2935, 


3062 


. .3103 






Seq. No. 


55342 








Seq. ID 


OJ000313_34.0419.C35 




Gene No. 


115968 








Strand 






Start 


83 








End 


730 




Name 


OJ000313 34. 


0419. 


C35.01 


. gs 


Method 


GENSCAN 




Start 


83- 








End 


730 




GI 


none 








Score 


. 6 




Exons 


83 . . 191, 711 


..730 










Seq . . No . 


bo34 3 








Seq. ID 


OJ000313_34 .0419.C44 




Gene No. 


115969 








Strand 






Start 


1 








End 


706 




Name 


OJ000313 34. 


0419. 


C44 .ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


706 




"6 1 


751347,2 








Score 


73 




Exons 


1..153, 238. 


.289, 


469. . 


599, 


672. .706 





GI Descrip. actin-depolymerizing protein N-WASP, brain - bovine 

gi|1644232|dbj IBAA11082.il (D67066) N-WASP [Bos taurus] 



55926 




Seq. No. 


5.5343 






Seq. ID 


OJ000313_ 


_34 .0419.C44 


Gene No. 


115969 






Strand 






Start 


1 






End 


706 




Name 


OJ000313 34 


. 0419 . C44 . ol 


gs 


• Method 


GENSCAN 




Start 


80 






End 


217 




GI 


none 






Score 


. 78 




Exons 


80 . .217 












Seq. No. 


55344 






Seq. ID 


OJ000313 


_34 .0419.C45 


Gene No. 


115970 






Strand 


+ 




Start 


754 






End 


834 




Name 


OJ000313 34 


. 04 19 . C45 . ol 


gs 


Method ' 


GENSCAN 




Start 


754 






End 


834 




GI 


none 






Score 


. 82 




Exons 


754 . . 834 












Seq. No. 


55344 






-Seq. ID 


OJ000313_ 


_34.0419.C45 


Gene Nol 


115971 






Strand 






Start 


24 4 






End 


328 




Name 


OJ000313 34 


.0419.C45.ol. 


np 


Method 


AAT/NAP 




Start 


244 






End 


328 




GI 


6721547 






Score 


93 




Exons 


244.. 328 












GI Descrip. 


(AP0.01073) 


Similar to Oryza 


sativa gene for Pib. 


{AB013448 ) 


Seq. No. 


55345 






Seq. ID 


OJ000313_ 


_34.0419.C48 


Gene No. 


115972 






Strand 


+ 




Start 


233 






End 


1293 




Name 


OJ000313 34 


.0419.C48.ol. 


gs 


Method 


GENSCAN 




Start 


233 






End 


1293 




GI 


none 






Score 


.71 




Exons 


233. .382, 731. .806, 1030. .1221, 1226.. 


1293 




Seq. No. 


55345 






Seq. ID 


OJb00313_ 


_34.0419.C48 


Gene No. 


115973 






Strand 


+ 




Start 


1969 






End 


3875 




Name 


OJ000313 34 


.0419.C48.ol. 


np . 


• Method 


AAT/NAP 




Start 


1969 






End 


3875 




GI 


7339707 






Score 


92 , 




Exons 


1969. .2028, 


2203. .2481, 


2742 


..3381, 3535. .3624, 


3717 . . 3875 


GI Descrip. 


(AP001539) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


55345 






Seq. ID 


OJ000313_ 


_34.0419.C48 


Gene No. 


115974 






Strand 






Start 


1558 






End 


3568 




Name 


OJ-000313 34 


.0419.C4 8.o2. 


gs 


Method 


GENSCAN 




Start 


1558 






End 


3568 




GI 


none 






Score 


.81 




Exons 


1558. .1675, 


1840. . 1900, 


2253 


..2380, 2796. .3366, 


3386 . . 3568 


Seq. No. 


55346 






Seq. ID 


OJ000313_ 


_34.0419.C49 


Gene No. 


115975 






Strand 


+ 




Start 


141 






End 


503 




Name 


OJ000313 34 


.0419.C49.ol. 


gs 


Method 


GENSCAN 




Start 


141 






End 


503 




GI 


none 






Score 


.98 





55927 



Exons 



141. .274, 394. .503 



Seq. No. 


55347 


Seq. ID 


OJ000313 


Gene No. 


11597 6 


Strand 


+ 


Start 


1 


End 


678 


Name 


OJ000313 34 . 0419 . C53 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


657 


GI 


4 680203 


Score ' 


608 


Exons 


1 . . 657 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 


Seq. No. 


5534 7 


Seq. ID 


OJ000313 


Gene No. 


115976 


Strand 


+ 


Start 


1 


End 


678 


Name 


OJ000313 34 . 04 19 . C53 . ol . gs 


Method 


GENSCAN 


Start 


57 


End 


678 


GI 


none 


Score 


. 94 


Exons 


b / . . D / O 






Seq. No. 


55347 


Seq. ID 


OJ000313_ 


Gene No. 


115977 


Strand 




Start 


297 


End 


741 


Name 


OJ000313 34.0419.C53.ol.gp 


Method 


AAT/GAP 


Start 


297 


End 


741 


GI 


LIB34 31-028-P1-N1-A10 


Score 


' 754- 


Exons 


297'.. 643, 671. .741 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



M680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



55347 . 

115978 

1615 

OJ000313_34 .0419.C53.ol.tw 
9 

none 



Seq. ID OJ000313_34.0419.C53 
Strand 

End 2339 

Method TBLASTX : Wheat 

End 597 

Score 154 



9. .188, 10. .204, 10. .189, 197. .238, 198. .242, 199. ,243, 
246. .341, 250. .309, 288. .428, 289. .429, 442. .522, 511. .597 



Seq. No. 55347 

Gene No. 115978 

Start 1615 

Name OJ000313_34 . 0419 . C53 . o2 . gs 

Start 1615 

GI none 

Exons 1615.. 2139, 2179.. 2339 



Seq. I-Dr OJ000313_34.0419.C53 
Strand 

End 2339 
Method GENSCAN 
End 2339 
Score • 1 



Seq. No. 55348 ' 

Gene No.' 115979 

Start 1 

Name OJ000323_3 6 . 04 19 . CI . ol . np 

Start 1 

GI 4210332 

Exons r 1..58, 148.. 342, 419.. 607 

GI Descrip. (AJ223803) 2-oxoglutarate dehydrogenase E2 subunit [Arabidopsis 
thaliana] 



Seq. ID OJ000323_36.0419.C1 
Strand + 

610 

AAT/NAP 
607 
530 



End 

Method 

End 

Score 



Seq. No. 



55348 



Seq. ID OJ000323_36.0419.C1 



55928 




Gene No. 


115979 






Strand 


+ 


Start 


1 






End 


610 


Name 


OJ000323_ 


36. 0419. CI. ol. 


gs 


Method 


GENSCAN 


Start 


148 






End 


610 


GI 


none 






Score 


. 98 


Exons 


148 . . 342, 


419 . . 610 








Seq. No. 


5534 8 






Seq. ID 


OJ000323 36. 0419. CI 


Gene No. 


115980 






Strand 




Start 


1731 






End 


3143 


Name 


OJ000323 


36. 0419. CI. ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


612 


GI 


none 






Score 


89 


Exons 


2. .58, 2. 


.67, 147. .329, 


147. 


.338, 148. 


.342, 418. .609, 419. 



433. .612 



Seq. No. 55348 

Gene No. 115980 

Start 1731-.. 

Name OJ000323_36 . 04 19 . CI . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ000323_36.0419.C1 
Strand 
End 

Method 
End 
Score 



3143 

TBLASTX: Maize 

626 

90 



2. .58, 3. .59, 125. .340, 145. .351, 147. .341, 147. .353, 148. .342, 
418. .609, 419. .619, 425. .619, 435... 626, 435. .626 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55348 

115980 

1731 

OJ000323_36.0419.Cl.ol.ts 
2 

none 



Seq. ID OJ000323_36.0419.C1 
Strand 

End 3143 

Method TBLASTX : Soybean 

End 610 

Score 85 



2. .58, 147. .329, 147. .338, 148. .342, 417. .608, 417. .608, 
418. .609, 419. .610 



■55348 
115980 

1731 

OJ000323_36.0419.Cl.ol.tw 
2 

none 



Seq. ID OJ000323_36.0419.C1 
Strand 
End 

Method 
End 
Score 



3143 

TBLASTX: Wheat 

2417 

85 



2. .58, 2. .58, 3. .59, 4. .60, 145. .342, 147. .329, 147. .353, 
148. .342, 418. .609, 419. .610, 433. .615, 2337. .2417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55348 



Seq. ID OJ000323_36.0419.C1 



115980 Strand 

1731 End 3143 

OJ000323_36 . 04 19 . CI . o2 . np Method AAT/NAP 

1248 End 2836 

2144418 Score 128 
1248. .1268, 2535. .2836 

protein kinase (EC 2.7.1.37) PH085 - yeast ( Saccharomyces 
cerevisiae) 



Seq. No. 55348 Seq. ID 

Gene No. 115980 Strand 

Start 1731 End 

Name OJ000323_36 . 04 1 9 . CI . o2 . gs Method 



OJ000323_36.0419.C1 

3143 
GENSCAN 



55929 



start 


1 1 6\ 








■ End 


3143 


GI 


none 








Score 


.93 


Exons 


1 / . . I 0 DO , 


2419 


O C O T 

. . 2oo / , 


O T A O 

2 702 . 


.2843, 3023. .3143 


Seq. No. 


55348 








Seq. ID 


OJ000323_36.0419 


Gene No. 


115980 








Strand • 




Start 


1 / Jl 








End 


3143 


Name 




0419 


. CI . o2 . 


tm 


Method 


TBLAS-TX: Maize 


Start 


1 /40 








End 


2088 


GI 


none 








Score 


82 


Exons 


1 / 4 (J . . lo DO , 


1 T c o 
1 / DO 


1 O A 


1948 . 


.2088, 1949. .2071 


Seq. No. 


55348 








Seq. ID 


OJ000323_36.0419 


Gene No. 


115980 








Strand 




btart 


1 "7 T 1 
i / Ji 








End 


3143 


Name 




0419 


. CI . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


O C O 

ZD JD 








End 


2835 


GI 


none 








Score 


69 


Exons 


ZOOD . . ^ D 70, 


O C O T 

253 / 


O ^ o 

. .2 662/ 


A 1 A yi 

2704 . 


.2835 




Seq. No. 


55348 








Seq. ID 


OJ000323_36.0419 


Gene No. 


115980 








Strand 




Start 


I /ol 








End 


3143 


Name 


OJ000323_36 . 


0419 


. CI . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2708 








'End 


3018 


GI 


none 








Score 


121 


Exons 


z70o . . 28 J9, 


2710 


o o o o 

. . 2832 , 


A A O Jl 

2934 . 


.3014, 2935.. 3018 


Seq. No. 


55349 








Seq. ID 


OJ000323_36.0419 


Gene No. 


115981 








Strand 




Start 


901 








End 


1334 


Name 


OJ000o2i JD. 


0419 


, C2 . ol . 


gs 


Method 


GENSCAN 


Start 


901 








End 


1334 


GI 


none 








Score 


. 94 


Exons 


901 . . 1334 












Seq. No. 


55349 








Seq. ID 


OJ000323_36.0419 


Gene No. 


115981 








Strand 




Start 


901 








End 


1334 


Name 


OJ000323 36. 


0419 


.C2.01. 


np 


Method 


AAT/NAP 


Start 


989 








End 


1308 


GI 


7441249 








Score 


105 



Exons 989.. 1308 

GI Descrip. probable plasma membrane intrinsic protein - rice 

gi I 3135543 I gb! AAC16545.il {AF062393) aquaporin [Oryza sativa] 



Seq. No. 55350 

Gene No. 11-5982 

Start 2415 

Name OJ000323_36 . 04 1 9 . C3 . ol . tm 

Start 2415 

GI none 

Exons 2415.. 2645 



Seq. ID OJ000323_36.0419.C3 
Strand 

End 2645 

Method TBLASTX : Maize 

End 2645 

Score . 181 



Seq. No. 
Gene No. 
Start 



55351 

115983 

13 



Seq. ID OJ000323_36.0419.C4 
Strand + 
End 1432 



55930 




Name 


OJOUOJ^o J6 . 04 19 . C4 . ol . gs 




Method 


GENSCAN 




Start 


13 




End 


1432 




GI 


none 




Score 


. 4 




Exons 


13. .86, 1109. .1170, 1379. 


. 1432 






Seq. No. 


C C O C 1 

55351 




Seq. ID 


OJ000323_36 . 0419 


.04 


Gene - No . 


lie; QQ O 

1 1 o y 0 o 




Strand 


+ 




Start 


13 




End 


1432 




Name 


OJ000323 36.0419.C4 .ol.gp 




Method 


AAT/GAP 




Start 


93 




End 


1355 




GI 


53621 1.R1084 




Score 


997 




Exons 


93. .193, 846. .1023, 1109. 


. 1355 






GI Descrip. 


'14 20932/gb|U61383|ORU613 


83 7 


.Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene. 


intron 1, 


partial sequence 




Seq. No. 


55351 




Seq. ID 


OJ000323_36.0419 


. C4 


Gene No. 


115983 




Strand 


+ 




Start 


13 




End 


1432 




Name 


OJ000323 -36.0419.04 .ol.tm 




Method 


TBLASTX: Maize 




Start 


855 




End 


1333 




GI 


none 




Score 


48 




Exons 


855. .902, 855. .893, 893.. 


946, 


895. .945, 939. .992, 941.. 


100 




1110.. 1262, 1110.. 1262, 1114. 


.1263, 1266.. 1331, 1270.. 1332 




1271. .1333 










Seq. No. 


55352 




Seq. ID 


OJ000323 36.0419 


.05 


Gene No. 


115984 




Strand 


+ 




Start 


67 




End 


ZD/ 




Name 


OJ000323 36.0419.C5.ol.gs 




Method 


GENSCAN 




Start 


67 




End 


267 




GI 


none 




Score 


. 99 




Exons 


67. .267 










Seq. No. 


55353 




Seq. ID 


OJ000323_36.0419 


.C9 


Gene No. 


115985 




Strand 






Start . 


1 




.End 


811 




Name 


OJ000323 36.0419.C9.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


811 




GI 


6705984 




Score 


1250 




Exons 


1. .811 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


55353 




Seq. ID 


OJ000323_36.0419 


.09 


Gene No. 


115985 




Strand 






Start 


1 




End 


811 




Name 


OJ000323 36.0419.C9.ol.ts 




Method 


TBLASTX: Soybean 




Start 


2 




End 


349 




GI 


none 




Score 


64 




Exons 


2. .148, 30. .149, 182. .349 










oeq . NO . 


55353 




Seq. ID 


OJ000323_36.0419 


.09 


Gene No. 


115985 




Strand 






Start 


1 




End 


811 




Name 


OJ000323 36.0419.C9.6l.tw 




Method 


TBLASTX: Wheat 




Start 


2 




End 


370 




GI 


none 




Score 


82 




Exons 


2. .163, 2. .154, 9. .173, 164.. 


370, 182. 


.328, 189. .353 





55931 



Seq. No. 55353 

Gene No. 115985 

Start 1 

Name . OJ000323_36. 0419 .C9 .ol . tm 

Start 131 

GI none 

Exons 131.-376, 144.. 365 



Seq. ID OJ000323_36.0419.C9 
Strand 

End 811 

Method TBLASTX : Mai ze 

End 37 6 

Score 165 



Seq. No. 55353 

Gene No. 115985 

Start 1 

Name OJ000323_36. 0419.C9.ol .gs 

Start 220 

GI none 

Exons 220. .811 



Seq. ID OJ000323_36.0419.C9 

Strand 

End 811 

Method GENSCAN 

End 811 

Score .68 



Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55354 
115986 
1 

OJ000323_36.0419.C10.ol.np 
1 

6513927 
1..44, 388. .571, 787. .882 

(•AC011664) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000323_36. 0419. CIO 
Strand 

3158 
AAT/NAP 
882 
129 



End 

Method 

End 

Score 



55354 

115986 

1 

OJ00Q323_36.0419.C10.ol.tc 

392 

none 

392. .568, 393. .569 

55354 

115986 

1 

OJ000323_36. 0419.C10.ol.ts 

392 

none 

392. .571, 410. .568, 453. .569 



Seq. ID OJ000323_36. 0419. CIO 
Strand 

End 3158 

Method TBLASTX : Cress 

End 569 

Score 104 



Seq. ID OJ000323_36. 0419. CIO 
Strand 

End 3158 ' 

Method TBLASTX : Soybean 

End 571 

Score 112 



Seq. No. 55354 

Gene No. 115986 

Start 1 

Name OJ000323_36 . 0419. CIO . ol . tm 

Start 416 

GI none 
Exons 



Seq. ID OJ000323_36. 0419. CIO 
Strand 

End 3158 

Method TBLASTX: Maize 

End . . 840 

Score 158 



416. .571, 425. .568, 730. .840, 737. .823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55354 

115986 

1 

OJ000323_36. 0419.C10.ol.gs 

425 

none 



Seq. ID OJ000323_36. 0419. CIO 
Strand 

End • 3158 

Method GENSCAN 

End 3143 

Score .81 



425. .636, 720. .831, 1131. .1304, 1670. .1879, 3129. .3143 



55932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55354 Seq. ID OJ000323_36 . 04 19 . CIO 

115986 Strand 

1 End 3158 

OJ000323_36 . 0419. C10-. o2 . gp Method AAT/GAP 

3025 End 3158 

LIB3474-009-P1-K1-F11 Score 228 

3025. .3158 

' 4455244/emb|CAB36743. 1 1 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



Seq. No. 55355 Seq. ID 

Gene No. 115987 Strand 

Start 544 End 

Name OJ000323_36 .0419. C12 . ol . gs Method 

Start 544 End 

GI none Score 

Exons 544.. 747, 922.. 1005, 1809.. 1903 



OJ000323_36.0419.C12 
+ 

1903 
GENSCAN 
1903 
.56 



Seq. No. 55356 Seq. ID 

Gene No. 115988 Strand 

Start 366 End 

Name • OJ000323_36 . 0419 . C14 . ol . gs Method 

Start 366 . End 

GI none Score 

Exons 366 . . 565 



OJ000323_36.0419.C14 
+ 

565 

GENSCAN 
565 , 
.4^3 



Seq. No. 55357 Seq. ID 

Gene No. 115989 Strand 

Start 4384 End 

Name OJ000323_36 . 0419. C15 . o2 . gs Method 

Start 4384 End 

GI none Score 

Exons 4384. .4676, 4761. .4804, 4813. ,5579 



OJ000323_36.0419.C15 
+ 

5579 
GENSCAN 
5579 
.59 



Seq. No. 55357 Seq. ID 

Gene No. 115990 Strahd. 

Start 1785 ' End 

Name '■OJ000323_36 . 0419. C15 . ol . gs Method 

Start 1785 End 

GI none Score 

Exons 1785.. 1864, 3258.. 38Q7 



OJ000323_36.0419.C15 

3807 
GENSCAN 
3807 
.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



55357 Seq. ID 

115991 Strand 
4353 End 4667 

OJ000323_36.0419.C15.ol.np 'Method AAT/NAP 
4353 ■ End 4667 

6091769 .Score 111 

4353. .4667 

(AC009327) unknown protein [Arabidopsis thaliana] 



OJ000323 36.0419.C15 



55358 Seq. ID 

115992^ ■ ■ - Strand 

1 End 

OJ000323_36.0419.C16.ol.np Method 

1 End 



OJ000323_36.0419.C16 
+ 

873 

AAT/NAP 
861 



55933 



GI 4210332 Score 128 

Exons 1..38, 519. .593, 661. .716, 817. .861 

GI Descrip. (AJ223803) 2-oxoglutarate dehydrogenase E2 subunit [Arabidopsis 
thaliana] 



Seq. No. 55358 

Gene No. 115992 

Start 1 

Name OJ000323_3.6. 0419.C16.ol. tm 

Start 370 

GI hone 
Exon's' 



Seq. ID OJ000323_36. 0419.016 

Strand + • • 

End 873 

Method TBLASTX: Maize 

End 873 

Score 75 



370. .435, 517. 
662. .721, 814. 



,591, 518. .592, 535. .594, 658. .717, 660. .725, 
,873, 816. .872 



Seq. No. 55358 

Gene No. 115992 

Start 1 

Name OJ000323_36 . 0419 . C16 . ol . gs 

Start 519 

GI none 

Exons 519. .593, 661. .716, 817. .861 



Seq. ID OJ000323_36.0419.C16 

Strand + 

End 873 

Method GENSCAN 

End. 861 • 

Score .74 



Seq. No. 55359 Seq. ID OJ000323_36 . 0419 . 018 

Gene. No. 115993 Strand + 

Start 1 ' End 1361 

Name OJ000323_36 . 0419 . 018 . ol . np Method AAT/NAP 

Start 1 End 1361 

GI 6907087 Score 384 

Exons 1..139, 185.. 709, 1260. .1361 

GI Descrip. (AP001129) ESTs 07277 1 {E2215 ), AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



1 Seq. No. 55359 Seq. ID 

J Gene No. 115993 Strand 

: Start * 1 End 

^ Name OJ0.00323_36 . 0419 . 018 . ol . gs . Method 

f Start 96 ' ' ' End 

3 GI none Score 

3 Exons 96.. 520, 522.. 942 



OJ000323_36. 0419.018 
+ 

1361 
GENSOAN 
942 
.73 



Seq. No. 55359 Seq. ID 

Gene No. 115994 Strand 

Start 1944 End 
Name ' OJ000323_36 . 04 19 . 018 . o2 . gs Method 

Start 1944 ' End 

GI none Score 

Exons 194 4. .2034,' 2718. .274 6 



OJ000323_36. 0419.018 
+ 

2746 
GENSOAN 
2746 
.52 



Seq. No. 55359 Seq. ID 

Gene No. 115995 Strand 

Start 1750 End 

Name OJ000323_36 . 04 19 . 018 . o2 . np Method 

Start 1750 End ' 

GI 4680186 Score 

Exons 1750.. 1978 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. 



OJ000323_36. 0419.018 

1978 
AAT/NAP 
1978 
166 

indica] 



55934 



Seq. No. 55360 Seq. ID 

Gene No. 115996 Strand 

Start 1451 End 

Name OJ000323_36 . 04 19 . C19 . ol . gs Method 

Start 1451 End 

GI . none Score 

Exons 1451.. 1707, 1773'. 2415 



OJ000323_36.0419.C19 
+ 

2415 
GENSCAN 
2415 
.84' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55360 Seq. ID 

115997 Strand 

1372 End 

OJ000323_36 . 04 19 . C19 . ol . np Method 

1372 End 

7340909 Score 



OJ000323_36. 0419. 019 

2640 
AAT/NAP 
2640 
181 



1372. .1404, 2135. .2340, 2369. .2640 

{AP001550) hypothetical protein [Oryza sativa] 



55360 Seq. ID 

115998 " Strand 

2813 End 
OJ000323_36.0419.O19.o2.gs Method 

2813 End 

none Score- 
2813. .3139 



OJ000323_36. 0419.019 

3139 
GENSCAN 
3139 
.62 



l~ Seq. No. 55361 Seq. ID 

; Gene No. 115999 Strand 

=^ Start 173 End 

J Name OJ000323_36 . 04 19 . C20 . ol . gs Method 

3 Start 173 End 

jj GI none Score 

Exons 173.. 312 



OJ000323_36. 0419.020 
312 

GENSCAN 
312 
. 67 



Seq. No. 55362 Seq. ID 

Gene No. 116.000 ' Strand 

Start " 702 . . End 

Name OJ000323_36 . 04 19 . 021 . ol . gs Method 

Start 702 ■ End 

GI none - Score 

Exons 702. .800 



OJ000323_36. 0419. 021 

800 ■ i 

GENSCAN 

800 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 



55363 Seq. ID 

116001 Strand 

1 End 
OJ000323_36.0419.C22.ol.np Method 

1 ' End 

6705984 ' Score 
1. ,1722 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ000323_36. 0419.022 
+ 

1722 
AAT/NAP 
1722 
2484 



55363 Seq. ID 

116001 Strand 

1 End 

O JO 0 0 3 2 3_3 6 . 0 4 1 9 . 02 2 . o 4 . t w Me t hod 

56 End 

none Score 



OJ000323_36. 0419.022 
+ 

1722 

TBLASfX: Wheat 

333 

50 



55935 



Exons 



56,. 115, 71.. 109, 125.. 205, 205.. 333, 206.. 265, 217.. 333 



Seq. No. 55363 Seq. ID 

Gene No. 116001 Strand 

Start 1 End 

Name . OJ000323_36. 0419. C22 . o3. tm ' Method 

Start 258 End 

GI none Score 

Exons 258.. 422, 271.. 423 



OJ000323_36.0419.C22 
+ 

1722 

TBLASTX: Maize 

423 

222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55363 Seq. ID 

116001 Strand 

1 End 
OJ000323_36 . 0419. C22 . ol . gs Method 

310 End 

none Score 

310. .485, 612. .1083, 1132. .1624 



OJ000323_36.0419.C22 
+ 

1722 
GENSCAN 
1624 
.45 



Seq. No. 55363 

Gene No. 116001 • 

Start 1 

Name OJ000323_36 . 0419. C22 . o2 . tw 

Start 379 

GI none--. 

Exons 379.. 534, 537.. 824, 538.. 852 

Seq. No. 55363 

Gene No. 116001 

Start 1 

Name OJ000323_36 . 04 19 . C22 . o2 . tm 

Start 541 

GI none 

Exons 541.. 906, 543.. 863 



Seq. ID 

Strand 

End 

Method 
End ■ 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_36.0419.C22 
+ 

1722 

TBLASTX: Wheat 

852 

75 



OJ000323_36.0419.C22 
+ 

1722 

TBLASTX: Maize 

906 

306 



Seq. No. 55363 Seq. ID 

Gene No. - 116001.^,: Strand 

Start 1 End 

Name OJ000323_36 . 04 19 . C22 . o2 . ts Method 

Start 829 End 

GI none Score 

Exons 829.. 1179, 834.. 917, 948.. 1187 



OJ000323_36.0419,C22 
+ 

1722 

TBLASTX: Soybean 

1187 

298 



Seq. No. 55363 Seq. ID 

Gene No. 116001 Strand 

Start 1 •■-'■'' ■* - End 

Name OJ000323_36 . 0419. C22 . o3 . tw Method 

Start 901 End 

GI none Score 

Exons 901.. 1302, 948.. 1202 



OJ000323_36.0419.C22 
+ 

1722 

TBLASTX: Wheat 

1302 

269 



Seq. No. 55363 Seq. ID 

Gene No. 116001 Strand 

Start 1 End 

Name OJ000323_36 . 04 19 . C22 . ol . tm Method 

Start 94 9 End 

GI none Score 

Exons 949.. 1494, 990.. 1370 



OJ000323_36.0419.C22 
+ 

1722 

TBLASTX: Maize 

1494 

356 



55936 



Seq. No. 55363 

Gene No. 116001 

Start 1 

Name OJ000323_36.0419.C22.ol. ts 

Start ,1213 

GI " none 

Exons 1213. .1467, 1239.. 1469 



Seq. ID OJ000323_36.04.19. 

Strand + 

End 1722 

Method TBLASTX: Soybean 

End 1469 . 

Score 338 



C22 



Seq. No. 55363 

Gene No,.- 116001 

Start 1 

Name OJ000323_36 . 0419. C22 . ol . tw 

Start 1389 

GI none 
Exons 



Seq. ID OJ000323_36. 0419, 

Strand + 

End 1722 

Method TBLASTX : Wheat 

End 1641 

Score 217 



C22 



1389. .1625, 1389. .1625, 1390. .1641, 1391. .1630 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55364 
116002 
1 

OJ000323_36.0419.C23.ol.np 
1 

6705984 
1..317 

{AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ000323_36.0419. 

Strand + 

End 3698 

Method AAT/NAP 

End 317 

Score 439 



C23 



55364 

116002 

1 

OJ000323_36.0419.C23.ol.tw 
1 

none 

1..312, 2. .331, 3. .317, 220. 



Seq. ID OJ000323_36.0419. 

Strand + 

End 3698 

Method TBLASTX : Wheat 

End 331 

Score 382 
,321 



C23 



Seq. No. 55364 

Gene No. 116002 

Start 1 

Name OJ000"323_36 . 04 19 . C23 . ol . tm 

Start 117 

GI none 

Exons 117.. 317, 119.. 316 



Seq. ID OJ000323__36.'0419. 

Strand + 

End 369^8 

Method TBLASTX: Maize 

End 317 

Score 212 



C23 



Seq. No. 55364 

Gene No. 116002 

Start 1 

Name OJ000323_36 . 0419. C23 . ol . gs 

Start 160 

GI none 
Exons 



Seq. ID OJ000323_36. 0419. 

Strand + 

End 3698 

Method GENSCAN 

End 3698 

Score .52 



C23 



160. .354, 1641. .1855, 1955. .2047, 3603. .3698 



Seq. No. 55364 

Gene No. 116002 

Start 1 

Name OJ000323_36 . 04 19 . 023 . ol . gp 

Start 1680 

GI 5005370 
Exons 



Seq. ID OJ000323_36.0419. 

Strand + 

End 3698 

Method AAT/GAP 

End 3692 

Score 658 



C23 



1680. .1855, 1955. .2047, 3603. .3692 



55937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55365 

116003 

908 

OJ000323_36.0419.C24 .ol.gs 

908 

none 



Seq. ID OJ000323_36.0419.C24 

Strand + 

End 1710 

Method GENSCAN 

End 1710 ■ ■ 

Score .84 



908. .995, 1108. .1395, 1517. .1567, 1606. .1710 



55366 
116004 
1368 

OJ000323_36. 04 19.025. ol.gs 



1368 
none 

1368. .1985, 
6030. .6212, 



3083. 
6276. 



.3801, 
.6459, 



Seq. ID 
Strand - 
End 

Method 
End 
Score 
4961. .5230, 5484 
7193. .7411, 7632 



OJ000323_36. 0419. 025 



7917 
GENSOAN 
7917 
.65 

5599, 
7917 



5728. .5934, 



Seq. /No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55366 ' Seq. ID OJ000323_ 

116004 Strand + 

1368 End 7917 

OJ000323_36 . 0419. 025 . ol . np Method AAT/NAP 

5873 End . - 6884 

4538624 - Score 283 

5873.-5934, 6030. .6535,. 6569. .6884 

(AJ133502) hypothetical protein [Nicotiana tabacum] 



36.0419.025 



Seq. "No. 55366 Seq. ID 

Gene No. 116005 Strand 

Start 8341 End 

Name OJ000323_36 . 04 19 . 025 . o2 . gs Method 

Start 8341 End 

GI none Score 

Exons 8341.. 9102 



OJ000323_36. 0419. 025 
-f 

9102 
GENSOAN 
9102 
.57 



Seq. No. 55366 Seq. ID 

Gene No. 116006 Strand 

Start 1841 ' ■ End 

Name OJ000323_36 . 0419. 025 . ol . gp Method 

Start 1841 End 

GI none Score 

Exons 1841.. 2251 



OJ000323_36. 0419. 025 

2251 
AAT/GAP 
2251 
806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No, 



55366 Seq. ID OJ000323_36 . 04 19 . 025 

116007 Strand 

4459 End 4669 

OJ000323_36. 0419. 025. o3.gp Method AAT/GAP 

4459 End 4669 

LIB3432-057-P1-K1-O2 Score 148 

4459. .4487, 4557. .4669 

'2499551/sp|Q55535 I Y328_SYNY3 l.Oe-10 PUTATIVE LOW MOLECULAR 
WEIGHT PROTEIN-TYROSINE-PHOSPHATASE >gi_10014 08_dbj_BAA10030_ 
{D63999) low molecular weight phosphotyrosine protein 
phosphatase [Synechocystis sp.]' 



55366 
116008 



Seq. ID 
Strand 



OJ000323 36.0419.025 



55938 



start 8590 End 8708 

Name OJ000323_36 . 0419.C25 .o3 . np Method AAT/NAP 

Start 8590 End 8708 

GI 7523507 Score 48 

Exons 8590.. 8708 

GI Descrip. (AP001633) Similar to Oryza sativa serine carboxypeptidase-like 

protein (P52712) " " 



Seq. No. 55366 Seq. ID 

Gene No. 116009 Strand 

Start 9145 End 

Name OJ000323_36 . 04 19 . C25 . o4 . np Method 

Start 9145 End 

GI 5777617 Score - 

Exons 9145.. 9261 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000323_36.0419..C25 

9261 
AAT/NAP 
9261 
86 





Seq. No. 


55366 








Seq. ID 


OJ000323 


_36.0419.C25 




Gene No . 


,116010 








Strand 








Start 


9198 








End 


16003 . 






Name 


OJ000323 36. 


0419. 


C25.02 


. tm 


Method 


TBLASTX : 


Maize 




Start 


5534 








End 


5881 






GI 


' none 








Score 


86 






-'Exons 


' 5534. .5617, 


5548. 


.5616, 


5548. 


.5619, 5613. .5747, 


5614. .5733, 


%J 




5688. .5879, 


5736. 


.5879, 


5738. 


.5881, 5798.. 5881 




U : 

m 


Seq. No. 


55366 








Seq. ID 


OJ000323 


_36. 0419. 025 




Gene No. 


116010 








Strand 








Start 


9198 








End 


16003 






Name 


OJ000323 36. 


0419. 


C25'.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


6104 








End 


7722 






GI 


none 








Score 


264 






Exons 


6104 . . 6523, 


7407. 


.7547, 


7630. 


.7722 








Seq. No. 


55366 








Seq, ID 


OJ000323 


_36.0419.C25 




Gene No. 


116010 








Strand 








Start 


• 9198 








End 


16003 






Name 


OJ000323 36. 


0419. 


C25.01 


. tm 


Method 


TBLASTX: Maize 




Start 


6331 








End 


7377 






GI 


none 








Score 


575 






Exons 


6331. '. 6771, 


6332. 


.6781, 


6554 . 


.6781, 6607. .6789, 


6609. .6785, 






6783. .6821, 


6810. 


.7109, 


6817. 


.7110, 6821. .7111, 


7178. .7375, 






7182. .7373, 


7192. 


.7377, 


7256. 


.7375 








Seq.. No. 


55366 








Seq. ID V-GJ000323 


_36.0419.C25 




Gene No. 


116010 








Strand 








Start 


9198 








End 


16003 






Name 


OJ000323 36. 


0419. 


C25.03 


.gs 


Method 


GENSCAN 






Start 


9198 








End 


16003 






GI 


none 








Score 


.71 






Exons 


9198. . 9613, 


10158 


..10200, 10462. . 10525, 


12355. . 


12610, 



12786. . 12970, 134 94 .. 1374 0, 138 11 .. 13901 , 14783 .. 14894 , 
15921.. 16003 



Seq. No. 55366 Seq. ID OJ000323_36 . 04 19 . C25 

Gene No. 116010 Strand 

Start 9198 . End 16003 



55939 



Name OJ000323_36 . 04 19 . C25 . o5 . np Method AAT/NAP 

Start 9607 End 16003 

GI 6069667 Score 917 

Exons 9607.. 9734, 12 683 12732 , 13354 13559, 13650 13847 , 

14783. .14892, 15250 15357 , 15856.. 16003 
GI Descrip,. ■{AP000616) similar to UMP/CMP kinase (AF000147) [Oryza^'sativa] 



Seq. No. 55367 

Gene No. 116011 

Start 396 

Name OJ000323_36 . 04 19 . C26 . ol . gs 

Start 396 

GI none 

Exons 396.. 462 



Seq. ID OJ000323_36.0419.C2 6 

Strand + - 

End 4 62 

Method GENSCAN 

End 4 62 

Score .79 



Seq. No. 55368 

Gene No. 116012 

Start 677 

Name OJ000323_36 .0419: 027 , ol . gs 

Start 677 

GI none 

Exons 677,. 1867 



Seq. ID OJ000323_36.0419.C27 

Strand + 

End 1867- 

Method GENSCAN 

End 1867 ' 

Score . 68 



Seq. No. -55369 Seq. ID 
Gene- No. ■ 116013 Strand- 
Start 24 End 
Name OJ000323_36 . 04 19 . C29 . ol . gs Method 
Start 24 End 
GI none Score 
Exons 24.. 314, 495.. 616 



OJ000323__36.0419.C29 
616 

^GENSCAN 
616 
.42 



Seq. No. 55370 Seq. ID 

Gene No. 116014 Strand 

Start 1 End 

Name OJ000323_36 . 0419. C32 . ol . np Method 

Start - 1 . . End 

GI * 6705984 Score 

Exons 1..-702 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



OJ000323_36.0419.C32 
+ 

702 

AAT/NAP 
702 
988 



Seq. No. 55370 

Gene No. 116014 

Start 1 

Name OJ000323_36 . 0419. C32 . ol . tw 

Start 15 

GI none 

Exons 15.. ^191, 17.. 190, 28.. 204 



Seq. ID OJ000323_36.0419.C32 

Strand + 

End 702 

Method TBLASTX : Wheat 

End 204 

Score 229 



Seq. No. 55370 

Gene No. 116014 

Start 1 

Name OJ000323_36 . 04 19 . C32 . ol . gs 

Start 115 

GI none 

Exons 115 . . 655 



Seq. ID OJ000323_36. 0419.C32 

Strand + 

End 702 

Method GENSCAN 

End 655 

Score .59 



Seq. No. 



55371 



Seq. ID OJ000323_36.0419.C33 



55940 



Gene No. 116015 Strand + 

Start 255 End 1761 

Name OJ000323_36 . 0419 . C33 . ol . gs • Method GENSCAN 

Start 255 End 1307 

GI none Score . 8 

Exons ■ ' 255. .459, 1098. .1307 



Seq. No. 55371 

Gene No. 116015 

Start- 255 

Name . OJ000323_36 . 0419 . C33 . ol . 

Start 282 

GI LIB34 34-056-P1-K1-E3 

Exons 282.. 452 

GI Descrip. ' 1 6214 95/dbj | BAA12 903 | 4 
[Oryza sativa] ' 



gp 



Seq. ID OJ000323_36.0419.C33 

Strand + 

End 17 61 

Method T^T/GAP 

End 452 

Score 299 



.Oe-35 (D85877) reverse transcriptase 



Seq. No. 55371 

Gene No. 116015 

Start 255 

Name OJ000323_3 6.0419. C33 . o2 . tm 

Start 286 

GI none 

Exons 286.. 447, 288.. ,437, 1095. 

1141. . 1179, 1144. .1*179 ' 



Seq. ID OJ000323 36.0419.C33 



Strand 
End 

Method 
End 
Score 
1139, 1095. 



17 61 

TBLASTX: Maize 

1179 

208 

.1139, 1137. .1178, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55371 

116015 

255 

OJ000323_36. 

1093 

none 

1093. .1221, 
1279. . 1347 



0419.C33.ol. tw 



1095.. 1256, 1097. 



Seq. ID OJ000323_36.0419.C33 

Strand + 

End 1761 

Method TBLASTX: Wheat 

End 1347 

Score 120 

.1168, 1244. .1345, 1245. .1346, 



Seq. No. 55371 

Gene No. 116015 

Start 255 

Name OJ000323_36 . 04 19 . C33 . o2 . gp 

Start 1174 

GI 2574_1.R1084 

Exons 1174.. 1345, 1452.. 1761 

GI Descrip. ' 310732/gb | L08786 | SYNBLSKMV 
vector* 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_ 
+ 

1761 
AAT/GAP 
1761 
714 



36.0419.C33 



2.0e-13 BlueScribe SK Minus cloning 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55371 

116015 

255 

OJ000323_36. 0419.C33.ol.tm 

1182 

none 



Seq. ID OJ000323 36.0419.C33 



Strand 
End 

Method 

End 

Score 



+ 

1761 

TBLASTX: Maize 

1623 

99 



1182. .1271, 1185. .1271, 1259. .1345, 1263. .1358, 1435. .1614, 
1451. .1618, 1452. .161^, 1452. .1619, 1453. .1623 



Seq. No. 
Gene No. 
Start 



55372 

116016 

482 



Seq. ID 

Strand 

End 



OJ000323_ 
+ 

2691 



36.0419.C34 



55941 



Name OJ000323_36 , 04 19 . C34 . ol . np 

Start 482 
GI 5734745 
Exons 482. .2691 

GI Descrip. {AC007651) 
thaliana] 



Method 

End 

Score 



AAT/NAP 

2691 

1139 



Similar to disease resistance proteins [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55372 Seq. ID OJ000323_36 . 04 19 . C34 

116017 Strand 

455 End 871 

OJ000323_36.0419.C34.ol.gp Method AAT/GAP - 

4 55 End 871 

uC-osflcypl55h09bl Score 724 

455. .871 

'642357/emb|X83834 ITA28SRRNA 5.0e-25 T.aralioides 28S rRNA gene 
(partial) ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55372 

116018 

2938 

OJ000323_36.0419.C34.ol.tc 

893 

none 

893. .964, 



Seq. ID OJ000323_36. 0419. 034 
Strand 



1157. 
1220. 
1349, 
1496, 
1577, 
1870. 
1972. 
2203. 
2203. 



. 134 
. 133 
. 154 
.175 
.175 
.207 
.207 
.225 
.241 



995. . 1048, 

8, 1157. .14 
6, 1337 

9, 1352 
9, 1559 
0, 1580 
9, 1870.. 20 
9, 1972.. 20 
3, 2203. .24 
5, 2218. .24 



1061. .1 

08, 1157 

55, 1340 

55, 1352 

59, 1565 

59, 1580 

79, 1908 

94, 1975 

03, 2203 

57, 2302 



End 

Method 
End 
Score 
126, 1064, 



3628 

TBLASTX: Cress 

2457 

51 

.1204,. 1 



145. .1 

. .1336, 1172. .1336, 1187 

..1759, 1343.. 1552, 1343 

..1549, 1355. .1549, 1361 

..1717, 1571. .1636, 1571 

..1750, 1855. .2175, 1867 

..2048, 1969. .2097, 1972 

..2100, 2136.. 2183, 2196 

..2334, 2203.. 2457, 2203 

..2457, 2302.. 2457, 2398 



55372 

116018 

2938 

OJ000323_36.0419.C34 .b'l.tm 

998 

none 

998.. 1126, 1067.. 1306, 1157., 
1385. .1570, 1462. .1737, 2197. 



Seq. ID OJ000323_36.0 
, Strand 



549, 
. . 1336, 
. .1549, 
. .1429, 
. .1759, 
. .2097, 
. .2124, 
2402, 
. .2457, 
. .2457 

419. C34 



End 

Method 

End 

Score 



3628 

TBLASTX; 

2382 

61 



1264, 1352.. 1531, 
.2364, 2212.. 2382 



Maize 



1379. . 1744, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



55372 
116018 
2938 

OJ000323_36.0419.C34 .ol. ts 
1061 



none 
1061. . 
1352. . 
1972. . 
2203. . 

55372 

116018 

2938 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 36.0419.C34 



3628 

TBLASTX: Soybean 
2507 
51 

1336, 1157.. 1414, 1157.. 1336, 
1750, 1580.. 1759, 1873.. 2097, 
2103, 1972. .2067, 1975. .2121, 1975. .2121, 2200. .2460, 
2388, 2203. .2457, 2203. .2460, 2386.. 2505, 2388.. 2507 



1126, 1061. .1126, 1154, 
1549, 1559. .1777, 1571, 



Seq. ID 

Strand 

End 



OJ000323 36.0419.'C34 



3628 



55942 



Name 

Start 

GI 

Exons 



OJ000323_36.0419.C34,ol.tw 

1132 

none 

1132. .1347, 1145. .1345, 1183. 
1565. .1756, 163.6. .1750, 1875. 
2323.. 2460 



Method TBLASTX : Wheat 
End 2463 
Score 106 

.1560, 1184. .1561, 1205. .1561, 
.2048, 1972.. '2067, 2302.. 2463, 



Seq. No. 55372 

Gene No. 116018 

Start 2938 

Name OJ000323_36 . 0419. C34 . o2 . tm 

Start 1972 

GI none 

Exons 1972.. 2097, 1972.. 2073, 
2554. .2637, 2593. .2640 



Seq. ID OJ000323_36.0419.C34 
Strand 

End 3628 

Method TBLASTX: Maize. • 

End 2640 ' 

Score 85 
2382. .2588, 2383. .2571, 2394. .2582, 





Seq. No. 


55372 




Seq. ID 


OJ000323_36 


. 0419. C34 




Gene No. 


116018 




Strand 








Start 


2938 




End 


3628 






Name 


OJ000323 36 


.0419.C34 .o2.gp 


Method 


AAT/GAP 






Start 


2938 




End ' 


3560 






GI 


uC-osflcypl55h09bl 


Score 


288 




f 1 


Exons 


2938. .2977, 


3402. .3560 










GI Descrip. 


' 642357/emb 


X83834 ITA28SRRNA 


5.0e-25 T 


. aralioides 


28S rRNA gent 






(partial) ' 










= y 


Seq. No. 


55372 




Seq. ID 


OJ000323_36 


. 0419. C34 




Gene No. 


116018 




Strand 








Start 


2938 




End 


3628 




. «^ 


Name 


OJ000323 36 


0419.C34.o2.gs 


Method 


GEN SCAN 






Start 


3262 




End 


3628 






GI 


none 




Score 


. 9 






Exons 


3262. .3277, 


3441. .3628 










Seq. No. 


55373 




Seq. ID 


OJ000323_36 


.0419. C36 




Gene No. 


116019 




Strand 








Start 


1 




End 


2187 






Name 


OJ000323 36 


0419.C36.ol.gp 


Method 


AAT/GAP 




- W. 

L J 


Start 


1 




End 


895 






GI 


5005533 




Score 


413 






Exons 


1..190, 859 


.895 










GI Descrip. 


642357/emb 1 X83834 1 TA28SRRNA 5 


.Oe-25 T. 


aralioides 2 


8S rRNA gene 






(partial) 












Seq. No. 


55373 




Seq. ID 


OJ000323_36 


.0419. C36 




Gene No. 


116019 




Strand 








Start 


•.-1 




End 


2187 






Name 


■OJ000323 36. 


0419.C36.ol.gs 


Method 


GENSCAN 






Start 


180 




End 


2187 






GI 


none 




Score 


.89 






Exons 


180. .190, 859. .1789, 2135. .2187 







Seq. No. 55374 Seq. ID OJ000323_37 . 04 18 . CI 

Gene No. -116020 • Strand 

Start 1 ^ End 982 

Name OJ000323_37 . 04 18 . CI . ol . gp Method AAT/GAP 

Start 1 End 870 



55943 



GI 19519_1.R1084 ' Score 1258 

Exons .1..399, 475.. 714, 805.. 870 

GI Descrip. ' 4103324 l.Oe-166 (AF022716) GDP-mannose pyrophosphorylase 
[Solanum tuberosum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

^Start 

GI 

Exons 



55374- 
116020 
1 

OJ000323_37.0418.Cl.ol.np 
1 

4103324 
1..399, 475. .714, 805. .982 

(AF022716) GDP-mannose pyrophosphorylase [Solanum tuberosum] 



Seq. ID OJ000323_37.0418.C1 

"strand 

End 982 

Method AAT/NAP 

End 982 

Score 967 



55374 

116020 

1 

OJ000323_37 . 04 18 . CI . ol . tc 
1 

none 



Seq. ID OJ000323_37.0418.C1 
Strand 

End 982 

Method TBLASTX: Cress 

End 870 

Score 396 



1..399, 2. .415, 469. .714, 470. .715, 802. .870, 803. .868 



Seq. No. 55374 

Gene No. 116020 

Start 1 

Name OJ000323_37 . 04 18 . CI . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000323_37.0418.C1 
Strand 

End -982 

Method TBLASTX : Soybean 

End 870 

Score 400 



1..399, 2. .448, 261. .401, 469. .714, 470. .715, 633. .716, 
788. .847, 802. .870, 803. .868 



Seq. No. 
^ Gene No. 
=^ -Start 
4 Name 
^ Start 

i Exons 



55374 

116020 

1 

OJ000323_37 . 04 18 . CI . ol . tm 
22 

none 



Seq. ID OJ000323_37.0418.C1 
Strand 

End 982 

Method TBLASTX: Maize 

End 903 

Score -4 54 . - 



22. .417, 23. .421, 447. .521, 469. .714, 470. .715, 794. .868, 
802. -.903, 802. .870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



55374 

116020 

1 

OJ000323_37. 0418 .Cl.ol.gs 
83 

none' 

83. .399, 475. .714, 805. .903 

55374 

116020 

1 

OJ000323_37.0418 .Cl.ol.tw 

379 

none 



Seq. ID OJ000323_37.0418.C1 
Strand 

End 982 

Method GENSCAN 

End 903 

Score .86 



Seq. ID OJ000323_37.0418.C1 
Strand 

End 982 

Method TBLASTX : Wheat 

End 682 

Score- . 135 



379. .417, 454. .678, 469. .675, 470. .682, 474. .677 

Seq. ID OJ000323__37.0418.C2 



55375 



55944 



Gene No. 


116021 


Strand 


+ 








End 


2396 




Name 


OJUUUo^J J / . U4 lo . Cz . Ol . gs 


Method 


GENSCAN 




Start 




End 


2396 




GI 


none 


Score 


.54 




Exons 




1480. .1537, 1832., 


.2396 


Seq. No. 


C C 0 T C 


Seq. ID 


OJ000323_ 


_37 .0418. C2 


Gene No. 


116022 


Strand 


+ 




Start 


5713 


End 


9539 




Name 


OJUUUJ^o 0 / . U4 lo . . o4 . gs . 


Method 


GENSCAN 




Start 


0 /IJ 


End 


8750 




GI 


none 


Score 


.73 




Exons 


0/lJ.,D^4o, /UoJ../Z4D/ fofv*. 


7893, 7958. .8173, 


8411. .8 4 85, 




0 DD / . . 0 / bU 








Seq. No. 


C C "J c 

Ob J / 5 


Seq. ID 


OJ000323_ 


37 . 0418 . C2 


Gene No . 




Strand 


+ 




Start 


5713 


End 


9539 




Name 


OJ000323_37 .0418 .C2.o2.gp 


Method 


AAT/GAP 




Start 


0 luy 


End 


9539 




GI 


uC-osflcyp021g03bl 


Score 


787 




fj Exons 


Oy111 OylOC r>/"/"'1 

8109. .8173, 8411. ,8485, 8667.. 


8745, 8820.. 8884, 


9370. .9539 


=^ GI Descrip . 


zz3yi / y/emo 1 CAB10099 . 1 1 2 . Oe^ 


:24 (Z97208) hypothetical protein 


ff% 


,[ Schizosaccharomyces pombe] ' 








ril 

Seq. No. 


C C T T C 


Seq. ID 


OJ000323_ 


_37.0418.C2 




116023 


Strand 






la start 


1 


End 


100 




Name 


OJ000323 37.0418.C2.ol.np 


Method 


AAT/NAP 




If, Start 


1 


End 


100 




GI 


7448154 


Score 


153 




= Exons 


1. .100 








C3 GI Descrip. 


mannose-l-phosphate guanylyltransf erase 


i (EC 2.7. 


,7.13) - 



Arabidopsis thaliana gi | 2642159 | gb | AAB87126 . 1 | (AC003000) 
putative GDP-mannose pyrophosphorylase [Arabidopsis thaliana] 
gi|3598958|gb|AAC7a474.1| (AF076484) GDP-mannose 
pyrophosphorylase [Arabidopsis thaliana] 

gi I 4151925 |gb|AAD04627.1 I (AF108660) CYTl protein [Arabidopsis 
thaliana] 



Seq. No. 55375 Seq. ID 

Gene No. 116024 Strand 

Start 3608 End 

Name OJ000323_37 . 04 18 . C2 . o2 . gs Method 

Start 3608 End 

GI none Score 

Exons 3608.. 3868 



OJ000323_37.0418.C2 

3868 
GENSCAN 
3868 
.53 



Seq. No. 55375 Seq. ID 

Gene No. 116025 Strand 

Start 4540 End 

Name ^ OJ000323_37 . 04 18 . C2 . o3 . tm Method 

Start 2 End, 

GI none Score 

Exons 2. .127, 3. .104 



OJ000323_37.0418.C2 
5304 

TBLASTX: Maize 

127 

159 



55945 






Seq. No. 


55375 








"Seq. ID 


OJ000323_37.0418.C2 




Gene No. 


II6025 








Strand 






o tart 


A A C\ 








hnd 


C O A /I 

o304 




Name 


\JO\J\J\) oZo J / 


A /I 1 0 

. U4 io 


. C2 . o3 . 


gs 


Method 


GENbCAN 




Start 










End 


C O A yl 

5304 




GI ^:y' 


none 








Score 


. 8o 




Exons 


4 04 U . . OoU4 














Seq. No. 


tx c; o T c 








Seq. ID 


OJ000323_37.0418.C2 


- ' 


Gene No. 


1 1 DUZ D 








Strand 






Start 


/-A n Q 

ouuy 








End 


9426 




Name 


OJUUU J o / . 


A /I 1 0 

. U4 Id , 


. C2 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


C A A Q 








End 


8854 




GI 


none 








Score 


40 ■ 




Exons 


6009. . 6044, 


6010, 


. . 6051, 


6055. 


.6090, 6055.. 6090, 6136.. 6219, 






6145. . 6207, 


6208, 


. .6246, 


7022. 


.7129, 7024. .7110, 7101. .7154, 






n "y n n "7010 
/I / / , . 1 ZlZ f 


T 0 A A 

/zUU , 


1 A 0 C 


T A A 0 


.7255, 7665. .7787, 7670. .7789, 






/d/z. . 1 loo f 


n n c a 


. / 8 4 / , 


1 1 Id . 


.7876, 771 


30..7839> 7842. .7952, 






7 0 d4 . . 0 I / 0 , 


/ 0 9 / , 


"7 A C 

. / 9o6 , 


Q r\r\ A 
8004 . 


.8177, 8006.. 8176, 8406.. 8486, 






o/no oyioo 
o4Uo . . o4oo , 


- 0 /I A 0 

o4 (Jo , 


0 /I 0 0 

. .84 88, 


0 a c c 
8 666 . 


.8743,' 8667.. 8744, 8804V. 8851, 






OOTfi 0 Q A 
00 ly . . 0004 














Seq. No. 


55375 








Seq. ID 


OJ000323_37.0418.C2 




Gene No. 


116026.;^. 








Strand 






. Start 


£r A A A 








End 


9426' 


^ I a 


Name 


Oi-rAAAOOT 

OJ00032J 37. 


.0418. 


. C2 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


0 A A C 

8005 








End 


8202 




GI 


none 








Score 


81 




Exons 


OAAC OITC 


0 A A C 

0 UUo . 


0 A T A 

. .80/9, 


0 A A /T 

8006 . 


.8185, 8119.. 8202 




Seq. No. 


C C 0 T C 








Seq. ID 


OJ000323_37.0418.C2 


fii 


Gene No . 


T T /"AO/" 

116026 








Strand 






Start 


/"AAA 

6009 








End 


9426 


f=:: 


Name 


OJ000323 37. 


,0418. 


,C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8022 








End 


9426 




GI 


none 








Score 


196 




Exons 


0O22. .0174, 


0 A A 0 

8023 . 


, .81/0, 


0 A A >1 

8024 . 


.8176, 8027. .8176, 8388. .8486, 


\ rl 




o4Uo . . 0 400 , 


0 yi A 0 

840o . 


. .84 88, 


0 C A 

8 60 9 . 


.8742, 8665.. 8739, 8666.-8743, 






8 667. .874 4, 




0 T C 0 

, . 8753, 


0 0 A /I 

8804 . 


.8890, 8821. .8895, 8824. .8895, 






A'DC'7 A/IOC 

y Jo / . , y42o , 


A 'D 0 0 

9382 . 


Q A 0 £i 

. ,9426 










Seq. No. 


55375 








Seq. ID 


OJ000323_37.0418.C2 




Gene No. 


116027 








Strand 






Start 


A o yi A 

y34 0 








End 


9576 




Name 


/^tAAA'^A'^ 

OJ000323 37. 


,0418. 


A .-.A 

C2 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


9340 








End 


9576 






none 








Score 


210 




Exons 


9340 . . 9oo2, 


A 0 C A 

9352 . 


ACT/" 

. 9o / 6, 


A T A 

93 /2 . 


. 9575 






Seq. No. 


55376 








Seq. ID 


OJ000323__37.0418.C3 




Gene No. 


116028 








Strand 






Start 


1 








End 


313 




Name 


OJ000323 37. 


0418. 


C3.01. 


gp 


Method 


AAT/GAP 




.Start 


1 








End 


313 




GI 


none 








Score 


567 




Exons 


1. .313 













55946 



Seq. No. 


55376 








Seq. ID 


OJ000323_37.0418 


.C3 


Gene No. 


116029 








Strand 






Start 


1422 








End 


1545 




Name 


OJ000323_37 


. 0418 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1348 








End 


154 0 




GI 


none 








Score 


77 ■ *• 




Exons 


1348 . . 1452, 


1456 


. 1539, 


1457 . 


. 1540 






Seq. No. 


C C T T /" 








Seq. ID 


OJ000323_37 . 0418 


C3 


Gene No. 


116029 








Strand 






Start 


1422 








End 


1545 




Name 


OJQ00323 37 


.0418 


C3.01. 


gs 


Method 


GENSCAN 




Start 


1422 . 








End 


1545 




GI 


none 








Score 


.71 




Exons 


1422. .1474, 


1497 


.1545 











Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

•Exons 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55377 

116030 

1 

OJ000323_37.0418.C4 .o2.np 
1 

7301646 



Seq. ID OJ000323_37.0418.C4 

Strand + 

End ' 6419 

Method AAT/NAP 

End 6419 

Score 78 



1..143, 2997. .3252, 3291. .3404, 3778. .3937, 6396. .6419 
(AE003763) CG5514 gene producti>[Drosophila melanogaster] 



55377 

116030 

1 

OJ000323_37.0418.C4 .ol.gs 

1032 

none 

1032. . 1112 



Seq. ID OJ000323_37.0418.C4 

Strand + 

End 6419 

Method GENSCAN 

End 1112 

Score .68 



U Seq. No. 

^4 Gene No. 

. Start 

[ Name' 

it Start 

U GI 

11 Exons 

GI Descrip. 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



55377 
116030 
1 

OJ000323_37.0418.C4.o3.np 
3974 
4895205 



Seq. ID OJ000323_37.0418.C4 
Strand ' + 

6419 
AAT/NAP 
6419 
934 



End 

Method 
End 
Score 

3974. .4093, 4220. .4270, 4760. .4836, 4955. .5042, 5695. .5970, 
6081. .6419 

(AC007661) putative alcohol dehydrogenase [Arabidopsis thaliana] 



55377 
116031 
1 

OJ000323_37,0418.C4 .ol.np . 
1 

7340680 
1..29, 508. .650, 1772. .1902 

(AL162508) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000323_37.0418.C4 
Strand 

End 1908 

Method AAT/NAP 

End 1902 

Score .231 



, 55377 
116031 
1 

OJ000323_37.0418.C4 .o3.tc 
432 



Seq. ID OJ000323_37.0418.C4 
Strand 

End 1908 

Method TBLASTX : Cress 

End 1908 



55947 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name. 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 139 

432.-656, 515. .655, 1772. .1888, 1774. .1908 



55377 

116031 

1 

OJ000323_37 .0418.C4 .o2 .ts 

513 

none 



Seq. ID OJ000323_37.0418.C4 
Strand 

End 1908 

Method TBLASTX: Soybean 

End 1902 

Score 136 



513. .656, 513. .572, 515. .655, 547. .657, 1772. .1888, 1774. .1902 

OJ000323 37. 0418. C4 



55377 
116031 
1 

OJ000323_37 . 04 18 . C4 . o2 . gs 

1545 

none 

1545. .1709, 1720. .1902 

55377 

116032 

3976 

OJ000323_37.0418.C4 .o2.tc 

3976 

none 

3976. .4047, 3977. .4096, 4001. 
47'62..4839, 4956. .4997 

55377 

116032 

3976 

OJ000323_37.0418 .C4 .o2.tm 

3976 

none 

3976.. 4050, 397-7 ... 4 093, 39'92. 
4757. .4837, 4762. .4839, 4773. 
4964. .5041, 5695. .5736 

55377 

116032 

3976 

OJ000323_37.0418.C4 .ol.ts 
3977 
none 
3977, 
4964 . 
6090. 



.4096, 3994. .4050, 4214. 
,5041, 4965.. 5045, 5695. 
,6329, 6098.. 6331 



55377 

116032 

3976 

OJ000323_37.0418.C4 .ol.tm 

5754 

none 

5754. .5966;-' 5755. .5970, 5759. 
6086.. 6334, 6090.. 6329, 6092. 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method - 

End 

Score 



1908 
GENSCAN 
1902 
.5 



OJ000323_37.0418.C4 
6334 

'TBLASTX: Cress 
4997 
156 



.4096, 4214. .4273, 4760. .4837, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 37,0418.04 



6334 

TBLASTX: Maize 
5736 
188 

4093, 4205.. 4273, 4213.. 4302, 
4847, 4954. .5037, 4959. .5045, 



Seq. ID OJ000323_37.0418.C4 
Strand 

End 6334 

Method TBLASTX : Soybean 

End 6334 

Score 147 

.4291, 4757. '.4837, 4762. .4839, 
.5970, 5700.. 5969, 6083.. 6334, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5971, 5766. 
.6334 



OJ000323_37.0418.C4 
6334 

TBLASTX: Maize 
6334 
361 ~ 

,5972, 6085.. 6303, 



55948 




Seq. No, 


55377 


Seq. ID 


OJ000323_37.0418.C4 


Gene No. 


116032 


Strand 




Start 


397 6 


End 


6334' 


Name 


OJ000323_37 . 04 18 . C4 . ol . tc 


Method 


TBLASTX: Cress 


Start 


5830 


End 


6329 


GI 


none 


Score 


171 


Exons ' ■ * 


5830. .5970, 5832. .5969, 6086. 


.6316, 6090. .6329, 6126. .6323 


Seq. No. 


55378 


Seq. ID 


OJ000323_37.0418.C5 


Gene No. 


116033 


Strand 


+ 


Start 


1853 


End 


3227 


Name 


OJ000323_37 . 04 18 . C5 . ol . gs 


Method 


GENSCAN 


Start 


1853 


End 


3227 


GI 


none 


Score 


.65 


Exons 


1853. .1863, 2732. .2887, 3089. 


.3227 




Seq. No. 


55378 


Seq. ID 


OJ000323_37.0418.C5 


Gene No. 


116034 


Strand 


+ 


Start 


4 585^ 


End 


13552 ' 


Name 


OJ000323 37.0418.C5.ol.gp 


Method 


AAT/GAP 


Start 


4320 


End 


4872 


GI 


LIB3431-036-P1-K1-G6 


Score 


794 


Exons 


4320. .4695, 4807. .4872 






GI Descrip. 


M895205/gb|AAD32792.1 1 AC007661__29 4 .Oe-21 (AC007 661 ) ' pi^.tai 




alcohol dehydrogenase {Arabidopsis thaliana] * 


Seq. No. 


55378 


Seq. ID 


OJ000323__37.0418.C5 


Gene No. 


116034 


Strand 


+ 


Start 


4585 


End 


13552 


Name 


OJ0003.23 37.0418.C5.ol.np 


Method 


AAT/NAP 


Start 


4576 


End 


13549 


GI 


4895205 


Score 


1016 


Exons 


4576. .4695, 4807. ,4857, 5644. 


.5720, 5839. .5926, 6450. .6725, 




6845. .7179, 13453, ,13549 






GI Descrip. 


(AC007 661) putative alcohol dehydrogenase [Arabidopsis tha! 


Seq. No. 


55378 


Seq. ID 


OJ000323_37.0418.C5 


Gene No. 


116034 ■ 


Strand 


+ 


Start 


4585 


End 


13552 


Name 


OJ000323 37.0418.C5.o2.gs 


Method 


GENSCAN 


Start 


4585 


End 


7981 


GI 


none 


Score 


. 92 


Exons 


4585. .4695, 4807, .4857, 5644. 


.5720, 5? 


339. .5926, .6450, ,6725. 




6845. .7093, 7898. .7981 






Seq. No. 


55378 


Seq. ID 


OJ000323__37.0418.C5 


Gene No. 


116034 


Strand 


+ 


Start 


4585 


End 


13552 


Name 


OJ000323 37.0418.C5.o2.gp 


Method 


AAT/GAP 


Start 


5729 


End 


6917 


GI 


57518 1.R1084 


Score 


1034 


Exons 


5729. ..5926, 6450.. 6725, 6845. 


.6917 




GI Descrip. 


'3236259 8.0e-53 (AC004684) putative alcohol dehydrogenase 



[Arabidopsis thaliana] >gi_48 95207__gb_AAD327 94 . 1_AC007661_31 
(AC007 661) putative alcohol dehydrogenase [Arabidopsis 
thaliana] * 



55949 



oec5 . iNO . 


c c; o "7 Q 


Seq, ID 


OJ000323_37.0418,C5 


Gene No . 




Strand 


+ 


O Ldl. L 


4 -J 0 ^ 


End 


13552 


N3me 


"^7 n^ip 

wUUUUOZO J / . U f± 1 0 . CO . O J . y p 


Method 


AAT/GAP 






End 


12708 


GI 


44355 1.R1084 


Score 


891 


Exons 


11774, ;11986, 12078. .12128, 


12238. , 12314, 12448 12535, 










GI Descrip. 




putative 


alcohol dehydrogenase 




[ Arabidopsis thaliana] >9i 


4895207_gb_AAD32794. 1_AC007661_31 




\Auuu/DDij pucacive axconox 


dehydrogenase [Arabidopsis 




cna±iana j 






O /-V <^ M 

oeq. iNo. 


c; t: o "7 Q 


Seq. ID 


OJ000323_37.0418.C5 


Gene No. 


116034 


Strand 


+ 


Start 


4585 


End 


13552 


Name 


n 7000*^9 "57 flil 1 Q pc; «o 

ujuuuj^o J / . U4 1 o . L.0 . 04 . gs 


Method 


GENSCAN 


o car L 


1 1 Q 7 


End 


13552 




none 


Score 


.67 


Exons 


1107^; IIQQf^ lOOTQ lOTI/ 


12448. . 12535, 12647 .. 12 901 , 




T9QQ1 1'5/I^;Q 1'?t;R9 






Seq. No. 


55378 


Seq. ID 


OJ000323_37.0418,C5 


Gene, No . 


116035 


Strand 




o car u 


Q Q T '3 


End 


~ 10043 


Name 


UJUUUozo J / . U4 lb . Co , o J . gs 


Method 


GENSCAN 


o car L. 


Q Q '5 


End 


10043 




none 


Score 


.96 


Exons 


Q Q "5 "5 00*50 QQRn lOOylQ 

oooo. ,yuoo/ yyou . .xuufio 






oeq . MO . 


55378 


Seq. ID 


OJ000323_37.0418.C5 




116036 


Strand 




Start 


13903 


End 


18418 


Name 


. OJ000323 37.0418.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


652 


End 


13555 


GI 


none 


Score 


128 


Exons 


652.. 738, 652.. 738, 6509.. 6721., 6510. 


;6725, 651-4., 6765, 




6668., 6736, ' 6.845 .. 7093, 6847.. 7098, 6849.. 6989, 6850.. 7098, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7865, .7981, 7895, ,8014, 7900. .8019, 12688 .. 12897 , 1268 9 .. 12 901, 
13030. .13221, 13044. .13235, 13460., 13555 



55378 

116036 

13903 

OJ000323_37,0418.C5.ol.tc 

691 . 
none 



Seq. ID OJ000323_37.0418.C5 
Strand 

End 18418 

Method. TBLASTX : Cress 

End. 13226 

Score 68 



691. .738, 6585. .6725, 6587. .6724, 6848. .7093, 6850. .6981, 
6890,. 7087, 12761 ., 12901, 12763 ,. 12900, 13030 .. 13221 , 
13036: ,13221, 13047. .13226 



Seq. No. 55378 Seq. ID 

Gene No. 116036 Strand 

Start 13903 End 

Name OJ000323_37 . 04 18 . C5 . o3 . tc Method 

Start 4578 End 

GI none Score 



OJ000323_37.0418.C5 
18418 

TBLASTX: Cress 

12318 

163 



55950 



Exons 4578. .4658, 4579. .4710, 4801..4854, 5644. .5721, 5646.-5723, 

5840.. 5881, 11888. .11941, 12081 .. 12125, 12237 .. 12317, 
12238. .12318 



Seq . No . 


C C "3 T O 

DDO fO 








Seq. ID 


OJU00iz3 37. 0418.05 


Gene No . 










Strand 




Start 


1 o o r» "D 








End 


lo4 lo 


Name 


OJ000323_37 


.0418 


C5 . o4 . 


tm 


Method 


TBLASTX : Mai ze 


Start 


4578 








End 


11941 


GI 


none 








Score 


195 


Exons 


fiO/O. . H ODO f 


H D f 7) 






. . 11934, 


11876.'. 11941 


Seq. No. 


55378 








Seq. ID 


OJ000323_37.0418.C5 


Gene No. 


116036 








Strand 




Start 


13903 








End 


18418 


Name 


OJ000323 37 


0418 


C5.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


4579 








End 


13235 


GI 


none 








Score 


138 


Exons 


' 4579. .4710, 


4590, 


.4658, 


4801.. 


.4860, 5641. .5721, 5646. .5723, 




5834. .5926, 


5840, 


.5929, 


6450. 


.6725, 6455. .6724, 6517. .6726, 




6531. . 6725, 


6847. 


. 6867, 


6848. 


.6874, 6875. .7093, 6881. .7093, 



6895. .7098, 11888 .. 11941, 12075 .. 12131 , 12080 12118, 
12166. . 12318, 12237. .12323, 124 4 6 .. 12535, 12664 12900, 
12 665. .12901, 12665. .12 910, ' 12 997. .13221, 13035. .13109, 
13078. .13221, 13094. .13225, 13155.. 13235 



Seq. No. 55378 Seq. ID 

Gene No. 116036 Strand 

Start 13903 End 

Name OJ000323_37 . 04 18 . 05 . o3 . tm Method 

Start 4806 End 

GI none Score 
Exons 



OJ000323_37.0418.C5 
18418 

TBLASTX: Maize 

12679 

83 



4806. .4871, 4807. .4860, 5641. .5721, 5646. .5723, 5753. .5959, 
5821. .5925, 12044 12136, 12054 .. 12 131 , 12062 12133, 
12228. . 12314, 12228 .. 12317, 12229 .. 12315 , 124 36 12486, 
12437. . 12496, 1244 6 12538, 1244 7 .. 12530 , 12629. .12679 



Seq. No. 55378 
Gene No. 116036 
Start 13903 

Name OJ000323_37 . 04 18 . 05 . o5 . gs 

Start 13903 
GI none 
Exons 13903. 

15205. 

16882. 



,14129, 14264. 
,15283, 16234, 
, 17072 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_37 .0418.05 

18418 
GENSCAN 
17072 
.81 



14335, 14451. . 14581, 14 633 .. 14776, 
16343, 16348. . 16561, 16599 .. 16702 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55378 

116036 

13903 

OJ000323_37 . 04 18 . 05 . o2 . tm 

14077 

none 

14077. . 14190, 14087. . 14203, 
14268. . 14354, 14415 .. 14537, 
14456. .14578, 14635 .. 14721, 
15205. .15285, 15207 .. 15299, 



Seq. ID OJ000323_37.0418.O5 
Strand 

End 18418 

Method TBLASTX : Mai ze 

End 16285 

Score 130 
14088. . 14198, 14266. .14343, • 
144 39. . 14 54 0, 14 4 55. . 14538, 
14 639. . 14 734, 14 64 9 .. 14735 , 
15207. . 152 99, 1537 9. .15423, 



55951 



15381. .15422, 16125 .. 16163, 16129 16260, 16163. .16285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55378 
116036 
13903 

OJ000323_37.0418,C5.o2.ts 
14087 



none 
14087 
14455 
15205 

16129. .16260, 16163.. 16285 



.14209, 14091. 
,14538, 14456. 
,15279, 15207, 



Seq. ID 
Strand 
End 

Method 
'End 
Score 



OJ000323 37. 0418. C5 



18418 

TBLASTX : Soybean 
16285 
124 

.14198, 14265. . 14339, 14269 14334 , 

,14578, 14633. . 14731; 14 635 14721,, 
,15281, 15384. .15422, 16125 16163, ' 



Seq. No. 


55378 




Seq. ID 


OJ000323_37.0418.C5 


Gene No. 


116036 




Strand 




o tar u 


13903 




End 


18418 


Name 


OJ000323 37. 0418. C5. 


o2 .np 


Method 


7\AT/NAP 


Start 


•14090 




End 


16284 


GI 


* 7340678 




Score 


626 


Exons 


14090. .14190, 14264. 


. 14335, 


14451. .14539, 14 633 .. 14719, 




15205. .15283, 15383. 


.15423, 


16127. .16284 


GI Descrip. 


(AL162508) putative 


protein 


[Arabidopsis thaliana] 


beq. NO. 


55378 




Seq. ID 


OJ000323_37.0418.C5 


Gene No. 


116036 




Strand 




Start 


13903 ■ 




End ' 


18418 


Name 


OJ000323 37,0418.05. 


o4 . gp 


Method 


AAT/GAP 


Start 


14127 




End 


16408 


GI 


7319 2.R1084 




Score 


1218 


Exons 


14127. .14190, 14264. 


.14335, 


14451. .14539, 14 633 .. 14719, 




15205. .15283, 15383. 


.15423, 


16127. .16408 


uescnp. 


' 2081612/dbj | BAA19916 | 2 . Oe- 


32 (D49714) 






deltal-pyrroline-5-carboxylate synthetase [Oryza sativa] * 


Seq. No. 


55378 r 




Seq. ID 


OJ000323_37.0418.C5 


Gene No . 


116036 




Strand 




Start 


13903 




End 


18418 • 


Name 


OJ000323 37. 0418. C5. 


o2.tc ' 


Method 


TBLASTX: Cress 


Start 


15207 




End 


16285 


GI 


none 




Score 


75 


Exons 


15207. .15269, 15381. 


.15422, 


16129. .16260, 16169. . 16285 


Seq. No. 


55378 




Seq. ID 


OJ000323_37.0418;C5 


Gene No. 


116036 




Strand 




Start 


13903 




End 


18418 


Name 


OJ000323 37.0418..C5: 


o3 . np 


Method 


AAT/NAP 


Start 


15857 




End 


18418 


GI':«..\ 


7446487 




Score 


87 


Exons 


15857. .15884, 16951. 


.17095, 


17251. .17319, 18104. .18227, 




18344. .18418 








GI Descrip. 


proline rich protein 


homolog WCOR518 - 


wheat (fragment) 




gi| 1657851|gb|AAB18205.1| (U73214) cold acclimation protein 




WCOR518 [Triticum aestivum] 






Seq. No. 


55378 




Seq. ID 


OJ000323_37.0418.C5 


Gene No. 


116036 




Strand 




Start 


13903 




End 


18418 



55952 



Name 

Start 

GI 

Exons 



OJ000323_37 . 04 18 . C5 . 06 . gs Method GENSCAN 

17283 End 18417 

none Score .64 
17283. .17459, 18225 184 17 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55379 

116037 

4162 

OJ000323_37, 

4162 

none 

4162. .4270, 
6468. . 6570, 



0418.C6.o2.gs 



4956. 
6658. 



,5068, 
, 6819, 



5303 
6944 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5443, 6113. 
.7221 



OJ000323_ 
+ 

8691 
GENSCAN 
7221 
.88 

6184, 



37. 0418. 06 



6284. . 6387, 



Eil 



Seq. No. 

Gene No. 

Start 

Name 

Start, 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55379 

116037 

4162 

OJ000323_37. 0418 .C6.ol.gp 
5205 

uC-osflm202120c01bl 



Seq. ID OJ000323_37.0418.C6 
Strand + 
End 8691 
Method ■ AAT/GAP 
End 6585 
Score 937 " 
5205. .5443, 6113. .6184, 6284. .6387, 6468. .6585 
»5103807/gb|AAD39637.1|AC007591_2 2.0e-37 (AC007591) Contains 
similarity to gb_AF014403. type-2 phosphatidic acid phosphatase 
alpha-2 {PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394 650 come from this gene. [Arabidopsis thaliana] * • 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_37.0418.C6 
+ 

8691 
AAT/NAP 
8691 
831 



55379 
116037 
4162 

OJ000323_37 . 04 18 . C6 . ol . np 
5384 
6225816 

5384. ,5443, 6113. .6184, 6284, 
6944 . .7221/ 8650. .8691 
DELTA 1-PYRR0LINEt5-CARB0XYLATE SYNTHETASE (P5CS) [INCLUDES: 
GLUTAMATE 5-KINASE {GAMMA- GLUTAMYL KINASE) (GK) ; GAMMA- GLUTAMYL 
PHOSPHATE REDUCTASE (GPR) (GLUTAMATE-5-SEMIALDEHYDE 
DEHYDROGENASE) { GLUTAMYL-GAMMA-SEMI ALDEHYDE . . . gi I 1928960^ 
(U92286) pyrroline-5-carboxylate synthetase [Actinidia 
deliciosa] 



.6387, 6468. .6570, 6658. .6819, 



Seq. No. 


55379 




Seq. ID 


OJ000323_ 


37.0418.06 


Gene No. 


116038 




Strand 






Start 


2283 




End 


2803 




Name 


■OJ000323 37 


.0418.C6.ol.gs 


Method 


GENSCAN 




Start 


2283 




End 


2803 




GI 


none 




Score 


.63 




Exons 


2283. .2462, 


2762. .2803 








Seq. No. 


55379 




Seq. ID 


bJ000323_ 


37.0418.06 


Gene No. 


116039 




Strand 






Start 


4362 




End 


8166 




Name 


OJ00032,3 37 


.0418 .C6.o2.np 


Method 


AAT/NAP 




Start 


4362 - " 




End ■ 


8166 




GI 


6721547 




Score 


94 




Exons 


4362. .4381, 


8070. .8166 








GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene 


; for Pib. 


(AB013448 



55953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55379 
116039 

4.362 ^ ..... . 

OJ000323_37.0418 .C6.ol.tw 
5372 



none 
5372. 
6281. 
6465. 



Seq. ID OJ000323_37.0418.C6 
Strand 

End 8166 
Method TBLASTX: Wheat 
End 6555 
Score 64 

5446, 5395.-5445, 5396. .5446, 6101. .6187, 6112. .6189, 
6385, 6281. .6385, 6283. .6387, 6313 6390; 64 64 ,. 6553, 
6554, 6466.-6555 



Seq. No. 55379 
Gene No. 116039 
.Start 4362 

Name OJ000323_37 . 04 18 . C6 . ol . tm 

Start 5384 
GI none 

Exons 5384.. 5446, 6101.. 6187, 6112, 

6283.. 6399, 6283.. 6387, 6464, 
6649.. 6819, 6655.. 6819, 6656, 
6941. .7216, 6942. .7160, 6944, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 37. 0418. C6 



8166 

TBLASTX: Maize 
7221 
72 

6189, 6112.. 6189, 6281, 
6574, 6465.-6578^, 6466, 
6820, 6659- -6820, 6699, 
7219, 7072.. 7221 



6385, 
6579, 
6842, 



Seq. No. 55379 
Gene No. 116039 
Start 4362 

Name OJ000323_37 . 04 18 . 06 . ol . ts 

Start 5396 
GI- none 

Exons 5396.. 5446, 6101.. 6187, 6112. 

6465.. 6578, 6466. .6579, 6655. 
6944. .6973 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 37. 0418. C6 



8166 

TBLASTX : Soybean 
6973 
62 

6183, 6281.. 6385, 6289.-6387, 
6819, 6655.. 6804, 6699.. 6842, 



Seq. No. 55379 
Gene No. 116039 
Start . 4362 

Name OJ000323_37 . 04 18 . 06 . ol . tc 

Start 6101 
GI none 

Exons 6101.. 6187, 6112.. 6186, 6281. 

6465.. 6578, 6466.. 6579, 6631. 
6934. .7089, 6941. .7159, 6944. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 37.0418.06 



8166 

TBLASTX: Cress 
7221 

110 

6385, 6292.. 6387, 6313. 
6819, 6655.. 6819, 6933, 
7216, 7072.. 7221 



.6399, 
.7013, 



Seq. No. 


55379 


Seq. ID 


OJ000323 


_37.041 


Gene No. 


116039 


Strand 






Start 


4362 


End 


8166 




Name 


OJ000323 37.0418.06.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


6992 . 


End 


7221 




GI 


• nbhe - . ' 


Score 


280 




Exons 


6992.;.'. 7216, ■ 7004. .7219, 7027. 


.7221, 7069. .7221 




Seq. No. 


55380 


Seq. ID 


OJ000323 


_37.041 


Gene No. 


116040 


Strand 


+ 




Start 


10002 


End 


10454 




Name 


OJ000323 37.0418.08.o2.np 


Method 


AAT/NAP 




Start 


10002 


End 


10454 




GI 


6539570 


Score 


133 




Exons 


10002. .10196, 10381. .10454 









55954 



GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55380 

116041 

950 

OJ000323_37 .0418. C8 .,ol . np 
834 

7340677 



Seq. ID OJ000323__37.0418.C8 
Strand 

End 7281 
Method AAT/NAP 
End --7171 
Score 570 



834. .1044, 1078. .1420, 1528. .1588, 2712. .3091, 3916. .3951, 
3991. .4212, 7060. .7171 

(AL162508) putative homeodomain protein [Arabidopsis thaliana] 



55380 

116041 

950 

OJ000323_37.0418.C8.ol.gs 

950 

none 

950.. 1453, 1528.. 1588, 2712. 
5899.;6'080, 6914.. 7281 



Seq. ID OJ000323_37.0418.C8 
Strand 

End 7281 

Method GENSCAN 

End 7281 

Score . 63 
.3091, 3916. .4831, 4870. .5065,' 



Seq. No. 55380 Seq. ID 

Gene No. 116042 Strand 

Start 10002 . End 

Name OJ0t0323_37 . 04 18 . C8 . o3 . tm Method 

Start 800 End 

GI none Score 
Exons 



OJ000323_37.0418.C8 
10255 

TBLASTX: Maize 

1039 

108 



800. .958, 804. .944, 806. .958, 831. .974, 835. .975, 956. .1027, 
957. .1028, 961. .1029, 962. .1039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55380 

116042 

10002 

OJ000323_37 .0418.C8.ol. tm 

1097 

none 



OJ000323 37. 0418. 08 



Seq. ID 
Strand 
End 

Method 
End 

Score . 

1097. .1144/.- ill6. .1142^.- 1142. .124 9,. 1142.-. 1423, 114 6. .1325, 
1153.. 1422, 1376. .1-423," ^1520. .1588, 1522.. 1587 



10255 

TBLASTX: Maize 

1588 

49 



55380 

116042 

10002 

OJ000323_37. 0418 .C8.01. ts 

134 0 

none 



Seq. ID OJ000323_37.0418.C8 
Strand 

End 10255 

Method TBLASTX : Soybean 

End 3093 

Score 62 



1340. .1423, 1371. .1421, 1522. .1587, 1526. .1585, 2711. .2797, 
2712.. 2795, 2879.. 3058, 3052.. 3093 



Seq. No. 55380 Seq. ID 

Gene No. 116042 " Strand 

Start 10002 End 

Name OJ000323_37 . 0418 , C8 . o2 . tm Method 

Start .2677 - End 

GI none Score 
Exons 



OJ000323_37.0418.C8 
10255 

TBLASTX:Maize 

3972 

142 



2677. .2796, 2709. .2810, 2710. .2838, 2711. .2830, 2906. .3091,' 
2907.. 3092, 3913.. 3972, 3914.. 3970 



55955 




Seq. No. 


55380 


Seq. ID 


OJ000323 


_37 


.0418 


.C8 


Gene No. 


116042, 


Strand 


- 








Start 


1 A r\ n 


End 


10255 








Name 


OJ00032J 37 . 04 18 . Co . o2 . gs 


Method 


GENSCAN 








Start 


1 A A A O 

10002 


End 


10255 








GI 


none. 


Score 


. 91 








Exons 


innno imio ini^c iaoccl 












Seq. No. 


55381 


Seq. ID 


OJ000323_ 


_37 


.0418 


.C9 


Gene No. 


116043 


Strand 


+ 








Start 


1 d3 


End 


1991 








Name 


/^TAAAOAO "DT AVIIO /^A _1 — — 

OJ000323 37 . 04 18 . C9 . ol . gs 


Method 


GENSCAN 








Start 


163 


End 


614 








GI 


none 


Score 


. 56 








Exons 


OOO CAT /"I/I 

163. .228, 501. .614 












Seq. No. 


C C O O T 

55381 


Seq. ID 


/-\ -TAAA'^A "5 

OJ000323 


37 


. 0418 


. C9 


Gene No. 


116043 


Strand 


+ 








Start 


163 


End 


1991 








Name 


OJ000323 37.0418.C9.ol.np 


Method 


AAT/NAP 








Start 


195 


End 


1991 








GI 


6721512 


Score 


155 








Exons 


195. .467, 1958. .1991 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


satiya] 








Seq. No. 


55381 


Seq. ID 


OJ000323_ 


37 


.0418 


.C9 


Gene No. 


116044 


Strand 










Start 


991 


End 


2918 








Name 


OJ000323 37,0418.C9.o2.gs 


Method 


GENSCAN 








Start 


991 


End 


2799 








GI 


none 


Score 


.75 








Exons 


991. .1019, 1945. .2116, 2297. 


.2464, 2744. .2799 








Seq. No. 


55381 


Seq. ID 


OJ000323_ 


37 


. 0418 


C9 


Gene No. 


116044 


Strand 










Start 


991 


End 


2918 








Name 


OJ000323 37.0418.C9.o2.np 


Method 


AAT/NAP 








Start 


2063 


End 


2918 








GI 


5042454 


Score 


180 








Exons 


2063.. 2123, 2425.. 2592, 2833 


. .2918 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


55382 


Seq. ID 


OJ000323_ 


37 


. 0418 


CI 


Gene No. 


116045 


Strand 


+ 








Start 


1 


End 


82 








Name 


OJ000323 37.0418.C10.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


82 








GI 


7523512 


Score 


123 








Exons 


1. .82 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


55382 


Seq. ID 


OJ000323_ 


37 


.0418, 


CI 


Gene No. 


116046 


Strand 


+ 








Start' 


20125 


End 


22667 








Name 


OJ000323 37.0418.C10.o2.gs 


Method 


GENSCAN 








Start 


20125 


End 


22667 








GI 


none 


Score 


.63 









55956 



Exons 



20125. .20277, 20537 20565 , 20623 .. 20766, 2 1308 .. 214 82 , 
21972. .22044, 22495. .22667 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55382 
116047 
4185 

OJ000323_37.0418.C10.ol.gp 
4185- 
2312838 
4185. .4241 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. ID OJ000323_37. 0418. CIO 
Strand 

End 4241 

Method ' AAT/GAP 

End 4241 

Score 67 



55382 
116048 
8670 

OJ000323_37.0418 .C10.o2.np 
8670 
3024501 
8670. .9152, 10546. .10710 

RAS-RELATED PROTEIN RABllC gi | 137014 6 | emb | CAA9817 9 | (Z73951) 
RABllC [Lotus japonicus] 



Seq. ID OJ000323_37. 0418. CIO 
Strand 

End 10710 

Method AAT/NAP 

End 10710 

Score 883 " 



55382 
116049 

11645 ' ' 

OJ000323_37. 0418. CIO. ol.tm 
8622 
none 



Seq. ID . OJ000323_37. 0418. CIO 
Strand 

End 12607 
Method TBLASTX: Maize 
End 10711 
Score 257 



8622. .9146, 8676.. 9155, 8686.. 9153, 1054 3 10710, 10550.. 10711 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



55382 
116049 
11645 

OJ000323_37.0418.C10.ol. tc 
8676 
none 



Seq. ID OJ000323_37. 0418. CIO 
Strand 

End 12607 

Method TBLASTX:Cress 

End 10728 

Score 4 5 . ' 

8676. .8798, 8689 .. 8733, 874 5 9155, 8779. .9150, 10543 .. 10728, 
10553.. 10717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55382 

116049 

11645 

OJ000323_37.0418 .ClO.ol.ts 

8676 

none 



Seq. ID OJ000323_37. 0418. CIO 
Strand 

End 12607 

Method TBLASTX : Soybean 

End 10711 

Score 187 



8676... 9155, 8759 9109, •:877 9 .. 9150, 1054 3 .. 10710 , 10544. .10711 



55382 

116049 

11645 

OJ000323_37.0418.C10.ol.tw 

8772 

none ■ 

8772. .9152, 8779. .9135 



Seq. ID OJ000323_37. 0418. CIO 
Strand 

End 12607 

Method TBLASTX : Wheat 

End 9152 

Score 233 , 



Seq. No. 



55382 



Seq. ID OJ000323 37. 0418. CIO 



55957 



Gene No. 


116049 


Strand 






C 4^ -1 1^4- 


1 1 b4 0 


Lna 


12607 




Naine 




Method 


TBLASTX: Wheat 




otarr 




Lna 


10738 






none 




262 ... 




Exons 


lOQ^T im^T IflR/l/l TATTQ 






oeq . NO . 




oeq. ID 


OJ000323 37. 0418. CIO 


Gene No . 


116049 


Strand 






c -t- 


11645 


End 


12607 




IN CtlllC 


OJ000323 ■37.0418.C10.o3.np 


Method 


AAT/NAP 




Start 


11645 


End 


12607 




GI 


6069646 


Score 


742 




Exons 


11645. .11731, 11764. .12607 








GI Descrip. 


{AP000616) similar to putative reverse 


transcriptase 


{AC005315) 




[Oryza sativa] gi | 6907112 | dbj | 


BAA90639. 


11 (AP001129) 


Similar to 




Arabidopsis thaliana chromosome II BAG 


F9013 genomic 


sequence. 



putative non-LTR retroelement reverse transcriptase, 
[Oryza sativa] 



{AC006248) 



Seq. No. 


55382 


Seq. ID 


OJ000323_37. 0418. CIO 


Gene No. 


116049 


Strand 




Start 


11645 


End 


12607 


Name 


dJ000323 37.0418.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


11779 


End 


12194 


GI ' 


none 


Score 


93 


Exons 


11779. .11862, 11916.-. 12194, 


11935. .12180 


Seq. No. 


55383 


Seq. ID 


OJ000323_37.0418.C11 


Gene No. 


116050 


Strand 


+ 


Start 


1 


End 


1010 


Name 


OJ000323 37,0418.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


842 


GI 


6225820 


Score 


313 


Exons 


1..173, 266. .332, 483. .554, 


768. .842 




GI Descrip. 


DELTA l-PYRROLINE-5-CARBOXYLATE SYNTHETASE {P5CS) [INCLUDES: 



GLUTAMATE 5-KINASE (GAMMA- GLUTAMYL KINASE) (GK) ; GAMMA-GLUTAMYL 
PHOSPHATE REDUCTASE (GPR) {GLUTAMATE-5-SEMIALDEHYDE 
DEHYDROGENASE) (GLUTAMYL-GAMMA-SEMIALDEHYDE . . . 

gi I 2081612 I dbj IBAA19916 | (D4 9714) deltal-pyrroline-5-carboxylate 
synthetase [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



55383 Seq. ID 

116050 Strand 
1 End 
OJ000323_37 . 0418 . Cll . ol . gp Method 
252 End 
428854 Score 
252. .332, 483. .553, 767. .846, 918. .1010 
2081612/dbj IBAA19916I 2.0e-32 (D49714) 

deltal-pyrroline-5-carboxylate synthetase [Oryza sativa] 



OJ000323_37. 0418. Cll 
+ 

1010 
AAT/GAP 
1010 
558 



55383 Seq. ID 

116051 Strand 

1177 End 

OJ000323_37 . 0418 . Cll . o2 . gp Method 

1177 End 



OJ000323_37. 0418. Cll 
+ 

1495 

AAT/GAP 

1495 



55958 




r T 


z / y o D y ft 






Score 


c; Q c 
0 y D 




Exons 


1177 lAQR 












Seq: No. 


55383 






Seq. ID 


OJ000323__37.0418. 


Cll 


Gene No. 


116052. 






Strand. 








1959 






End 


A KM 




Kanie 


OJ000323 37 


.0418.Cll.ol 


.to 


Method 


i biiAo i A : uress 






27 






End' 


O /I Q T 
Z 4 O J 






none 






Score 


0 u 




Exons 


27. .125, 1945. .2370, 1948. .2232, 1956. 


9 4 P 
. Z fi cS J 




oeCJ . LNO . 


55383 






Seq. ID 


P7nrin'59'5 ^7 n/iio 


PI 1 


Gene No. 


116052 






Strand 






Start 


1959 






End 


4707 




Name 


OJ000323 37 


.0418.Cll.o3 


. tm 


Method 


TBLASTX: Maize 




o uar L. 


76 






End 


854 






none 






Score 


101 




Exons 


76. .126, 84 


..173, 103.. 


171, 


246. .332, 


261. .335, 263. .334 






481. .549, 482. .550, 483 


c; c 1 


, 740. .853, 758. .847, 768. .8 


c; A 
0 4 . 


Seq. No. 


55383 






Seq. ID 


OJ000323_37.0418. 


Cll 


Gene No. 


116052 






Strand 








1959 






End 


'4707 




Name 


OJ000323 37 


.0418.Cll.o2 


.ts 


Method 


TBLASTX: Soybean 




o ua jTu 


1953 






End 


2250 






none 






Score 


57 






1953. .2249, 


1955. .1987, 


1957 


, .2250 






Seq. No. 


55383 






Seq. ID 


OJ000323_37.0418. 


Cll 


Gene No. 


116052 






Strand 






o uaj- u 


1959 






End 


4707 




Name 


OJ000323 37 


.0418.Cll.o2 


. tm 


Method 


TBLASTX: Maize 




o care 


1956 






End 


2240 




P T 


none 






Score 


76 




iifXons 


1956. .2036, 


1956. .2240, 


1957 


. .2163 






C fi /-T KI 
O c ^ • IN D . 


55383 






Seq. ID 


OJ000323_37.0418. 


PI 1 


Gene No. 


116052 






Strand 






Start 


1959 






End 


4707 




Name 


OJ000323 37 


.0418.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


1959 






End 


4707 




GI 


7487755 






Score 


1720 




Exons 


1959. .3802, 


4662. .4707 











GI Descrip. hypothetical protein T6H20.180 - Arabidopsis thaliana 
gi|5541680|emb|CAB51186.1| {AL096859) putative protein 
[Arabidopsis thaliana] 

Seq. ID OJ000323_37. 0418. Cll 
Strand 

End 4707 
. 04 18 . Cll . ol . tm Method TBLASTX : Maize 

End 3596 
Score 45 

2248. .2493, 2539. .2673, 2685. .2855, 2688. .2879, 
2703. .2891, 2745. .2882, 2883. .3083, 2898. .3092, 
3105.. 3332, 3444.. 3596 



Seq. No. 55383 

Gene No. 116052 

Start 1959 

Name OJ000323_37 

Start 2241 

GI none 

Exons 2241.. 2684, 

2689. .2880, 
3099. .3326, 



55959 



Seq. No. 


55383 








Seq. ID 


OJOO-0323 


37.0418,011 


Gene No. 


116052 








Strand 






Start 


1959 








End 


4707 




Name 


OJ000323 37 


. 0418 


.Cll.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2260 








End 


2792 




GI 


none . 








Score 


99 




Exons 


2260. .2667, 


2262 


. .2666, 


2691. 


.2792, 2712. ,2759 


- 


Seq. No. 


55383 








Seq. ID 


OJ000323 


_37 , 0418 ,011 


Gene No. 


116052 








Strand 






Start 


1959 








End 


4707 




Name 


OJ000323_37 


. 0418 


.Cll.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2655 








End 


3593 




GI 


none 








Score 


82 




Exons 


2655 . .2687, 


2691 


. . 2870, 


2709. 


.2828, 2713. .2868, 


2881 , . 3093, 




2898 . . 3083, 


3108 


. . 3320, 


3121 . 


,3270, 3369,. 3593 




Seq. No. 


55383 








Seq. ID 


OJ000323 


_37 . 0418 .011 


Gene No. 


116052' 








Strand 






Start 


1959 








End 


4707 




Name 


OJ000323_37 


.0418 


.C11.02 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2688 








End 


3611 




GI 


none 








Score 


44 




Exons • 


2688 . . 2792, 


2709 


. . 2882, 


27 90; 


,2882, 2797. .2844, 


2874 . . 3071, 




2892. .3095, 


2929 


. . 3099, 


3094 . 


.3225, 3096. .3224, 


3108 . . 3359, 




' 3136. .3231, 


3169 


. . 3267, 


3426. 


.3611, 3444. .3605 




Seq. No. 


55383 








Seq. ID 


OJ000323 


37.0418,011 


Gene No. 


116052 








Strand 






Start 


1959 








End 


4707 




Name 


OJ000323 37 


.0418 


.C11.03 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2796 








End 


3512 




GI 


none 








Score 


111 




Exons 


2796. . 3029, 


2827 


. .2967, 


3201. 


.3332, 3444., 3512 




Seq. No. 


55384 








Seq. ID 


OJ000323 


■37 . 0418 .012 


Gene No. 


116053 








Strand 


+ • 




Start ' 


70 








End 


.130 




Name 


OJ000323 37 


. 0418 


.C12.01 


.gs 


Method 


GENSOAN 




Start 


70 








End 


130 




GI 


none 








Score 


.82 




Exons 


70. . 130 














Seq. No. 


55385 








Seq. ID 


OJ000323 


37 . 0418 .015 


Gene No. 


116054 








Strand 


+ 




Start 


244 








End 


811 




Name 


OJ000323 37. 


.0418 


.015. ol 


gs 


Method 


GENSOAN 




Start 


244 








End 


811 




GI 


none 








Score 


.77 




Exons 


244. .474, 785. .8 


11 










Seq. No. 


55386 








Seq. ID 


OJ000323 


_37. 0418, 016 


Gene No. 


■ 116055 








Strand 


+ 




Start 


171 








End 


3221 




Name 


OJ000323 37 


.0418 


.016.01 


gs 


Method 


GENSOAN 




Start 


171 








End 


3091 




GI 


none 








Score 


.68 





55960 



Exons 



171. .450, 964. .997, 1843. .2105, 2306. .2434, 3033. .3091 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55386 

116055 

171 

OJ000323_37.0418.C16.ol.. np 
171 

7076801 



OJ000323_37.0418.C16 



Seq. ID 
Strand 

End 3221 
Method AAT/NAP 
End 3221 
Score 835 

171. .253, 290. .450, 1302. .1375, 1460. .1544, 1642. .1716, 
1797. .1857, 1894. .2105, 2198. .2434, 3048. .3221 
(AL132975) Regulator of chromosome condensation-like protein 
[Arabidopsis thaliana] 



beq. NO. 


55386 








Seq. ID 


OJ000323_37.0418.C16 


Gene No. 


116055 








Strand 


+ 


Start 


171 








End 


3221 


Name 


OJ000323 37 


.0418, 


C16.02 


ts 


Method 


TBLASTX : Soybean 


Start 


285 








End 


1733 


GI 


none 








Score 


110 


Exons 


285. ,380, 299. .379, 1297. .1407, 1298.. 


1372, 1459.. 1557, 




1460. .1543, 


1626, 


.1733, 


1640. 


.1732 




Seq. No. 


c; R T Q c 








Seq. ID 


OJ000323_37.0418.C16 


Gene No. 


11 bUbo 








Strand 


+ ■ ^' 


Start 


ITT 

171 








End 


3221 


Name 


OJUUU J 3 / 


. 04 lo . 


Clb . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


1 jU4 








End 


1691 


GI 


none 








Score 


125 


Exons 


1 JU4 . . 1 J /O , 


T O A (C 


T O T T 
. 13 / / , 


T o rt T 

130 / . 


.1375, 1312. .1377, 1457. .1543,' 






1 /I c; Q 
1 fi D y . 


. X 0 0 / , 


1 DZ i . 


.1686, 1626. .1691, 1636. .1686, 




1640. .1690, 


1641. 


.1691 








Seq. No. 


55386 








Seq. ID 


OJ000323_37.0418.C16 


Gene No . 


116055 








Strand 


+ 


Start 


171 








End 


3221 


Name 


OJ0003i23 37 


0418. 


016. ol. 


gp 


-Method 


AAT/GAP 


o rar L. 


1655 








End ■; 


3077 


GI 


4879074 








Score 


1106 


Exons 


1655. .1767, 


1869. 


.2105, 


2198. 


.2434, 3048.. 3077 


Seq. No. 


55386 








Seq. ID 


OJ000323 37.0418.C16 


Gene No. 


116055 








Strand 


+ 


Start 


171 








End 


3221 


Name 


OJ000323 37 


0418. 


C16.03. 


tm 


Method 


TBLASTX: Maize 


Start 


1921 








• End 


2104 


GI 


none 








Score . 


270 


Exons 


1921. .2103, 


1922. 


.2104 








Seq. No. 


55386 








Seq. ID 


OJ000323_37,0418.C16 


Gene No. 


116055 








Strand 


+ 


Start 


171 








End 


3221 


Name 


OJ000323 37. 


0418. 


C16.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


1922 








End 


3136 


GI 


none 








Score 


189 


Exons 


1922. .2104, 


1923. 


.2027, 


1927. 


.2103, 1965. .2108, 2073. .2108, 




2209. .2322, 


2213. 


.2287, 


2254. 


.2337, 2338. .2463, 2340. .2462, 



3047. .3136 



55961 




Seq. No. 


55386 




Seq. ID 


OJ000323__37.0418 


.C16 


Gene No. 


116055 




Strand 


+ 




Start 


171 




End 


3221 




Name 


OJ000323_37 . 0418 . C16. o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2253 




End 


3136 




GI 


none 




Score 


277 




Exons 


22 53.. 24 32, 225 4.. 2463, 


3032 . . 


.3136, 3046. .3090 




Seq. No. 


55387 




Seq. ID 


dJ000323_37.0418 


.C17 


Gene No. 


116056 




Strand 


+ 




Start 


126 




End 


1255 




Name 


OJ000323 37.0418.C17.ol, 


.gs 


Method 


GENSCAN 




Start 


126 




End 


1255 




GI 


none 




Score 


.44 




Exons 


126. .161, 204. .294, 942, 


. . 1255 








Seq. No. 


55387 




Seq.- ID 


OJ000323_37, 0418 


.C17 


Gene No. 


^ 116056 




,Strand 


+ 




Start 


126 




End 


1255 




Name 


OJ000323_37 . 0418 .C17 . ol , 


. ts 


Method 


TBLASTX : Soybean 




Start 


201 




End 


1166 




GI 


none 




Score 


103 




Exons 


•,201.. 290, 203.. 289, 806'. 


. .862, 


811. .861 


, 938. .1114, 939. 


. 1064, 




1146. . 1166 










Seq. No. 


55387 




Seq. ID 


OJ000323_37.0418 


.C17 


Gene No. 


116056 




Strand 


+ 




Start 


126 




End 


1255 




Name 


OJ000323_37 .0418.C17.ol. 


.np 


Method 


AAT/NAP 




Start 


204 




End 


1062 




GI 


7076801 




Score 


230 




Exons 


204 . .294, 816. . 859, 942 . 


, . 1062 








GI Descrip. 


{AL132975) Regulator of 


chromosome condensation-like protein 




[Arabidopsis thaliana] 










Seq. No. 


55387 - 




Seq. ID 


OJ000323_37.0418 


.C17 


Gene No. 


- 116056 




Strand 


+ 




Start 


126 




End 


1255 




Name 


OJ000323 37.0418.C17.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


249 




End 


1181 




GI 


none 




Score 


71 




Exons 


249. .293, 798. .851, 806. 


, .862, 


813. .851 


, 814. .855, 876.. 


1070, 




939. .1073, 941. .1078, 959. .1084, 1091. 


.1114, 1091. .1180 






.1140. .1181 










.Seq. No. 


55387 




Seq. ID 


OJ000323_37.0418 


.C17 


Gene No. 


116056 




Strand 


+ 




Start 


126 




End 


1255 




Name 


OJ000323 37.0418.C17.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


806 




End 


1079 




GI 


none 




Score 


86 




Exons 


806. .862, 811. .861, 938. 


.1060, 


939. .1079 




Seq. No. 


55388 




Seq. ID 


OJ000313_32.0419 


.C3 


Gene No. 


116057 




Strand 






Start 


664 




End 


2762 





55962 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000313_32 . 04 19 . C3 . ol . gs Method GENSCAN 

.664 End 2219 - 

none Score .56 

664, .838, 1297. .1462, 1553. .1655, 2127. .2219 



55388 

116057 

664 

OJ000313_32.0419.C3.ol.np 
664 

5668770 



Seq.: ID OJ000313__32. 0.419. C3 
Strand 

End 27 62 

Method AAT/NAP 

End 27 62 

Score 237 



664. .897, 1261. .1458, 1552. .1655, 2127. .2221, 2587. .2762 
(AC005916) T17H3.9 [Arabidopsis thaliana] 



55389 Seq. ID 

116058 Strand 
2486 End 
OJ000313_32.0419.C5.ol.gp Method 
2486 ^ End 

14116_1.R1084 Score 
2486.. 2667, 2906.. 3052, 3165.. 3232, 3909.. 3973 
' 1143511/emb|CAA87385 I l.Oe-55 (Z47076) Ser/Thr protein 
phosphatase homologous to PPX [Malus domestical 
>gi 1586034 prf ' 220234 0A .SerAjhr protein phosphatase [Malus 
domestical * 



OJ000313_32.0419.C5 
+ 

6791 
AAT/GAP 
3973 
801 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Z^'" Seq. No. 

Gene No. 
Q Start 
fi Name 
I'Z Start 
=^ GI 

Exons 



GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55389 Seq. ID OJ000313 

116058 Strand + 

2486 End ' 6791 

OJ000313_32 . 04 19 . C5 . ol . gs Method GENSCAN 

2587 End 6613 

none Score .79 

2587. .2667, 2906. ,3052, 4612. .4722, 5446. ,5589, 
5919. .5990, . 6530. . 6613 

55389 Seq. ID OJ000313_ 

116058 Strand + 

2486 End 6791 

OJ000313_32 . 0419 . C5 . ol . np Method AAT/NAP 

2587 End 6610 

7488629 Score 1287 

2587,. 2667, 2906.. 3052, 3165.. 3232, 3909.. 3966, 
4806. .4856, 5446. .5589, 5708. .5803, 5919. ,5990, 
probable phosphoprotein phosphatase 
gi I 114 3511 |emb|CAA87385. 1 1 (Z4707 6) 
homologous to PPX [Malus domestical 



32,0419.05 



5708. .5803, 



32. 0419. C5 



Ser/Thr protein phosphatase [Malus domestical 



4612. .4722, 
6530. .6610 
(EC 3.1.3.16) - apple tree 
Ser/Thr protein phosphatase 
gil 1586034 Iprf I I2202340A 



55389 

116058 

2486 

OJ000313_32.0419.C5.o2.gp 
4699 

60137_1.R1084 

4699. .4722, 4806. .4856, 5446, 
6530. .6791 



Seq. ID OJ00.0313_32.0419.C5 

Strand + 

End 6791 

Method AAT/GAP 

End 67 91 

Score 1172 

.5589, 5708. ^5803, 5919.. 5990, 



GI Descrip. ' 114 3511/emb | CAA87385 | 6.0e-87 {Z47076) Ser/Thr protein 



55963 



phosphatase homologous to PPX [Malus domestica] 

>gi_1586034_prf 2202340A Ser/Thr protein phosphatase [Malus 

domestica] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55389 - 
116059 - . 
8325 

OJ000313_32. 
2527 
none 
2527. 
2907. 
3895. 
4611. 
5427. 
5919. 
6530. 
6628. 
6726. 



0419.C5.ol.tm 



.2565/ 
.3071, 
.3972, 
.4724, 
.5603, 
.5990, 
.6616, 
.6738, 
. 6773, 



2581. 
2908. 
3906. 
4627. 
5428. 
5920. 
6608. 
6641. 
6727,. 



.2670, 
.3054, 
.3968, 
.4725, 
.5589, 
.6030, 
.6640, 
.6736, 
. 6771, 



2586. 
3164. 
3907. 
4802. 
5705. 
5921. 
6609. 
6641. 
6778. 



Seq. ID 
Strand 
End 

Method 
End 

Score . 



OJ000313 32. 0419. C5 



- 9010 
TBLASTX: 
6810 
34 

.2669, 2893.. 3066, 
.3235, 3165.. 3236, 
.4002, 4609. .4719, 
.4852, 4803. .4859, 
.5806, 5707.. 5805, 
,6001, 6528.. 6617, 
,6641, 6616.. 6648, 
,6739, 6645. .6740, 
, 6810 



Maize 



2906. 
3166. 
4611. 
4813. 
5910. 
6529. 
6618. 
6651. 



.3052, 
.3237, 
.4718, 
.4860, 
.5996, 
.6618, 
.6641, 
.6743, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55389 
116059 
8325 
OJ0003 
2586 
none 
2586. . 
3164 . . 
4611. . 
4820. . 
5515. , 



OJ000313 32. 0419. C5 



13 32.0419.C5.ol.tc 



2669, 2587, 

3232, 3165, 

4688, 4627. 

4852, 5427. 
5559 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2670, 2893.. 3066, 2906.. 3052, 2908 
3236, 3895.. 3972, 3906.. 3968, 4608 
4689, 4683. .4721, 4683. .4724, 4818 
5507, 5428.. 5496, 5490.. 5567, 5500 



9010 

TBLASTX: Cress 

5567 

123 



,3054, 
,4688, 
,4859, 
,5520, 



Seq. No. 55389 
Gene No. ■ 116059 
Start 8325 

Name OJ000313_32 . 04 19 . C5 . ol . ts 

Start ' 2586 ' 

GI none 

Exons ' 2586.. 2669, 2587.. 2670, 2893, 
2957.. 3067, 3164.. 3235, 3165, 
4610.. 4708, 4611.. 4721, 4611, 
4806. .4859, 5428. .5589, 5433. 
5918.. 5992, 5919.. 5990, 5921. 
6529.. 6609 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3066, 2906 
.3236, 3895 
.4724, 4627 
.5621, 5705 
.5992, 6521 



OJ000313 32. 0419. C5 



9010 

TBLASTX: Soybean 
6634 
121 

3052, 2*914.. 3054, 

3972, 3906.. 3968, 

4725, 4805. .4855, 

5806, 5707.. 5805, 

6634, 6521. .6607, 



Seq. No. 55389 

Gene No. 116059 • 

Start 8325 

Name OJ000313_32 . 0419 . C5 . ol . tw 

Start 4639 

GI none 

Exons 4639.. 4725, 4791.. 4859, 5428. 

5705.. 5776, 5919.. 5990 



Seq. ID OJ000313_32.0419.C5 
Strand 

End .9010 

Method TBLASTX : Wheat 

End 5990 

Score 81 

.5589, 5431. .5589, 5704. .5766, 



Seq. No. 
Gene No. 
Start 



55389 

116059 

8325 



Seq. ID OJ000313_32.0419.C5 
Strand 

End 9010 



55964 





Name 


OJUUU JlJ_o^ .U4iy.Co.O^:. tw 


Method 


TBLASTX: Wheat 




Start 




End 


6792 






none 


Score 


144 




" Exons 


(CCOT ^ /2 1 ^ ^con ^cot 
DDZ1..DD1D, DOZy..DOlD, DOOO 


..6619, 6622.. 6693, 6622.. 6660, 














Seq. No. 


55389 


Seq. ID 


OJUUU313 32. U4ly. Co 




Gene No. 


116059 . 


Strand 






Start 


Q "3 0 C 


Lna 


n A 1 A 

yu lu 




Name 


OJUUUJlo . U4 ly , Co . oz . gs 


-Method 


GENSCAN 




Start 


Q -J 0 C 


End 


9010 




GI 


none 


Score 


.84 




Exons 


©"^oc Q/QH QQ1Q omn 

oyiy..yuiu 








Seq. No. 


55390 


Seq. ID 


r\TAAA010 OO AjIIA H 

OJUUU313 32, U4iy. Co 




Gene No. 


116060 


Strand 


+ 




Start 


c; 0 
OO 


rr> _ J 

bna. 


1 1 O T 




Name 


OJOOO0I3 32 . 0419 .Cd . ol . gs 


Method 


GENSCAN 




Start 




End 


1137 




GI 


none 


Score 


.89 




Exons 


CO CiQO T 1 0 "7 

do.,d2o, yy2..iio/ 








Seq. No. 


55390 


Seq. ID 


/^TAAAOTO OO A/IIA /~ 

OJUUU313 32. 0419. Co 




Gene No. 


116061 


Strand 






Start 


2o2o 


. End 


o T o 


in 


Name 


OJUUUoli o2 , 04iy , Co . o2 . gs 


Method 


GENSCAN 


I LJ 


Start 


0 o 0 0 


End 


2673 




GI 


none 


Score 


.9 


LJ 


Exons 


232o..2Jy2, 2o2y.,2D/o 






i ^ 


Seq. No. 


55391 


Seq. ID 


/^XAAAOTO OO AyllA /"iT 

OJ000313 32. 0419. C7 


I y 


Gene No. 


116062 


Strand 


+ 




Start 


c 0 0 0 


End 


564 6 


= 


Name 


OJUUUolo__32 .U4iy.C/.ol. gp 


Method 


7\ 7\ m / TV 

AAT / GAP 




Start 


538 8 ; • 


End 


564 6 




bl 


none 


. Score 


499 




Exons 


5388 . . bD4 D 






w 


• Seq . No , 


55391 


Seq. ID 


OJ000313__32.0419.C7 




Gene No . 


1 1 df^Ci 

1 i dUdo 


Strand 


+ 


[J 


Start 


8146 


End 


8771 




Name 


OJ000313 32.0419.C7.o3.gp 


Method 


AAT /GAP 




Start 


8146 


End 


8771 




GI 


12340 1.R1084 


Score 


1153 




Exons 


8146. .8771 








GI Descrip. 


M18548/sp| P32698 1 YJBQ ECOLI 


7.0e-16 HYPOTHETICAL 15.7 KD 






PROTEIN IN APHA-UVRA INTERGENIC REGION 


(0138) >gi 396391- 






(U00006) No definition line found [Escherichia coli] >gi 1790491 






(AE000479) orf, hypothetical 


protein [Escherichia coli] ' 




Oeq . INO . 


55391 


Seq. ID 


OJ000313_32.0419.C7 




Gene No. 


116064 


Strand 






Start 


43 


End 


3020 




Name 


OJ000313 32.0419.C7.ol.gs 


Method 


GENSCAN 




Start 


43 


End 


3020 




GI 


none 


Score 


.58 




Exons 


43. .420, 537. .963, 1507. .1614, 2139. .2314, 2320. .2607, 



55965 




2685. .3020 



Seq. No. 


55391 Seq. ID 


OJ000313_32.0419.C7 


Gene No. 


116064 Strand 




Start 


4 3 End 


3020 


Name 


OJ000313 32.0419.C7.ol.np . Method 


AAT/NAP 


Start 


55 End 


860 " ■ 


GI 


2190992 ' Score 


633 


Exons 


55. .413, 530. .860 




GI Descrip. 


(AF004358) glutathione S-transf erase TSI-1 [Aegilops tauschii] 


Seq. No. 


55391 Seq. ID 


OJ000313_32.0419.C7 


Gene No . 


116064 Strand 




Start 


4 3 End 


3020 


Name 


OJ000313 32.0419.C7.o2.np Method 


AAT/NAP 


Start 


2242 End 


3011 


GI 


2190992 Score 


586 


Exons 


2242. .2607, 2685. .3011 




GI Descrip. 


(AF004358) glutathione S-transf erase TSI-1 [Aegilops tauschii] 


Seq, No. 


55391 Seq. ID 


OJ000313_32.0419.C7 


Gene No. 


116065 Strand 




Start 


5702 End 


8670 


Name 


OJ000313 32.0419.C7.ol.tm Method 


TBLASTX: Maize 


Start 


18 ■ ' End 


2978 


GI 


none Score 


312 


Exons 


18. .119, 52. .339, 52. .216, 216. .239, 295. .423, 543. .845, 




627. .710, 634. .825, 782. .847, 783. .848, 


2239. .2547, 2239. .2595 




2686. .2748, 2687. .2749, 2688. .2750, 2688. .2750, 2746. .2778, 




274 8. .2864, ' 2748. .2 978, 2755. .2976 




Seq. No. 


55391 Seq. ID 


OJ000313_32.0419.C7 


Gene No. 


116065 Strand 




Start 


5702 End 


8670 


Name 


OJ000313 32.0419.C7.ol.ts Method 


TBLASTX: Soybean 


Start 


67 End 


2970 


GI 


none , Score 


38 


Exons 


67. .216, 627. .842, 2269. .2490, 2470 .. 2583,"- 2682 .. 2750, 




2683. .2748, 2772. .2969, 2776. .2970 




Seq. No. 


55391 Seq. ID 


OJ000313_32.0419.C7 


Gene No. 


116065 Strand 




Start 


5702 End 


8670 


Name 


OJ000313 32.0419.C7.o2.tc Method 


TBLASTX: Cress 


Start 


100 End 


2565 


GI 


none Score 


188 


Exons 


100. .198,. 292. •.•423, 2281.. 2565 




Seq. No. 


55391 Seq. ID 


OJ000313_32.0419.C7 


Gene No. 


116065 " Strand 




Start 


5702 End 


8670 


Name 


OJ000313 32.0419.C7.ol.tw Method 


TBLASTX: Wheat 


Start 


232 " End 


2967 


GI - • 


none Score 


110 


Exons 


232. .348, 287. .424, 295. .423, 531. .569, 


627. .710, 627. .815, 




637. .816, 2404. .2595, 2419. .2532, 2474. 


.2596, 2688.. 2768, 




2688.. 2756, 2748.. 2966, 2755.. 2967 






55966 






Seq. No. 


55391 








Seq. ID 


OJ000313_32.0419.C7 


Gene No. 


116065 








Strand 




Start 


5702 








End 


8670 


Name 


OJ000313 32 


.0419 


.C7.ol.tc 




Method 


TBLASTX: Cress 


Start 


543 








End ■ 


2975 


GI 


none 








Score 


52 


Exons 


543. .569, 627. .845, 2688. 


.2756, 2689. 


ATCT ATZ-A AATI" 

. 2757, 2760 . . 2975, 




27 69. . 28 64 












Seq. No. 


55391 








Seq. ID 


OJ000313_32.0419.C7 


Gene No. 


116065 








Strand 




Start 


5702 








End 


8670 


Name 


OJ000313_32 


.0419 


. C7 . o2 . gp 




Method 


AAT/GAP 


Start 


5702 








End 


6264 


GI 


none 








Score 


1078 


Exons 


5702 . . 6264 












Seq. No. 


55391 








Seq. ID 


OJ000313_32.0419.C7 


Gene No." 


116065 








Strand 




Start 


5702 








End 


8670 


Name 


OJ000313 32 


.0419, 


.C7 .o3.np 




Method 


AAT/NAP 


Start 


5702 








End 


8670 


GI 


T A A A Jl A A 

7292499 








Score 


30O 


Exons 


^TAA I^AII 

5702 . .5911, 


7 094, 


..7635, 7742, 


,.7867, 8117. .8353, 8479. .8670 


GI Descrip. 


(AE003481) 


CG15021 gene product [Drosophila melanogaster ] 


Seq. No. 


55391 








Seq. ID 


OJ000313_32.0419.C7 


Gene No. 


116065 








Strand 




Start 


5702 








End 


8670 


Name 


OJ000313 32 


.0419, 


.C7.o2.tm 




Method 


TBLASTXrMaize 


Start 


7190 








End 


7645 


GI 


none 








Score 


82 


Exons 


—IT A A "7Ayl/" 

7190. . 724 6, 


7319, 


. .7486, 7378. 


.7464, 7594. .7644, 7598. .7645 


Seq. No.". 


55391 








Seq. ID 


OJ000313_32.0419.C7 


Gene No. 


116065 








Strand 




Start 


5702 








End 


8670 


Name 


OJ000313 32 


.0419, 


.C7 .o2.ts 




Method 


TBLASTX : Soybean 


Start 


7370 








End 


7852 


GI 


none 








Score 


66 


Exons 


7370. .7459, 


7598, 


..7852, 7612. 


.7851 




Seq. No. 


55392 








Seq. ID 


OJ000313_32.0419.C8 


Gene No. 


116066 








Strand 


+ 


Start 


330 








End 


4987 


Name 


OJ000313 32 


.0419. 


,08 .ol.gs 




Method 


GENSCAN 


Start 


330 








End 


4987 


GI 


none 








Score 


.85 


Exons 


330. .723, 756. .8^ 


17, 1901.. 


2599, 2695., 


,2797, 3199.. 3330, 




3727. .3897, 


4418, 


..4518, Ai 


192. 


.4987 




Seq. No. 


55392 








Seq. ID 


OJ000313_32. 0419.08 


Gene No. 


116066 








Strand 


+ 


Start 


330 








End 


4987 


Name 


OJ000313 32 


.0419, 


,08 .ol.np 




Method 


AAT/NAP 


Start 


418 








End 


3908 



55967 



GI 5103806 - Score 1206 

Exons 418. .680, 770 847 , 1901 .. 2599, 2695. .2797, 2989. .3084, 

3160. .3330,- 3727. .3908 
GI Descrip. {AC007591) EST gb|F14271 comes from this gene. [Arabidopsis 

thaliana] 



Seq,.. No. 55392 Seq. ID 

Gene No. 116066 Strand 

Start 330 End 

Name OJ000313_32 . 0419.C8 . o2 .np Method 

Start 4411 " End 

GI 6899652 Score 

Exons 4411. .4518, 4590. .4646 

GI Descrip. {AC012189) Contains similarity to unknown stress inducible 

protein product from Hordeum vulgare gb|AJ000230. [Arabidopsis 
thaliana] 



OJ000313_32.0419.C8 
+ 

4987 
AAT/NAP 
4646 
195 



Seq. No. 55392 Seq. ID 

Gene No. 116067 Strand 

Start • 9978 End 

Name OJ000313_32 . 04 19 . C8 . o5 . np Method 

Start 9978 End 

GI 7340909 Score 

Exons ?97-8.. 10006, 11286.. 11578 

GI Descrip. (AP001550) hypothetical protein [Oryza sativa] 



OJ000313_32.0419.C8 
+ 

11578 
AAT/NAP 
11578 

166 V 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55392 

116068 

5452 

OJ000313_32.0419.C8.ol.ts 

778 

none 



Seq. ID OJ000313_32.0419.C8 



Strand 
End 

Method 

End 

Score 



11578 

TBLASTX: Soybean 

2775 

103 



778. .843, 779. .859, 1829. .1846, 1898. .1987, 1903. .2004, 
2189. .2602, 2200. .2601, 2411. .2608, 2692. .2775 



Seq. No. 55392 
Gene No. 116068 
Start 5452 

Name OJ000313_32 . 04 19 . C8 . o2 . tm 

Start 2729 
GI none 

Exons 2729.. 2797, 2730.. 2798, 2730. 

2955. .3047, 2978. .3076, 2979. 
3156.. 3263, 3170.. 3265 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 32. 0419. C8 



11578 

TBLASTX: Maize 
3265 
115 

,2798, 2731. .2799, 2734. .2799, 
,3080, 2987. .3082, 3155. .3265, 



Seq. No. 55392 

Gene No. 116068 ' S 

Start 5452 

Name OJ000313_32 . 04 19 . 08 . o2 . ts 

Start 3708 

GI none 

Exons 3708.. 3893, 3728.. 3892, 3728. 

4413. .4529, 4417. .4515, 4589. 



Seq. ID OJ000313_32.0419.C8 
Strand 

End ' 11578 

Method TBLASTX : Soybean 

End 4 64 3 

Score 80 

.3907, 3729. .3893, 4386. .4403, 
.4627, 4590. .4643 



Seq. No. 
Gene No. 
Start 



55392 

116068 

5452 



Seq. ID OJ000313_32.0419.C8 
Strand 

End 11578 



55968 



Name 

Start 

GI 

Exons 



OJ000313_32.0419.C8 .ol.tc 

3764 

none 

3764. .3907, 3765. .3893, 4413, 
4589. .4639, 4590. .4640 



Method TBLASTX : Cress 
End 4640 
Score 164 

.4529, 4417. . 4515, 4434. . 4520, 



Seq. No. 55392 

Gene No. 116068 

Start 5452 

Name OJ000313_32 .0419. C8-. o3 . tm 

Start 4401 

GI none 
Exons 



Seq. ID OJ000313_32.0419.C8 
Strand 
End 

Method 
End 
Score 



11578 

TBLASTX: Maize 

4660 

185 



4401. .4517, 4414. .4518, 4583. .4627, 4590. .4628, 4634. .4660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55392 Seq. ID 

116068 Strand 

5452 End 

OJ000313_32 . 04 1 9 . C8 . ol . gp Method 

5309 End 

67501 1.R1084 Score 



OJ000313_32.0419.C8 

11578 
AAT/GAP 
9035 
952 



5309. .5583, 5693. .5845, 5920. .6015, 7746. .7799, 8945. .9035 
M335719/gb|AAD17397 I 5.0e-22 {AC006248) putative RING-H2 finger 
protein RHGla [Arabidopsis thaliana] * 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



55392 

116068 

5452 

OJ000313_32. 

5319 

none 

5319. .5351, 
5697. .5741, 
5911. . 6018, 



0419.C8.ol.tm 



5410. .5625, 5435. 
5739. .5846, 5741, 
5918. .6016, 7740, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5581, 
.5848, 
.7799 



OJ000313_32.0419.C8 
11578 

TBLASTX: Maize 
7799 
39 

5440. .5595, 5693. .5743, 
5741. .5848, 5910. .6011, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55392^ Seq. ID 

116068 Strand 

5452 End 

OJ000313_32.0419.C8 .o2.gs Method 

5452 End 

none Score 



OJ000313_32.0419.C8 

11578 
GENSCAN 
11535 
.7 



5452. .5649, 5693. .5845, 5920. .6015, 7746. .7922, 8517. .9154, 
9389. .9459, 11460. .11535 



Seq. No. 55392 Seq. ID 

Gene. No. 116068 Strand 

Start 5452 End ^ 11578 

Name *' OJ000313_32 . 04 19 . C8 . o3 . np Method AAT/NAP 

Start 5452 End 8172 

GI 6692739 Score 231 

Exons 5452. .5583, 5693. .5845, 5920. .6015, 8149. .8172 
GI Descrip. 



OJ000313 32. 0419. C8 



{AC012679) 
thaliana] 



putative RING zinc finger protein [Arabidopsis 



Seq. No. 55392 

Gene No. 116068 

Start 5452 

Name OJ000313_32 . 04 19 . C8 . o4 . np 



Seq. ID OJ000313_32 . 0419.C8 
Strand 

End 11578 

Method AAT/NAP 



55969 





Start 


7103 


End 




GI 


7340909 


Score 




Exons 


7103.. 7199, 8592.. 8745, 11485 


. . 11578 




GI Descrip.' 


(AP001550) hypothetical protein [Oryz 




Seq. No. 


55393 


Seq. ID 




Gene No. 


116069 


Strand 




Start 


9470 


End 




Name 


OJ000313 32.0419.C9.o2.np 


Method 




Start 


8626 


End' 




GI 


5430765 


Score 




Exons 


8626. .8691, 9451. .9774, 9817. 


.10435 




GI Descrip. 


(AC007504) Hypothetical Protein [Arab 




Seq. No. 


55393 


Seq. ID 




Gene No. 


116069 


Strand 




C -4- -V -w-*- 

bt art 


9470 


End 




Name 


OJ000313 32.0419.C9.o4.gs 


Method 




Start 


9470 


End 




GI 


none 


Score 




Exons 


9470. . 10420 






Seq. No. 


55393 


Seq. ID 




Gene No. 


116070 • 


Strand' 




Start 


41 ' 


End ' 


tn 


Name 


OJ000313 32.0419.C9.ol.np 


Method 


flz 


Start 


41 


End 




GI 


322647 


Score 


^ =^ 


Exons 


41. .189, 4282, .4379, 5097. .5437, 9503 




GI Descrip. 


glycine-rich protein GRP22 - 


rape gi | 






{ Z1504 5) glycine-rich_protein 


_{aal-29 


fy 


Seq. No. 


55393 


Seq. ID 


;^ 


Gene No; 


116070 


Strand 




Start 


41 


End 




Name 


OJ000313 32.0419.C9,o2.gs 


Method 




Start 


1033 


End 




GI 


none 


Score 


s. J 


Exons 


1033. .1141, 1244. .1322, 2720. 


.2924 




Seq. No. 


55394 


Seq. ID 




Gene No. 


116071 


Strand 




Start 


88 


End 




Name 


OJ000313 32^^0419. CIO. ol.gs 


Method 




Start 


88 


End 




GI 


none 


Score 




Exons 


88. .141, 1455. .1590, 1859. .2102, 2137 






2871.. 3059 






beq. NO. 


55394 


Seq. ID 




Gene No. 


116071 


Strand 




Start 


88 


End 




Name 


OJ000313 32.0419.C10.ol.gp 


Method 




Start 


1488 


End 




GI 


2310357- 


Score 




Exons 


1488.. 1595, 1793.. 2102 





11578 
59 



OJ000313_32.0419.C9 
+ 

10435 
AAT/NAP 
10435 
282 



OJ000313_32.0419.C9 
+ 

10435 
GENSCAN 
10420 
.68 



OJp00313_32,0419.C9 

10275 
AAT/NAP 
10275 
165 

.9681, 10165.. 10275 



OJ000313_32.0419.C9 

10275 
GENSCAN 
2924 . . 
.53 



OJ000313_32. 0419. CIO 
+ 

3303 
GENSCAN 
3059 
.41 

.2156, 2491. .2678, 



OJ000313_32. 0419. 'CIO 
+ 

3303 
AAT/GAP 
•2102 
780 



55970 



OJ000313_32.0419,C10 
+ 

3303 
AAT/NAP 
3303 
841 . 



Seq. No. 55394 Seq, ID 

Gene No. 116071 Strand 

Start 88 End 

Name OJ000313_32 .0419. CIO . ol . np Method 

Start 1881 End 

GI 5103807 Score 

Exons 1881.. 2102, 2193. .2280, 2369. 

3181. .3303 

GI Descrip. (AC007591) Contains similarity to gb|AF014403 type-2 

phosphatidic acid phosphatase alpha-2 (PAP2_a2) from Homo 
sapiens. ESTs gb|T88254 and gb|AA394650 .come .from this gene. 
[Arabidopsis thaliana] 



.2478, 2585. .2678, 2871. .3059, 



Seq. No. 55394 

Gene No. 116071 

Start 88 

Name OJ000313_32 . 04 19 . CIO . ol . tc 

Start 1916 

GI none 

Exons 1916.. 2101, 1917.. 1964, 2009. 
2356. .2412 



Seq. ID- OJ000313_32. 0419. CIO 

Strand + 

End 3303 

Method TBLASTX : Cress 

End 2412 

Score 62 

.2101, 2013.. 2105, 2235.. 2282,- 



Seq, No. 55394 

Gene No. 116071 

Start 88 

Name OJ000313_32.0419.C10.o2.ts 

Start 1916 

GI none 

Exons 1916.. 2101, 1917.. 1964, 1922, 
2235. .2282, 2356. .2433, 2367. 



Seq. ID 
Strand 
End * 
Method 
End 
Score 

.2095, 2013 
.2432 



OJ000313_32. 0419. CIO 

+^ 

3303 

TBLASTX : Soybean 
2433 
70 

2105, 2213.. 2275, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55394 

116071 

88 

OJ000313_32.0419.C10.ol.tm 
1916 

none " ' 



Seq. ID OJ000313_32. 0419. CIO 



Strand 
End 

Method 

End 

Score 



+ 

3303 

TBLASTX: Maize 

2947 

215 



1916.. 2104, 1917.. -2105, 2195.. 2278, 2235.. 2282, 2356.. 2472, 
2364.. 2480, 2376. •'.2480, 2575,. 2676, 2576.. 2680, 2900.. 2947 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



55394 

116071 

88 

OJ000313_32.0419.C10.ol.ts 

2436 

none 



Seq. ID OJ000313_32. 0419. CIO 

Strand + 

End 3303 

Method TBLASTX : Soybean 

End 3218 

Score 72 



2436. .2480, : 2437. .2481, 2608. .2667, 2609. .2668, 2869. .3042, 
2869. .3060, 2903. .3049, 3180. .3218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55394 Seq. ID 

116071 Strand 

88 End 

OJ000313_32 .0419. CIO . o2 . gp ' Method 

2599 End 

5771042 Score 



OJ000313_32. 0419. CIO' 
+ 

3303 
AAT/GAP 
3303 
587 



2599. .2678, 2871. .3059, 3181. .3303 

5103807/gb|AAD39637. 1 1 AC007591 2 2.0e-37 (AC007591) Contains 



55971 



similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb AA394650 come from this gene. [Arabidopsis thaliana] 



Seq. No. 55394 Seq. ID 

Gene No. 116071 Strand 

Start 88 * ' * End 

Name OJ000313_32 .0419. CIO . ol . tw Method 

Start 2621 End 

GI none Score 

Exons 2621.. 2677, 2629.. 2667, 2863 .. 3060, 2867 

2900. .3049, 3179.. 3220, 3180.. 3221 



OJ000313_32. 0419. CIO 
+ 

3303 ■■ 

TBLASTX: Wheat 
3221 
87 

3061, 2875.. 3039, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55395 

116072 

133 

OJ000313_32.0419.Cll.ol.gp 



Seq. ID OJ000313_32.0419.C11 
Strand + 
End 529 
Method AAT/GAP 
End 529. 
Score • 707 



133 

5771042 
133. .529 

5103807/gb|AAD39637.1|AC007591_2 2.0e-37 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from .Homo sapiens. ESTs gb_T88254 and 
gb_AA394 650 come from this gene. [Arabidopsis thaliana] 



55395 Seq. ID 

116072 Strand 

133 End 
OJ000313_32,0419.Cll.ol .gs Method 

141 End 

none Score 
141. .334 



OJ000313_32.0419.C11 
+ 

529 

GENSCAN 

334 

.63 



Seq. No. 55395 Seq. ID OJ000313_ 

Gene No. . 116073 Strand + 

Start 2580 End 4613 

Name OJ000313_32 . 04 19 . Cll . o2 . gs • Method GENSCAN 

Start 2580 End 4613 

GI none Score .49 

Exons 2580.. 2712, 4519.. 4613 



32. 0419. Cll 



Seq. No. 


55396 




Seq. ID 


OJ000313_32.0419.C12 


Gene No. 


116074 




Strand 


+ 


Start 


2232 




End 


2377 


Name 


OJ000313 32.0419.C12 


ol . gs 


Method 


GENSCAN 


Start 


2232 




End 


2377 


GI . ■ 


none 




' Score 


.59 . 


Exons 


'2232. .2377 








Seq. No. 


55396 




Seq. ID 


OJ000313_32.0419.C12 * 


Gene No. 


116075. 




Strand 


+ 


Start 


3633 




End 


4069 


Name 


OJ000313 32.0419.C12 


pi . gp 


Method 


AAT/GAP 


Start 


3633 




End 


4069 


GI 


54197 1.R1084 




Score 


860 


Exons 


3633. .4069 








GI Descrip. 


'5103807/gb|AAD39637 


1|AC007591_2 2.0e 


-37 (AC007591) Contains 



55972 



similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and : 
gb_AA394 650 come from this gene, [Arabidopsis thaliana] ' 

Seq. No. 55396 Seq. ID OJ000313_32 . 04 19 . C12 

Gene No. 116076 : Strand - . . 

Start 2559 ' ' End . • 4541 • • 

Name OJ000313_32 . 04 19 . C12 . ol . np Method AAT/NAP 

Start 2559 End 4511 

GI 7485494 Score 365 

Exons 2559.. 2611, 4090,. 4511 

GI Descrip. hypothetical protein F14M4.30 - Arabidopsis thaliana 

gi|3522951|gb|AAC34233.1| (AC004411) putative RAV-like B3 domain 
DNA-binding protein [Arabidopsis thaliana] 



Seq. No. 55396 Seq. ID 

Gene No. 116076 Strand 

Start \ 2559 End 

Name OJ000313_32 . 04 19 . C12 . o2 . gs • Method 

Start 3873 End 

GI none Score 

Exons 3873,, 4400 



OJ000313_32.0419,C12 

4541 
GENSCAN 
4400 
.95 



Seq. No. 55396 
Gene No. 116076 
Start 2559 

Name OJ000313_32 .0419. C12 . ol . tm 

Start 3879 
GI none 

Exons 3879.. 3923, 3880.. 3924, 3938. 

3981. ,4043, 4086. .4130, 4087. 
4165. .4320, 4173. .4268, 4261. 



Seq. ID OJ000313_32-.0419.C12 

•Strand - " . 

End 4541 

Method TBLASTX : Mai ze 

End 4320 

Score 41 

.3967, 3939..39'92, 3981.. 4040, 
.4125, 4122. .4316, 4123. .4266, 
.4320 



Seq. No. 55396 

Gene No. 116076 

Start 2559 

Name OJ000313_32 . 04 19 . 012 . ol . ts 

Start 3984 

GI none 

Exons 3984.. 4043, 4089.. 4127, 
4323. .4418, 4324. .4431 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000313_32, 0419,012 
4541 

TBLASTX : Soybean 

4431 

156 



4134. .4298, 4150. .4293, 4303. .4401, 



Seq, No. 55396 

Gene No. 116076 

Start 2559 

Name OJ000313_32 , 04 19 . C12 . ol . tc 

•Start 4134 

GI none 
Exons 



Seq. ID OJ000313_32.0419,C12 



Strand 
End 

Method 

End 

Score 



4541 

TBLASTX: Cress 

4412 

159 



4134, ,4319, 4144. .4320, 4323. .4412, 4324. .4410 



Seq, No. 55396 Seq. ID 

Gene No. 116076 Strand 

Start 2559 End 

Name OJ000313_32 .0419.C12.o2.gp Method 

Start 4192 End 

GI uC-osroM202001b04al Score 

Exons 4192.. 4541 



OJ000313_32.0419.C12 

4541 
AAT/GAP 
4541 
696 



55973 




GI Descrip, ' * 3868857/dbj | BAA34250 1 3.0e-36 (AB013886) RAVI [Arabidopsis 
thaliana] * 



Seq. No. 


55397 




Seq. ID 


OJ000313_ 


_32 


.0419 


.C13 


Gene No. 


116077 




Strand 


+ 








Start 


• 834 




End 


1798 








Name 


OJ000313_32 . 0419.C13.ol 


. gs 


Method 


GENSCAN ' 








Start 


834 




End 


1798 








GI 


none 




Score 


. 44 








Exons 


-834. .885, 1512. .1798 . 














Seq. No. 


55397 




Seq. ID 


OJ000313_ 


32 


.0419 


. C13 


Gene No. 


116078 




Strand 


+ 








Start 


2178 




End 


2616 








Name 


OJ000313 32.0419.C13.ol 


.np 


Method 


AAT/NAP 








Start 


2178 




End 


2616 








GI 


5091507 




Score 


117 








Exons 


2178. .2384, 2522. .2616 














GI Descrip. 


{AB023482) Hypothetical -protein [Oryza 


sativa] 








Seq. No. 


55398 




Seq. ID 


OJ000313_ 


32 


. 0419 


C15 


Gene No. 


116079 




Strand 


+ 








Start 


101 




End 


933 








Name 


OJ000313 32.0419.C15.ol 


. gs 


. Method 


GENSCAN 








Start 


101 




End 


933 








GI 


none 




Score 


. 67 








Exons 


101. .141, 651. .933 














Seq. No. 


55398 




Seq. ID 


OJ000313_ 


32 


0419 


C15 


Gene No. 


116080 




Strand 










Start 


1370 




End 


1607 








Name 


OJ000313 32.0419.C15.o2 


. gs 


Method 


GENSCAN 








Start 


1370 




End 


1607 








GI 


none 




Score 


.86 








Exons 


1370. .1459, 1545. .1607 














Seq. No. 


55399 




Seq. ID 


OJ000313_ 


_32 


0419 


C16 


Gene No. 


116081 




Strand 


+ 








Start 


11650 




End 


13191 








Name 


OJ000313 32.0419.C16.o3 


. gs 


Method 


GENSCAN 








Start 


11650 




End 


13191 








GI 


none 




Score 


.78 








Exons 


11650. .11691, 12463. .13191 












Seq. No. 


55399 




Seq. ID 


OJ000313_ 


32 , 


0419. 


C16 


Gene No. 


116082 




Strand 










Start 


3084 




End 


3623 








Name 


OJ000313 32.0419.C16.ol 


.np 


Method 


HAi / NAr 








Start 


3084 




End 


3623 








GI 


6539585 




Score 


150 








Exons 


3084.. 3155, 3452.. 3623 














GI Descrip. 


{AP000837 ) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


55399 




Seq. ID 


OJ000313_ 


32. 


0419, 


C16 


Gene No. 


116083 




Strand 










Start 


7466 




End 


9786 








Name 


OJ000313 32.0419.C16.o2 


.gs 


Method 


GENSCAN 









55974 



start 7466 End 9786 

GI -none ^ Score .72 

Exons 7466.. 7613, 7772.. 7848, 8153.. 8210, 9734.. 9786 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55400 

116084 

1 

OJ000313_32 .0419.C17 .ol.np 



Seq. ID OJ000313_32.0419.C17 

Strand + 

End 1008 

Method AAT/NAP 

End 1008 

Score 220 



2072393 
1..275, 985. .1008 

(U2 9168) similar to human Xeroderma pigmentosum group B DNA 
repair protein, Swiss-Prot Accession Number P19447 [Arabidopsis 
thaliana] 



Seq. No. 


55400 








Seq. ID . 


OJ000313_32. 0419 


.C17 


Gene No. 


116084 








Strand 


+ 




Start 


1 








End 


1008 




Name 


OJ000'313_32 


.0419. 


C17.01 


.tc 


Method 


TBLASTX: Cress 




Start 


64 








End 


265 




GI 


none 








Score 


284 




Exons 


64 ... 114, ' 92 


. .265, 


160. . 


252 








Seq. No. 


55400 








Seq. ID* 


OJ000313_32:''. 0419 


.C17 


Gene No. 


116084 








Strand 


+ 




Start 


1 








End 


1008 




Name 


.OJ000313_32 


.0419. 


C17.01 


. ts 


Method 


TBLASTX : Soybean 




Start 


82 








End 


265 




GI 


none 








Score 


257 




Exons 


82. .252, 86 


. .265, 


107. . 


253 








Seq. No. 


55401 








Seq. ID 


OJ000313_32.0419 


.C19 


Gene No. 


116085 








Strand 


+ 




Start 


1433 








End 


3269 




Name 


OJ000313 32 


.0419. 


C19.01 


. np 


Method ■ 


AAT/NAP 




Start 


1433 








End ■ 


3269 




GI 


7106508 ■ 








Score , 


356 




Exons 


1433. .1660, 


1720. 


.194 6, 


3173. 


.3269 






GI Descrip. 


(AP001278) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


55401 








Seq. ID 


OJ000313 32,0419 


.C19 


Gene No. 


116085 








Strand 


+ 




Start 


1433 








End 


3269 




Name 


OJ000313 32 


.0419. 


C19.01 


.gs 


Method 


GENSCAN 




Start 


1749 








End 


1982 




GI 


none 








Score 


.81 




Exons 


1749. .1982- 














Seq. No. 


55401 








Seq. ID 


OJ000313_32.0419 


.C19 


Gene No. 


116086 








Strand 






Start 


2515 








End 


2676 




Name 


OJ000313 32 


.0419. 


C19.02 


.gs 


Method 


GENSCAN 




Start 


2515 








End 


2676 




GI 


none 








Score 


.59 




Exons 


2515. .2595, 


2601. 


.2676 ■ 











Seq. No. 55402 Seq. ID OJ000313_32 . 04 19 . C20 

55975 



Gene No. 116087 Strand + 

Start 1747 ' „ End 3422 

Name OJ0003I3_32. 0419.C20.ol .gs Method GENSCAN 

Start 1747 End 2768 

GI none Score .58 

Exons 1747.. 1997, 2688.. 2768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55402 

116087 

1747 

OJ000313_32.0419.C20.ol.tm' 

1751 

none 

1751. .1879, 1754. .1930, 1758. 
1931. .1993, 1933. .2031, 1935. 
2079. .2132, 2681. .2776, 2681. 
2878.-2922, 2878. .2922, 3065. 



Seq. No. 55403 

Gene No. 116088 

Start 67 

Name OJ000313_32 . 04 19 . C21 . ol . gs 

Start 67 

GI none 

Exons ^" 67. .228, 273. .416' 



Seq. ID OJ000313_32.0419.C20 

Strand + 

End 3422 

Method TBLASTX : Mai ze 

End 3422 

Score 122 

.1904, 1797. .1934, 1807. .1929, 
.1994, 1954.. 2019, 2074.. 2214, 
.2785, 2686. .2802, 2877. .2912, 
.3103, 3223.. 3276, 3396.. 3422 

Seq. ID OJ000313_32.0419.C21 

Strand + 

End • 416 

Method GENSCAN 

End 416 

Score .5 



Seq. No. 55403 Seq. ID OJ000313_32 . 0419 . C21 

Gene No. 116089 Strand 

Start 2386 End 2845 

Name OJ000313_32 . 04 19 . C21 . ol . np Method AAT/NAP 

Start 2386 End 2845 

GI 6979333 Score • 198 

Exons 2386.. 2845 

GI Descrip. (AF172282) leucine rich repeat containing protein kinase [Oryza 
sativa] 



Seq. No. 55403 

Gene No. 116089 

Start 2386 

Name OJ000313_32 . 04 19 . C21 . ol , tm 

Start 2437 

GI none 
Exons 



Seq. ID OJ000313_32.0419.C21 
Strand 

End 2845 

Method TBLASTX : Mai ze 

End 2781 

Score 58 



2437. .2526, 2438. .2536, 2581. .2772, 2582. .2773, 2598. .2774, 
2599. .2781 



Seq. No. 55404 

Gene No. 116090 

Start 1 

Name OJ000313_32 . 04 19 . C22 . ol . np 

Start 1 

GI 6979333 

Exons 1..962, 1033.. 2195 

GI Descrip. (AF172282) leucine rich repeat containing protein kinase [Oryza 
sativa] ^ 



Seq. ID OJ000313_32.0419.C22 
Strand 

End 2195 

Method AAT/NAP 

End 2195 

Score 1421 



Seq. No. 
Gene No. 



55404 
116090 



Seq. ID OJ000313_32.0419.C22 
Strand 



55976 



start 


-1 
1 


End 


o 1 eye 

2195 


Name 


OJ000313 


32 . 04 19 . C22 . ol . gs Method 


GENSCAN 


Start 




End 


2151 




none 


Score 


. 65 


Exons 


oUd . .41// 


4/b..Do2, 1065. .1266, 1329.. 


2151 


Seq. No. 


55404 


Seq. ID 


OJ000313 32.0419.C22 


laene jno . 


1 1 t^n Q 1 

X 1 D U -? 1 


o t rana 




Start 


3981 


End 


6031 


Name 


OJ000313 


32 . 04 1 9 . C22 . ol . ts Method 


TBLASTX: Soybean 


Start 


10 


End 


5975 


GI 


none 


Score 


61 


Exons 


10. .813, 


11. .259, 134. .391, 287. .763, 


877. .975, 883. .990, 




883. .1008 


, 890. .964, 1004. .1321, 1004. 


.1258, 1004. .1210, 



1007. 
1017. 
1594 . 

5196. .5447, 
5478. .5660, 
5682. .5828, 



1369, 1007. .1366, 1008. .1286, 1013, 

1334, 1022. .1342, 1094. .1366, 1396, 

1908, 1594. .1785, 1603. .1836, 1675, 

5262. .5468, 5265. .5465, 5265, 

5478. .5660, 5478. .5675, 5676, 

5805. .5975, 5817. .5975 



.1366, 1014. 

,1593, 1588. 

,1830, 1927. 

,5456., 5475, 



.1187, 
.1836, 
.2070, 
.5672, 



,5828, 5676.. 5774, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55404 

116091 

3981 

OJ000313_32. 04 19.022. ol.tc 
17 

none 

17. .331, 43. .210, 46. .174, 50. 
151. .444, 197... 370, 199. .351, 
362. .715, 499. .621, 511. .828, 
583. .714, 806. .868, 883. .1005, 
1019. .1147, 1022. .1357, 1088.. 
1591. .1845, 1597. .1731, 1603.. 
1672. .1809, 1732. .1836, 5220.. 
5259. .5474, 5260. .5442, 5262.. 
5322. .5471, 5338. .5451, 5362.. 
5473. .5667, 5478. •.5675, 5478.. 
5544.. 5675, 5550.^5618, 5676,. 
5826.. 5903, 5832.. 5942, 5833.. 



Seq. ID OJ000313_32.0419.C22 
Strand 

End 6031 

Method TBLASTX : Cress . 

End 5967 

Score 81 

.211, 70. .405, 73. .348, 79. .186, 
220. .354, 295. .423, 361. .708, 
511. .639, 511. .753, 550. .870, 

1004. .1216, 1007. .1132, 
1357, 1360. .1512, 1405. .1590, 
1707, 1603.. 1668, 1669. .1932, 
5363, 5223.. 5390, 5239. .5373, 
5459, 5262. .5411, 5293. .5412, 
5472, 5378. .5494, 5431. .5478, 
5603, 5481.. -5672, 5486.. 5674, 
5816, 5676. .5816, 5759. .5818, 
5892, 5881.. 5967, 5898. .5966 



55404 Seq. ID 

116091 Strand 

3981 End 

OJ000313_32 . 0419 . 022 . o2 . tm Method 

7 6 End 

none Score 



OJ000313_32. 0419. 022 
6031 

TBLASTX: Maize 

5972 

65 



76. .405, 77. .307, 77. .406, 79. .693, 79. .570, 100. .444, 172. .804, 



499. 
883. 
1007 
1221 
1594 
5265 
5478 

5829. .5972, 5832 



750, 751. .867, 751. .867, 805. .834, 883. .1008, 883. .975, 
999, 889. .1023, 1004. .1261, 1004. .1345, 1004. .1294, 
.1345, 1017. .1184, 1020. .1133, 1040. .1222, 1043. .1357, 
.1328, 1307. .1357, 1405. .1578, 1582. .1725, 1588. .1929, 
.1830, 1768. .1908, 5262. .5468, 5262. .5375, 5265. .5480, 
.5474, 5265. .5522, 5358. .5474, 5475. .5645, 5478. .5726, 
.5669, 5478. .5675, 5676. .5831, 5802. .5942, 5826. .5963, 
.5972, 5832.. 5957 



Seq. No, 



55404 



Seq. ID OJ000313 32.0419.022 



55977 



Gene No. 116091 
Start 3981 

Name OJ000313_32 . 0419 .C22 . o2 . 

Start 145 
GI none 

Exons 145..3'48, 208.. 414, 280. 

889. .969, 1004.;il47, 1< 
5316. .5405, 5643. .5831, 



Strand 

End 6031 
tw Method TBLASTX : Wheat 

End 5954 

Score 67 
.447, 334. .564, 353. .517, 532. .882, 
05. .1587, 1696. .1929, 5226.;5333, 
5817. .5954 



Seq. No. 55404 

Gene No. 116091 

Start 3981 

Name OJQ00313_32 . 0419 .C22 . o2 , 

Start 1933 

GI none 

Exons 1933.. 1995, 2005..2067> 
4506. .4991 



Seq. ID OJ000313_32.0419.C22 
Strand 

End 6031 

tc Method TBLASTX : Cress 

End 4991 

Score 253 
3999. .4115, 4242. .434 6, 4 44 3. .4 508, 



Seq. No. 55404 

Gene No. il6091 

Start 3981 

Name OJ000313_32 . 0419 . C22 . o2 . 

Start 3969 • 

GI 6979333 

Exons 3969.. 4345, 4442^.6031 

GI Descrip. {AF172282) leucine rich 
sativa] 



np 



Seq. ID OJ000313_32.0419.C22 
Strand 

End 6031 
Method AAT/NAP 
End 6031 
Score . 1327 



repeat containing protein kinase [Oryza 



Seq. No. 55404 

^ Gene No. 116091 

3 Start 3981 

U Name OJ000313_32 . 0419.C22 . o2 . 

Start 3981 

GI none 

Exons 3981.. 4345, 4442.. 5153, 

^ Seq;- No. 55404 

3 Gene No. 116091 ' 

3 Start 3981 

i Name OJ000313_32 . 0419 . C22 . o2 . 

Start 3991 

GI none 

Exons 3991.. 4038, 4132.. 4317, 
4698. .4997 



Seq. ID OJ000313_32. 0419.C22 
Strand 

End 6031 

gs Method GENSCAN 

End 5873 

Score .53 
5258. .5283, 5420. .5873 

Seq. ID OJ000313_32.0419.C22 
Strand 

End 6031 

ts Method TBLASTX : Soybean 

End 4 997 

Score 8 9 
4134. .4346, 4443. .4661, 4444. .4584, 



Seq. No. 55404 

Gene No. 116091 
Start '3981 

Name. OJ000313_32.0419.C22.ol, 

Start 4245 

GI none 

Exons 4245.. 4346, 4252.. 4347, 

Seq. No. 55404 

Gene No. 116091 

Start 3981 

Name OJ000313 32 . 04 19 . C22 . ol . 



Seq. ID OJ000313_32.0419.C22 
Strand 

End 6031 

tm Method TBLASTX : Maize 

End 4997 

Score 84 
4443. .4661, 4683. .4997 

Seq. ID OJ000313_32.04i9.C22 
Strand 

End 6031 

tw Method TBLASTX: Wheat 



55978 



start 
GI 

Exons 



4536 End 4845 

none Score 105 

4536. .4811, 4536. .4844, 4690. .4845 



Seq. ID OJ000313_32.0419.C23 



Seq. No. 55405 

Gene No. 116092 

Start , . 1 

Name " OJ000313_32 . 04 19 . 023 . ol . np- 

Start 1 

GI 6979333 

Exons 1..758, 809. .926 

GI Descrip. (AF172282) leucine rich repeat containing protein kinase [Oryza 
sativa] 



Str^. • 
End 

Method 

End 

Score 



•926 

AAT/NAP 

926 

482 



Seq. No. 55405 Seq. ID 

Gene No. 116092 Strand 

Start 1 End 

Name OJ000313_32 .0419. C23 . ol . gs. Method 

Start 108 ' ^ ' End 

GI none Score 

Exons 108.. 850 



OJ000313_32.0419.C23 
926 

GENSCAN 

850 

.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5540,5 
116093 
1882 ' • 

OJ000313_32.0419.C23.ol.tm 
42 

none 



Seq. ID OJ000313_32.0419.C23 
Strand - 
End 

.Method 
End 
Score 



2747 

TBLASTX: Maize 
607 

62 - 



42. .191, 49. .147, 266. .400, 281. .400, 488. .607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55405 



116093 
1882 

OJ000313_32. 0419.C23.ol .ts 
42 

none 



Seq. ID OJ000313_32.0419.C23 



Strand 
End 

Method 
End 
Score 

42. .191, 63. .158, 257. .406, 281. .400, 488. .607, 488. .574, 
494. .607, 497. .616 



2747 

TBLASTX : Soybean 

616 

60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55405 

116093 

1882 

OJ00031 

45 

none 
45. .131 
66. .173 
263. .50 
281. .'40 
353. .40 
497. .61 



OJ000313 32.0419.C23 



3 32.0419.C23.ol.tc 



2747 

TBLASTX: Cress 

763 

39 



Seq. ID 
Strand 
End 

Method 
End 
. Score 

63. .173, 63. .173, 63. .173, 63.-167, 63. .179, 66. .167, 
143. .253, 188'.. 244, 189. .245, 194. .253, 257. .403, 

5, 266. .400, 278. . 400, "281. .400, 281. .391, 281. .391, 
0, 281. .400, 281. .406, 281. .406, 284. .400, 344. .406, 
0, 488. .610, 488. .616, 488. .607, 494. .607, 494. .586, 

6, 641. .763 



Seq. No. , 55405 
Gene No. 116093 
Start 1882 

Name OJ000313_32 . 0419 . C23 . o2 . gs 

Start 1882 



Seq. ID OJ000313_32.0419.C23 
Strand 

End 2747 

Method • GENSCAN 

End 2747 



5597-9 



GI 


none Score 


. 43 




Exons 


looo o/^oi o/~rvo otjit 

1882. .2031, 2602. .2747 






Seq. No. 


55406 Seq. ID 


OJ000313 


_32 . 0419 . C24 


Gene No. 


116094 Strand 


+ 




Start 


257 End 


10349 




Name 


OJ000313 32.0419.C24.ol.np Method 


■ AAT/NAP 




Start 


257 End 


9144 




GI 


6714 302 Score 


343. 




Exons 


257.. 349, 632.. 699, 926.. 999, 1504.. 1562, 1633. 


. 1709, 9082 . . 9144 


GI Descrip, 


(AC013354) FlSHlB.e [Arabidopsis thaliana] 




Seq. No. 


55406 Seq. ID 


OJ000313_ 


_32.0419.C24 


Gene No. 


116094 Strand 


+ 




Start 


257 End 


10349 




Name 


OJ000313 32.0419.C24.ol.gs Method 


GENSCAN 




Start 


2 65 End 


1508 




GI 


none Score 


.51 




Exons 


265.. 339, 926.. 977, 1504. ..1508 . 






Seq. No. 


55406 Seq. ID 


OJ000313_ 


32 . 0419 . C24 


Gene No . 


116094 Strand 


+ 




Start 


257 End 


10349 




Name 


OJ000313 32.0419.C24.ol.gp Method 


AAT/GAP 




Start 


791 End 


2078 




GI 


uC-osflcyp023b02bl Score 


894 




Exons 


791. .837, 926. .999, 1504. .1562, 1633.. 


1709, 181 


3. .2078 


GI Descrip. 


'2499987/spl P96386I PTH_MYCTU 5.0e-16 PEPTIDYL-TRNA HYDROLASE 



(PTH) >gi_1870014_emb_CAB06865__ {Z9253'9) pth [Mycobacterium 
tuberculosis] * 



Seq. No. 55406 Seq. ID OJ000313_32 . 04 19 . C24 

Gene No. 116094 Strand + 

Start 257 End 10349 

Name OJ000313_32 . 04 19 . C24 . o2 . np Method AAT/NAP 

Start 4088 End 5686 

GI 7488373 . ^; Score 1858 

Exons 4 08 8.. 5 68 6" ' .; 

GI Descrip. threonine synthase (EC 4.2". 99.2) precursor - Arabidopsis 
thaliana gi | 4850369 1 dbj | BAA77707 . 1 1 (AB027151) threonine 
synthase [Arabidopsis thaliana] gi | 4 914408 | emb | CAB43659 . 1 | 

(AL050352) threonine synthase [Arabidopsis thaliana] 

gil 7269883|emb|CAB79742, 1 i (AL161575) threonine synthase 

[Arabidopsis thaliana] 



Seq. No. 


55406 










Seq. ID 


OJ000313_ 


_32 


0419 


C24 


Gene No. 


116094 










Strand 


+ 








Start 


257 










End 


10349 








Name 


OJ000313 32 


.0419 


C24 


.o2 


. gs 


Method 


GENSCAN 








Start 


4103 










End 


5680 








GI 


none 










Score 


.65 








Exons 


4103. .5680 




















Seq. No. 


554 06 










.Seq. ID 


OJ000313_ 


32 


0419 


C24 


Gene No. 


116094 










Strand 


+ 








Start 


• 257 










End 


10349 








Name 


OJ000313 32 


0419 


C24 


.o4 


.np 


Method 


AAT/NAP 









55980 



start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8172 End 8620 

128191 Score 382 

8172. .8620 

NITRATE REDUCTASE [NAD(P)H] gi | 662 10 | pir | | RDBHNP nitrate 
reductase (NAD(P)H) (EC 1.6.6.2) - barley gi | 19065 | emb | CAA42739 I 
(X60173) nitrate reductase (NAD(P)H) [Hordeum vulgare] 



55406 
116094 
"257 

OJ000313_32.0419.C24 .o5.np 

8797 

4680191 



Seq. ID OJ000313_32.0419.C24 

Strand + 

End 10349 

Method AAT/NAP 

End 10349 

Score 60 



8797. .8822, 9304. .9343, 10257. .10349 

(AF111710) putative myb-related protein [Oryza sativa subsp. 
indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55406 

116095 

5058 

OJ000313_32-.0419.C24 .o4 .tm 

1505 

none 



Seq. ID OJ000313_32.0419.C24 
Strand 

End 9678 

Method TBLASTX : Mai ze 

End 1727 

Score 98 



1505. . 1567, .1507. . 1566, 1631.. 1711, 1632... 1727 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55406 

116095 

5058 

OJ000313_32.0419.C24 .o2.tm 

4139 

none 



Seq. ID OJ000313_32.0419.C24 
Strand 

End 9678 

Method TBLASTX : Mai ze 

End 4 681 

Score 46 



4139. .4183, 4243. .4356, 4271. .4342, 4277. .4681, 4382. .4681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55406 

116095 

5058 

OJ000313_32.0419.C24 .ol.ts 

4271 

none 



Seq. ID OJ000313_32.0419.C24 
Strand 

End 9678 

Method -TBLASTX: Soybean 

End 5674 

Score 57 



4271. .4318, 4385. .4645, 4417. .4638, 4631. .4741, 4654. .4752, 
4655. .4759, 4754. .5674, 4 77 1 . . 5655, ' 4 856 . . 5674 



Seq. No. 55406 

Gene No. 116095 

Start 5058 

Name . OJ000313_32 . 04 1 9 . C24 . ol . tc 

Start 4 385. 

GI none 
Exons 



Seq. ID OJ000313_32. 0419.C24 
Strand 

End 9678 

Method TBLASTX: Cress 

End 5674 

Score 402 



4385. .4654, 4406. .4645, 4417. .4653, 4645.-4752, 4655. .4759, 
4753.-5652, 4754. .5665, 4847. .5674 



Seq. No. 55406 

Gene No. 116095 

Start 5058 

Name OJ000313_32 . 04 19 . C24 . o3 . tm 

Start 4682 

GI none 



Seq. ID OJ000313_32.0419.C24 
Strand 

End 9678 

Method TBLASTX: Maize 

End 4 954 

Score 371 



55981 




Exons 


4 682 . . 4 954, 


46oz . . 4 /44 , 


4 684 . 


.4929, 4850. .4954 


Seq. No. 


55406 






Seq. ID 


OJ000313 32.0419.C24 


Gene No. 


116095 






Strand 




Start 


5058 






End 


9678 


Name 


OJ000313_32 


.0419. C24 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4955 






End 


5689 


GI 


" none 






Score 


1070 


Exons 


4955 . .5689, 


4 955 . . 5275/ 


4957 . 


.5688 




Seq. No. 


55406 






Seq. ID 


OJ000313_32.0419.C24 


Gene No . 


116095 






Strand 




Start 


5058 






End 


9678 


Name 


OJ000313 32 


0419.C24.o3 


.np 


Method 


AAT/NAP 


Start 


5058 






End 


9678 


GI 


730146 






Score 


114 


Exons 


5058. .5080, 


8047. .8208, 


9596. 


.9678 . 




GI Descrip. 


NITRATE REDUCTASE (NR) 


gil 632154 Ipir | 


IS47029 nitrate reductase 



(NADH) (EC 1.6.6.1) nia - Lotus japonicus 

gi|517356|emb|CAA56696.1| (X80670) nitrate reductase (NADH) 
[Lotus japonicus] 



Seq. No. 55406 

Gene No. ' 1160-95 

Start . 5058 

Name "' OJ000313_32 . 04 19 . C24 . ol 

Start 5074 

GI none 

Exons 5074.. 5568, 5075.. 5569, 
5599. .5682 

Seq. No. 55406 
Gene No. 116095 
Start 5058 

Name OJ000313_32 .0419. C24 . o2 

Start ^ 8038 ■ 

GI none - 

Exons 8038.. 8112, 8051.. 8119, 

8119. .8199, 8120. .8197, 
8393. .8572, 8407. .8610, 



Seq. ID OJ000313_32.0419.C24 
Strand 

End 9678 

.tw Method TBLASTX : Wheat 

End 5683 

Score . 794 
5075. .5569, 5570. .5 683, 5597. .5680, 



Seq. ID OJ000313_32.0419.C24 
Strand 

End 9678 
.ts Method TBLASTX : Soybean 

End 8610 

Score 53 
8055. ,8120, 8083. . 8 196, ' 8107 .. 8133, 
8121. .8198, 8289. .8363, 8357. .8404, 
8439. .8609 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55406 

116095 

5058 

OJ000313_32. 

8051 

none 

8051. .8119, 
8439. .8618 



0419.C24.o2.tc 



8119.. 8199, 8121. 



Seq. ID OJ000313_32.0419.C24 
Strand 

End 9678 

Method TBLASTX : Cress 

End 8618 

Score 92 

.8198, 8407. .8616, 8407. .8601, 



Seq. No. 55407 Seq. ID 

Gene No. 116096 Strand 

Start 1 End 

Name OJ000313_32 . 04 19 . C25 . ol . np Method 

Start 1 End 

GI 7487888 Score 

Exons l.,44, 658. .967, 1051. .1242 



OJ000313_32.0419.C25 

1242 
AAT/NAP 
1242 
332 
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GI Descrip. hypothetical • protein T9J22.30 - Arabidopsis thaliana 

gi|2739387|gb|AAC14510.1| {AC002505) En/Spm-like transposon 
protein [Arabidopsis thaliana] 



Seq. No. 55407 

Gene No. 116096 

Start 1 

Name OJ000313_32 . 04 19 . C25 . ol . gs 

Start 521 

GI none 

Exons -.521.. 972, 1056.. 1164 



Seq. ID OJ000313_32.0419.C25 
Strand 

End ' 1242 

Method GENSCAN 

End 1164 

Score .68 



Seq. No. 55407 

Gene No. 116096 

Start 1 

Name OJ000313_32 . 04 19 . C25 . ol . tm 

Start 638 

GI none 

Exons 638.. 970, 708.. 971 



Seq. ID OJ000313_32. 0419.C25 
Strand 

End 1242 

Method TBLASTX : Maize 

End 971 

Score 186 



Seq. No. 55407 

Gene No. 116096 

Start 1 

Name ' OJ000313_32 04 19 . C25 . ol . ts 

Start 671 

GI none 
Exons 



Seq. ID OJ000313_32. 0419.C25 
Strand 

End 1242 

Method TBLASTX: Soybean 

End 988 - ■ 

Score 67 



671. .877, 711. .821, 869. .988, 885. .974 



Seq. No. 55407 

Gene No. 116096 

Start 1 

Name OJ000313_32 .0419. C25 . ol . tw 

Start 737 

GI none 
Exons 



Seq. ID OJ000313_32.0419.C25 
Strand 

End 1242 

Method TBLASTX : Wheat 

End 1242 

Score 51 



737. .892, 887. .973, 897. .986, 1096. .1242, 1097. .1222 



Seq. No. . 554 08 

Gene No. 116097 

Start 522 

Name OJ000313_32 . 04 19 . C2 6 . ol . gs 

Start 522 

GI none 

Exons 522.. 690 



Seq. ID OJ00a'313_32..0419.C26 
Strand 

End 690 

Method GENSCAN 

End 690 

Score . 68 



Seq. No. 55409 

Gene No. 116098 

Start - 763 

Name OJ000313_38 . 0418 . CI . ol . gs 

Start 763 

GI none 

Exons 763.. 933 



Seq. ID OJ000313_38.0418.C1 

Strand 

End 933 

Method GENSCAN 

End 933 

Score .59 



Seq. No. 55410 

Gene No. 116099 

Start 598 

Name OJ000313_38 . 04 18 . C2 . ol . gs 

Start 598 



Seq. ID OJ0003.13_38.0418.C2 
Strand + 
End ■ 1152 
Method GENSCAN 
End 1152 
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GI none Score , 92 

Exons 598 . .1152 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 
"Exons 
GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■■' 
GI 

Exons 



55411 Seq. ID OJ000313_38 . 04 18 . C4 

116100 Strand + 

1 ' End 4 95 

OJ000313_38.0418.C4.ol.np Method AAT/NAP • 

1 End 257 

7228438 Score 163 

1..257 

(AP001366) EST C28952 {C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog {AC003981) [Oryza sativa] 



55411 Seq. ID 

116100 Strand 

1 End 

OJ000313__38.0418.C4 .ol.gs Method 

63 ..1 End 

none Score 
63. .257, 343. .495 



OJ000313_38.0418.C4 
+ 

495 

GENSCAN 
495 . 
.59 



Seq. No. 


55412 


Seq. ID 


OJ000313_ 


38 


.0418 


.C7 


Gene No. 


116101 


Strand 


+ 








Start 


747 


ffhd 


-962 ' 








Name 


OJ000313 38.0418.C7.ol.gs 


Method 


GENSCAN 








Start 


747 


End 


962 








GI 


none 


Score 


.85 








Exons 


747. .962 












Seq. No. 


55413 


Seq. ID 


OJ000313_ 


38 


.0418 


.C8 


Gene No. 


116102 


Strand 


+ 








Start 


425 


End 


3114 








Name 


OJ000313 38.0418.C8.ol.gs 


Method 


"GENSCAN 








Start 


425 


End 


•3114 








GI 


none 


Score 


.53 • 








Exons 


425, .525, 694. .870, 898., 


1029, 1312. .1384, 3041. 


.3114 




Seq. No. 


55413 


Seq. ID 


OJ000313_ 


38 


,0418 


.C8 


Gene No. 


116103 


Strand 










Start 


1 


End 


1499 








Name 


OJ000313 38.0418.C8.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1499 








GI 


6983857 


Score 


1220 








Exons 


1..88, 120. .578, 747. .1307, 1370. .1499 










GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 








Seq. No, 


55413 


Seq. ID 


OJ000313_ 


38 


.0418 


.C8 


Gene No. 


116104 


Strand 










Start 


2425 


End 


3177 








Name 


OJ000313 38,0418.C8.o2,np 


Method 


AAT/NAP 








Start 


2425- 


End 


3177 








GI 


4680186 


Score 


1-90 








Exons 


2425. .2603, 3103. .3177 












GI Descrip. 


{AF111709) unknown [Oryza 


sativa subsp 


. indica] 









Seq, No,. 55413 Seq. ID pJ000313_38.0418.C8 
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Gene No. 


116105 






Strand 


- 


Start 


3932 






End 


5004 


Name 


OJ000313_38 


. 0418 


. C8.o2.gs 


Method 


GENSCAN 


Start 


3932 






End 


5004 


GI 


none 






Score 


. 4 


Exons 


3932. . 3996, 


4854 


..5004 






Seq. No. 


55414 






Seq. ID 


OJ000313 


Gene No. 


116106 






Strand 


+ 


Start 


1 






End 


452 


Name 


OJ000313 38 


0418 


.ClO.ol.gp 


Method 


AAT/GAP 


Start 


1 






End 


452 


GI 


5607585 






Score 


111 


Exons 


1. .452 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55414 Seq. ID 

116106 Strand 

1 End 
OJ000313_38.0418.C10.ol.np Method 

1 End 

3786008 Score 
1. .260 

{AC005499) unknown protein [Arabidopsis thaliana] 



OJ000313_38. 0418, CIO 
+ 

452 

AAT/NAP 
260 
91 



55414 Seq. ID 

116106 Strand 

1 End 
OJ000313_:iS .0418.C10.ol.gs Method 

15 " End 

none Score 
15. .287 



OJ000313_38. 0418. CIO 
+ 

452 

GENSCAN 

287 

.99 



Seq. No. 55415 Seq. ID 

Gene No. 116107 Strand 

Start 5424 End 

Name OJ000313_38 . 04 18 . CI 1 . o2 . gs Method 

Start 5424- End 

GI none Score 

Exons 5424.. 5859, 6042.. 6598 



OJ000313_38.0418.C11 
-f 

6598 
GENSCAN 
6598 
.74 



Seq. No. 55415 Seq. ID 

Gene No. 116108 Strand 

Start 3071 . End 

Name OJ000313_38 . 04 18 . Cll . ol . gs Method 

Start 3071 ' End . 

GI none Score 
Exons ■ 3071.. 4441 



OJ000313_38. 0418. Cll 

7584 
GENSCAN 
4441 
1 



Seq. No. 55415 

Gene No. 116108 

Start 3071 

Name OJ000313_38 . 04 18 . Cll . ol . np 

Start 4217 

GI 728868 

Exons 4217.. 4430, 6479.. 6521, 7491 
GI Descrip. ANTER-SPECIFIC PROLINE-RICH 



. Seq. ID OJ000313_38. 0418. Cll 
Strand 
End 

Method 
End 
Score 
. .7584 
PROTEIN APG 



7584 
AAT/NAP 
7584 
109 



{PROTEIN 



gi I 99824 I pir I I S16748 proline-rich protein - rape 



CEX) 
(fragment) 
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gi 122597 |emb|CAA42924 I (X60376) proline-rich protein [Brassica 
napus] 



Seq. No. 55415 Seq. ID 

Gene No. ■ 116108 Strand 

Start 3071 End 

Name OJ000313_38 . 04 18 : CI 1 . o3 . gs Method 

Start • 7247 End 

GI none Score • 

Exons 7247.. 7276, 7452.. 7562 



OJ000313_38.0418.C11 

7584 
GENSCAN 
7562 
.84 



Seq. No. 55415 Seq. ID 

Gene No. 116109 Strand 

Start 8079 End 

Name OJ000313_38 . 04 18 . Cll . ol . gp Method 

Start 8079 End. 

GI LIB3431-030-P1-N1-G8 Score 

Exons 8079.. 8146 

GI Descrip. * 56701557gb | AFl 61269 . 1- 1 AF161269 4.0e-86 Oryza sativa .subsp. 
japonica BAC . clone 34K24, complete sequence* 



OJ000313_38. 0418. Cll 

8146 
AAT/GAP 
8146 
87 



Seq. No. 55416 Seq. ID 

Gene No. 116110 Strand 

Start 1 End 

Name OJ000313_38 . 04 18 . C12 . o2'. np ■ Method 

Start 1 End 

GI 5734621 Score 

Exons 1..40, 6414. .6507, 9167. .9219, 11556.. 

GI Descrip. {AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 

a region of the predicted gene.; Similar to ABC transporter-7 

(U43892) [Oryza sativa] 



OJ000313_38.0418.C12 
+ 

30987 

AAT/NAP .- 

30987 

186 

11924, 30956. .30987 



Seq. No. 


55416 


Seq. ID 


OJ000313_38.0418 


.C12 


Gene No. 


116110 


Strand 


+ 




Start 


1 


End 


'30987 




Name 


OJ000313 38.0418.C12.o2.gs 


Method 


GENSCAN 




Start 


2376 


End 


'3575 




GI 


none 


Score 


.48 




Exons 


2376. .3575 








Seq. No. 


55416 


Seq. ID 


OJ000313_38.0418 


,C12 


Gene No. 


116110 


Strand 


+ 




Start 


1 


End 


30987 




Name 


OJ000313 38.0418.C12.o5.gs 


Method 


GENSCAN 




Start 


12307 


End 


13662 




GI 


none 


Score 


1 




Exons 


12307.. 13662 ^, 








Seiq. No. 


55416 


Seq. ID 


OJ000313_38.0418 


.C12 


Gene No. 


116110 


Strand 


+ 




Start 


1 


End 


30987 




Name 


OJ000313 38.0418.C12.o4.np 


Method 


AAT/NAP 




Start 


14788 


End 


17023 




GI 


7489567 


Score 


395 




Exons 


14 7 88. .14 8 64, 16458. .16553, 


1664 4, . 16713, 16820. . 17 023 




GI Descrip. 


protein kinase cdc2 homolog 


- rice gil 1944504 Idbj 1BAA19553. 1 1 




(D64036) protein cdc2 kinase 


[Oryza sativa] 
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Seq, No. 55416 Seq. ID OJ000313_38 . 04 18 . C12 

Gene No. 116110 Strand + 

Start 1 End 30987 

Name OJ000313_38 . 04 18 . C12 . o2 . gp Method AAT/GAP 

Start 16460 End 16943 

GI 627_1.R1084 Score 4 60 

Exons 16460. .16552, 1664 3 .. 16713, 16820.. 16943 

GI Descrip. ' 5670155/gb | AF161269. 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence' 



Seq. No. 55416 

Gene No. 116110 

Start 1 

Name OJ000313_38 . 04 18 . C12 . o9 . gs 

Start 27453 

GI none 
Exons 



Seq. ID OJ000313_38.0418.C12 

Strand + 

End 30987 

Method GENSCAN 

End 30924 

Score .47 



27453. .28693, 28699 28756, 29708 .. 29896, 30227.. 30924 



Seq. No. ' 55416 Seq. ID 

Gene No. 116111 Strand 

Start 1 End 

Name . OJ000313_38 . 04 18 . C12 . ol . np Method 

fl Start 1 End 

GI 7228442- Score-" ' 

!f Exons 1..144, 198. .1620 

GI Descrip. (AP001366) EST C28 952 (C62945 ) corresponds to a region of the 

fU predicted gene.; Similar to maize transposon MuDR mudrA protein 

fj isolog. (AC003981) [Oryza sativa] 



OJ000313_38.0418.C12 

1620 
AAT/NAP 
1620 
14 32 



Seq. No. 55416 Seq. ID 

Gene No. 116111 Strand 

Start 1 End 

Name OJ000313_38 . 04 18 . C12 . ol . gs Method 

Start 38 End 

GI none Score 

Exons - 38.. 217, 271.. 1263 



OJ000313_38.0418.C12 

1620 
GENSCAN 
1263 
.63 



Seq. No. 55416 

Gene No. 116112 

Start 14207 

Name OJ000313_38 . 04 18 . C12 . ol . gp 

Start 14207 

GI uC-osflcyp082b07al 

Exons 14207.. 14316 

GI Descrip. ' 218221/dbj | D10675 | RICSINE1R6 
gene, repeat sequence' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_38.0418.C12 

14316 
AAT/GAP 
14316 
159 



3.0e-30 Oryza sativa p-SINEl-r6 



Seq. No. ■ 55416 .. Seq. ID 

Gene No. 116113' Strand 

Start 16089 End 

Name OJ000313_38 .0418. C12 . o3 , np Method 

Start 16089 End 

GI 6630683 Score 

Exons 16089. .16242, 16322.. 16585 

GI Descrip. (AP000969) EST C25991 (C11435 )" corresponds to a region of the 
predicted gene.; Similar to similar to PHZF, catalyzing the 



OJ000313_38.0418.C12 

16585 
AAT/NAP 
16585 
182 
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hydroxylation of phenazine-l-carboxylic acid to 
2-hydroxy-phena2ine-l-carboxylic acid. (AC004044) [Oryza... 
gi|6815075|dbj |BAA90362.1| (AP001080) EST C25991 (C11435) 
corresponds to a region of the predicted gene.; Similar to 
similar to PHZF, catalyzing 



Seq. No. 


55416 




Seq. ID 


OJ000313_38 . 0418 


.C12 


Gene No. 


116114 




Strand 






Start 


25374 




End 


26567 




Name 


OJ000313 38.0418.C12 


. o3 . tm 


Method' 


TBLASTX: Maize 




Start 


220 




End 


585 




GI 


none 




Score 


155 




Exons 


oo/^ i~oi~ o*^/* r~ort 

220 . .585, 236 . . 580 










Seq. No. 


55416 




Seq. ID 


OJ000313_38.0418 


.C12 


Gene No. 


116114 




Strand 






Start 


25374 




End 


26567. 




Name 


OJ000313_38-. 0418 .C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


16306 




. End 


1'694 3 




GI 


none 




Score 


35 




Exons 


16306. .16347, 16457. 


.16552, 


16459. . 16551, 16470 .. 16553, 






16634 .. 16714 , 16636. 


,16713, 


16814. .16930, 16818. .16940, 






16819. . 16941, 16821. 


. 16943 








Seq. No. 


55416 




Seq. ID 


OJ000313_38.0418 


.C12 


Gene No. 


116114 




Strand 






Start 


25374 




End 


26567 




Name 


OJ000313 38.0418.C12 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


16447 




End 


16946 




GI 


none 




Score 


72 




Exons 


16447. .16548, 16457. 


. 16552, 


16459. .16551, 1 6634 . . 167 14 , 






16818 . . 16946 










Seq. No. 


55416 




Seq. ID 


OJ000313_38,0418 


.C12 


Gene No. 


116114 




Strand 






Start 


25374 




End 


26567 




Name 


OJ000313 38.0418.C12 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


16457 




End 


16946 




GI 


none 




Score 


156 




Exons 


16457 . . 16552, 16459. 


. 16551, 


16634. .16714, 1 6814 .. 16900, 






16818 . . 16946 










Seq. No. 


55416 




Seq. ID 


OJ000313_38.0418 


C12 


Gene No. 


116114 




Strand 






Start 


25374 




End 


26567 




Name 


OJ000313 38.0418.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


23220 




End 


23508 




GI 


none 




Score 


154 




Exons . 


23220. .23507, 23278. 


.23508 ' 








Seq. No. 


55416 




Seq. ID 


OJ000313_38.0418 


C12 


Gene No. 


116114 




Strand 






Start 


25374 




End 


26567 




Name 


OJ000313 38.0418.C12 


. o8 . gs 


Method 


GENSCAN 




Start 


25374 




End 


26567 




GI 


none 




Score 


. 69 




Exons 


25374. .26567 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55417 

116115 

41 

OJ000313_ 
41 

none 
41. .475 



38.0418,C13.ol,gs 



Seq. ID OJ000313_38 .0418.C13 

Strand + 

End 475 

Method GENSCAN 

End 475 • - 

Score .99 ' 



Seq. No. ,55417 

Gene No. 116116 

Start 2098 

Name OJ000313_38 . 04 18 . C13 . o2 . gs 

Start 2098 

GI none 
Exons 



Seq. ID OJ000313_38.0418.C13 

Strand + 

End 5368 

Method GENSCAN 

End 5368 

Score .69 



2098. .2242, 2471. ,2548, 2763. .2954, 3969. .5368 



Seq. No. 

■Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55417 Seq. ID OJ000313_38 . 04 18 . C13 

116117 Strand + 

8627 End 9119 

OJ000313_38.0418.C13.o2.gp Method AAT/GAP 

8627 End 9119 

38782_1.R1084 Score 804 

8627.. 9119 

' 6069643/dbj I AP000616. 1 1 AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



55417 Seq. ID 

116118 Strand 

6845 End 

OJ000313_38 . 04 18 . C13 . ol . np Method 

6845 End 

6907088 Score 



OJ000313_38 .0418. Cr3 

8280 
AAT/NAP 
8280 
972 



6845. .7244, 7730. .7967, 8143. .8280 

(AP001129) • hypothetical protein [Oryza sativa] 



55417' 
116118 
6845 

OJ000313_38.0418.C13.ol.gp 



Seq. ID 
Strand ' 
End 

Method 
End 
Score 



OJ000313 38.0418.C13 



8280 
AAT/GAP 
7469 
333 



7277 
5667165 
7277. .7469 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 



55418 Seq. ID 

116119 Strand 
1 End 
OJ000323_38 . 04 1 8 . CI . ol . np Method 
1 End 
7486948 Score 
1..321, 419. .577, 664. .738 

hypothetical protein T13E15.9 - Arabidopsis thaliana 
gi|2344894 |gb|AAC31834.1| (AC002388) hypothetical protein 
[Arabidopsis thaliana] 



OJ000323_38.0418.C1 
+ 

738 

AAT/NAP 
738 
620 
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Seq. No. 55418 Seq. ID 

Gene No. 116119 Strand 

Start 1 End 

Name OJ000323_38 . 04 18 . CI . ol . tm Method 

Start 6 • End 

GI none Score 
Exons' ■ 



OJ000323_38.0418.C1 
+ 

738 - 

TBLASTXcMaize 

738 

67 

577, 418.. 585, 419. -.508, 



6. ..77, 6. .326, 10. ,336, 214 . . 318 4 16 
419. .586, 428. .499, 434. .562, 495. .602, 663. .737, 670. ,702, 
681. .737, 700. .738 



Seq. No, 55418 . Seq. ID OJ000323_ 

Gene No. 116119 Strand + 

Start 1 End 738 

Name OJ000323_38 . 04 18 . CI . ol . gs Method GENSCAN 

Start 19 End 734 

GI none Score . 63 

Exons 19,. 321, 4 19 .. 563,. 664 ., 734 



38. 0418. CI 



Seq, No. 55418 

Gene No. 116119 

Start 1 

Name OJ000323_38 . 04 18 . CI . ol. ts 

Start 416 
GI . none* 

Exons 416, .565, 416. .556, 466. .564 



Seq. ID OJ000323_38 .0418,C1 

Strand + 

End 738 

Method TBLASTX : Soybean 

End 565 

Score 208 



Seq. No. 55419 

Gene No. 116120 

Start 1 

Name OJ000323_38 . 04 18 . C2 . ol , np 

Start 1 

GI 7486948 

Exons l.,101, 760 
GI Descrip. 



Seq. ID OJ000323_38 .0418.C2 
Strand 
End 

Method 
End 
Score 

887, 997. .1084, 1463. .1606 
hypothetical protein T13E15.9 - Arabidopsis thaliana 
gi|2344894 |gb|AAC31834,l| (AC002388) hypothetical protein 
[Arabidopsis thaliana] 



OJ000323_38 . 
+ 

1606 
AAT/NAP 
1606 
479 



Seq. No. 55419 Seq. ID 

Gene No. 116120 Strand 

Start 1 End 

Name . OJ000323_38 . 0418 . C2 . ol , ts Method 

Start 2 End 

GI . none Score 

Exons. 2.'. 100, 3. ,107, 3. .110, 6. .77, 74 



OJ000623_38.0418.C2 
1606 

TBLASTX: Soybean 
1558 
141 

889, 757, .891, 972. .1085, 



979. .1086, 992. ,1087, 992. .1087, 1003. ,1086, 1463, .1528, 
1466. .1558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 



55419 

116120 

1 

OJ000323_38.0418.C2.ol.gs 
21 

none 



Seq. ID OJ000323_38.0418,C2 

Strand + 

End 1606 

Method GENSCAN 

End 1557 

Score .98 



21, .101, 760. .887, 997. .1084, 1463. .1557 



55419 
116120 



Seq. ID OJ000323_38,0418.C2 
Strand + 



'55990 



9 



start 
Name 
Start 
GI 

Exons 



1 End 1606 

OJ000323_38 . 04 18 . C2 . ol . tm Method TBLASTX : Mai ze 

830 ' End 1580 

none Score 57 

830. .886, 8"30..886, 832. .891, 841. .888, 992. .1087, 992. .1087 
992. .1090, 994. .1086, 1003. .1086, 1462. .1545, 1463 1555, • 
1466. .1558, 1476. .1580 - 



Seq. No. 55420 Seq. ID 

Gene No. . 116121 Strand 

Start 1 End 

Name OJ000323_38 . 04 18 . 03 . ol . np Method 

Start 1 End 

GI 7486948 Score 
Exons 1..24, 883.. 1065 

GI Descrip. hypothetical protein T13E15.9 - Arabidopsis thaliana 

gi I 2344894 Igbl AAC31834 . 1 1 (AC002388) hypothetical protein 



OJ000323_38.0418.C3 
+ ~" 
1065 
AAT/NAP 
1065 
198 





[Arabidopsis thaliana] 










Seq. No. 


55420 




Seq. ID 


OJ000323_38.0418 


.C3 


Gene No . 


116121 




Strand 


-H 




Start 


1 




End 


1065 




Name 


OJ000323 38.0418.C3.ol..gp 




Method 


AAT/GAP 




Start 


759 




End 


1059 




GI 


426268 




Score 


581 




Exons 


759. .1059 










GI Descrip. 


2344894 2.0e-17 (AC002388) 


hypothetical protein [Arabidops 




thaliana] 










Seq. No. 


55420 




Seq. ID 


OJ000323_38.0418 


.C3 


Gene No. 


116122 




Strand 






Start 


1223 




End 


2000 




Name 


OJ000323 38.0418.C3.ol. ts 




Method 


TBLASTX: Soybean 




Start 


861 




End 


1067 




GI 


none 




Score 


243 




Exons 


861.. 1067, 880.. 1059, 901. 


.99 


5 






Seq. No. 


55420 




Seq. ID 


OJ000323_38.04l8 


.C3 


Gene No. 


116122 




Strand 






Start 


1223 




End 


2000 




Name 


OJ000323 38.0418.C3.ol.tm 




Method 


TBLASTX: Maize 




Start 


877 




End 


1069 




GI 


none 




Score 


285 




Exons 


877. .1062, 881. .1069, 882. 


.1061 






Seq. No. 


55420 




Seq. ID 


OJ000323_38.0418 


.C3 


Gene No. 


116122 




Strand 






Start 


1223 




End 


2000 




Name 


OJ000323 38.0418.C3.ol.gs 




Method 


GENSCAN 




Start 


1223 




End 


2000 




GI 


none 




Score 


.77 




Exons 


1223. .1304, 1519. .1597, 1928. 


.2000 






Seq. No. 


55421 




Seq. ID 


OJ000323_38.0418 


.C4 


Gene No. 


116123 




Strand 


+ 




Start 


1 




End 


840 




Name 


OJ000323 38.0418.C4.ol.np 




Method 


AAT/NAP 





55991 



9 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



810 
271 



7486948 
1..40, 228\.312, 637. .810 

hypothetical protein T13E15.9 - Arabidopsis thaliana 

gi I 2344894 Igb IAAC31834.il (AC002388) hypothetical protein 

[Arabidopsis thaliana] 



55421 

116123 

1 

OJ000323_38.0418.C4 .ol.tm 
2 

none 



Seq. ID OJ000323_38.0418.C4 

Strand . + 

End " 84 0 

Method TBLASTX : Mai ze 

End 840 

Score 59 



2, .52, 3. .38, 5. .40, 193. .321, 224. .310, 226. .312, 628. .840 
634. .690, 636. .827 



55422 
116124 
1 

OJ000323_38.0418 .C5.ol.np 
1 

6997177 
1. .1089, 1634. .1739 

(AC023839) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000323_38.0418.C5 
Strand 

End 2524 

Method AAT/NAP 

End 1739 

Score 1012 



55422 

116124 

1 

OJ000323_38.0418.C5.ol.gs 
28 

none 

28. .1222 



Seq. ID OJ000323_38.0418.C5 
Strand 

End 2524 

Method GENSCAN 

End 1222 

Score .98 



Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55422 

116124 

1 

OJ0.00323_38.0418.C5.o2,tm 

122 

none 



Seq. ID OJ000323_38.0418.C5 
Strand 

End 2524 

Method TBLASTX: Maize 

End 4 60 

Score 4 6 



122. .187, 125. .187, 227. .460, 228. .368 



55422 

116124 

1 

OJ000323_38.0418 .C5.ol.tw 

134 

none 



Seq. ID OJ000323_38.0418.C5 
Strand 

End 2524 

Method TBLASTX : Wheat 

End 545 

Score 64 



134. .379, 146. .271, 189. .386, 369. .518, 371. .538, 371. .544, 
381. .545 



Seq. No. 55422 

Gene No. 116124 

Start 1 

Name 6J000323_38 . 0418 . C5 . ol . tm 

Start • 461 

GI none 
Exons 



Seq. ID OJ000323_38.0418.C5 
Strand 

End- 2524 

Method TBLASTX: Maize 

End 889 

Score 87 



461. .559, 462. .545, 563. .889, 564. .881 



55992 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55422 
116124 
1 

OJ000323_38 . 04 18 .C5 . o2 . tw 

'680 

none • ' 

680.. 1054, 789.. 980, 938.. 1012 

55422 
116124 
1 

OJ000323_38 . 04 18 . C5 . o2 . gs 
1638 
none 

1638. .1930, 1951. .2086, 2420. .2524 



Seq. ID OJ000323_38.0418.C5 
Strand 
End 

Method 
End 
Score 



2524 

TBLASTX: Wheat 

1054 

91 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323_38.0418.C5 

2524 

GENSCAN 

2524 



OJ000323 38. 0418. 06 



55423 . Seq. ID 
116125 Strand 
1 End 2962 

OJ000323_38.0418 .C6.ol.np Method AAT/NAP 

1 End 1068 

6523547 Score 86 ■ 

1. .,24, 509. .555, 694. .1068 ■ 

(AJ242540) hydroxyproiine-^rich glycoprotein DZ-HRGP [Volvox 
carter! f. nagariensis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55423 

116125 

1 

OJ000323_38.0418.C6.o2.np 
1 

7488215 



Seq. ID OJ000323_38.0418.C6 
Strand 

End 2962 

Method AAT/NAP 

End 2962 

Score 275 



1..24, 1425. .1590, 1697. .1789, 2309. .2431, 2939. .2962 
probable thioesterase - Arabidopsis thaliana 

gi|2245107|emb|CAB10529.1| . {Z97343) thioesterase like protein 
[Arabidopsis- thaliana] gi-| 72685001 emb | CAB78751 . 1 1 (AL16154 6) 
thioesterase like protein [Arabidopsis thaliana] 



^ Seq. No. 55423 Seq. ID 

3 Gene No. 116125 Strand 

Start 1 End 

Name OJ000323_38 . 04 18 . C6 . ol . gp Method 

Start 1031 End 

GI 4969077 Score 

Exons 1031.. 1396 



OJ000323_38.0418.C6 

2962 
AAT/GAP 
1396 
692 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



55423 Seq. ID 

116125 Strand 

1 End 

OJ000323_38 . 0418 . 06 . o2 . gs Method 

1405 End 

none Score 

14 05. .1590, 1697. . 1789, ■ 2309. .24 31 



'OJ000323_38.0418.O6 

2962 
GENSCAN 
2431 
. 97 



55423 
116125 



Seq. ID OJ000323_38.0418.C6 
Strand 



55993 



9 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000323_38.0418 .C6.0I. tm 

1452 

none 



End 

Method 

End 

Score 



2962 

TBLASTX: Maize 

2431 

72 



1452. .1529, 1456. .1590, 1463. .1594, 1677. .1796, 1679. .1789, 
2309.. 2431, 2309.. 2431 



55423 
116125 
.1 

OJ000323_38 .0418 .C6.ol.tc 

1456 

none 



Seq. ID OJ000323_38.0418.C6 
Strand 

End 2 962 

Method TBLASTX : Cress 

End 2431 

Score 122 



1456. .1590, 1457. .1591, 1641. .1805, 1679. .1789, 2309. .2365, 
2372. .2431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;; Seq. No. 

^ Gene No. 

3 Start 

J Name 

1 Start 

Ti GI 

^ Exons 



55423 

116125 

1 

OJ000323_38.0418 .C6.o2.gp 
1533 

LIB3434-048-P1-K1-H7 , 



Seq. ID OJ000323_38.0418.C6 

Strand - • 

End . 2962 

Method AAT/'gXp 

End 2431 

Score 478 



1533.. 1590, 1697.. 1789, 2309,. 2431 

'2245107yemb|CAB10529.1| 3.0e-36 {Z97343) thioesterase like 
protein [Arabidopsis thaliana] ' 



55424 

116126 

4875 

OJ000323__38 . 04 18 . C7 . o2 . gp 

4875 

none 

4875. .5354 



Seq. ID OJ000323_38.0418.C7 

Strand + 

End 5354 

Method AAT/GAP 

End 5354 

Score 885 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



55424 Seq. ID OJ000323_38 . 0418 . C7 

116127 Strand 

124 - End 6024 

OJ000323_38.0418.C7.ol.np Method AAT/NAP 

124 End 2397 

7484735 Score 226 

124. .153, 348. .398, 881. .934, 1137. .1188, 2339. .2397 

thioesterase homolog - upland cotton (fragment) 

gi I 3063637 I gb I AAC14125.il (AF056204) thioesterase homolog 

[Gossypium hirsutum] 



55424 Seq. ID 

116127 Strand 

124 End 

OJ000323_38 . 04 18 . C7 , ol , gs Method 

34 8 End 

none Score 
348. .398, 881. .934, 1348. ,1389 

55424 Seq. ID 

116127 Strand 

124 End 

OJ000323_38 . 04 18 . C7 . ol . gp Method 



OJ000323_38.0418.C7 

6024 
GENSCAN 
1389 ' 
.55 



OJ000323_38.0418.C7 

6024 
AAT/GAP 



55994 



start 908 End 2641 

GI LIB3433-046-P1-K1-G6 Score 385 

Exons 908. .934, 1021. .1041, 1137. .1188, 2339. .2423, 2545. .2641 

GI Descrip. '3063637 9.0e-ll (AF056204) thioesterase homolog [Gossypium 
hirsutum] ' 



Seq. No. • 55424. - 

Gene No. 116127 

Start 124 

Name OJ000323_38 . 04 18 . C7 . o2 . gs 

Start 2335 

GI none 
Exons 



Seq. :ID OJ000323_38.0418.C7 



Strand 
End 

Method 

End 

Score 



6024 
GENSCAN 
5965 
.76 



2335. .2423, 2545. .2658, 2937. .3060, 5234. .5965 



Seq. No. 55424 Seq. ID 

Gene No. 116127 Strand 

Start 124 End 

Name OJ000323_38 . 0418 . C7 . o2 ^np Method 

Start 4688 ' . ' End 

GI 7484952 Score 

Exons 4688.. 4807, 5277.. 5375, 5515.. 5702, 
GI Descrip. 



OJ000323_38.0418.C7 

6024 
AAT/NAP 
6024 
208 
5766. . 6024 



ethylene-responsive transcription factor homolog T13E15.15 
Arabidopsis thaliana gi | 2344 900 | gb | AAC31840 . 1 | {AC002388) 
putative ethylene response element-binding protein (EREBP) 
[Arabidopsis thaliana] 



Seq. No. 55424 Seq. ID 

Gene No. 116127 Strand 

Start 124 End 

Name OJ000323_38 . 04 18 . C7 . ol . tm Method 

Start 5519 End 

GI none Score 

Exons 5519.. 5713, 5529.. 5708 



OJ000323_38.0418.C7 
6024 

TBLASTX: Maize 

5713 

142 



3 Seq. No. 55424 Seq. ID 

.1 Gene No. 116127. Strand 

I Start 124 End 

Name OJ000323_38 . 04 18 . C7 . ol . ts Method 

^ Start 5519' - End 

J GI none Score 

3 Exons 5519.. 5710, 5613.. 5693 



OJ000323_38.0418.C7 
6024 

TBLASTX: Soybean 

5710 

113 



Seq. No. 55424 Seq. ID 

Gene No. 116127 Strand' 

Start 124 End 

Name OJ000323_38 . 04 18 . C7 . ol . tc Method 

Start 5525 End 

GI none Score 

Exons 5525.. 5713, 5529.. 5693 



OJ000323_38.0418.C7 
6024 

TBLASTX: Cress 

5713 

93 



Seq. No. 55424 Seq. ID 

Gene No. ' 116127 Strand 

Start 124 End 

Name OJ000323_38 . 04 18 . C7 . o3 . gp ' Method 

Start 5678 End 

GI none Score 

Exons 5678.. 6017 



OJ000323_38.0418.C7 

6024 
AAT/GAP 
6017 
641 



55995 



Seq. No. 55425 Seq. ID 

Gene No. 116128 Strand 

Start 643 End 

Name OJ000323_38 . 04 18-. C8 . ol . gs Method 

Start 64 3 End 

GI none Score 

Exons 643 . . 756 



OJ000323_38.0418.C8 
+ 

756 

GENSCAN 

756 

.9 



Seq. No. 55426. Seq. ID 

Gene No. 116129 Strand 

Start 67 End 

Name OJ000323_38 . 04 18 . Cll . ol . gs Method 

Start • 67 End 

GI none Score 

Exons 67.. 131, 518.. 689 



OJ000323_38.0418.C11 
+ 

689 

GENSCAN 

689 

.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



55427 Seq. ID 

116130 Strand 

7 0 End 

OJ000323_38 .0418. C12 . ol . gs Method 

7 0 End 

none Score 
70. .379, 525. .709, 1765. .1941 

55427 Seq. ID 

116130 Strand 

70 - End 

OJ000323_38 .0418. C12 . ol . np Method 

70 End 

600855 Score 
70. .146, 174. .379, 523. .709, 1765. .1988, 2081 
(U17887) bZIP protein [Arabidopsis thaliana] 



OJ000323_38.0418.C12 
+ 

2372 
GENSCAN 
1941 
.97 



OJ000323_38 .04.18 . C12 
+ 

2372 
AAT/NAP 
2372 
752 

2372 



55427 Seq. ID 

116130 Strand 

70 . ' End ■ 

OJ000323_38 .0418. C12 . ol. ts . Method 
199 End 
none Score 



OJ0p0323_38.0418.C12 

+ ' 

2372 

TBLASTX: Soybean ' 

2234 

179 



199. .408, 216. .323, 522. .560, 563. .625, 583. .714, 644. .709, 
1759. .1980, 1763. .1933, 1788. .1976, 2082. .2162, 2086. .2163, 
2090. .2167, 2091. .2168, 2163. .2234 



Seq. No. 55427 Seq. ID 

Gene No. 116130 Strand 

Start 70 End 

Name OJ000323_38 . 0418 . C12 . ol . tc Method 

Start '222 " .] End 

GI none Score 
Exons 



OJ000323_38.0418.C12 

.+ ■ 
2372 

TBLASTX: Cress 

2324 

153 



222. .323, 223. .378, 510. .560, 545. .625, 550. .624, 643. .714, 
644. .709, 1759. .1983, 1863. .1982, 2090. .2167, 2091. .2168, 
2172.. 2309, 2175.. 2324 



Seq. No. 
Gene No. 
Start * 



55427 

116130 

70 



Seq. ID OJ000323_38.0418.CI2 
Strand + 
End 2372 



55996 



Name 


OJ000323 38.0418.C12.ol.gp 


Method ■ 


AAi /bAr 


Start 


225 


End 


O O O yl 


GI 


5005405 


Score 


T "3 n n 


Exons 


225. .379, 523. .709, 1765. .1988, 2081. 


O O O /I 


GI Descrip, 


600855 6.0e-54 (U17887) bZIP protein 


[Arabidopsis thaliana] 


Seq. No. 


55427 


Seq. ID 


OJ000323_38.0418.C12 


Gene No. 


116130 


Strand 


+ 


Start 


70 


End 


2372 


Name 


OJ000323_38 .0418. C12 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1765 


End 


2372 


GI 


none 


Score 


296 


Exons 


1765. .1989, 1788. .1994, 2081 


..2368, 2081. .2371, 2085. .2372, 




2091. .2372 






Seq. No. 


55428 


Seq. ID 


OJ000323 38.0418.C13 


Gene No. 


116131 


Strand 


+ 


Start 


4143 


End 


4798 


Name 


OJ000323 38 . 0418 .013 . ol . gs 


Method 


GENSCAN 


Start 


4143 


End 


4798 


GI 


none 


Score 


.7 


Exons 


4143. .4229, 4284. .4386, 4488 


. .4798 




Seq. No. 


55429 


Seq. ID 


■'OJ000323_38.0418.C14 


Gene No. 


■ 116132 


Strand 




Start 


16600 


End 


19242 


Name 


OJ000323 38.0418.C14 .ol.gp 


Method 


AAT/GAP 


Start 


16489 


End 


16839 


GI 


none 


Score 


674 


Exons 


16489. .16839 






Seq. No. 


55429 


Seq. ID 


OJ000323_38.0418.C14 


Gene No . 


116132 


Strand 


+ 


Start 


16600 


End 


19242 


Name 


OJ000323 38.0418.C14 .o5.np 


Method 


AAT/NAP 


Start 


16590 " ■ 


End 


19242 


GI 


2194137 


Score 


237 


Exons 


16590. . 16869, 17285 .. 174 90, 


19210. .19242 


GI Descrip, 


{AC002062) ESTs gb | R29947 , gb | H7 6702 come from this gene. 




[Arabidopsis thaliana] 






Seq, No. 


55429 


Seq. ID 


OJ000323_38.0418.C14 


Gene No. 


116132 


Strand 


+ 


Start 


16600 


End 


19242 


Name 


OJ000323 38.0418.C14 .o5.gs 


Method 


GENSCAN 


Start 


16600 


End 


18091 


GI 


none 


Score 


.94 


Exons 


16600. . 16891, 17286. .17506, 


175*92. .17666, 17801 .. 17848 , 




17930. .18.091 






oeq . iNo . 


55429 


Seq. ID 


OJ000323_38.0418.C14 


Gene No. 


116132 


Strand 


+ 


Start 


16600 


End 


19242 


Name 


OJ000323 38.0418.C14.o2.gp 


Method 


AAT/GAP 


Start 


17336 


End 


18335 


GI 


12268 1.R1084 


Score 


1231 


Exons 


17336. . 17506, 17592 .. 17666, 


17801. .17848, 17930.. 18335 



55997 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



' 1076660/pirl IS51839 6.0e-15 D13F(MYBST1) protein - potato 
>gi_786426_bbs_159122 (S74753) MybSt l=Myb-related 
transcriptional activator { DNA-binding domain repeats} [Solanum 
tuberosum=potatoes, leaf. Peptide, 342 aa] [Solanum tuberosum] ' 



55429 Seq. ID 

116133 ■ Strand 

592 End 
OJ000323_38.0418.C14 .ol.gs Method 

592 . End 

none Score 
592.. 1522, 2183.. 3207 



OJ000323_38.0418.C14 

4 8'29 
GENSCAN- 
3207 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55429 Seq. ID OJ000323_38 . 04 18 . C14 

116133 Strand 

592 End 4829 

OJ000323_38 . 04 18 . C14 . ol . np Method AAT/NAP 

595 End 4829 

7488270 Score . 1382 

595. .676, 728. .1522, 2183. .2427, 2455. .2612, 2640. .2773, 

4772. .4829 

protein kinase homolog T13E15.^16 - Arabidopsis thaliana 
gi|2344901|gb|AAC31841.1| (AC002388) putative protein kinase 
[Arabidopsis thaliana] '''^^ 



55429 Seq, ID 

116134 Strand 

5628 End 
OJ000323_38.0418.C14 ,o2.gs Method 

5628 End 

none Score 

5628, .6392, 6404. .6478 



OJ000323_38.0418.^C14 

6478 
GENSCAN 
6478 
.49 



Seq, No. 55429 Seq, ID OJ000323_38 . 04 18 . C14 

Gene No. 116135 Strand 

Start 9811 End 13444 

'Name • OJ000323_38 . 04 18 . C14 , o2 . np Method . AAT/NAP 

Start 9811 ^ End ' 13341 

GI 7488220 Score 834 

Exons 9811. ,10113, 10864 .. 11794 , 11822 12109, 13307. .13341 

GI Descrip. probable triacylglycerol lipase - Arabidopsis thaliana 

gi I 2245036|emb|CAB10455. 1 1 (Z97342) triacylglycerol lipase like 
protein [Arabidopsis thaliana] gi | 7268433 | emb | CAB80953 . 1 | 
(AL161545) triacylglycerol lipase like protein [Arabidopsis 
thaliana] 



Seq, No. 55429 Seq, ID 

Gene No. 116135 "''Strand 

Start 9811 End 

Name OJ000323_38 . 0418 . C14 . o4 . gs Method 

Start 10765 End 

GI , none Score 

Exons 10765. .12519 



OJ000323_38.0418.C14 

13444 
GENSCAN 
12519 
.93 



Seq. No. 
Gene No. 
Start 



55429 

116135 

9811 



Seq. ID 

Strand 

End 



OJ000323 38.0418.C14 



13444 



55.998 



Name - OJ000323_38 . 04 18 , C14 . o3 . np Method AAT/NAP 

Start 13001 * End 13444 

GI 6069646 Score -330 

Exons 13001. .13444 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj, | BAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 55429 

Gene No. 116136 

Start 13725 

Name OJ000323_38 . 04 18 . C14 . o4 . np 

Start 13725 

GI 5852084 

Exons 13725. . 13862, 15110.. 15150 
GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ000323__38.0418.C14 
Strand 

1515.0 
AAT/NAP 
15150 
65 



End 

Method 
End 
Score 



Seq. No. 55429 

Gene No. 116137 

Start 18798 

Name OJ000323_38 . 0418 . C14 . ol . tw 

Start • 608 " 

GI none 
Exons . 608. .721, 793. .1113, 794. .1111 



Seq. ID OJ000323_38.0418.C14 
Strand 

End 19548 

Method TBLASTX: Wheat 

End ■ ' 1113 

Score 4 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



55429 

116137 

18798 

OJ000323_38.0418 .C14.o2.ts 

772 

none 



Seq. ID OJ000323_38.0418.C14 

Strand - 

End 19548 

Method TBLASTX : Soybean 

End 2262 

Score 70 



772. .906, 793. .1170, 794. .1177, 1237. .1299, 1315. .1482, 
1328. .1489, 1387. .1500, 2182. .2262, 2189. .2260 



55429 

116137 

18798 

OJ000323_38. 0418.C14 .ol.tm 

775 
none 



.Seq. ID OJ000323_38.0418.C14 
Strand 

End 19548 

Method TBLASTX : Mai ze 

End 1494 

Score 126 



775. .912, 793. .1170, 794. .1174, 1237. .1284, 1237. .1311, 
1268. .1291, 1315. .1482, 1328. .1489, 1387. .1494 



Seq. No. 55429 

Gene No. 116137 

Start 18798 

Name OJ000323_38 . 04 18 . C14 . ol'. tc 

Start 793 

GI none 
Exons 



Seq. ID OJ000323_38.0418.C14 
Strand 

End 19548 

Method- TBLASTX': Cress 

End 2584 

Score 458 



793. .1170, 794. .1177, 1237. .1299, 1261. .1293, 1321. .1482, 
1334. .1489, 1387. .1494, 2182. .2424, 2189. .2413, 2458. .2583, 
2462.. 2584 



Seq. No. 
Gene No. 



55429 
116137 



Seq. ID 
Strand 



OJ000323 38.0418.C14 



55999 



start 


18798 




End 


19548 




Name 


OJ000323 38.0418.C14 


. o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


2182 




End 


2584 




GI 


none 




Score 


251 




Exons 


2182. .2424, 2189. .2413, 2458. .2583, 2462. .2584 




Seq. No. 


■55429 - 




Seq. ID 


O.J000323 


_38.0418 


Gene No. 


116137 




Strand 






Start 


18798 




End 


19548 




Name 


OJ000323 38.0418.C14 


. o3 . ts 


Method 


TBLASTX: 


Soybean 


Start 


2263 




End 


2584 




GI 


none 




Score 


138 




Exons 


2263.. 2424, 2264.. 2413, 2458.. 2583, 2462.. 2584 




Seq. No. 


55429 




Seq. ID 


OJ000323 


_38 . 0418 


Gene No. 


116137 




Strand 






Start 


18798. 




End 


19548 




Name 


OJ00,O323 38. 04 18, CI 4 


.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


10858' 




..^End 


12036 




GI 


none 




Score 


88 




Exons 


10858 .. 11082, 10889. 


. 11047, 


11092. .11139, 11185 


. . 11250, 




11281. .11466, 11287. 


. 11502, 


11530. . 11685, 11540 


. . 11686, 




11707. .11781, 11708. 


. 11782, 


11801, .11863, 11827 


. . 12036 


Seq. No. 


55429 




S.eq, ID 


OJ000323 


38 . 0418 


Gene No. 


116137 




Strand 






Start 


18798 




End 


19548 




Name 


OJ000323 38.0418.C14 


. o3 . tm 


Method 


TBLASTX: 


Maize 


Start 


10931 




End 


11364 




GI 


none 




Score 


192 




Exons 


10931. .11050, 10933. 


.11076, 


11074 . . 11094, 11113 


. . 11256, 




11114 . . 11254, 11222. 


. 11347, 


11245. . 11364, 11284 


. .11364 


•Seq. No. 


55429 




Seq. ID 


OJ000323 


_38.0418 


Gene No. 


116137 




Strand 






Start 


18798 




End 


19548 




Name 


. OJ000323 38.0418.CI4 


. o5 . tm 


Method 


TBLASTX: 


Maize 


Start 


11524 




End 


11988 




GI 


none 




Score 


72 




Exons 


11524. .11730, 11540. 


. 11635, 


11839. .11988 




Seq. No. 


55429 




Seq. ID 


OJ000323 


o rt rt ji ^ rt 

_38 . 0418 


Gene No. 


116137 




Strand 






Start . 


18798 




End 


19548 




Name " ' 


OJ000323 38.0418.C14 


. o4 . tm 


Method 


TBLASTX: 


Maize 


Start 


16747 




End 


17669 




GI 


none 




Score 


329 




Exons 


16747. .16791, 16848. 


.16892, 


17282. .17482, 17284 


. . 17475, 




17292. . 17483, 17360. 


.17506, 


17622. .17669, 17625 


. . 17669 


Seq. No. 


55429 




Seq. ID 


OJ000323 


Jo . (J4 1 o 


Gene No. 


116137 




Strand 






Start 


187 98 




End 


19548 




Name 


OJ000323 38.0418.C14 


. o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


17224 




End 


17512 




GI 


none 




Score 


291 




Exons 


17224 . . 17376, 17282. 


. 17512, 


17372.. 17485 





56000 



